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APPENDIX A: DNA SEQUENCES 

>RXAO 00 03 -upstream 

CATCCATTTCGCACAGAACATGGTAATCCTTCTCTAGGCCCCACTCGAAGCCGGCGATAT 
AAGCGCCAAGAAGGCCACCCTTGCCTTCGCGGTGCAGCAC 

>RXA00003 

'OT^GCAGGTGAGAATeeTGAGCAGCGAGCTTGTCTGCAGCCTCTCCGGTGCCATCCGGGGC 
GTGAACCTAGATATTGCAGCACCGAAGCCCAAGAAGT^GGCCGCCGeAeA<^TGAC^^ 
CCCGAATGGGATGCCGTCATTAAGCATCTGTTAACGCGGGATACCGAGCCACTGTTAACC 
CCCACCAAGCACAAGAACATCCGACAAAGCACCAAGAACATCCATGCCCGCATTGTGCGG 
CTCACTCTCCTCCAAGCCGTTTCAGGGCTGAGAATTGCCGAAGCCAATCAATTGCAGTGG 
AAGCACATCATCGACGGTGACGATGGCATGCTCATTAATGCCAGCGCCGATATTGTCAAG 
GGGCGAAAAGGCAAGGAAAGAGGGCGGTATATCCCTATCCTGAGGGCCGACGTAGCGGAA 
TACCTGCGTACACACCGCGAGGACGACGAGCATTTCATCGTAGGCTCACCGACGACGACC 
GCGAGGCCCTGGGACGCGACGAACGCAGATGACAAGGTGCCCGAGCTATACCGGCAAATT 
GCAGAAGCTACAGGCGTGAAGACTCTTCAAGACCTCCGAAGCCACTCCTGGCGTGCGACG 
CTGCACGGTGTGTACGCGGACGTGATGGACCCAGCTACACGCGCCGCCATTTTCGGCCAC 
ACCGAGCAGGTAGCTGAGGAGTACTACAACGACCGCCAAAATATTGAATCACTCATGAGA 
CAAGTCAAGCGCGCCTACGCG 

>RXA0 0003 -downstream 
TAACTACGCTTAAGACTACGCGT 

>RXA00 008-upstream 

CATTGGCGTGGTGATCGCCGGCATTATCGCACAACTCACCCTGCGCTTCTACGTGAGGAA 
ATAAGACTATTGAACTCGTTGCCGTAGACTTAGAAAGACT 

>RXA00008 

ATGGCCAAGAAGAAAAAGAAAGTCGACGAAAACAACTCAGTTCTCGCGACCAATCGCAAG 
GCCCGCCATGACTACCACATCATTGATACGTGGGAGGCGGGCGTGGTGCTCTTAGGCACC 
GAAATCAAATCACTGCGCGAAGGTAAGGTATCCCTCGTGGATTCCTTTGCCACCATTGAT 
■AACGGAGAAATCTGGCTTCAGCATCTCCACATCCCGCAGTATTCCATGGGCTCCTGGACA 
AACCACACGCCCAAGCGCACCCGCAAACTTTTGCTGCACCGCAACGAGATTGATTCCCTG 
ATGGGTAAAGTCCGCGACGGCAACCGCACGTTGGTTCCGCTCAAGCTTTACCTCAAAAAC 
GGTCGCGTCAAACTCGAACTCGGACTCGCACAAGGTAAGCAGGATTACGACAAGCGCCAA 
GATATCAAGCGTGGCACCGAAGAACGCGAAGTCACCCGTGAGCTCGGCCGTCGCATTAAG 
GGAATCAACGCG 

>RXA0 0 0 0 8 - downs tr earn 
TAAATGAGTATTCACATCGCAAA 



>RXA0 00 15 -upstream 

AAGACGCACAGAAGCTACACACATAGCTACATCGTCAGCACCAAAGCCGGAACAAGAACT 
ACAGCAACCGACGACACTCAACGAGCGCGACCTCCAAGAC 

>RXA00015 

ATGATTGATATGTGCACCACTCCTCGACAAGAGATCATGATCCGCGAGCAATTTAAGGAG 
ATCAACAACGGTAGGGTTGTACCTCATTACGATCAGCTTGAACAGCTCGCAGAGATTTTT 
TCAACTAAAGACTCAATCGACATGGTCAACGAGATACTCAATCGCGATACGGATTTTCTC 
AGTAATGAAGGCACAATTTTTATGGAATACATTTTCAACGGTGGATTCCATACGGACAAC 
GGCTATCAACCGTTGTCCTATGCATATGTTGAACGAGGCTTAGCGATCCGCCCTCCACGC 
ATAGTGCTC 

>RXA0 0 0 1 5 - downs t ream 
TAGATATGACACAAATCGGTATT 



>RXA00 018-upstream 

CAACCCGCCCCACAAACACATACAATTAACTTCTATATTTAGTAAATAAATAACTAGTAT 
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TTTTAATGACTTACAAATATCAAGAAAGAATCTATTCCTT 
>RXA00018 

ATGTCCGCATTATCTAGACCGCACAAGATCGCCACCGGCGTTGCTGTCGCAACTCTTACC 
CTCACCTTGTGTACCTCTGCTGCCGGCGTTGTCCATGCAGCGCAACAATCCATCAGCGGT 
CCAGAATCCTCCTGTGCTTTTAATCAACAGCGTTGGGATGACAGCAAAGTTAAGCTTGAC 
GACACCATCGCTACGGCCAAAAACTCATTGGTACAAACAGGCGAACTGCACCGCAACGAA 
"CAGGATCTACTTAeTGGGT-A-TC-T-T-T.TCCAG<:AACCGCACAGCAGCAATTACCTTGCACTC 
AACAACGCTTATGCCGATGCCGTAGCAATCAAAGACAGCTTTGTCCGCCC^^ 
GGTTCTAAAGAGTCCAAGATTGCCAGCGAACACGCCGTGTCTGAGGTTGTGGGTGCAGTG 
AATGTACTCGCCCGAGCACAAAAAGCGCTGCAGATTAACTCCGACACCTACGAACAGCAA 
CGTCGTTGTGATGCCCTTCGTCTAGCAAGCCGAGATGAATCAGATGTTCTTATGCGCATT 
GATCGCACCATGCTGCAGCTTCGTCGCACACTAGCTGACATTGACCAGGCGTCCACAGAC 
ATTCGCGATATTCGGGCTCAAACAACAAGCTTTGAACGTGATCTTGCCCGCGAGCAAAAA 
GAGGCCGACGCAGCAGCACGTGCTCAAGCTGTAGACACTTCGACCACACCAACATCAAGC 
ACAGAAGATCGTGTCAACGACATTCTTAAAGAGTCCCGTACCGATCACAGTGGCGACAGT 
TACACGCGCTCAACGACAACGAGCGCACAAAGCACTGAGCCGGATTCTGCAACCAACACC 
TCATATCTGTCACGTCGTCTCGACAGCCTGGAACGCAGTGCGCAGCATATTGATCTCAAT 
ACCCAGTGCGACAACCTCGATGATCTTCGTGAACTCACCAACAATGACACGCGTGATCAC' 
ACCGGCTCCGTCATTTCCATTGCCGATCAACTCACAGACATCACCAATGAAATCAATGAA 
TTACGCGATAGCACTTTTGCCACCAGAGACAGTGCCCAACAAGCACAGGATCAGGTAATT 
GCTCAACGTGAAGAACTGCAACGAGCAAAGGAAGCACGACTAGAAGAACAGCGACTCGCC 
AAAGAAGCAGAAGAGGGCGCTCGCAACGCAGCAATTCAGGAACGTGACGCGGCCGAAGCA 
GCACTGCGTGAAGCACAAGACCTCCTCAGTCGCCTCGATGACACAGGCAACGCAACCAGT 
GATGACACAGCAGCGCTAGTAGACGGTCTTCTCAATAAC 

>RXA00018-dovmstreain 
TAACAATCAGCAACACCGCTCAC 



>RXAO 002 0 -upstream 
I J TAGGAGAACTACCTTTCTTGCTGGTGTTACCTAGCTTTAAGTTTGTTAGAGTAATTAATG 
B AATAACTAAGTAATGTAAGTAAAGGGACTTTTAAATAACT 

r J 

ffi >RXA00020 

fll ATGACTGTGACCACCGCACAACGAATCGCTGACGAATTTCAACGTGGCATTAGTATCGGC 
I % . CCGTGGGATCTGTGCGAAGTACC AGO AGGCGATGACTATTTAGAGC AC ACC ACC AAGGTC 
^2 AGGCGACGCCACAGCACGGCTGTAGAGATTCACACTGACTCTTTGATCATTTGTGCGCCT 
M GAAGGCAGTACGTACAGCCACAACCGCACTAAGGCTGGTCTTGCGTCCACGGGCACAGTC 
iJ ACTGTGCCAGTGAAGGGGCTTTCTGAGCCTGTGAAGCTTAGTCTCAATCTTCTTGCTGAT 
TATGGAAACTCCTTTGACACTGTGCACGACGATCTGTGGCAACGAGAGCTGCGTGAGCAG 
ACGCGGGGGCAGTTACTCACACTTAATGCAGTCTCCGGTCTTGGGGATGACAGCGTGGCG 
ATTATGGGCACGCCATGGGGCGATGGTCTCACCGGGGAGGCCAACACCATTAAAGGTCGT 
GAGCATTTTGTCATGTGGGCTGCAGGGTGCCGCTTTGAAGACGGTTATGGTCGTCACGCA 
CTTCGAGAGGATCGCCATGTGCGACACCAGGCACGTGCGGGTGAGGATTCCACTGCACAT 
CACGGTTGGTTGCTTAAAGGCACAGTGTTCGGGAAAGAACTCACCGGTGATGCTGTGACG 
GCAGCCATGACAGTTTTTAGTGATGTGGTGGTCACTGTCGATGAGGGGCGTATCCCTGGC 
ATGAAATCAGGACAACCGTTTTCTATGGCAACCCGTTTACGCGCATCATCTGCGCCTGTG 

>RXAO 0 0 2 0 -downs tr earn 
TAGAGACTTTTTCAGACCTTAAC 



>RXAO 0021 -upstream 

AAAAGCAACTCACTTCGTGCTTTTTTCACCGACCCCGGCTGTGTGGATGCCACCCACTTA 
CACCGCACAATCGAAAATAAAAGTAAAGGATGTTCACCTT 

>RXA00021 

ATGTCTGACACCACAGACAGCCACGACCCAGCAACCTCCCCTACAGTCGATTCAGCCGCA 
TCCGGTACTTCTGACCCCAACCAGCAACCCAAGAAGAAATTCACCATCATTAAGCAGGTG 
AACATGATTGCGCGTACTGCCATTGATGACTGCATTAATCGACTAGGCCCAGATGTTGTC 
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ACCATGTCCAGCGAAGACATTGCTGATCAAGTGGTCAACTCCATTAACGTTGCTATTGCC 
AGAGAAAACACACGTGCCCAAGATGCCAATGCTGCGGTGCGTTACACACCTATCTTTAAG 
CTCGATTTCTCCCATGTCGCTGTCCTTATGCGCAGACTGCATGTGATTATCAACATCGCG 
CCATCGCATAACTCTGATCCTGACAGCGATATGTTGGCTATTTACGACCCCAACCCACGC 
AGCGAGCATTACGGGATCTATCGCACCTCAGAGGCTGAAATACGCCGCGTAGCCCGTGAA 
TACTGCCCTGACCTCACCTCAGCGCAGTTTAGAGAACTGCAGATGGCACTCTCAGATGCT 
GCACCTCGTAAAGTCCGCCACAAGCAGCGTGACTTGATTCCCGTGAAAAACGGCATCTTT 

^AATTAGTGGAG-TAAACAACTAGAACCGTTTTCTCAAGAGTTTGTCTTTCTTGCTAAATCT 

GCAGTGAACTACAACCCAAATGCACAAAACCCTOT^ 

GTCTGGGATGTTGAATCATGGATGAACGATCTCTCCGATGACCCTGAAGTCGTTAACCTG 
CTGTGGGAGATTATCGGCGCTATCGTGCGCCCCTATGTGTCCTGGAACAAGTCTGCCTGG 
TTCTACTCAGAGGCCGGCAACAACGGTAAAGGCACGCTCGTTGAGCTCATGCGCAACATC 
TTGGGCGCAGAGGCCTATACCAGTATCCAGCTCTCGGACTTCTCTAAAGAGTTCCACCTT 
GAATCACTGACTCGTGCACAAGCAATCCTTGTTGATGAGAACGATGTCGGCGCCTTCTTA 
GAAAAGTCAGCAAACCTTAAAGCGATTGTCACCAATGACGTCATCTCCATTAACCGCAAG 
CACAAAACCATGCTCAGCTATCAGTTTTATGGCTTTATGGTGCAGTGTATTAACGGCTTC 
CCCAAGGTCAAAGACCAGTCGGAGTCATTTTTCAGGCGCCAACTCTTTGTGCCGTTTGAG 
AAAAGCTTCACCGGTGCCGAGCGCAAGTACATCAAAGACGACTACATGTCGCGCACTGAT 
GTCCTCGAATATGTACTGCACCGCGTACTGCATATGAACTACGACAATCTCTCCACCCCT 
GCTGCAGCTCTCGCTGTGCTGGATGAATACAAAGAGTTTGTCGATCCTGTGCGCGCATTC 
TGGAATGAATTCAGCGATCAATTTGTCTGGGATCTTCTTCCCCTGCAATTCCTCTACGAG 
TTTTATCGCAAGTGGTTTGACCGTGACAGCCCATCCGGGTCTGTGCTCGGCAAACGCAGC 
TTCATTCAAAAAATCACCACCATCGCCGTTGATAGCGGTCAGTGGGAGTATCCGCTGACA 
S3 GCACAGCGTCCCGGTGGCGATATGGCCGTTCCTGAGCCATTAGTCATTGATTATGACCTC 
^^3 ACCGAGTGGCAAAACGCCACTGTACCTAAAGGTCACGTCAACAAGGGGCTCCCTCTACCA 
tfi CTCAAGGCTAATTATCGAGGACTGCTCCGCAAACCTCTAACAACACCTGCTACTCCCCCT 
? 3 GCAGCGCCGGTC AACCCCACACCACCCACCCCT 

^ J >RXAO 0021 -downstream 

? 2 TAACAACCACAAGAAAGATTTAT 



>RXAO 0 02 2 -upstream 

AGGACTGCTCCGCAAACCTCTAACAACACCTGCTACTCCCCCTGCAGCGCCGGTCAACCC 
CACACCACCCACCCCTTAACAACCACAAGAAAGATTTATC 

>RXA00022 

ATGTCCGCTCCAACCATCTACCCCGGCACCAAAACATCTATTGATCCGATCACCATGGAT 
GACGCTCGCATCATCTTTTTCGATATTGAGTCGCTCCACAATATTTTCACGGTAGCAACC 
TACGATTCTCTGTCCCACCACGTCGATGTCTTTTACCTGCTCGATCACACAACCAGCCCT 
CAGATCACGGTGCTGCCGCACTCAATGGATTATTTCGATCAAACGCGCAGCGATGCTGTT 
ATGGCTGCCATCATTGAGCAAAACCCTGCGTTCGCAGAAATTAAAGGCTCACCCATTACA 
ACCGCAGATGTAGCCCTCCACAATCTCGGTGACACCAACGCCAACCGACGCTGGCAGTCT 
AACGTGCTGCTTGCCCGGCTACTCGGGGGTATTAGTGTGCGCGGAGAGGTACCTGAGCAC 
CAGAGCCACAACCATCTCGCCAAGCAGTTTGCCGAGGCAACCTTGGTCACCAGGGACTTC 
GATGTGAATTATGATCCAACAAGCGCTCACCCTTTTACTGCTGGCTTCAACTCGATCAAC 
TATGACACCACCTTGCTCAGCCTGTACTTCGCAATGTTGACCTCAAATATCGGAAGTACA 
CCGACGTATTTCCCGGTGATCACCGCACAAGAACTTCGTGCGCATAACGACAAGCTCTTT 
AGCCCTGAGTTCATCAAAAACATGCCAAAGTATTTCTGGGATCGCGACAGCGGTGCTGGA 
CTCAGAGCTGCATCG 



>RXAO 002 5 -upstream 

TAAATTTCTCAATGGTGTGGAAACACTTGGAAACAAGCTGCCCACACCATTTACGCTTTT 
CTTGATACTTTTCCTGATCACGGCGCTGGCTTCATCGATC 

>RXA00025 

ATGGCGTGGATGAACGTATCCGTGATTGTTCCAGGCTCTGATGAGGAACTATTTGTAAAA 
GGCCTGTTCACCGGTGAAGGCCTAACCTGGTTGACTACGAATCTCGGGGCAAACTACATC 
GGGTTCCCGCCGTTGCTCACCGTGTTGCCAATTCTGTTGGCAGTGGGTGTTGCTGAACGT 
TCCGGCATGTTGGCTGCGCTGATTAGGAAACTTTTTGGTTCGGCGAAAAAGATCGTTTTG 
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CCATATGCAGTCGGTGTGATTGGCGTGACCGCGTCGATCATGGCGGACGCTGCCTTCGTG 

GTGGTGCCACCTTTGGCCGCGATGGTGTTTAAAGCTGCTGGTCGGCACCCTGTGGCTGGG 

CTATTGGGTTCGTTTGCAGCTGTGGGTGCAGGATATTCCACAGCGATTGTGCCCACCAGC 

CTTGATGCACTTTTTGCGGGAATTACCAACGCCGTGATGGAGACACTTCCAGGCATTGCG 

ACAACTGAAGTCAATCCGGTTTCTAACTATTACTTCAATATTGCATCCTCGATTGTGTTG 

GGTCTGTTATGTGGTTTCCTCATTGATAAGGTGCTGGAACCTCGGATGTGGCGTCAGAAA 

ATCGCTACGGAGTATGCAGAAAGCATTGAACCCACCAGCGCAGCAGATGATGAGGAAATC 

TCTGCAACCCTAACCGCACAGGAAAACCGCGCGCTGACAATTTCCATGTGGACCACCCTG 

GCGACGGCCATCATCGTGCTGGTTGTGGTGCTGATTCCGGGATCCCCATGGAGAAATGAG- 

GATGGTGGATTCTTGCCTACCTCGCCACTGCTGAGCTCTGTGGTGTTTATTGTATTTTTG 

TTTTTCATGGTGATGGGCCTGGCCTACGGCATGGTGGTGGGCACGATCAAGAACATGGAT 

GATGTCGTGAACATGATGGGCGAAGCAATCAAGGACATGATTGGTTTCTTGGTTTTGGCC 

TTCATTTTGGGACAGTTTGTGGCGCTGTTTAACTGGACGGGCATCGGTACCTGGACTGCT 

GTTCAGGGTGCTGCGGGATTGGAAGCGATCGGGCTTACCGGATTCCCTGCGATCATTGCA 

TTTATTATTTTGGCGTCATGTTTGAACCTGCTGATTATTTCCGGCTCTGCGATGTGGACG 

CTGATGGCTGCGGTGTTCGTCCCGATGTTCGCTCTGCTTGGCTATGAACCATCATTCATT 

CAGGCAGCATTCCGCGTGGGTGACTCGGCAACTCAGGTGATCACACCGCTGAATCCGTAC 

ATGATTGTGATCCTCGGTTTGCTCCGTCGATACGAACCGGATGCAGGTTTAGGCACCTTG 

ATGTCAAGGCTTATCCCATTTGTGATCCCTTTCTGGCTAGCCTGGGCTACATTGTTGGCA 

ATTTGGTTCTACGCCGATTTGCCGCTTGGACCTGGCTCTGCGATCTTCCTCGAAGGA 

>RXAO 002 5 -downs tr earn 
TAAGTTTTCATGAGTACTGACAA 



;z >RXAO 0 02 7 -upstream 

TTAGGCAACGACTCCGAAACCTTCAAGAACGTGTGGCACTAACAATTGCGGACTATCCTT 

£ 3 GGGAACTGTTTTAGATTTTATTCAGGGTAGGGAGATTGTT 
^4 >RXA00027 

n GTGGATGAACGAAGCCGGTTTGCGCGCAGCGTTTTCCCGGACGGTGAAGAACCAGATCCA 
CGTTTCACTTTGGCCAATGAGCGCACGTTTCTAGCATGGACGCGTACGTCTTTGGCGTTT 
CTTGCCGGTGGTATTGCTTTTGAGGCGTTCCAGATCAGTGGACTATCGGATACTGTCCGT 
^-^^ ACAACAATCGCGGTTTTTATCATTGCGGTTGGCATGATCATTGCCGCTGGTGCTGCGGTG 
H AGGTGGATGAATGTGGAGCGTGCAATGCGTAAACAGAAGCCACTTCCCGTACCTGCGATT 
U i , j^rpTCCGTTTCTGTCTATTGCGGCTTTGGTGGCCTCTGCGGCTGTCTTGGTTCTGATTATT 

1 y GTTCAG 

l2 >RXA0 002 7 -downstream 
tl " TAGCTATGCGCATTCATGAGGAT 



>RXA00 02 8 -upstream 

AAAAGTCCTGGCCAGAAAACTCTCTATACTGTGCAGCATGGCACCAACGATCACCGACAT 
CCATGTTCTGCTTCGTCGCGGTGAGCGACAATCAGTGATC 

>RXA00028 

ATGACCCTCACTGCCTCTTCCTTGGAGGCCGGGAAAATGTCTTTTAGTGGCGGGTATATC 

GTGGGCGAGACGATGATCTTCCTCGTCGATCCCGATGAAGTCGAGATACGACGCAGCCCT 

AACAGCCTCCACGTCCTGCGTAACGGTAGCGATATTCTGCGCCGCAACGAGCATCATTGC 

TGGGTATTTGAGAATTTCAATAAACCCATTGACCCACCTGTTCGATTGGGTCCTCGGGAT 

ATCATCTGCCCGAGCGCCTTGGCCTGGGTTCTTCAACAGCATTCCATCTCCCGGTCCTTA 

TCCCACCACCTTCACGCGGATAAGATCACTGCGGGAGAGATTGCTGGACGCCCCACCTGG 

ATCCTCCGTGAGGAACCTACTTCAGGAGGGCAGGACCCAAGTCGATTGGTCAGTCTTGAA 

ATCGACCAGGAACACGGTGTCATCCTTGCAGTGGAGACTGGACAAGAACGACTCGAAGCC 

ACGGAGATTTCTTTTCCTGACACTCTTCCTAATCCTTCCTGGGACGGAGCCTGGGAACCA 

TTCCATTATCCAGATTCGACACCACACACTGCCCCTGATGTTGCTGAAATACCCGGTTAC 

ATTCAGTCACTGCCGCCGCAGTCTGAAGATCCTCGCAGACTACGAGTCTTCGTCAATGAG 

ATAGCACTCGAAGGTGATTTCCCTGACTACCGTCAAGGACAATCTGTGCGACTTACTTTG 

GGAATTAGCTCCTCCCCTGTGCCACTCGAAGGAATGACAACCAGACGCCGGGGCCGGGTA 

CGCAACCTTGGGGAAGAAGCTAGTCCAGGCGATGACGGTATGCCCCAGTGGCCAATCCTG 
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CTCACTGGTGATGGGTGGACGGCGCTGGCCTACACTCCCATCCCAAAACGTGGAGATGCA 
GAGATCCAGGGGTGGTTTTATTATTCCGCCTACGGAATTGTTGATGTTCCCACAGATCTA 
CGGGTAGAGCGTATTTTCGCTGGTATCGGCACAAGTGGCACCAACGAGCGTTTGTGGCAG 
GAGATAGACAATACTTCTTCGGCTTATCACTCGGAAGATTGGTGGATCCGCGATGTCGTT 
TTAGACGTCACGTTGGATGGAGCTGTTCCGCCTCCGCTTAGACGTGACGTCTTCACTGCT 
GTCGATCCTATTGTGGCGGGTGACAAATTGTGGCTGTGTGACGTGCACTTTCCGGTAGCC 
CGCTGCTGGGAGAGGACGACCGGCCGATACTTGGGGCAGACTTTAKTCCCAGCACCACTG 
CGAGATCGATCGTACGTCCTTGAGCTGCACAGCGACCAACAATTAGG 

AGTGGGAAGAGTGGTTGGATTCTCACACCTGGTCAAGCAGTAGCCACTAAAGCTCCTGAT 
TGGACTCCTCCCACCCGGGCAACCGATCTGCCTCAGGTCCCCTCCCCCTGGGAGATCGTC 
GCTGTCCGTGGCCAAGGTCTGTTTGAGCTGCAGGTGGAAACTAGTAGACGCACCGCCCTC 
GGTCGAGTTAATGCGACCGGTGGCGTCGACATCGGTGAACTCCCGCCCAACGGCTATACC 
ATCAGTTCTGTGGTTCAGATCGGTGATGAATACATCGTGGGCAGGTGGGTAGAGGAATAC 
CGGCTCAACTCCAAACTGGAGGTCATTTCTACCAAAGAGCTAGATATCTCCGCATCCGGA 
TGGAAGAGCAAGGGGACGGTTGCTTATCTGTCGGAAGACACTCACATATGTTTCTTCGAC 
CAGGTCAGCGGGGCCGAGCTTCCCAGCCTGGGTATCGCCGAGGGACACCAGGGCGAGGTT 
ATGTCAGCAACTTCTTCAGAGAGCATCGTGCTTATCTACCGGCGCAACCCGAACAATTCA 
ATGTCGATTGTCCCGACTTCCGTTGCCACCTATGACAATGGCACCTGGACGACTATGCCG 
CTACAGGAAGCTCCAGCGGAACTGTCC 

>RXAO 0 02 8 - downs t ream 
TAAACTGCTCATAGACTGCTGAG 



>RXA00 031-upstream 

CACACATCGCCTCGTCATCCTTAGACACGCCAAATCTTCCTGGTCCACCGGAGTACTCGA 
CCATAAACGCCCACTTAATCAACGTGGGCTTCGCGATGGC 

>RXA00031 

GTGGCAGCTGGCCAATGGCTAGCTGGCAACATCGGCGAAATTGATCATGTGCTGTGTTCA 
GATGCCACCCGCACACAATTAACGTGGGAACGCGTCCAGCTTGGTGGCGCAACCGCCAAA 
GGCTCTAGCTTCCACAATGACATCTATGAAAACCAAGTGTCTGAATTTAAACATTTAATA 
ACAGGGCTCCCAGATGTAGTTGGTACCGCCCTACTCATCGGGCACTGGCCAGGCGTGGAA 
GAACTAGCCCATTATTTTGGCATCCGCGATGAACATCCCGGTTGGGATCAGATGGAAGAA 
AAGTTTCCCACCAGCGCCATTGCGGTGTTGGAATTTAACACCCCTTGGTCAAAACTTGAG 
AGAAACTCTGCTCGGTTGACAGATTTTGTCATTCCACGGGGT 

>RXA00 031-downstream 
TAGTTCTGCTTCAATTGAACAAT 

>RXAOO 03 6 -upstream 

CTCTACCCACTTAAAATGGACGCATATTCGCAAGATAAGGCATGCTTGGATGAATAGATT 
TTAACTCAACGTTTACTAAACAGAATCGGAATTAGGAGCC 

>RXA00036 

ATGCTTGAACGCACACAGGTATTCGTGGATACGTCCTACCTGCTCGCAAGCTTTTACAAC 
TCTTGGGAGACAGGGGCACGTGCCCAATTAGAAATCGACCTCCCCGAAGTAGTCGGGGTA 
TTAGGAAGGATGATTGAACAACAACTTAAACAGCCAGTACAACGCCAAATGTGGTACGAC 
GGAATCCCCGATTCCGGCCCCCACCGCTATCAACGAGCACTACGCACCTGCGATGGTGTG 
CAACTTCGTGCTGGCCAATTAATTGAATGGGGCGAACGCCGCACACAAAAGGCAGTAGAT 
ACCCGCCTTGTTGCAGACCTCGTTCTCGCAGGTGTTCGCGGACAATGCTCCGATATCGTG 
CTCGTCAGTGGCGACGCCGACATGATCCCCGGTGTTCAAGAAGCTGCCAATGCAGGCCTT 
CGCGTTCACCTCTACGGCTTCGGCTGGGATTCCATGTCCTCCCAACTGCGCCACTGCTGT 
GACACCACCACCATTTTGGATCCTCGAGAAGATTTTGCTGAATGCATGCAGCTGCAGGTT 
CTCGAAGGTCCACTACCCCCTGTCGTTCGGGTAAAGCCCATCAACGATGCAGAACCCATC 
GAGGATTTGGATTTCACTCCAGTTCCAGGCGTCGCCTCACCATTTGAAGAGGTCAGCGCG 
AAAGATGAGAAATTCTCTCCACGCCCAAGTGAACCTGCCGAAGCTTTGTCGGAACAGGTC 
TGTGAAGCGCAGTATGAGATCTCCAAACACGAAGGTCAAACCGCTGATTCAGGAGAAATC 
ACCGAGTCTTTCGAGGCCGCTGAAATCAAGGTAACTGAGTTTTTTGGAGAACCAGCTGCT 
CCAGTAGCGGAATCAGGCGTAGAAGCTCCCACTCCGGAAGCTCCCACGGTTCCTGAAGCA 
GCTAAGCCCACTCCGGCGAAACCTAAGACTCCAAAGGCAGAGCCCCAAAAGCAAGAATCC 



Appendix A, page 5 



Attorn^^ocket No.: BGM29CP 



CCCAAGCCGGGAACTCCAAAACCAAAAGCTCCAAGCCCTGCGGATATTCCACCGAAAGCC 
CCAGCTGACACTGAGGAACATTCGGAAGTCGAAGCTGAAATCGAGGACTCACGTCCAAAG 
ATCCCCAGCCCTTCGATGATGGCTCCCCGCCGCAAGCTTCGTTCCCGCTACGTTCCGCTT 
CCCAACGAAGTGTGGGCAACAGCAGGATTCCAAACTCCTTACGATGTCGGGCAACAGTAC 
GCATCGTGGTGGTTTGAAAACGCAGCTACCAGCACTCAAAGAGATCAGGCTCATCTATTG 
TCTGGTGGCGGACTTCCACCAGAGATCGATCGCCCGCTTCTGCAGTTTGCTTGTGAAACT 
CTCCACGAATACACCCTGACTGAAGCGCAGCGCGTAGCTTTACGCGATGGCTTTCACTCC 
^GAATCCGTGGTGTATTGCTCAACeAGGGAGA-TAGC 



>RXAO 0 03 6 -downs t ream 
TAGAATCACAAAAAACTGGGGCT 



>RXAO 003 7 -upstream 

AGCGAATCGGATTCAGTGATTTGCTTGCGGGCGCAGAAATGATTTTTCAATTAGACACAC 
TTAGACACACGTAACTAAAACCTCAGGGAAGTGACTGATA 

>RXA00037 

ATGGCTAATCCGCTCAGCAAGGGCTGGAAGTATCTCATGGCATCGTTCGACAACAAGATC 
GATGAGAATGCAGATCCAAAGATCCAAATTCAGCAAGCTACAGAAGCTGCCCAGAAGCAG 
CACCAGCAGATTATGCAGCACGCTTCTCAGATTATCGGTCAGCAGAAGCAGCTTGAGATG 
AAATTGAACCGCTTGGTTACTGACCGCGATAAGTTGCAGGAACAGGCTCGTCAGGCAATT 
CAGTTGGCAGATAAGTCCGCAAACGAAGGCGACAGTGTTAAGGCTCAGGAGTTCAACAAC 
ACTGCTGAGGTTTTTGCTTCCCAGTTGGTAGCTGTGGAACAGCAGTTGGAGCAGACTACT 
GCGCTTCATCAGCAGGCTGAGGTTGCGGCGAAGGATGCTGTTGCGAAGTCTAAAGAGTCT 
GAGATGCGCCTGAAAGAGCAGATGTCTCAGATTGATGCTCTACGTGCGCAGGCTGATCAG 
GCGAAGATGCAGGAAAGTGTCACTAAGTCTATGGATTCTTTGAATCAGTTTGGCACTCAG 
GATTCTTCTGTTCCTACCCTTGATGCGGTGCGTGAGAAGATCGAGCGTCGATACGCAGAT 
GCTTTGGGCGCGCAGGAACTTACCCAGAACACTGTTAGTGATCGCATGGCTGAGATTGCG 
CAGTCCGGCACCGATATGCGGGCGTCAGCTCGTTTGGCTGAACTTCGCGCGGAGGCGCTG 
GGCACGTCCGCAACGCCTAAGGGCCAGCTAGAGGCAGGTGTCGAGGATGCGGAAGAACTT 
ATCGACGAAACCTCCACCCCTTCAGCTACCCCAGAAACCGCAAGCCCAGAAGCTGATGCT 
CCAGAAGCATCCGCAGACGAGTCCGAGAAGAAA 

>RXA0 003 7 -downstream 
TAACCTAAACACAAAAAACTGGG 

>RXA0 004 9 -upstream 

CTGAATCATGATTCATAAATGAACAAGGGTTCAGATTTTACAATACCCCCATTCCACCCC 
CTTATATTTAAGTCACCGCAGATCAGCTAAGGTTTTCCCT 

>RXA00049 

ATGCCCACGCCTTCGCAGCACAAGGACGCTTCAACAGCACAAACCGACAACCAGGTACCA 
ACTGGCCGCCGTGCACAAAAACGCGAACAAACCCGCGCGCGCCTGATCACTTCCGCTCGC 
ACACTCATGGCAGAACGGGGTGTCGACAATGTAGGAATAGCTGAAATCACCGAAGGCGCA 
AACATCGGAACGGGAACCTTCTACAACTACTTCCCAGACCGTGAACAACTACTCCAAGCT 
GTCGCAGAAGATGCCTTTGAATCCGTGGGAATTGCCCTCGACCAGGTGCTAACCAAATTA 
GACGATCCGGCTGAAGTATTTGCAGGGTCGCTTCGACATCTAGTACGGCACTCGTTAGAA 
GATCGGATTTGGGGCGGATTTTTCATACAAATGGGTGCTGCTCATCCCGTACTCATGCGC 
ATCCTAGGACCCCGCGCACGCCGAGATCTACTTCATGGTTTAGAAACTGGCCGATTCACC 
ATCGAAGATCTGGACCTAGCAACCACATGCACTTTTGGTTCACTCATCGCAGCGATCCAA 
ATGGCGCTTTCTGCAGATCAAGATTCCAACGATGACAAAGATCAGATTTTCGCAGCCGCG 
ATGCTCCGGATGGTGGGTGTTCAAGCAGCAGAAGCCCGGGAGATCGCTTCGCGTCCACTC 
CCCGAAATATCCCCAGTCAAACCGCAG 

>RXAO 004 9 -downstream 
TAGTGATCGGGCCTCAAATAAAC • - 



>RXA00 052 -upstream 

AGCTAAAGTTCTAATTTCCTAAATTGGTAAAGATCGGAACTCAAAAATGTCGCTTCGAAA 
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GCTCACAAGCTTAATTGGCATACTGGCTGTTGTTGGCCTA 
>RXA00052 

GTGGCGTTTATCCTTTTCAACTTCGTGAAAACAAACGACGAAACATCGAATGTCTCTCAG 
AGCGAGTCAACTGCAGAGACAGTCAGCGAAACAAATGGCGTGCTCTCCGACGGCGCAGAA 
AACATCGCTTCTCAATCTGATGAGAGTAAATCGGGTGTAGAGATTATTGATTCTGGATTT 
GGGCAGAGCTCAAATTCGGCGATGGCAATTGTTATTGCCAAAACTTCTGGTGGAAGCCTC 
GCAGGG'GAATTTGTTAeGGGGAGGGTGAAXT^TCCTCGATGAAAGTGGCGCCGTTGTAGCG 
ACTGAAGATCAAGTAGAAACACTCAGTTGGGAAGACCAGGAATTG^ 

CACTACAAGGAGGATTCAAGCCGCCCAGAAATTACAAGCATTGAGGCTTTTCTTTCAGTA 
ACGGATTACGGTTCAGGACAACCAGATGAAACTGCATTGCCGGTGTTGGAAACCACCGAT 
ATTTCCAACCCATACGCTGGTAGTTACAATGCCTCATTTGCGTTGAAAAATGACTCCTCA 
GATGATTTTAAGAACCTGAGAGTTGGTATTGTTTGCTACAACGAGCAAACTGACATCATT 
GGTGGTGGTTTCAAATTTCCGAACCTGGTTCCAGCGGGTGGGAGTATTCGAATGGACGCT 
AGTGTGACGGTCTCCGAAATGCCAGCTTCTTGTAAGGCATATTTAAATCAC 

>RXAO 00 52 -downstream 
TAATAGATTCTTAAAAGGCAGCA 



>RXAO 0 0 5 4 - ups t r earn 

ATGCTGAGATCCGCTGGGTGGCACCACACGAATTGGAATCTTTGGAGTGGGCACCTGCTG 
ATATTCCTGCGGTGAAACTTCTCGTCGAGCAGCTTGCTTA 

>RXA00054 

ATGAGCCCATTCGATTCAAAGCTTGGTCGCGATACCCATTTTGGATTCCTCGATAAGACC 
ACTGCTTCGCAACAACTGCTGAATCCTTCATTGATTTCTAATGAGGATCCGCACACCATG 
TTGCAGGCGATCAAGTTAGAGCTTCGTACCGCACAGTCTTTTACATTTTCAGTCGCTTTT 
ATTTCCAGTCGCGGTATCGCGTTGTTGAAACAGGCATTGTTGGACTTCAAGGGTAAAGGA 
CGAATTATCACGTCCCGCTACCTGGATTTCAATGATCCAACGATGTTTCGTGAGCTTCTT 
ACTTTGGAGAACGTGGAAGTCCTCATACATCAAGGCGATGGTTTCCACTCCAAGGGCTAC 
GTTTTCCATCACGACGTGGGAATCACCGCAGTAGTGGGTAGTTCCAACCTCACAGATAAT 
3 GCTCTGTTGGTAAACCGGGAATGGAATCTGAAGTTCTCTGCCAGCAAGAATGGCGACATT 
n GCTTTTCAACTTGATGATGCGATTAATCGCCAAATTGAACGATCCACGCCACTGACGCCT 
y GAATGGATCTCAGAGTATGAGGCAACCAGACGTGTACCTGAGCGTTTGGTGTCTCAGAAT 

1 ATTCCTCTCGAGGATCAAAGTAACGCCGGAACAATTGTTCCAAACGTCATGCAGGAAGAG 

2 GCCCTCGACGCTCTACTTTCTTTGACGGAGAAGGGAGAGAAACGTGGTGTCATTATTTCT 
i GCGACAGGAACTGGCAAGACTATCCTGGCTGCTCTAGCTACAAGAATGCTCAAGCCTGAA 
^ CGAGTTTTGTTTGTCGTGCACCGCGAACAAATTCTGGATAAGGCGCGATCCGAGTTCATC 

AAAGTTCTTGAACGTCCCGCTGTTGATTTCGGAAAAATGTCTGGCTCGACCAAGGAGCTA 
GATAAGCCGTTTGTGTTTGGCACCATCCAAACGCTGACAAAGGAAGCTACACTTTCCCAG 
ATCTCCCCTACTGACTTTGATTTAGTCATCGTCGATGAAGTCCATCGCGCCGGTGCCGAA 
TCCTATTTGGCATTGCTCAATCATCTGCAGCCACAGTTTTTATTGGGCCTGACTGCTACC 
CCAGAGCGAACTGATGGATTCAATATTTATGAGTTGTTCGATTTCAACGTGCCATATGAG 
ATCCGACTTCAAGCTGCTTTAGAATCCAACATGCTCGTACCGTTTCACTATTACGGTGTC 
ACAGACTTCACGCTTGATTCTGAAACAACGGTGACTGATACCTCCAAACTAAGTGCCTTG 
GTGAGCGAAGAGAGAGTCCATCACATTCTGGAGGCCCTCAAAACTTATGGTCATCCAGAA 
AATGTTCGTGGACTGATCTTCTGTTCCAAGACTGAAGAGGCTGAGGAGCTGTCAAAACTT 
CTCGACCAGTCGTTGTTTAATGGCAGCTTGCTTAAAACCAAGGCGCTCTCTGCGAAGGAC 
TCAATTCCCTACCGCGAAGAGGTTGTAGCTGAGCTGGAGTCCGGCGACCTGGACTACATC 
TTGACGGTTGACATCTTCAATGAAGGCATTGATATTCCTTCGGTGAATCAAATCGTAATG 
ATTCGTAGTACTCAATCAAGCATTGTGTTTACGCAGCAGCTCGGGCGTGGACTCCGAAAA 
GCTGCTGGCAAAGACCATCTGCGCGTTATTGATTTCATTGGCAACTACGCGAACAACTAT 
CTCATTCCCATCGCATTGTTTGGCGATAATTCTCGCAATAAGAACAGCATCAGACGCCGC 
CTGATTGAGAGCGATATTGATGGAACAATCTCAGGTGTTTCAAGTGTTAACTTTGATCCC 
ATCGCGCAGGAGAGAATTTTTGCTGCGTTGAAGGCTGCGAAGTTGGACTCAAAAGCACAA 
TTCAAGCAGGATATTGTTCAGCTTCAAGATCGACTCAATCATGTGCCAGCACTGTTAGAC 
TTCGCTCGCTTCAATACTGTTGATCCGTTTATCCTTGCCACGCATTCTGGCAACTACTGG 
TCGCTGCTCAGTTCAGTGAAGTTTGTCGATCACGCTCCCAGCGAATCGGAGAAGTACTTT 
CTGGATTTCCTTACCGGAGAGCTTCTTAACGGCAAGCGACCTCATGAGCTGTTGCTGATC 
CAGGAACTAATGAAACAGCCTGAAACTTCTACTGAAGAATTCCGTAAGCTCTTGCAGGCC 
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CAATCGACTAGTTCAGATGAGCAAACAATCAACTCGGTTGAAAGGATTTTGAGCCAAGAA 
TTCTATACGGGACCAAACCGCAAGAAGTTTGGCGAACATCCGATCCTCTCTGTTCAAAAC 
CGCACCTACTCTTTTACTCCCGAGTTCCGACGTGCCCTCGACGAAAGCCTAGAAGTGACG 
GACCGAGATGAGGCTGCTCAGAATTTTAAGTTTCACGTCCAAGACATCATCGACACTGGT 
TTGTTTATCGCCAGAAACAATGGATTTTGGCAAGGAAACCTCGTTGTTGGCGAGAGATAC 
TCCCGACGAGATGTCTGCCGAATTCTCAATTGGGAACGAAACAACGAGAGCACGATTTAT 
.GGATACAAAGTGGACAGTTACACATCTACTTGCCCAATCTTTGTGACCTATCACAAGGCT 
GATGA5OTATCCGAAAGTA"CTCGTTAee^^^ 

TGGTATTCCCGCGGCAACCGAAAGATCACGTCTAATGAGATCAAGCCCATCGCT 

GCTGTGGATCTTCATGTTTTTGTGAAGAAGGACGATGCCGAAGGCCTTGATTTCTTCTAC 
CTTGGTCAAGCGCATTCAGAAAACAGCAAACAGTCATCGATGCCCGGAAACAAAGGAGTT 
GTGCAACCGGTGGTCACAATGGATCTACAGTTCGACACACCCGTCGAACAAAGCCTGTTT 
GAGTACCTGAGCACAAATCTCGCCGTAACGGAG 

>RXAO 005 4 -downstream 
TAACCACCGCAACCAAGCGTCGA 



>RXAO 0056 -upstream 

ATATGAATTTAATAATAGATTCCGAACGAAATCGGTGTTAGCGTCTGTGCTGAAACAATC 
TAATCGCGTTTCAGGACACCTACATGATCAGGAGCTCTTT 



>RXA00056 

TTGTTAAACAGAGTCAGTCGTATTGCAGGCGCTTCTGCAATCACACTATGCATCGGCTTA 
ACCACAATACTAAGCCCTACTTCCACTGCACAAAGCCTCGAACAGATCACCCCTTTACCT 
GAATCTGCAATCGACCTCAACGCCGAGATTCACGTAAACACAAGCGACATTTCAGCTGAA 
CAGATCCTTGGTGCTCAAGATGAAATCACAACTATGTACGATTCTCATGACCCCTACGAG 
TACTTCGATACCCTCACCGACATCGAACAGCGTTCAATAATAGCAGCGCTTAAACGGGAT 
CCGAGTTCACTCCAACAACGCCAAGAAACCCGTCTCGCGGCACAGTCCGACCCCTACAAA 
ATTTACATATCAGGCCTCGAAATGCTTTCATGCATCAATCTAGTTGATGTTGTATCATGC 
GGGATTGCAAACCAAGCAGCAACCAAAGCAAATAATGAGGCTGTCGCACGATACCCAGGC 
GATTCCCTTCGCAACGGCAAAGGCGATGCATTTCGGCATTGCTCATGGAACGCTCTGATG 
ACGATACGAATCGGGAGCAATGGAGCTGAAAGAATTGCAACAAACCACGAGACAATCGGG 
GACGGTCCGGCCGATGAAAATGCAATGGACCTATTCAATAATGCACAAGGCCGACAGATC 
GGAGCCGGATTCATTAATAGTAAGGATGAAACTAGCGCGCTCGCGATATGCGCGCTGTGG 
ACAAATCTCGGTAGACTAAAAACTCTAAAA 

>RXA0 005 6 -downs tream 
TAAGCAAGGTGCCCTCTGATGCT 



>RXAO 005 8 -ups tream 

ATCACTAGGCTATCTTCCGGTTCACCTGAAGTTAGTAACACACCGGTCACAGAAGTTCCG 
GCTCGTGTAATCTCCGCTTATCTAGCTCAAAGGAATACTT 

>RXA00058 

ATGAAGTTCTTCGGGTTTTATCGTCCTATTGCTTTAATTGCTGGCATTACCGTTTCAGCA 
TCTATTCTCACATCCGTAGCTACTGCAGCTGAATCTCCAACTAGCTTTCAAGCGATTACA 
CCTGCATTCTCTTCATCATCGGCTCCAGAAGCAGACGCAGAAGCAAACACCAGTGAAGCT 
ACCGCAGACCTGCTTTACGTGGCAGAAAACCAACTACTTATTAAGCTTTCTAACGCCGTC 
GTCGAAGATGTTAACGGCGAAATCTTAATGAAAGATAATAAGGGCACTCTTCTGGAGAAT 
TTGACAGCTGAACTTCAAGCCCAACCAGGCTTCTCAATCGAGAAAGTCGATTCCCATACT 
GCTTTGTTGACCATGAATCCAGATGAGGTGCCAGATTTACAGGACTGGCGATGCGGAGTC 
GGCGCTTTGTCAGGCGGGGTAGCAGGTGTGGTGGCAACTGGTCTAGCTCTCGCCGCTTTG 
GGAGTTGCCACAGGTGGCACGGGGTTTGCTGTGCTTGCAGCAGGGGGACTTGCTGGATAT 
GGCACTGGCGCTGTCGCCAACTGC 

>RXAO 0 0 5 8 -downs tream 
TAAGGAGAAATAATGGGAATTGT 
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>RXAO 0 0 59 -upstream 

CTGGCAGGCGATTGTTCTCTTACTACTTGCGCTAGGTACAGGTGGTGCCTATCTGCTGGC 
CGGTGGTGATGTCACTCAAACTGCCCGACTGGTGTTGTGG 

>RXA00059 

"GTOTTGACCGGAA-TGT-TACTGGCTATGGTCTCTACCGCCCTACGAATCCGCTTCGGATC 

ggggtagctatcgctgcaaccgtgctgtggac^a^gt 

gtgctagccgagaccatgctctggcttgtagcagtaccatcctggccagaaacagcggat~ 

actactacccgcttccttattgcgatgctactgcaggcagttcttatcaccggcagcact 

atctgggctatccgagagatccgggattcagagcgccgtggc 



>RXAOO 059 -downstream 

taagttcagcacctccgacaacg 



>RXAO 00 63 -upstream 

cctggtcataggatacttagctcaaccacacggtcagggccagcaattcctcacgtttta 
ccaactccgtaagcacaccatcatggcctggtgcgccgct 

>RXA00063 

atgaccgacggggacttagacgctgatatctcaccccgccagatcgggttgatgaccacc 
cgaaccgtggtcgaaatcgttcgactacgccacatgattgcccaacaactagaaagagcc 
acgatcatggaaaacgagtacctcaaagaaatcgcagcgctgaagaaagaactcgcgcac 
tacaagcaaaaagaccatcagaatcaaatggtgatcgatatcttgggaaaagctattggg 
accaggcccaatcctggcgagggcttagacgaggaggacgccacc 

>RXAO 0 0 63 -downstream 

taaacgtggatgagcaacgcgcc 



>RXA00 065-upstream 

atgcttctcagacgcctccctctccttcaaatccgccaccgattccagcgtcactcccat 
gcatgcccaaccgggacagatcttgccgtgcgtaggaatt 

>RXA00065 

atggcgaatcttccccaagagggtttttctgtggtgcacggaattttggcggatccccgc 
atttggggcccggagattccgtatgttcgtgaagaagcaggtcaagtaaatgtggaagca 
cccgacgaggctggcgatctagcccgattgacgttgcctctgcagttgatcctgctcacg 
gaggaagagtttgccatcgctctcaacgagggcagcgacgtcatgttcgaacgaatggcg 
gagcaagaagtcgatcttctggatctgaaacgt 

>RXA0 0 0 6 5 -downs t r eam 

taagacggtaggctcaattccgt 



>RXA0 00 67 -upstream 

ggaatcccgcatgttgggctccagttggggactgactctgtttttgatcattttgacgcc 
aatcattattttcctcactttcagctaaaaggaccatgca 

>RXA00067 

atggtagacgctcagcgccccaaagcaggcatcttcggtagccacacagaagaaacatgg 
gtgtggctcggtaatgaacttttcgacgagtccggcgaggtcatcgccgacgttcgctcc 
gacgtcctctacgtggatcgcgaacgactactcatcgaatccacccccggcaccatgcgt 
tttcgttgccgcgcaacactgtccgggggtgaggtctatacgatgactcagaattctttc 
actgtgggggatctcactgcggtgtgcgggcgccggacgtattcactaaaaagggtgtcg 
ccgtggcgtaaagaacgcctgatcaccaacaatggggtggaagtggcgcggcttcgcccg 
atgaccagcggtaaagtcgaattcattgtgggcaccgcgggcagcgaggcgttgccgttc 
gtcgacgcagtatttttgagctgggcgtgcgtcctggtggattcggccgtgcgccggccg 
aaaatt 
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>RXAO 0 0 67 -downstream 
TAAAAGCTTTTTGCTTATCGACG 



>RXAO 0 0 6 8 -ups t ream 

GGCTGCTAAACGGCAACCAATAGAGCGATAATTCGCTAAGGCGAATGTAATCGCAGCAAC 
ATATAGCACCGGCTTAACAGGCCGGTGCTATTCTGTTCGC 



>RXA00068 ^ 

ATGACTTCGAAGGATCTGATTGTGACCTCCTATACGTCTTGGGGCAAGCGTTTCAAGAAT 
GACGGGAAGCTTTTTATTAACCTACTTCGCAGCACCACTGATAGTGCTGATGAAAAGGTT 
TTAGCCACTTTCGGTGAAGTTCCCAGCAAATCATTTGAAACCACCGCAACGGTTGATGAG 
CAGCAGTGGGAACTGTCCTTCAGTATTGATGGAACGGCAACTGCCAAGCTTCCTGATGGT 
CGTGTGTTCAGCGCGAATGCAGGTGAGAAGACCTTTACCAAGTCCAAGCGGATTGAAATC 
GACATGGACGGCACCGCGATGGCTGCTGTTAATGAAGATAAAAACAATTGGATTATCGAC 
GATTCTGAAGAGAATAAAGTCGCTCAGTTTACCGGTATGAACAACGGTGTGCGTCGCGCG 
ATTGTGGAGTTTGAGCCTGACGTAGAAGTCACCCAGGAGCAGGAAATTTTCTTGTCGTGG 
GTTGCTCGGAAAACTCTGGAATCCCGCATGTTGGGCTCCAGTTGGGGACTGACTCTGTTT 
TTGATCATTTTGACGCCAATCATTATTTTCCTCACTTTCAGC 

>RXAO 0 0 6 8 - downs t r earn 
TAAAAGGACCATGCAATGGTAGA 

>RXAO 0 071 -upstream 

GCTTTTCTATTTCGAAAAATAGCCTTGTATTCGAAAATTTGATCGGGTATGGTGGTTGGT 
AKWRKSRSWGGKAACWAMACGGGGAAAGGGGGAAGACACC 

>RXA00071 

ATGAGCATCACCACACACGTCCAAGCACTCACCACAGCACTCAACGCCATCGACAACCAT 
TTGGCCAGCATGCTYGACCATGGTGTCACCCCAGACCAATACAAGGCCATCGAGCCCGAC 
CTCATCGCCCTAGAACACACCATCAACCACCACGCCACCATCGCCGCCCAAACCACMGCC 
CTCGCCGAACGCACCAAYGCYGCSCASWCSATTGGCTCCACCCACCTCATCGACTACCTC 
ACCACCACCTTCGGCCTATCTAAAGCACGCGCCCACCACCGCATCAATCTCGCCCACTCC 
CTCTACCCCATACCGAAGCCAAACTCTGGATCTGGCAACGGCGGTAATGGTGGCAATCCC 
GACGGCGGTCCTGATGGTGGCGACTCGGGTGATGACGACTCCGGCGATGATGACCCCGAC 
CCCGAACCGGACAAGCCTGAAGACGGCAAACCTGATAGTGATAAGCCCCGTAGGCCACGG 
ATCAGCGCGGAAAAACACGCCATCATCACCGACGAACTCGCCCGCCTCAACCCGAATACC 
ACACCCAGCGCCGAGGAACTRCGCAMCCAAGCCCTGAGTCARGCGATCTGGCGCACCCCA 
GAAGACCTCCGCACGTGGCTACGCCACCAGGTCACCACCGCGAACAAAAACAACCCCAAC 
CCCATCACCGCCATGAAAAGGCGCTACCTCTCAGTAGGTAAACCCGATGCCGACAACATG 
GTCCGCATCAGCGGCCTCGTGCCCGCAGCCACCGCAGCACTGATCACCGCGAACACCGCA 
CCGTTAACCAAACGTGGCAACCTCGTGGATCTACCAGCAGCAGAAGATATGCGCACCCGC 
GGGCAACGCCATGCGGATGCGTTGCATCACATCATGGAGATCTACAACCACGGTATTGTC 
ACCCCAGCTCGTGGTGGAACAGCCAGCATCATCATCTCCATGACCACCGATGATCTTGAC 
GAGATCAACCACGGTGATCATGGCGATGGCAGTCTACTTAACAACCTGTACCCCACGAAC 
ACGGGTTACTCATTGAACTTGGCGGAGATCATGAACCTCATCGCTGCGAAATACGACTTC 
GCTGTGCTCCTCGATGGTGAGACGGGGCAGCCGTTGAACGTCAATAGGATGCAGCGCTCA 
GCGAACCTGACTCAACGCATCGCGTTGTTTGCTTCTGAGTTGGTGTGCTCGGCACCCAAT 
TGTGACAGGCCGCAGTTAGAGTGCGAGGTTCATCATTTAGATCCCTGGATGAGAGGTGGG 
CTGACCAACCTGGTCAATCTCACGCATCAGTGCTTTAATCACCACCCACGCAACGATGAT 
TCCAGGAGTGGGGTCAATGGTAAAGGGTTTATGGACCGCGATCCCGTCACTGGCAGAGTA 
GGTCACTACTCAGCAAGTGGTGAGGGGCCGGTGTTTAACCGGTCGGCTGCTGCTGATCGT 
TCCGGTGGTGCA 

>RXA0 0071- downstream 
TAGTCCAGACGTAAGCATTATGG 

>RXA0 0077 -upstream 

CTAAATTGTTTTAACGCGTGAAGCAGTCCCCGCCCGATTTATTCGAGGCGGGGACTTTCG 
CTTTCCGGGATAAAAATTGCAACGCACTACACTGAGCAGT 
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>RXA00077 

ATGAATGATGAGAATATTCAAAGCTCCAACTATCAGCCATTCCCGAGTTTTGACGATTGG 
AAACAGATCGAGGTGTCGCTCTTAGATGTCATCGAATCCTCACGCCATTTTTCTGATTTG 
AAAGATAGCACTGATCGTTCTGCGTTAGATGCTGCGCTAGAGAGAGCAAAAAGAGCTGCC 
GCAGTTGATACCAATGCCATAGAAGGAATCTTCCAAACTGATCGCGGTTTTACCCATACA 
GTTGCAACGCAGGTAGGGGCTTGGGAGCAACAAATGGCGATGAAAGGCAAACATGTTAAG 
CCTGCGTTTGACGATACTCTAGAAGGCTTTGAGTATGTTCTCGATGCAGTAACTGGTAGA 
ACTCCAATCTCTCAG CAATGGATTAGAAATTTGCACGCCGTCATTCTGCGGAGCCAAGAA 
AGCCACGAGGTTTTTACAGCCGTTGGAGTCCAAAATCAGGeGeTTGAGAAAGGCGAGTAT- 
AAAACTCAGCCAAATAGTCCACAGCGCTCAGATGGATCTGTACATGCATACGCCCCAGTT 
GAAGATACTCCTGCTGAAATGGCTAGATTTATTTCAGAACTTGAATCTAAGGAATTCTTA 
GCAGCCGAGAAGGTTATTCAAGCTGCCTATGCCCACTATGCTTTCGTATGTATTCATCCT 
TTTGCAGATGGGAATGGACGAGTTGCACGAGCCTTGGCTAGTGTTTTTCTATACAAAGAT 
CCTGGTGTCCCTCTCGTAATCTACCAAGATCAACGCAGAGATTACATCCATGCTCTAGAA 
GCAGCGGACAAGAATAACCCGCTCCTGCTGATTAGATTCTTTGCTGAACGAGTGACCGAT 
ACTATTAACTCTATTATCGTTGATCTCACTACCCCGATCGCGGGTAAATCTGGTTCGGCT 
AAGCTTTCGGATGCGCTACGCCCCACTCGCGTATTACCAGAATTACATGATGCTGCACAT 
AGGCTCCAAGAAAGTTTATTTACAGAAATCCGATCTCGATTGGATGAAGAAGGAAAAAGG 
AATGGGTTGGAGTTTCTACTTCAACGGATTTTTATCGGTTCCCCATTCAATCTGCCAGAG 
GGCTATAACGCTTTCCCTGATAGCTATTGTCTGACCTTAGCTTTCAATAGCAACTCTCCA 
AAACAAATCTTCCACCCGCTATCCATAGTAATAGCAGCTCGAGATGGGAAAAGAGCGAGC 
AGCGACCTCGTGGCAGCTACTTCTATTGGATACAACTTTCACGCTTACGGACGTGAAGTC 
GAGCCTGTTGTTACTGAAAGCTTTCGAGAACGTGTGAAAATTTACGCCGACGGGATTGTA 
GATCACTTCTTAACCGAACTGGCTAAAAAGTTTCAACAGAAT 

>RXAO 007 7 -downstream 
TAATTAGCCTATCTCGGCTTTCG 



>RXAO 0 0 7 9 -ups tr earn 

GATAGCGCGCGATCTTCCTAGGCTGCCCGCTTGGGCTTCAGGTTTAGCAAGCGGGACGCT 
TTCGCTTATCGACGCCAACTCCCTCCATTTGGAATCCCCC 

>RXA00079 

ATGGGCCTAGTTCACACCGAATTCACCCCAATAAACACCTACGGAATCCTCGACCACGTA 
GTCACCCTCCCCGACGGAACTAAAGTGCTCAACCCTTTCCGAGTCATCCCCCACGACACC 
GGCTCCGAACTCATTTTCACCGTCCGCCCCAACGAAAACTTCGAAGAAGATTGCCAAGCA 
GTCGCAGCAGACCTCGAAAGGCTGGTCGCACTGGCCGAAAAA 

> RXA 0 0 0 7 9 - d o wn s t r e am 
TGACCCCACAGAATGGTCTCTAA 



>RXA0 0080-upstream 

TTGGCAGCGTTCCGCCAGTACGGAATCCAGCCCGGACCACTACTCTTCGATCGCAACCCT 
GAACTTGTCTGGGCACTTCTTGCCAGCTTCTTTCATCGCG 

>RXA00080 

ATGATCGTCCTGCTGTTCATCAACCTGCCGTTCGCACAGCTGTGGGCAAAGCTCCTGCTC 
ATTCCAAACCACTACCTCTACTCCGGCATCGCATTGTTCTGTGGCCTGGGCATTTACGCC 
ACCTCCGGCGCAGTGTTCGACCTGCTCATGCTGCTCGGCATCGGTGTCGTGGCTTTGATC 
ATGCGTCGCTACGGTTACCCGCTGGCACCGCTGATGATCGGTATGGTTCTTGGACCTTTG 
GCTGAAACCTCCCTCCGCGACGCACTACTGTCCTCGGTTGGCGATTTCTCCATCCTCGTC 
TCCAGCCCCATCACCTGGTCTCTCTACGCAGTGCTCGCCATCTTCATCGCGGTCAGTGTC 
ATCACTGCAATCCGCGGTCGTCGCAAGCACCTGACTTCTCAGCTCGAAACCATCGACGCT 

>RXA0 00 8 0-downstream - 

TAAAGTCCCCGTATAGAAACAGG 



>RXA0 00 82 -upstream 
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CACTTGAAGGCGAAGAACTCGACCAGTTTGTTGAAGATGAAATTGACCGAATTGATCAGC 
TATTCAAGAAGATGGGCTA 



>RXA00082 

GTGAACGTCACTGAACAATCCGGCGAGTCCCATATCGACATCCCGGAATCACACCAGCTG 
CCCGGACCTCGTCCAGTTGGCGAGGGCACTTTCTGGGAAGGCCGCTCCGGGCTCATCATG 
CCCGCAACTC TTACGGCATTTAGTTTGTATT TGCTCATCGGTGTTTTAAACATGGATGTG 
GGCAATGCAGCATTCCCAGGACCTCGATTCTTCC'CAACAATCCTCGGeATeGeGGGT-TTG- 
TTGGTGGCAGTGGCATTGACCATTCAAACCATCAAGTACCCCATGCATCCAGAAAATGAA 
TCTGGCCGAAGCTGGAAATTCCACTCTGATTACGTCTCACTCGCGTGGGCGATCGGTGGC 
TTCTTCGCCTTTGCAGTCTTGCTTCCATATCTTGGCTGGGTCCTTGCTGGCTCCTTGTTG 
TTCTGGACAATGACCAGGGCTTTCGGTTCCAAACGCCCAGGTTTCGATGTTCTTGTTTCC 
CTCATGATGAGCTCCGTGGTCTACCTCGCATTCGATGTGGGCTTGGGACTTAATCTTCCT 
TCCGGACTTTTGGGTGGTGGCTTT 

>RXAO 0 0 8 2 - downs t r earn 
TAATGGATATTTTGTCCCTCTTG 



>RXAO 0083 -upstream 

GAAGATACAGGGGGCCACGGTGGGGTGGTGAACAAGAGCAGGCACGAGGCCTGGTAGATA 
CGGATTCGACCAAGAAAACGTACACCACTCAGGAGCACTC 

>RXA00083 

GTGCTTGCCCTTCCATCCTCTATCATCGACCCCCTCTGGTGCCAGTTCGCCGCGCTGATC 
CCACCCGTGACCGACACCCACCCACTTCGGTGCCACCGCCCACGCATCCCGGACCGGATC 
ATCTTCGACAAGCTCATCCAGGTCCTCGTCCTCGGCGCCTCCTATGCCAAGATCGCCGAC 
ACGACATGCTCGGCCACCACCTTGCGCACCCGCCGGGACGAGTGGATCACCGCTGGCATC 
TTCGAGCAGCTGGAACAGATCTGTTTGGAATTCTACGACCGTATCGTCGGACTCGATCTC 

>RXAO 0083 -downstream 
TAAGTTCGGATTGGCTCGAATTG 



>RXA0 00 87 -upstream 

TCGTCAGTCAACAAACGTTTTCCCACCCGGAGGTCTCCCCGTGTCTACCGAAATCCACAA 
CGCCCCACCCAAGGCCCCAACTTGGCTTGGCTGGGTGCTC 

>RXA00087 

ATGATCGGCGGAATAATCGGCCTCATTTTGTCGGTGATCATCATGGCCGAAAAACTTGCC 
ATCCTCGAGGATCCCGGTCACATCACCAGCTGCGATTTCAATGCAGTCCTAGCTTGTGGC 
GATGTCATGCGTTCCGGCCAAGCTAACGCGTTCGGCATCCCGAATCCGCTCATCGGCATC 
GCCGGTTTCGCCGCTGTCGCCATCATCGGCGCCGGCATCCTCGCGGGCGGCGGGTTCCGC 
GGTTGGTTCTGGTTCGGCGCCCAGGCCGGACTCACTTTTGCCATGATGTTCTGCCACTGG 
CTCGCCTACCAATCCATGTCCGTCATCCGCGCGCTCTGCCCTTACTGCATGGGCGTGTGG 
ACCGTATCGATCATCATGTTCGTGCTGGTCACTGCATGGAATGTGAAAACTTTCAGCGGC 
TCCGACAGCACGTTCGTCAACGCACTGTACAAATACAAGTGGGTCATCGCGATCGTCTGG 
CTGCTGCTCATCGCAGCCGCAGCTGTGTGGTCATTCCGCTACATGTTC 

>RXAO 0087 -downstream 
TAGGCATTTAAGGCTTTCAGGCC 



>RXAO 0 0 9 3 -ups t ream 

AAAGAATCGATTCCGGTGCCGCAGGCCTCCTTGTCACCCACGAACCCCGCTTCGCCGCGT 
GGGCAGACCGAACAATCATGCTTAGGGATGGTGAAATCCA 

>RXA00093 

GTGACCACACTTCTAGCAGCAACCCGCCCCACCCTGCGCGATGCCTTTAAACACCCATGG 
CGATCGCTGGCAGCCATCTTGTTGGTGGCCGTACCGATGTTCCTGGTGAGTTTCTTTCTT 
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ACCTATGATCAATCAATCAACAATGCAGCTAGCTATCCTGGTTCCCAGGTACAAGCTCAC 
TATGACGGAGAAGGAGCCTACCAACTCCTCCAAGAAAACCTTCCAGAAGACTTCCACCTG 
GAACTCTTTGCCAATGGTTATCCAGAAGTCTCCTTCGGTGATGAAGAAGTCAATTTCTTT 
GTTGTGCAATCAACAAACGTACAACAAGCCTCATTTCCCGCCGATGCACTCGATGTTTTA 
GGTGCCACAATCGGTGATACCGTGACCATTCACGGCACCCCGGTGGAAGTTCAGTCGATT 
TCTCCCACAAATATCTTATTGCCCGAAGGTACTCTGTTTTCTCTTGAGAATTTCTCCGAA 
TCAGAAACTTTTTCCGGCACCTGGTACTTCCCCGGATCGAATTTCACCGAAGAAAACCGA 
-GAAGCACTAGAAG CAGTTGGCTTTGAAGTTAATGA ATATCGGCGCGGCCCCATATCCGTC 
GACCCAAATTTGATCCCAAGCTACATCATGGGATTTTTATCGACGACAATTeTeGGGGTG- 
GTTGCACTCATGCTGATCTCACCAGTATTTACAATTTCCGCCTCAAGGCAAACCAGAACT 
TTCGCACTGCTCGCCTCACAGGGTGCCACACCTAGACACATTCGGTGGGCAGTGCTTACA 
TATGGGCTCTTCGCAGGTCTTGTTGGGGCATCCATTGGTTTAGTTCTGGGGCAAATAGGC 
ATCTACGGCTGGTGGAAATACACCTATCCTGAATTCTCCCTCACCACCCCCTGGCTAGTT 
CTTGTAGGTTTTTGGGCGCTGGCAATCATCGCTTCAACGATTGCTGCATTCTTACCGGCA 
GTTTTTGTCAGTAGATCAAGCATCATCAACGGAATCTACGGAGGAATCTCCGACAAAATC 
ATCCGGTGGAGCCCTCGAATGCTCATCGGGCCAATCGTCTTAATTGCAGCTGCGGTAATC 
GCCTTGTTTATCGGTGACGGAGAGTGGGGAGGCGTCGTCAAGCAATTATGCTTCCTGGCA 
GCCGTCATCGCCCTGCCGGCCTCAGTGCCTGCGGTGTTGTGGGCGCTTGGGCGCCTGCCT 
GGTTTGACATTCAAACTAGCTACGCGCGATATGCTGCGCCGATCAATGCACTCCATTCCT 
GCGATTGGTGCGCTGGCGGCAGTGATTATGCTTGGTACATTTATGCAAACAACTGGACTT 
GCAACCCAAGCCAGCGATAGAGAAGCTACCGCCTCGGTGTATCCTGAGGCCGTATTCTTA 
CGCGGTGACACACAAATCCCTGGACTCATGGGGCAAAAAATCGATGTATACGGTGATAAC 
CATGGCTTTGGTATCTATGAACTAGATGTAGATTTTTACTCGGCCAACTATGTGCCCGCA 
CTGACCTCATTTTTTGGCGGACCAGTTATTGCCACGCCCAAGATTTTAGACATGTTCGGT 
GTCCACGAACAAGCCGACATCTACGCGCCATCAACCTATAATTCCGGGCTGCAAGAATAC 
GCAATATACCCCGGCGATGAAACCTACATGCTAGACACCGCTGCTGTTTTACCGCCGCTG 
TACTCACATGTTTTATTAAGCCCAGAAACTTTTGAAGAAATCGGAGGACAAACAGAATTC 
TTGGGAACAATCGTGCTTCCCCAAGAACTAGATGACCAAACTGTACAAGCAATCAATCGG 
TCAAGAGATGCGCATTTCAGCCACGACGGCCATAATTCTTCACTTGCTTCCAGTGCTGCA 
CTAACTGCGGTGGCAATTGTGGTCGTTTCCCTTGTGATCGTGCTGGCTAATCGCAAACTC 
CAACAGCACGCATTGATTGCCATCGGAGCAACACCTGGAACAATCTACAAAGTCAATGCC 
TTAAATGCAGCGTTGCTTGCCCTTGTCGGAGGCATCATGGGCCTTGTCTCCGGATGGATT 
GCAGCGCTGCTGACAGGCACCACTGATGAAATTGTTGATGGAGCAATTTTGAACTACGGC 
ACGCTTGAACACATGATGCTGCCGTGGCCTCTGTTGGTAAGCCTCCTCGTTGTGGCGCCG 
CTGGTGTGCGCCGTGATTGGGGCTATAGCTTCTCCATCGGGACGCCACCAAGAAGCATCA 
ATC 

>RXAO 0 0 9 3 - downs t r earn 
TAACCTTGCCGGAGGAACCGAAA 



>RXAO 009 6 -upstream 

GGGGAACCTGGGGTAAAAGGAGAAGTATTCATTACCCCAATAACCTACTAGGTGGGGTGG 
ACACGCATAGTCGACAGCCAGACGTGGCAGAATAGTGTGC 

>RXA00096 

ATGACTAATGCAGGTGACAACTTCGAGATCAGGATGCCTTCTGGCACGGATGACCCATTG 
TCCGATGCGGAGATCCAAAAGTATCGCGAGGAGATCAACCGCTTGGACCGCGAAATCCTC 
GATGCGGTGAAACGCCGCACGAAGATTTCCCAAACCATCGGAAAAACACGCATGAGCTCG 
GGCGGAACACGTCTCGTGCACACCCGAGAAGTAGCAATCATCAACCAGTTCCGTGAAGAG 
ATCGGCGAGGAAGGCCCTGCCCTCGCTGGAATTTTGCTGCGCATGGGACGCGGAAAACTC 
GGA 

>RXAO 009 6 -downs tr earn 
TAAGTTATCCACAGGTAGAAAAA 



>RXAO 0 0 9 7 -ups tream 

TTGATGGGCAGAGTTATCCACAGGTTTTTAGCGAGCTGGTTTCCGACGAAGAAAATAGTG 
GATAGGTTACAGGGCAGAATCCCGAATGGAGGTGCCTTCC 
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>RXA00097 

TTGTTTACCAACTTCTTCGCAGTCAACAACCCAGACAGTCCGCCCGCACGACAAAAAACC 
AAACTCAGAGAACTGGAACACCGCTTCTGGCAAGAACACCTGCCAGGCGACGACGATGAC 
CATTCCACCGCAATCTCCAGCCTCGCCATCGTCACAGGTCTAACAAAAGCGCAGGTCTCC 

■ CGCATATCCATCGCGTTTGCCACGCTCGCCGACTTGCCCGAACTCAAAGCCCTGCAACAA 
AAGCTGTACCACCTCGACCTCTCCCGACTGATCACCATTAGCAACGAACTCGCCGGCATC 
AACCCCGACAACCTCGCCGGCGCCGACGCAATCCTCACCGAATACCTCACCGCCACCAGC 

— CeeAAGGAGA-T-TC-TGCCAAGCCCGGCGTCCATAGGACGCAAGATAAAAGAAATAAGAGAT 
TTGCTTGACGACGCAAGAGCCACCGGTTCGCGCGGTACCCAA'GACGACAGCTeTTTeGGA- 
GTGACCTTCTCCCCAGACGGAACCGCCGAAATCGGAGCCTCCGTCGATGCTGTGGACGGG 
CACATCATCAACGACGCCGTCACCCAACACGCGAAGAAAAACGACCTCACCTACGGCGAA 
GCTTTCAGCGACATCCTTCGGAACAATATCCAAGTCAAGGTAGTCCTCAACTTGTACACC 
GCCAAAGACCTCGCCAACGCCCCAGTGTGGGCCAGCGGAATCGGCTGGTTGGATGCCAAG 
ACTGGAACATTCTGGTCAGAGAAAGCCAACAAAGAACAAGACATGGATGCGGCTGCCAAA 
ATCAGCACCGACAAACACGATCCTCCACCAGCGTTGCGTGACGCACTCATTGGTCGTGAT 
GGCACCTGCCGATTCCCTGGCTGTTCAGTCCCAGCGCTCAAAACCCAAGCCGACCACCGC 
ATCCCCTACGAAGAAGGCGGAGAAACTTGCCTAGGCGGAATCGGCTGCCTCTGTCAACAC 
CACCACAACATGAAAACCGACGGCCGAGTCACCTACCTTCTCGATCCCTTCTCCGGCATC 
ATCGTCTGGCTCATGGGAGACGGAACATGGGCAGTGTCAGAACCCAACGGGCCGCTCAAT 
CCCAAAAATGCGAGATGGGCGCAAACAGTCGCCCAACACCGGGCACGCCACCACAAGCGT 
TGGGTTAAGGAGGACGCCAAG 

>RXAOO 097 -downstream 
TAGCCGGATGGCCACGTCGAAAA 



>RXA00101-upstream 

TAAACCGTGCAGGAGATGCCGAACCCCAATCGTGAAAGCCGAGTTGGGGGAGCGAATAAT 
CTGGTGGTGTCCGCGCTGCCAACCGCTAAACTCGTGAAGC 

>RXA00101 

ATGAGACTAATACTCAACCTGATTTGGTTATTCTTCGGTGGCATTTGGCTCGCGTTGGGA 
TACGTATTCTTCGGAATCATCGCATGTATCTTCATCGTGACGATTCCCGCCGGTATCGCA 
AGCTTCCGCATGGCTAACTACGCGCTGTGGCCGTTTGGTAGGACGGTTGTTCGTAATCCT 
AAAGCCGGAGGGTTTTCTGCCCTGAGCAACGGACTGTGGTTTATCATTGCTGGACTGTGG 
CTGGCGATCGGGCACCTCACCACCGCGGCTGCCCAGGCGATCACCATCATCGGAATTCCA 
CTGGCGATCGCAAACATCCGAATGATCCCCGTGACGTGTTTCCCGTTCGGCAAAGAAATC 
TATGACAGCAACCGCATTCCCTTCGGCTACGAACCGATGGTTAAGTTT 

>RXAO 0 1 0 1 -downs tr earn 
TAATTCGGCGACGGACTAAACCA 



>RXAO 0 1 0 8 -ups t ream 

GAATTGGGTTTTGAGCATCGTGGCGGTGCTTGTTGTTGCAAGTGCCATCGTCATGATGAT 
TGCAAAGAATCGTAACCAGAAATAAGAGGGTTTATTCACC 

>RXA00108 

ATGAAGAAGTTTTTTGTCGCAGGTGCTGTACTGAGCAGTGCGTTGGTTATGGCGGCGTGT 
TCGCCTGCTAATCAAAGTGATTCCACCTCCACGAGCGTGGAGACTACTTCCTCCAGCAGC 
ACGCAGGTAAGCGATGCTGTGATCACCACGGAAAACGCTGTTGTTCGTGCGTCTGTGGAG 
GACAGCGACATGACGGCAGTGTTCGCTACGTTGGTGAACAATTCTGATGATGAGATCAAC 
GTTTCTGGCTTTACTGCTGATGTTGATGCTGCCAGCTTTGAGGTCCATGAGGTTGTTGAT 
GGCGTCATGCAGGAAAAGCCAGGTGGTTTTGTGATCCCTGCAGGGGAGAGCATCGAGCTG 
GCACCAGGTGGCGATCATTTGATGATCATGGGGCTTGCGAACCCAATCGAGGCTGGCGAT 
GAAGTGACGGTCACTCTTGAATTGGCTGATGGTTCTGAAGTTAAGCTTGATCCGATCCCG 
GCGCGCACCATTGCTGCTGGTGATGAGGATTATGGCGATCTGGGAACTGAAGGCCACGAG 
GGC 



>RXAO 01 10 -upstream 
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ATATCGAATGTCCAGTCACGCTAAACTTCACCCAAGATGAGATTTCGTGGCACGATTGGG 
AATAACGAACGCTAATTTTAAACACTGGAGGAGCTTCCAC 

>RXA00110 

GTGAGCAACAAAGACGGCCTTTTTACTGACGGTAACAGCACGTTTGCACCTAAGGTGGAT 
TCAATTCCCCTCAGCGATGTGGATACCAGCGTTAGCGGTGAAGCCTCCATCGGCACGCTG 
.ATCTCCAACGCAACCTCCCAAATGTCCAGCCTTTTCCGCGCAGAAGTTGAGCTGGCGAAG 
ACTCAACTCGCAGGCGAAIGCCAAGA?^ 

GGCGTAATCGCACTGTACAGCTCCTTCTTCTTTTTCTTCTTCGTCGCAGCACTGCT^ 

GAGTGGATTAAGCCTTGGGCAGCATTCCTCATCGTGTTCCTCTTCATGCTGGTCATCGCC 

GCAGCTCTCGCACTGTTCGGCTGGCGCAAGGTGAAGAAGATGGGCGCTCCGAAGAACACC 

ATCCAATCGGTCAACCAACTGAAGAACCTGGTCCCAGGTCAGGCATCCGAGAAGCTGGAG 

AAGGCCAACAAGCGTGGCCTCTACACCTCCGCGTCCTTCCACAGCCCCGGCGCCATCACT 

GGCGACCAC 

>RXA00110 -downstream 
TAAAAAAGGAGACTTCGATGGCC 

>RXAO 01 14 -upstream 

TGCATTCCCTAACGGGAATGCAGCTTTTTGTGTTCCTAGTGCAAATCGAAATCTCATGTG 
ATTTACTTAAAACCTAATTAAATCTACTATCGGAGATCTC 

>RXA00114 

ATGAAACTTCTCAAGTTTGCTGCAGCAGGAACCTTCGCACTAGCCCTGGCTGGCTGCACA 
CAGACTGAGTCTCTCGTAGCAACAATCGAATCTGCAACCTCTGCAGCACAGGCATCCGGA 
AACGACGTAGAAGGAGACCAAACCTCCGCGTTCGAACTCTCCGTTGGCGAATGCTTCAAC 
GACACCTACGAAGAAGAAATCTCCGAAGTACCCATCGTCGACTGCGCAGAACCTCACGAC 
AACGAGATCTACTACCTCTACGACATCGAAGGCGACGACTTCCCAACCGACATCACCACC 
ACAGGCTACGAAGGCTGCCTCCCAACATTTGAAGGCTTCGTAGGAGCTCCTTACGAAACC 
TCCATCTACGAGGTCTACCCAATGACCCCAACCTTTGGCTCCTGGACAAACGGCGACCGC 
GAGGTAGTGTGCTCCGTGTACTTGGCCACCGGTGAGCAGATGACCGGAACCGCAGCAGGA 
ACCGCGCAG 

>RXAO 01 14 -downstream 
TAGATTTTGGATAGGGAATTTTG 



>RXAO 01 17 -upstream 

GTTGATCCCACAGTATACCCCCACCCCTATCTTGAATACCCCCCAGGGTATATGGCACAC 
TTGGAATCGCCCATCACTTTGAGATTGAAAAGGACAAGGT 

>RXA00117 

ATGACTTCCGCTCAACCGATTACTTCCGTAGATGCACAGACTCTAAAATCGTGGATCGAT 
AAGCATGAAGGACTCACCGTCATTGACGTCCGCACTGCACATGAGTTTTCAAATTTGCAC 
ATTAAAGGCTCTTACAACGTGCCTCTAACTACACTTGCTGAGCATTCCGAAGAGATTTCC 
TCTCGTGTTGGAGAACATGTTGTTTTGGTGTGTCAATCCGGCATTCGAGCAGGTCAGGCA 
CAACAAAAGCTGGCACCTTTGGGAATTTCCACCGTGGCTGTTTTGGAGGGTGGCATCAAT 
AGTTTTGCTAAGGCTGACGGTGATGTGGTCCGCGGAACCCAGGTGTGGGATATCGAACGT 
CAGGTGCGTTTTGCCGCTGGATCATTGGTGCTCGCAGGGCTTGCGGGAGGTAAATTCCTT 
TCACCAAAAGTTCGCACCCTGTCGGGAATTATTGGTGCGGGTCTGACATTTTCTGGCGTT 
TCCAACACCTGTGCCATGGGCAAAGCTCTGTCCGCCTTGCCGTGGAATAAAACTAAGCCA 
GTTCCTACCGAAACCGAGACATTGAGCAAGCTTCCAAGCCCTAAGGAGAAC 

>RXAO 01 17 -downstream 
TAAATGTCTATCACCATTACTGA 



>RXA0 0 1 1 8 -ups t r eam 

ATGGGCGATTCCAAGTGTGCCATATACCCTGGGGGGTATTCAAGATAGGGGTGGGGGTAT 
ACTGTGGGATCAACGTTCCAGGGCAACAAAAGGAGAAAAA 
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>RXA00118 

ATGCAACTCAATCCTGATGAGATCACCCCAGTGCTCAACCGACTCAAGCGCGCCCAAGGT 
CAACTCACCGGAGTAATCCGAATGCTTGATGAAGGCGAAGACTGTAAAGCCGTAGTCACC 
CAACTTGCCGCAGTCACAAAAGCGCTGGACAGGGCAGGCTTCGCCATCATTGCCACAGGT 
TTGGAACAGTGCCTCACCAACCCTGATGGCGACATGGACAAAAAGGAACTAGAAAAACTG 
TTCCTGTCGCTGGCT 



>RXAO 0 1 1 8 -downs tr earn 
TAACTATGGCCTAGTTCAGGGCG 



>RXAO 0 1 1 9 -ups t ream 

ACTAATGAGAACTGTTTTTCAATTGGTGCAGGATTTCCACAAGGAAGCTAGGGGAGAGGG 
GCTTCCAATCAAGTGGGGTCCATCGCGTGGAGAATTTGGC 

>RXA00119 

ATGCTGGAGTTTCCTGCAGATGTCATTCCCGAGAACATCAAACACATTGCGCAGACAAAG 
TTCCAGACTGAAGCAACTTCGGTGGAGGATATTCGTCGTGCGATTAACCTGCTGAGTGAT 
CAGGCGGAGCGTGCGGGTGCGTCCTTTAATCCTGGTTTCATTCTTGCGCAGGTGGGCTCC 
ACCATCGTGGAGGTTTATGGCGGTGCTCCGGTTGCTTGGCTGGATGCGGTTGAGCTGTTG 
ATTAGTCCTGATGTGGAGTGGGTTGGGGTTCATGGCTCAAGGAAGCTCGATATTAATGTC 
AGCGGAGAATTGTCCGGGGTGATTTCTGCTGGTGACAAGTTGGGTGAACTGCTTGGCGAT 
GATTGGACAATCAACATTGTTCACGGCGAGTACAAAATCCAGATCGAAGATGCTCGACCA 
AGTACTGCATTCCTTGCGGACGCGACTGAACTGATTAATCAGGCAAACTCTGAGATTGTT 
CCGTTCCATGTTCGGATGCTCAGCAACTCGAAAATTGTGATGTCTGGCTTTAGTGATTAT 
TCACTAGCGGGTGATGCGATTACATCTGCGGGAAAACTGGCTGAATTGGCGAGGCCTTTT 
GCCCACTGGAAAGAAAACGTCATTCCTACGATAGAAATAGCCATGGACTATGAACCATCA 
CCGGTGGCAGATCTTTGGCAGGGAGATTCTTCGGAGACACCTGAGCCTTTCGACGATTTT 
GAGCGCTTATTGCGGGAAGAAATGCTTATTCCTGAGATT 

>RXAO 0 1 1 9 - downs t ream 
TAGCTGGTCATAGACCTGCTGTT 



>RXAO 012 0 -upstream 

AATCAAATACTTGATTACAGAGCAAGATGTACCTGCACTCCGCGAGCAGTTGGCAACGAG 
GATGAGCACGGATCCGCTTTCCCCACCCGGAGGCTACCGA 

>RXA00120 

GTGGAATCCCTTTACTTCGATTCAGCCGATTTACGGTGCTACACCGAAAAGATCGAGGGT 
CTGAAATTCCGAAGGAAACTACGGATCCGTACCTACGGTGATGGAGTGCTCACTCCAGAA 
TCCACCGTGTCGGTAGAGATCAAGCAGCGGGTTAACAAAGTAACTCAAAAGCGTCGGCTG 
GATTTGCCCTTTATATATGCGCTCGCCCTGGGCGATAGCACGGGCGCCGCGGTAGGCGAG 
CAGGTGGACGTCGAGAAGCTTCTTGAAATCTCTCCGGAAAACCAGCACGCTTTGATTCAC 
GAAATGGCGTCGTTTGCTAAAAATTATCGGCTGCGACCCATCGCCACCACGAAGTATCAC 
CGCGAGGCATTCGTCGGCGCTGATGCGGAGGAAAGTTCGCGAGTCACCATTGACCACGGT 
GTTTCAGGCCGTGATCGTGATTTTCTGCTTGGCCAAGACCTTGAAGACCGCCCAACGGTG 
GCGCAAGGATTGGCAGTCGTGGAAATCAAATGCGATGAACGCGTGCCGTTTTGGCTCACT 
GATATGACTGCTCAACTGGAAATGTCCGTGATTCGGATGTCCAAATACTGCGAAACCATC 
GAAGCGTTTCACAACCGTCCGGCATCAGCTTTCGGCGCTGTCGACCCCATCTTC 

>RXAO 0 1 2 0 -downs t ream 
TAAACAAGAAAGGCCCCTCCAAT 



>RXA00121-upstream 

GATGTCCAAATACTGCGAAACCATCGAAGCGTTTCACAACCGTCCGGCATCAGCTTTCGG 
CGCTGTCGACCCCATCTTCTAAACAAGAAAGGCCCCTCCA 

>RXA00121 

ATGTTGAGCGATCTGAGCTCCATTTTTGACTTCCAAGACCTCTCCGGCACCTTCTCTGTC 
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GTCGACGTTCTCATCACTTTGGTCTTGTCCTTCGTCCTGACCTCCATCGTGGGTGTGGTG 
TACCAAAAGACCCACCGCCACATCTCCTACAGCCAGTCATTCGTACAAACGTTGGTGCTG 
GTGGGAATGGTCATTGCAATCATCATGCTGGTGGTCGGCTCCAACATTGCACGTGCATTC 
GCCCTGGTTGGCGCGCTTTCGGTGATTCGATTCCGCAACGCAGTGAAAGAAACCCGAGAT 
GTGGGCTTCCTTTTCCTTGCCATGGCAATCGGCATGACTTGCGGTACCCGCTTCTACGTT 
CTGGCGATCGCTGCAACCATCGTTGTCTGTGGCGTTCTGTTCATCATGTACCGCTTCGAC 
TGGTTCAAGGCTGATATCCAGCGCCAGGTCATCAAGGTGCAGGTCCCAGCCGATGGACAA 
GCTGATTCCGGeAGGTGG-TAGGCAGAAGAAG.TTGAACTGATCCTCGCACAGTACTGCACT 
TCCTTTGAGATGATGTCCGCTGAATCTGTCCGCGGCGGAGCCCTGACCGAGTTCTCCTAC" 
ACCGCTCAAATGCGCAAGAACGTGAAGCCACATGAGCTGGTCGCCAAGATGCGCGATGTG 
AACTACGGCCAAAAAGCGACTGTCCTGACCGGTCACGATCAAACGGATGTA 

>RXAO 0121 -downstream 
TAGAAAATGC C T AGC TTT AAATC 



>RXAO 012 2 -upstream 

GATGCGCGATGTGAACTACGGCCAAAAAGCGACTGTCCTGACCGGTCACGATCAAACGGA 
TGTATAGAAAATGCCTAGCTTTAAATCTGCTCGATGGAGG 

>RXA00122 

ATGAACAGACGCCTCTTCCTAGGAACTTCCGCAGCTATCATCGCTGTCGGTGGCGTGCTC 
GGTGGAGTGCAGGTTGTACCTTATATTTCCTCTGGTGAAATCCAAACGTCAGCATCATCG 
ACTGCCACGATCGATGTCGGTGCAGGCAATGTCGATATTTTTGATACCTCCGTTTCCCAT 
GAAATCAGCCTGCAGGTTTCGCAGGAAAGCCTCGATGAGATGCTCGCGGACTATCAAGAA 
GACGGTTCCAAAACCTGGGTGAAAGCAACCATCACGATTGATGGCGTGACCATTGAAAAC 
GTCGGCATCCGCCTCAAGGGCAACTCCACGCTGTCCGGGTTGGGTCGAACATCTGAAGAA 
GGCGGACCTCAGGCACCAGAAGGCGTCGAAGAGTTTACAGATCTCAGTGAAGAGGAAATC 
GCCCAGTTTGAGGAACAGTTCGCGGCGCAGCAAGAGACTACTGACGCTTCAGAGACCGGT 
GAAACTGCGGAAAATGAAGAGACTCGCGGCCCCGGCGGTGGCATGGGTGGTGGCGGCATG 
GGTGGCATGACTTCGGTCGATGCCGACGATGTCAGCACCTGGCCACTTCTGATCAGCTTC 
GACAAATACGAAGACGGCCGCGTCTACCAAGGCATGACCCAACTGGCACTACGCCCCGGC 
ACCACCGTGGTCAACGAAGCAATGGCGCTGGCCCTGACCGCAGAAACCGGCCAGGTCTCG 
CAGCAATCCAGCTTCACAACGTTTTCGCTTAACGACGAGCCCTCCACCACTCGACTCCTT 
TTGAAGCACCCCGATGAAAATTATGCCGACGCGCTCGGCAACGGAGTCCTCTTCAAAGCA 
GATTCCAACAGTTCCTTCACCTACCAAGGCGAAGACCAAACTGAATACGACGGACAGTTC 
AAGCAGATCAACGGTGACGGCAACGGAGACATCCAACCGATCATCAACCTGCTGAAATGG 
CTCGACACCGCAAGCGATGAAGAGTTTGCTGAACACCTCTCTGACTACGTCGATGTGGAA 
AGCTTTGCTCGCTACGTTGCCACTCAAAACCTGTTGGTAAATTCCGACGACATGGCTGGT 
CCCGGTAGTAATTACTACCTGTGGTACGACTACGACACCGGCCTGATCAGCGTGATCTCT 
TGGGATTTGAACCTCGCAATGTCCGGCTCAACTGATGCTGGCCCAGATGATGAAATCTCC 
ATGGGCGGAGGTGGCGGTGGCGGAATGCGTCCTGGTGGAACGACCGACACTGAAATTGAA 
GGTACTGCGACCGAGGATATGCCTGACATGGGCAATATGCAGCAACGTGAACGCCCTGAA 
GGAATGCCAGACATGGGTGAGATGCCTGATATGGGTGACCGGGAAGGCGGTGGATCGATG 
GGAGGAAACCAGCTCAAGGAACGTTTCCTCGCTTCCGATGCATTCACGGAAATCTATGAG 
CAGGTGTACTGGGAGCTGTATGAAGAAATGTATGGTTCCGGAACTGCCATCGAGTTGTTG 
GATGAGATTGCAGCGTCAATTCCAGAAACTGATGCGGTGACTGCAGATGAGATCGCTACG 
GAAGTGGCGTCAATGCGGGAATGGATCACTGCCCGCACAGAAGCGTTGGCTGCTTTGCAA 
GAG 

>RXAO 0 1 2 2 - downs t r earn 
TGATCAAACTAGAAAACCAACAA 



>RXAO 012 7 -upstream 

TTGTGGGGCGCCGGGGGCGTCGTTATGCAGTGACTGCCAGCGTGTGTGGAGGAAGCCGCC 
AACATTGGCGCGGCTTGATTTAGATT-TACCGGTGTGGACG 

>RXA00127 

TTGTCGCCGTATGACGGCCCGCATCGCAACGTGCTCATTGCGCTGAAGGAGCACGGCCGT 
GCAGACCTTGTGGCGTTTGTGGGCGCGGTGGTGGGGGCGTCGATAAGCTATCTGGCGGCT 
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CAGGGGGAAATTGAGCACGACATCACGCTGGTTCCGGCGCCCACCCGCGCCACCTCGCGA 
CGCCGGCGGGGCGGCGATCCGGTTGAGCGGGTGTGCAATGCATCACGCTTATCGACGTTT 
CCCTGCCTTCAAATCTCATCCCGCACACCAGACTCCGTCGGTCAAACTGCGCAACAGCGA 
AGACTCAATATGCGAGTGGAGTTAGTCCGACAACCTCGGGGTTCTGTCTTGATCATCGAC 
GATGTGGTAACAACGGGGGCAACTATTTCCGCATCTGCAAACGTTCTTCGCGCAGCGGGT 
GTGCAGGTCAGAGGAGCTTTAACTTATTGCCAAGCG 

>RXAO 0 1 2 7 -downs tream 

TGATCTTGGATATAAAAGGGGCe : 



>RXAO 0 1 2 8 -ups tr earn 

CCATTTTCCGTTTGGTCTTGCCTAAAGAACCGCATGGAAATTATCGTGAAGCACCGATCC 
CGTTGATCGCTCCAGAGACACCGTGGGAAGGGGAGCAGCA 

>RXA00128 

GTGAGTAAAATTTCGACGAAACTGAAGGCCCTCACCGCGGTGCTGTCTGTGACCACTCTG 
GTGGCTGGGTGTTCCACGCTTCCGCAGAACACGGATCCGCAAGTGCTGCGCTCATTTTCC 
GGGTCCCAAAGCACACAAGAGATAGCAGGGCCGACCCCGAATCAAGATCCGGATTTGTTG 
ATCCGCGGCTTCTTCAGCGCAGGTGCGTATCCGACTCAGCAGTATGAAGCGGCGAAGGCG 
TATCTGACGGAAGGGACGCGCAGCACGTGGAATCCGGCTGCGTCGACTCGTATTTTGGAT 
CGCATTGATCTGAACACTCTGCCAGGTTCGACGAATGCGGAACGAACGATTGCGATCCGT 
GGAACGCAGGTCGGAACGTTGCTCAGCGGTGGCGTGTATCAGCCGGAGAATGCGGAGTTT 
GAAGCTGAGATCACGATGCGTCGGGAAGATGGGGAGTGGCGTATCGATGCTTTGCCGGAC 
GGGATTTTATTAGAGAGAAACGATCTGCGGAACCATTACACTCCGCACGATGTGTATTTC 
TTTGATCCTTCTGGCCAGGTGTTGGTGGGGGATCGGCGTTGGTTGTTCAATGAGTCGCAG 
TCGATGTCCACGGTGCTGATGGCCCTTCTGGTTAATGGTCCTTCGCCGGCAATTTCTCCT 
GGTGTGGTCAATCAGCTGTCCACGGATGCGTCGTTCGTGGGGTTCAATGATGGGGAGTAT 
CAGTTCACTGGTTTGGGAAATTTGGATGATGATGCGCGTTTGCGTTTCGCCGCCCAGGCC 
GTGTGGACGTTGGCGCATGCTGATGTCGCAGGCCCCTACACTTTGGTCGCTGACGGCGCG 
CCGTTGCTGTCGGAGTTCCCAACGCTCACCACCGATGACCTCGCCGAATACAACCCAGAG 
GCTTACACCAACACGGTGTCCACGTTGTTTGCGTTGCAGGATGGATCGTTGTCGAGGGTC 
AGTTCCGGCAATGTGAGTCCACTACAGGGCATTTGGAGCGGTGGAGATATCGATTCTGCA 
GCGATTTCCTCCTCCGCCAATGTGGTGGCAGCGGTACGCCACGAAAACAACGAGGCAGTG 
CTTACTGTTGGCTCCATGGAAGGCGTGACTTCAGATGCGTTGAGGAGTGAAACGATCACT 
CGTCCCACCTTTGAATACGCGTCGAGTGGGTTGTGGGCTGTGGTGGATGGGGAGACGCCT 
GTCCGAGTCGCACGATCGGCAACAACCGGTGAGCTCGTCCAGACGGAGGCGGAGATTGTG 
CTGCCAAGGGATGTGACGGGTCCGATCTCTGAATTCCAACTGTCACGAACTGGGGTCCGG 
GCCGCCATGATCATTGAAGGCAAGGTGTACGTGGGCGTCGTAACGCGTCCTGGTCCGGGC 
GAGCGGCGCGTGACAAATATCACGGAGGTGGCGCCGAGCTTGGGCGAGGCGGCGCTGTCG 
ATCAACTGGCGCCCAGACGGCATTTTGCTTGTGGGCACGTCAATTCCAGAGACGCCGCTG 
TGGCGCGTCGAGCAGGACGGATCGGCGATTTCGTCGATGCCGAGCGGGAATCTCAGCGCG 
CCGGTGGTGGCGGTGGCAAGTTCCGCGACGACGGTCTACGTCACTGATTCGCATGCGATG 
CTTCAGCTGCCGACTGCCGATAATGATATTTGGCGCGAGGTGCCCGGTTTGCTGGGCACG 
CGTGCGGCGCCGGTGGTTGCGTAC 

>RXAO 0 1 2 8 -downs t r earn 
TGATGGAGCTGTTCTTCCCGCGC 



>RXAO 0 13 4-ups tream 

GCAGCTGTGCTCCACCAGTGACTAAAAACTTGTCTTTCACGTGCCCCACCTTATCCGTGT 
TCCCCACCCCTGTGCGTAACGACAGCTAGAATCTCAAGTT 

>RXA00134 

ATGGCCGTTCATTTAACCAAGATCTATACGCGAACCGGGGACGATGGAACCACGGGGCTC 
TCAAATTTTGAGCGAGTTCCCAAGGACGATCCCCGCCTTATTGCATACGCCGACTCCGAT 
GAAGCAAACTGTGCGATTGGCCAAGTGCTTGCACTCAGCAGCCCTACGGAAGATATGGCA 
ACCTTATTGCGGACTATTCAAAATGAACTTTTTGATGTGGGCGCAGACTTAGCAACCCCG 
ATTGAGGAGAATCCGAAGTATCCCCCACTTCGAGTTCTTCCGGAATATATCGAACGACTT 
GAGAAGGAGTGCGATAAATGGAACGAGGATGTGCCGGCGTTGGATTCCTTCATTTTGCCG 
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GGTGGCACGCCAGCAGCGGCACTCTTGCACACCGCAAGGGTAATTACGAGGCGCGCGGAG 
AGAGCAGCTTGGATAGCGGTGCGGGAATTTCCGAGCACCACCTCTACCTTGCCAGCCCAA 
TACCTGAATCGTCTTAGCGATCTGCTGTTTATTCTTTCCCGTGTTGCCAACAATGGCAAT 
GATGTGAAGTGGGTTCCGGGCGGAAAAAGA 

>RXAO 0 1 3 4 - downs t r earn 
TGAAAACCACCCTGCGACCGTGA 



>RXA00140-upstream 

CTCAACGATATTCAGCTTTCCGCAATGCTGAAAAACGCCATCGATCACGTCCTCGCGATT 
CAAGATGCCGTAGCCAATGCAGGCAAGGAAATCGGCTAAC 

>RXA00140 

ATGTCGGACGAGTCCATCGAAGAGCAGGAAAAAGAACTCGCGGCGCTGAAGGCTCAAATC 
GATGAACTGGAAAAGAAAGACAAGCAGAACAAGCTAATCATCGAGATTTTGTCCAAGGCC 
GTCGAAAAGAATGTGGCAGAGGCAGAAGCGAAAAGAGCCCGCAAATATCCGCCCAATCCC 
CTGTGG 

>RXAO 0 1 4 0 - downs t r earn 
TGAATTCTAAGGCGTCGAACTTT 



>RXAO 0 1 4 1 -ups tr earn 

GTCGGCTCCTACGTTATGAGCTCCATCGAATCCGCTGTTCAGTGCTTCGAATGGCTTGAG 
CAGCAATTCCCAGATCTAGTCACCTGGAAGGACGAACACC 

>RXA00141 

ATGACCACTGATTCCAATTCTGCGACAATCCCAACCCCAAAGCCGATTCCAGTGACCATC 
GACCGAATCTCCCTCATCATGAAAGAATTCGGCATTGACCTATCCATCGCCGATGAACAA 
GGCACCGGATCCCAAGTAGCCAGCGCCAACCTCAACGGCCATCACGTCATGTTCGCTGTC 
ATCGGTTCAGTCCTGATCGTTCGTGCCGATCGCGCCACCGAAATGCCAGTCTCCGACGGC 
AACCCCGCATGGCATCTCGCCTGCAACCAAGTCAACTGTTTCAACTTCGCTGCCAAGGCT 
GTCGTAGTTGATCGCACCGACAACATCGTGATCCGCGCCGAGAAGGATGTCCCCATCGCC 
GCTGGGCTCAACGATATTCAGCTTTCCGCAATGCTGAAAAACGCCATCGATCACGTCCTC 
GCGATTCAAGATGCCGTAGCCAATGCAGGCAAGGAAATCGGC 

>RXAO 0 1 4 1 - downs t ream 
TAACATGTCGGACGAGTCCATCG 



>RXAO 01 42 -upstream 

ATCCTCAATTTCCGCCGTAAGCGCAACGACTAAAACCACCATCTGTAGTGTGGTGGAAAA 
GTTACTTTTAAAAGGATTTTGGAAGGACTGAAACTCCCCA 

>RXA00142 

GTGCCTCAATCACCCACAGCACACGACCCCAACGACATCCAGGAATTTAACCTCGATGCC 
GTTGCAGGGATTCTCCAGGACGAAAAACTGGACTACCGCATCGATGAACACGACGGCGAA 
AAAGTAATCCGCACCGGATTCATCAACGCCGCCATCAGCTTCATCCTCTTAGACGGCAGC 
TTAACCATGGAAGCCATGTGGCGAGGAGCCCCCTCCACCGATGCTGCCGCACAAGTTCTC 
GCGGCCACCAACGAATGGAACCTCACCCAGTTCGCACCCACCATTCGATTCTTCGAACTC 
AACGAAGGCACCCTCGCCATCAATGCACTGCGACACGTCGTTGTTTCCGCAGGCATGAGC 
CACAACCAAGTCGGCTCCTACGTTATGAGCTCCATCGAATCCGCTGTTCAGTGCTTCGAA 
TGGCTTGAGCAGCAATTCCCAGATCTAGTCACCTGGAAGGACGAACACCATGACCAC 

>RXAO 0142 -downs tr earn 
TGATTCCAATTCTGCGACAATCC 



>RXA00150-upstream 
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AGCTGAGCAGGGATCGGCACTAGCTTCTACTACGATAACGAGAACTTTGTTTCAATACAT 
TCAAAATGGCGGAATATTTTGATCACGGGGGTGCAACTGT 

>RXA00150 

ATGGTGTTTTCTATGCATGACAAAGGTGAGACCCAGGAGAATCCTGCGGACATGTCAGGA 
CGCCTAAACACACCAATTTCCACGGTCTTTCACTTCTTTAGCTCACTTTTCCATGACGCT 
•eTGGGGAGTGOTjGCCCAGTGGAGTGCGTGGAAGAAAATCGCTGTATCGGTTGTCATCGTC 
GCAATTATTTCCGTAACTTTT^^ 

GCAAACAACGCCGGCGACGCTTTTGTCTTAGTTTTTTGCGCCTTTTATATCCTCATTACT 
CAGTTCCCTATCCCCCGCACAGTTCTCACACTGGCCTCCGGCGTGCTGTTCGGGCCGGTT 
CTTGGATCAGTCGTGGCGCTGGGTTCCACCACAGTGTCAGCGGTAATCTCGCTCCTCATT 
GTTCGGGGTCTGCTTGGCGATTGGATGGCGCCACGTTTAACGCACCCCGCAGTCTCACGC 
ATCAATACCCGACTTGAGCAACGTGGATGGCTGGCGATTACCTCTTTAAGAATGATCGCC 
GCTATCCCCTTTTCCATCCTCAACTATGTTGCAGCCTTGACTAGCGTTCCTGTTTTTTCT 
TTTGCCATCGCTACCTTGATCGGATCTGCACCAGGAACCATCGTCACCGTCGTTTTGGGA 
GATGCAGTCACAGGTTCTGGAAACTGGACTGCCGTTGCATTCACGGTATTTTTAGCGATT 
TTGGGTGTTTTAGGTATCTTTTTAGATCAAAAGATGCCAGTCAAGCCTGGAAAG 

>RXAO 015 0 -downs tr earn 
TAGACAATATAAGGTAGGGTTGG 



>RXAO 0151 -upstream 

AAGTAGACAATATAAGGTAGGGTTGGAGAAGATTCTTTACTTCTTCACTCATTCGCCCTG 
ACAGCGAATCCACTACAATAAACAAAGGGGGCAGCCACCC 

>RXA00151 

ATGTGGGCACTGCATGCCAGATACCGCGGCCGAGACACACGACGAGCCGAATTGGTTAAA 
AGATTTGCAGAAGCTTTGTCCACCCTCGAAGGTGCTGGCCAGTTTGAAGTCATTGGTGTC 
GAAGACATCCGAGCACACATCACCTCACCGTTAACCACATGTGATGTTGTCATGGCGCTA 
CTCGCAGCTGGCGATTGGGCAATCGGAATTGGTGTTATCCCCACCGTTGACGGAACAGTC 
GATGAATCGGATGAGGCCATCATCGAACAGGTAAAGAAAATTTCCTCTGATGCTCTGCGC 
CCCACCGCCAAGGCGGGAACGGTCAAAGTTAGGATCGCCGGAACCAAACGGGACAATACT 
CAAGCCTTCAACATCTCCGCTGCATTCACGTTGATTGGGCAAGTTCTGTCAAAGCGCACC 
ATCGAAGGACGCGAAGCCACCGCACTCGTCCGTTCTGGACTGAATCAAAATGAGGCAGCC 
CAAGAGCTCGGTATTTCCAAGCAGGCAATGTCGCAGCGATTGCAGGCGGCAGGTTGGCAG 
GCGGAATCTGCTGGTTGGCAATTGGCCGTAAACCTCATCGAGCAGGCTGGCAAGCGC 

>RXA0 01 51 -downstream 
TAGCAGGCGATTTAAGAGCCTGA 



>RXA00153 -upstream 

CCTCGATTTGAGTAAAGAGGACGTCCTCGCCTGATTTTTCGGGTGTGTTTTTGCGTGGCG 
AGCCCTGCCTGGCCCTTCCAAATTATGTAGGGTGGCCTGC 

>RXA00153 

GTGGGAGCAATAATTTGGTTTATCGGAGCATTGGTTCTTGCTGGCTTGGAATTGGCAGTA 
GGTGAGTTCACCTTATTGATGCTCGGCGGTGCAGCTTTGGCAACCGCCGGCGTGGCACTC 
ATCGGTGTCCCAGTATGGGCTGAATTTGTCACCTTCGCGGTGGCCTCAGCTGCTCTACTG 
ATGTTCATTAGGCCGGCCATTAGAAAGCGTCTGCTGAAACCAAAGGTTCTGGACTCTTCA 
CCACGAGCACTTGTTGGCCACCGTGCTGAAGTGCTCGAAGATGTCGGAGCGACCAGCGGG 
CAGGTCCGCCTGGATGGTTCAATTTGGTCCGCCCGCAGCATGGATCCCACACACACCTTC 
GCGGAAGGTGAAATTGTCAGTGTCATTGATATCCAAGGCACGACCGCGATTGTATGGAAA 
GAAGCC 

>RXA0 0 1 5 3 - downs t r earn 
TAAATTTTTAACAATCAAATAGT 



>RXA0 01 54 -upstream 
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TAGCCAGACGGCAGTATTTTGAAGCGGTGAATAAACGTTTGCTCGAATTTCCATAGTGTT 
AGGGAAGTGTAGTGCAGTGCTTTGACTAGGGTGGTGAGCT 

>RXA00154 

ATGAGTTTTTCAGACCCCTATGCAGGCAATATTTTTGGTGGACACTCCCGCAACAAGCAG 
CCGGAGTATCCCGATGTGCCCGCAAAACCAGGCCTTGTGGTGGAAGTTCGTGGAGATGGC 
-TTGGTGGGCGCT.G,TGACCGGTTTTGAACGCACCTACGATGGTGATTTTGTGCGTCTCGAG 
GACCGCCGCGGACGCG^TGCGCTGTVA^^ 

CAGATCGTTAACCTCACCCGTTTCGTGGAAAAACAAGCACCACGTAAATCTAATTCTC 

TCCAGGCGTGTAGAAAACGCGCAAGCAAAGGTCGCGGCGCCGTCACGCATCTGGGTAGAA 

GGCATCCATGACGCCGCCATCGTGGAGAAAGTGTGGGGACACGACCTTCGCGTTGAGGGC 

GTCGTGGTGGAGTACCTGGAAGGTCTAGACAACCTGGAGGAACGTCTCGCGGAATTTCAG 

CCTGGGCCTGGACGACGCATCGGAGTGCTCGCTGATCACCTTGTTGAGGGATCTAAAGAA 

ACTCGGATGACTAAATCACTACCCGCGGATGTCGCTGTCACCGGCCACCCCTACATCGAT 

ATTTGGGCTGCTGTGAAACCAGAGCGTTTGGGGCTTAAGGCGTGGCCTGAGGTGCCATAC 

GGGGAGGATTGGAAAACCGGCATCTGCAAACGAGTTGGCTGGTCAGACCCCAAAGAAGGC 

TGGCACCGTGTGTATAACGCCGTGAATTCCTTCCGCGATTTGGACTACACCCTAATTGGG 

GCAGTGGAACGTTTGGTGGATTTTGTGACCAACCTCGATTTGAGTAAAGAGGACGTCCTC 

GCC 

>RXAO 015 4 -downs t ream 
TGATTTTTCGGGTGTGTTTTTGC 



>RXA0015 5-upstream 

GTTGCGGGAGTGTCCACCAAAAATATTGCCTGCATAGGGGTCTGAAAAACTCATAGCTCA 
CCACCCTAGTCAAAGCACTGCACTACACTTCCCTAACACT 

>RXA00155 

ATGGAAATTCGAGCAAACGTTTATTCACCGCTTCAAAATACTGCCGTCTGGCTAGGTGCG 
TGGCTCTATGAATTAGTGCCCACCGAAGATGTCATCGATGCGTTCGTCGATCTCGGCGGC 
CCGCACACCTTCGGCGACGGCGGGCTGCTCGATATGCTGCGAACTTTAAAAGAATTAACA 
AGCACGCTTATCGACGCCCCCTTCCACGGTCCGATTTTAACTCTCGCACTCAGCGGCCCA 
GGCCAAGTGCCGGCGTTGCCGGCAGGTTCACGCGCTGCGGTCTTGGCCTCCGCCTCGAAG 
GAGGGGGCGTTGGTGCTGGGCGGCGTCGATAAGCAGCATTCTTGGGCGCTTATTCCTACG 
CGCGGTAAGGATGCCACTGAGTGGAATTTGGTGGAGGTGGAGGGCTTTTTGCCGGCGATT 
GCGACTGTCTCGCCCGGTGAGGCGGATCAGCTGCTCCGTCAGGCGACAGATCAGGCGGCA 
AATATCATTGAGTTAAGTGGCTACGCTTCACTTGCGCCGAAATCTTTGAAGAATCCGCGA 
CTAACCGTGGGCATGCTGTCAGATTTTTACGACACCCCGGGGCTTCCCTATGCAGTCCCA 
GAGAGGTCGGCGAAGCTTTTTGCGCGCGCAGATCGCGTGGCTGCCATCGCAGAGACCGTG 
CAGGAAACCATCGGCGATCACAGCCTGGATCCACAGTTGATTTTCCTGTGGAGCCATATT 
CGGACCGCGCGCATGGCTGGGGTGAGTTATGCCCTCGCAGAGTTTGCGAGGGACTATCAC 
TCC 

> RXA 0 0 1 5 5 - downs t r e am 
TAGTTGGCAGCTGGCGCCGCTGA 



>RXAO 015 9 -upstream 

CTTAGGGGGTAACCCCACCCCTGTACAAGTTTTCGTGCTACCAAACACGCCGTGCTAGGG 
GTGTCGCATGGTGCAATGATCCCCGCTAACCTGGGATTCC 

>RXA00159 

ATGGAGAATGTTAGTTCCGTCACGTCGGATGGTTCGGTAGCGGATGTGCATGCCGAACGG 
TGGCAAGAATTGCTCGCACGTTTGGATGCCGATGCGCCGGATATTGCGGAGGGCACCGCC 
GCAAAGTTGCTCGCTACGATCCCGGGCTATGAGCTCGTTGACGCGGGGCCGATCAGGGAG 
TCGTCGATACGCAATACGGCCTTGATTATTCGCGTGATTAACGCGGGCACCGAGCCAAAG 
GCCGAGGACTTGCCTGAGGCTTTAAGGCTTGCCGACGAACGTATAGCGCAAAATGTGCCG 
CTGGGAAGTGTGCTGCACGGTTTTCGGATGTCTCTGGGGGAAATTCTGGAGCATTTGGTG 
CAGTTGGGCCCGGAATACAATATTGATCCCGGCAGAATGCTGCGCTGGTCCACACTGATG 
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TGGGCGGTCAATGATGCCTTTTCTACGCGTGCCACAAGGGTGTACCGCGATCACGAGGTC 

gccacggcgatcgccgattcggtgcgaaggtcagaatggatcggcaaagcggtctcggaa 
ggctctgaactgtcagagcttttatggggtgctgcgatgtatgacgttcccgccgacact 
cctctaagagcattggcagccacctcacctgatcatgcgaaagctgaaacacagatccag 
aagtggactcagcgcgccggagtgcgggtgctggcatcggtgcagccaagcgtgatcgtg 
gggatcgtgattggggagccgaagcgaaacgtggacggccctggttttgctgtgggtttg 
■ggtaggg.cagaggtgctctcaaagctggcggactcatataaggatgcatcccttgtattg 
aaggctgccgataatctgaMcttaatgag 

ttggctatccatgcaagcccacgggtgacggagattcttgcgcagaamwiotgaag^ 

ctaagggaatctggcgagtttgctcatgagatcgtggaatctttgcgggcatatgtggac 

aaccagatgaatattcctgctgctgcgcgcagtattcctgtgcatgtgaatacgcttcgc 

tatcggttgcgccggtttgaggagttaacgggctgctatttggaggatacatccacggtc 

attgaagtgtcgtgggtgctggaagtctttggccgggagctg 

>RXAO 0 1 5 9 - downs tr earn 
TAGAAAATTGCACCTATATATAT 



>RXA00161-upstreain 

TTACTATACATGGTGTAGTCCCAAATTAACTAATGCGGGTGACCAACTGCACCGTAAAAA 
AAATTCGCTTATCGTAAATCAGCAGGTAGAATAACACTCT 

>RXA00161 

ATGAGCGAGCCAGGGCCATCCGGGGTTAAAGAAAAGAAGAAAGTAAAGGCAAGTCACATT 
GTCTTTCTTCTCATTTGTTTTATCGCAGCCTGCGCGTTGGCGTGGTGGCAGTGGTCAAGA 
TTCCAGTCCGGGTCTGGAACTTTCCAAAACCTTGGCTATGCCTTCCAGTGGCCTCTTATC 
GGAGCATTCTTTGTTTATGCCTACCGCAAGTATTTGCAGTATGAGAATGAGTCCATTGAG 
TTAGAAAACATGGAAGCCAAAATGATGGCGGAGCAAGGCAAAACACCAGTTGCGCAATCA 
GAGCAGGAAGATAGCTTCGTTCAGCTCTCTCACCGTCCGAGCCTGGTGGAAGATGACAGC 
GTCAAGGAAATCGACGAATCCTTCCTGCCGTCTCGCCCGACGATGGATGTGGAAGAGTTC 
AACAGGTTGAATGATCCGCATGCACGGAGACGTCGAAAAGCA 

> RXA 0 0 1 6 1 - downs t r earn 
TAAACCTGGAACTTTTCCGGGCC 



>RXAO 01 62 -upstream 

GGAGACGTCGAAAAGCATAAACCTGGAACTTTTCCGGGCCCGCGCCCGACTGCTTTGCTG 
AAGCCCTATCCCGCTATTTTATTTTTGAAGGAAGAGTTGC 

>RXA00162 

GTGTCTACCACCACCCCAATCCACCCTGAGCGCAAGAAACGCGTTCGTCAGGCCCTCACC 
ATGTTCTCCATCGCTGCGTGGGTGACTGGTGTGTTTTTGCTGGCGCTGGTGGCGGAGATG 
ATCATGAAGTACATAATTGGCATGGATCTTCCTGAGTGGGCACGATTCGTTCCGATTGCA 
CATGGATGGGTTTACATTGTTTTCTTGATGACCACCCTGAACCTGGGTCTGAAGGCGCGT 
TGGAATCCGACTCGTTGGGTGACCACCGCTATCGCAGGTGTGGTTCCGCTGCTGTCGTTT 
TTTGTTGAGCACAACCGCCGCAAGGAAGTTACTCAGACATTCCAGCTGAACTCA 

>RXAO 0 1 6 2 - downs t r earn 
TAGTTAAATACACAAAAACCTCC 



>RXAO 0 1 6 7 -ups t ream 

CCGACAATCCAGTGGAACTTCCCTATCGCTGTGATGCATTTTTACTTTCACGTTCCGGTA 
CCCTGGCAGGCAGATCTTCCAATCTTTAGGAGCCCTCGCC 

>RXA00167 

ATGTACCTGTTGAATCCACCAGTCACTGAACCCGAGATCCTCACTGTCAACGAGATTCCG 
ACCGTCGTCGCTGTCTTTGACAACCACCCCATGAACGACATGCCCGCAGCATTCGATCAA 
ACCTACCAAGTGCTCTTCCCCACCTTGGGTGCCAAGGGCATCGCGCCAATTGGCCCCGGA 
TTTGCTCTGTACACCTCCGAACCAACTGACACCGTCAGCTTTGAAGTGGGCATGCCAGTC 
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AGCCAACCACTTGAGGGAGAG 



>RXAOO 169 -upstream 

TTTGCTGTGTCTAAGTGTGTGGGGTAATTGTAATATAATTGGTAGAATTTTCTCTAATTA 
ATATTTTATTAACTTACGGAGAAAGTTTATGATAAATATG 



>RXA00169 ~ ^ 

ATGTCGTTGGGTAATCCAGCAGCAATGCTCGCTGCGTACAACACCAGCACGCAGGTGGCA 
CCGCAGCCACAGCTGGGACCACGTGCTGGAGAAGTTCAACTCAGTAGCGAACAGCAAGCC 
ATGATTGATTATGTACTTGCTGGCAAAGATGTCATTGTTGATGCCACCGTAGGCTCGGGC 
AAAACTACCGCTATTCAACGACTGTGTTCGATCATGGGTGCAGACCATGACGTGCTGTAT 
TTGACGTATTCGAAGTTGTTGAAGGTCGATGCACAGCAGCGCGTTCGTGGCGCCAAGGTG 
CAGAACTATCACGGCATTGTCTATCCGCATCTACTCAAGGCCGGCATCAAGTGTGGTATT 
AGCGAGTCGATTCGGGAGTTTAACAAGAACTTCAAACACATTTCTCGCACGTTCCCCAGT 
TACGACCTGCTGGTTATTGATGAGTACCAGGACATCAATGAGGACTATGCAGAACTGCTG 
CGCAACATTAAGTCTGTGAATCCGCTTATGCAGATTGTCATGGTGGGTGATTTGGAACAA 
AAAGTCCGGTCTGACACCACGTTAGATCCACAAGAATTTGCAGCACAATTGTGTGAAGAT 
CCAGTCTTCGCGCCGTTTACACAGTCGTTTCGAATTGGCGAGGCTATGGCAGCGGGTTTG 
GCTGATGCCTGGAATAAACCGATTGTGGGTGCCAATACCGCACAGCAGATTGAATATAGG 
TCTTTCGCTGAGGCAGTGGTGTTGATCCAAAGCACCGAGCCGAGCAAACTGTTGTGTTTG 
GGTAGCCGCAATGGGCAGATGTCAGATGCGCTTAATGTCGTGGAGAGGAAGTCGCCGGCA 
AAGTTCAATAAGAAAACTGTGTTCGCCTCTATTCGCGATGGTGATTCCCAGATTGCACAC 
CCTAATGACGCTGCGGTGTTTACCACCTTTGATTCCAGTAAAGGTCTAGAGCGCGATACC 
TGCGTGGTCTTTGACTATGACGAAGAATTCTGGGACATGCGTCTTGGTTACCCCAATGTT 
GATCCAGTGGTCATGCGCAATGTGTTTTTGGTGGCAGCATCACGCGGTAAAAACAAGGTT 
GTTTTTGTACGTAGCGATTCTCTTCAAGCAGCGTATGAGGCTGGTGCGGACTGGGCTGCA 
GGGCTCGCTGTGGGTGTGGTGGACAACAATACTGAGGTTGCACCTGAGGTAGATGCCCAT 
ACGCCGGCAGAAGAAAGTAAGGGTGATGTGGGTGAGGTTCAGTCACAGATTGAGCGCATG 
ATGGGTTTTATCCCTGTTTCAGTGTTTAAAGAACTACCTGAGTTGGCGCCGAGCGAATAT 
GCGCGACCGATCTCTGTGACTGAAGCCTTTGATTTTAAGTACGCAGAGAATGTCGAAGCA 
TGTTTTGACCTGCTTGATGTCAAGCGTCTCGACAACGGCAAGGGTGCAGCCATTGAGGTC 
AATCGCAGTGACGGGCTTATTGATCTCTCACCCACAGTGGGAAACTTTCAGGAAGCAGTG 
TTCTTCAAGGACTACAACGTTCATACAGCACTATCGGCGTACCCGAGTCAGTTCGCGAAA 
AATCTTAAACGTTTGGTGAAGAAAAACAATAGCGTATGGCGTAACTGCCTTATTGTCACA 
GCAGCGTCCACAGAGCAGATGCGGTATGTCGATCAGGTGCGCAGCTCTATCCCGGTTGCT 
GCGGAGAAGGCATTGGTCTCACGGCTGAGTACGAGGCTGAATGCTGATTCACGTAATCAG 
ATTCCACTGATCCTTGACGGCGAGGCAGTACAGAGCAAAGTAGTGCGCACGCCAATGTCT 
TTTGCAGGTGTCGCAGATGCGGTGCACAAGGGTGTGCTTTATGAATTGAAATTCGTCTCT 
GAGTTGACACATCCGATGTTTTTGCAGCTCGCAATGTATTTGGTCATGTCTGGGATGAAG 
GACGGTATTTTGTGGAACACCCGGACAGATGAGGCGTGGCAGGTGCGTGTTCCTGACCCG 
AAGCGTTTTCTTAATGCTGTGGTGTTGTGTGTCTCCAAGCAGGATTACCGGGTCGGTAAC 
TTTGATCTGCCGAGCACTGGTGGAGGTGCGCGC 

>RXA00169 -downstream 
TAAATGGTGTTGATGTGTGGGGT 



>RXA0017 0-upstream 

TAACTAATTCTTTACCTATCCTCAGTTTGTACATATTTTCCGACAGGTAAAGGTTTGATA 
TAAGCGGTTGGTACGAAGACTAGTGGGTGTTTCTGCTGTC 

>RXA00170 

ATGTTGCTGGCCATCGGGGTTGCATCTCCGGTAGCTCAAGCACAAGTGGAAGATCAATTT 
GAGCTTGTAAAAGAAATCAGTGATGAGCAGTTTGCTGATGATGGTGTTGACTATGTTCCC 
AATAGGAATGCTCCGACTGTTAAGGAACAACTTGAGGATTTCGAATCAGCACATCCAGAA 
GTAGTCATTGAGTATCACGAGCACGTCAACGATAGTAAAGACAATGTTGAGGAACTTCCG 
CTACCTAAGCGGGACATCGTTGCAGGGGAAATGCGCTCAGATGTCATCGAGTTACCGGAG 
GGGGTGAGCAAGGACGAAGCTGATCAGGTGGAGGTTGCGGAAGCGCGACTTAATGAGGGC 
GCACGATTGATGGCTGCAACTGGGTGTGAGGCTATGTGGCCAACAGGTTTCTCAGTTTGT 
GGCCGGATTCTTGACGCTTATCGGCAGGTTGGAGGTCAGTTGTCATGGCTTGGGCCACCA 
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AAGTCAAACGAGTTGACCAATCCCGACGGTGTTGGCAAAAGAAGTGAATTTGTTGGGGGT 
GCCATCTATTGGCATCCAGACACAGGCGCTTATGCAGTGACCCTGGACGGTTTGAGGCAG 
TGGGGGACCTTGAACTGGGAATCAGGGCCATTGGGGTACCCAACCTCTGGTCCGATGGAT 
ACAAACTATCCCCTTACTCAGCGACAGACTTTTCAAGGTGGTGACAACTATTACAACCCA 
TTGACTGGCGGTGCTGTGTGGGGCGATATTAAACAGCGCTACGAAGAACTTGGCGGCTCG 
AATCATGCCATTGGCATCCCGATCACTAATGAGCTACCTAGCGGTACTGAGTATTTTTAC 
-AATAATTTCTTCAATGGAACAATTTCGTGGCGAAATGATCGTCAGACACGGTTTATGTAT 
TTGGCTACGCAGCGGGTGTG'GG 

GAAGCAGATGAAACACCTGAGGTTTCTGGTCTATTCCATGTGGTGAATT^TC 

GGGGTGATTGCGTGGAATGGAATCCTAGGCGCCAGAGAGCTGTATGGTGATGTTTACTCC 

CTGTGGCTGCAATACCAAAATACCGATACTCCTTTAGGGTGGCCGATACCATCATTGACA 

TCATTAAATGAGTCACTCGAACAAGAATTCACCAGAGGTGTTGTTTTAGGCTCAGGTGAT 

GCACTGACATGGATTCCTGACGATGAAGAAAGAAGTTTGGAGGATTTCCTCCCAATTGGA 

AGTAGCGGCTCATCCTCATCGAGCCAAGAGATGACCCTGTTTTCCCAGCGTGCACAATAC 

GTGGATTGCAAGAATCTTCCCGATTTAGATGAGCAGAGAAAAACTGAAAACAACATTGAA 

AAGAATGGTGGCCCGATCAAAAAAGAGTATAGTTCGCGAGGTTTCCCCACCGAGTTCAGA 

TTTGTCGTGAGAAAAGGGCATTATGACCGTTACAGGAATGAAGGCTGGGGATATTTAAAA 

AACTATTGCAAACACAACTTCGCCAACCACGCTATGGCTGAGGCCGTAGTAGATAAAGCG 

GTGATTGATTATGGCTCATCGCCAGGAACCAGCTATTACAAGTTCGAGAAAACGGTGTAC 

TTTCTAGATTGCAGAACTTATACATTCAATAAGAACTCAGGATGTAAAGAAATGCACGCT 

CCGCAATGGGTGACTATTATTTACAATCCTCATACTTTCACTGGAGCAAATTCGAACAGA 

CCCAAGGGGGTAATTTCAGCATGGTGTAATTCAACCCCACCTGGTGGAATCGAACACGAG 

CCTGAAATTTCCCAATGTCCTGATCATGTGAATCTTTATAATAAGCTTCGCATA 

>RXA 0 0 1 7 0 - downs t ream 
TGACAGAACCCCATCAACTGTGC 



>RXAO 0171 -upstream 

CGATTAAGGTAGGGGCCTTAAAAAGGGGAATAAAGAATATTGGGCCCAGACGAAAACTGC 
TGGCGAGATCATCAAAGATCAGCAGAAGCAGATTCATAAC 

>RXA00171 

TTGGCAGCTGAGGTAAAGCGTCTTCGTGAGCGTGACGATGCACGAGATCAGCAGCTAGGA 
GTGCTTAATGAAGCCATGTTTTCACTACTAGGAGATGGACTTGACCGTTTTCGTGAATCT 
GGCGATGAGGCATCCTTCAATGCTGCATTGAACTATCAGGCAGTGGTGGCACCAGAAATG 
TTTAAGACCGTGTATGGTGTCGATCCGTCTACCGGAGAGCCTATTCCCACT 

>RXAO 0 1 7 1 -downs tr earn 
TAAAGTACAACACAGTCTTTTCA 



>RXA0017 3 -upstream 

TGCCCTGATCCACACACAACTGTGAAGAAAGAAGCCGCAATGTCCACCACATCCACCTAT 
GAGAGCCGTAAGGCAGCTATTCGCGACGCTATTCTCGCCT 

>RXA00173 

ATGTCAACAACAATCAAGGCTGCTGCACCCTACAGCCTTCATGCCCATGATCTCGAACAG 
CTTGCTGTAGATCTCACTTTAGTTACCACCTTTGATAGCAATGCTGCAGTTGATGTCACG 
CCAACACATACAGAAGCACCTGGTTTTACCCTGCATGAGGGCACCGATACTGCGCCTATG 
GCTCCAACCCTGGTCGTACCTATTTCCAGCGACATCTCCACAGCCGTTTCGGAAATATCT 
ACATTAGTGCAGCAGGCTCGCACCGACGCAGCAAGCGCCATTCATGAAGCAGAAGCTGAA 
TTTTACAACCAACTTGCTGCGGTCCTTGCTCAG 

>RXAO 017 3 -downstream 
TGATTTAATGTGGCCGACACACC 



>RXAO 017 4 -upstream 

GCGGTGTGGCTGTTACCAACAATCCCGATGGCACTGAACAAGGTGATGCACGCCGCTGGG 
TAAGCCACTGGGAATCATAAAAAAGAAAGTAGCACTAGCT 
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>RXA00174 

ATGCCTAATCACCCACCTATTTCCACCTTCGATGACCGTCGCTCTGCTATGCGCGAAGGC 
ATTACTGATTACCTTGCCAATACAAATGCAAATGGGTTAGGCGGTTACAGCATCAGCGAC 
ACCCACCTCGACAATCTTGCTGAGAAATTCACCCGCACACATGGTGAAGCACAGTACGAT 
GCCGGCTTTGATCCCAATGATCTTGAACCAGAGACTTTTGTTCGTGACATTGAGATGAGC 
TGGGATGAGCGTGCTATTGATCGTGCCCTGATCCACACACAACTG 



>RXAO 0 1 7 4 - downs t r earn 
TGAAGAAAGAAGCCGCAATGTCC 



>RXAO 017 5 -upstream 

AGCTCGACAGCCGTAAAGAAGTTGTAGGTCTTTTTCGCTTGGGATACTGATGCTCTCCCA 
AGCGAACATGGGCGGGAGCCCATGTCGGGGTGTTGTGCGA 

>RXA00175 

ATGGCTGTGTGTCAACTACCTCAGCCTGAGAAAACAACACTTATAAAGAAAGACCTTTTA 
CTCATGACTTCTACAACTAACTCCACCGCCATGTTCAACGACCACCTTATCCCTATGGCA 
GAGCTTGATGAACAAGCTCTGCGCGACAGCGTTGGTTCTTGGGCACAGTACAAGCACCCG 
CTTGACCAGCGCAAAGAACCAGAGCTCGTCCTTATTCGTCGCGTCAACAGCTCAGAGCGT 
GTGTGGGTCTTAAGTTTCACTGACCTGCGTGCTGATGCAGGTCTTGTGCCTCGTAGCACA 
CCGAATGCTGACCCCTCCAATATCCGCAATACCATTTTCTCTGTCGCTGTCCGCGATCTT 
GTCCTTGATCGCTCACTTCCCCGGCTGCTTAACCTCAACGGGCAACCACCAGCAGGTGAA 
TGGGAAGAAGGCTTTGTCTACGTCGATTATGACCAGAGCGACACCGTAGATGGCTACCTC 
ATTGAGCACAGCGAACCTGTCTCCATTGAAAGTCAAACCACCGGTGAAATGCACTATTTC 
GATAAGGTGCCAGGCGGTGTGGCTGTTACCAACAATCCCGATGGCACTGAACAAGGTGAT 
GCACGCCGCTGGGTAAGCCACTGGGAATCA 

>RXAO 0 1 7 5 - downs t r earn 
TAAAAAAGAAAGTAGCACTAGCT 



>RXA00176 

CAGCTGATGTACTCGACATCATCATTTACCACCGTGAAGCAGACCATCGGCATTGATCTT 
GCTGAACTGATTCAGGGCCGTGCACTCGGCCAGGCTCAAGGTGAGGCACAAGGCAAAGCT 
AGTGCAGCAGCCCTTGAGCAGGCACCTCATAATGAGCAG 

>RXA00176-downstream ' 
TAAATAACACACACCACATGTGC 



>RXAO 017 9 -upstream 

GCGGGTTCGCCAAACCTTGGTGATCTCGTTAGTGTATGTATCAAGCATTTTCTTTTTGCC 
CAACCATAATTGAAAGGTCCACCAGCCCGTGACCACCATC 

>RXA00179 

ATGATCGCTATTCACGCTATTGCAGCAATCCTGTTCCTAGGACCAGCAACAGTAGCTAAC 
TCTCAGTTCCACGTCCGCGCGTACGATGCACACAACGGCAACACCCAAGCCGCTGGCTCC 
GCAAAAACCCTTTTCAAGATTTCCCAGTCCTACGGCATGCTGTCCCTGCTCGTGCCTTTG 
CTGGGTATCGCCATCATGCTTCTCGATTGGTCTTTCTACAAGTCTGAAGGCCAGTTCCAC 
GCAGCAATCGCTCTCAGTGTTATCACCTGGGCGCTGCTTCTCTTCGTTATCTTCCCACGC 
CAGAAGAAGATGATGGGTGCTCTTGACCTTCTGGAGGACGATGAGCAGGCTGCAAAGACT 
TACGAGATCGAAAACTGGGACAAGGCGAAGAGCCAGCTGTCCATGTTCGGCGGCATCTGG 
GCTCTGCTGTGGGTCATCATCGCTGTGCTGATGTTCATC 

>RXAO 0 1 7 9 - downs t ream 
TAACACATCTCAAATTGCCAAAA 



>RXA00180-upstream 
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AAACGAGGATGTTGATTTCGCTGACGCAGCTCAGAAGCTTTCGAAAGAAAGTTAAGCCTT 
AGAGGGAACCAAACGCCAAGGCGATGAGTCTAACCCGAGT 

>RXA00180 

ATGAAGAACTTTATTCGGGTACTCATCGCCTTTAGTGTTTTCCTCTGTATATATACCGTT 
GCTCCCCACATTGGCCGAGGTCCTGGAGACCTCGCACCAGTTACAGCAATCCCCCAACGA 
GCCACAGTCCTAGGCTATGACAGAGCCTCCATGTTTGGCGGATGGTTGGGTGGCGTGCGG 
-GAAGGGA^TGGTGGATGAAGC CGGCGACACTGATCCATACT CCGGGAATCGATTAGACCTC 
TCTAGTGCCGAGGTGGATCATATTCTCCCGCTCAGCGCCGCCTGGGATCTAGGCGeAeAe- 
CGGTGGAGCGCTGGCGAGAGAATCAGCTTTGCCAACGACCCCCTCAACCTCGTGCTCGTC 
TCAAAAGCTGAGAACCAAGAAAAATCCGATCAACTTCCCAGCGAGTGGCTCCCCTCTGAT 
CGAAGTGCACGATGTTGGTACGTGGAACGCCTTTTCGCCGTGGCCAACGCATACGAACTT 
CCGTTACCAGAAAACGACATTCGGGTTGGACGAAAACAGTGCGGGTTCGCCAAACCTTGG 

>RXAO 018 0 -downs t r earn 
TGATCTCGTTAGTGTATGTATCA 



>RXA001 8 3 -upstream 

CTGGCCAGCGCCATCGTGGGCGAGGGCGAAGGCTGGATCACCGAACTCAACCCAGAAGAA 
TTGGCTATGCTGATGAGTTACCGCGAAAAGGAGGGTGCAG 

>RXA00183 

ATGACTGAATCACGCCGCGTGAAAATGGATAACGTTATTTACGCCAATTTTGGCAGCAAA 
CAGCGCGTATCTACTCCTGATGACCGCACCCAGGTGATTAATAAATCACGACACAAACAA 
TTCAGCCCAGCGGGTACTCGTACCGTGATGTTGACGGAGAAAAACGCCGACAGCGGACGA 
CGGTCCCGCGGTGAGCAGTACTACCGAAACGGCAATGTCACCGGCATGACTGTGCTGGAA 
GGCCGCGTGGAATGCACTGTCGCGGGCTCCCAAAACGAGCCGTTTGTTACCACAGTGACC 
TTCCCATACCGAAGCTCGGAAAAACTCCGCGAAGCCTACGCAGCTATTGCGGATACTCCC 
AATGGCCTGCGGCTTGTGCGTGATGGCCATCTGACCTCCTCCATGCTGGATCACTTGGTG 
GGAAGTCCTGATGAGTCGATTTATTTTGACTGCACCTGCCCCGACCGATCGCTTGTGTGT 
AAACATGCCGTTGCCAGCGCGTATCACGTTGCCGAGAAGATGACCGCGAACCCCGGTCTG 
ATCTTGGATATTCGTGGTCAAGGGATGGCTGGATTAGAAGCACTGATTCGGACCTATCAC 
ACCAAGGTTGAAACTGAACCTGAAGACAATGACAGTTTTTGGAACGGCAGGGAACTTCCT 
GCTTTGCCTGATCCAAAGATTGCCCCTGCTATCGACGATTCCGATATCAACTACCTCCAC 
AAGGCTTTAAGGATGGTCTCATACACCTCCCTGGAGCAGCTTCGTGCGGTCAGTGATATT 
GAAGATATGTACGAGATTTTGGTAGCCAACCACCCTGATAACCAGCAAGTGTATGAGGAA 
GAAGACACTGAT 

>RXAO 0 1 8 3 - downs t r earn 
TAACCAGGGCTTATGGTTGTGGT 



>RXAO 0 1 8 5 -ups t r earn 

ATTGCGAGAGCTCGCTGACTCTGTGGTCAATGGTGCAGCGCCGGAAGAAGACCGCGATGC 
GCTCAACCTATTGTTCCGACTAAGCCGGGAGGTCTAAGAC 

>RXA00185 

ATGCGTATTCATGAAATCATCATTGACAATTTCCGAGCCATCGAACATCTAGAACTTCGT 
GACATTCCTGACCAGGGCGTTATCGTGATCCACGGTGACAATGAGCAAGGCAAATCTTCA 
ATCCTTGAAGCCATAAAAACAGTTCTGAATAGTAAACACAGAACCACCAGCAAGACGATC 
AAGGCCATTCAGCCTGTTGACCGTGATGTTCCCATCAGCATCACCCTCGAGGCAACCGTA 
GGCACGGTTCGATTCCGCATACACAAACGCTTCCTAAAATCCACAGCCGCAGAACTGCAA 
GTCATCGAGCCACGTCCATCCAACCACCGTGGACTAGAAGCCGAAGCTGCACTGGCAGAA 
ATACTGGAAAGCCATTTGGACACCTCTTTGCTTGACGCATTGTTTATGAAACAGGGTGAA 
GTAGAAGCAGGTATCAGCGCTGTAGGAATTCCTACCCTGACCAGCGCTTTGAACGCTCAA 
AATGGCAATACCGAAGATGCCACCGAAGACACCGCACTCATGGAGGCTGTAGAAAAGGAA 
TACCTAAAGTTCTACACCAACTCCGGAAAGGCGAATACGAGGTTCCTACAGTTTTCCAAA 
CAGGTGGAAACCCTTCGTACTGATTTGGATGAGGCTAACGCTGAAGTAGCAAAGCTCTCC 
TCCCATGTTGACCGAGTTAAACGATTGGAAATTGATCGGGATCAGGCCACAGCACAGTTA 
CCCAAGGCAGAGGAAGAACTCGCAGGGAGGAAAGCAGAACTGGAGGAAGCCCAAAAGGTT 
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AAGGCTCAAGCCACGGAAATCCTTGCGCAGTTTTCCCGGGCGGAAGAACAGTTAGAGCAG 
GCAACAGGAGCTCAGAAACGACGTAAAGAACTCCGCAATAAGCTGGAATTAGCACAGACA 
GAAGTCGAAAAGGCTGAAGCAGGGCAAGAGAACCTGGCGCAAGAAGCTTCCCGTGAAGCA 
GAAGAATTCCTAGCCTTAAGTGAAAAGTTCGAGGCAGCGCGCGCAGCTGAAACTCTGGCC 
GTTGAAAAGGTGAAAGCAGCACGTCAATCGGTTGCTGGAATCAAAAACCGTGACCGTAAA 
GAACACCTCACGGTTATGCTTGGTGAACTTGATCGAATTGGGCAGCGCCTCTACGAATTG 
CGCAGCGTCCAGCACTCATCGGTGCGTGTGAGCCAGCGTGATATTGATGCTCTGCAAAAG 

GCGATCACCGAGGTCGAT ATCCAAAGGACGCTCGTTGAAGCGCAGCAGGGAAGTATTACC 

CTCAGTGCTTCCACACCCACCGXCATTCAACTAGGTGATGACACCGTTTeAGeTAeeGAG- 
GCTGGAACCACAGTTGCCCTCGACCGAGAACTCACCGTCGTGGTCGGCGATGTCACCTTG 
GTGATTAACCCAGGAAAAACAGCAGCGGAAAGTCGCACCGATTTTGAATCCGCCGAGGCA 
GCATTGGCGGAGCTGCTTGATCAACTCGACGTCTCAGACTTGGACCAGCTCAGGGAACGT 
TTCACTGCCCAAGAGCAACGAGACGCGGATATTGCAGAACTGGTTCGCGAACAACAGCGC 
ATGAGCGGTGGGACAGAAACAACAGTTTTACGTGCCGAGCTAGAAGGCCTGCACGTCCCA 
GAGGATCTAGACCCATCAATTTCTGTGGATGATGCGCAAACTCAGTTGAATGAGGCAGAA 
GAGTCCAGAGAGCTCGCTGCGGAGGCGCATAAACACGCAAATGCAGCACTTGATGGATTG 
CGTTCGCGTCCCGTAGATAAAGCTCTGACAGTTTTCAACGCTCAGCTCGCAGCACTGCAG 
AGAAACCTCTCTTCCGCACAAGTTGAATTAGACCGTGCAGTGGCAGAAACCTCGGATGAC 
GAAGTTGATGCTGCTGTACAGCGGTGCGCTGAAGCTCTAGCTGGGGTGCGGGTACAGAAG 
CAGGAGATTGAACAGGTCTTGGCAAAAACCAACCCAGACATGGCTCAACGCTTATGTGAT 
GCTGCTGAAGCAAATGTGCGATCGTATAAAACGGCAGTGTCTGATGCCACCACAGAGTTG 
GTGCGCCTGGAAGGCCTCATCGGTGTAGCTGCAGGTGCGAAAGAACGACTAGATAAAGTT 
C3 AAGTCTGCGCTGACAGCAGCTGAAAACCGGTTTGAATCAGAACAACGTCGCGCCCACGCT 
Q GCACGTCGCCTCTATGCCCTCATGGTGTTCTACCGTGATGAATCCCGAAAGCGCTACGCA 
tfl GCACCCTTCGCGGACAAACTATCCAGGCTGGCAGCATCCGTATTTGGAGAATCAGCAGAC 
TTTGATCTTGATGATGAGCTGAAGATCTCCAGTCGTTCCATAGGACCACGAACAGTGGAC 
rS CTTGCCAATCTTTCTGGCGGCGCAAAGGAACAGCTGGCAATCCTCACCCGCTTTGCTATC 
C ' I GCAGAATTGGTAGC AGAATCCTCCGCGCAAGGTGCTGTGCCTGTGTTTATTGATGATGCA 

TTGGGGAGCACAGACCCAGAGCGACTGACCCGCATATCTACTCTGTTTAGTGATGCAGGC 
AAGGACTCTCAGGTGTTTGTTCTCACCTGTGTTCCAGACCGGTACAACTATGTAGAGGTC 
^ ^ ACCCAAAAGCACAGCATCGAGTCATTGAAAACTGCCAACGCTCTGCTG 

C 3 >RXAO 0 1 8 5 - downs tr earn 

t n TAGCTGAGCAAAAAGCCAAGCAA 



>RXA00194-upstream 

AAATATGAGAACATAGTGAGAGTTAAACCAAGTTCTGTAGGTGCTTGTTGCAGCGGGCGC 
GAAGGCGTACCACTGCAACTTGCGAATAAAGGAGTAAAAC 

>RXA00194 

GTGGCTGGTTCCTCCCACACGATTGAGCCTGAGATCTACCGCGGTGTATCCACCCTTGAT 
GAGCCTTCGGCTGCATGGGGATGGCACGGTCTCAAGCGCAACACCATCCAACTCGCTGGC 
TGGATTTCCGTTCTGTTCATGCTTGGATACAACTTCGGTAACCACAAGGGCCACGTTGAA 
ACCATCTGGCTTCTCGTCATCACCGCCCTTCTGGTCATCGGCCTGCTGATCCACCTGTTC 
GAGCCAAAAGCTCTTCCAGGTTCGCACCATCACTTCTCGCAACAA 



>RXAO 0 1 9 7 -ups t ream 

GTCGATGATATTTTGGCAACCGAATCTGAGGCACGCGCGCGTGCGAATGCTTTGATCAAC 
CGGTTGGCAACCAACTTGTAAGCTAAGGAGCTTCCGCCTC 

>RXA00197 

GTGGCAGCCTATCTTCTTGGTGTCGTATTATTTTTCCTCGGCATCGCAGTAACCATCGCG 
CTTCACGAGTGGGGGCACTTCATCACAGCGCGCATTTTCGGAATGAAAGTGCGGCGTTTC 
TTCATCGGTTTCGGCCCGACGGTGTTTGCCAAAAGACGCGGCGAAACCGTGTACGGCCTT 
AAAGCGATTCCGGTCGGCGGTTTTTGTGACATCGCGGGGATGACTGCCCAAGATGAACTT 
GATCCGGAAGACCTGCCGCGCGCCATGTATCTAAAGCCCTGGTGGCAGCGCATAATTGTG 
CTTTCCGGCGGCGTGATCATGAATCTGATCGTCGGCTTTTTGGTGCTTTACGGCGTGGCG 
GTGAGCTCCGGAATCCCGAATCCGGATGTGGATACCACCGCGACAGTCGACACCGTTCAG 
TGCGTGCCGGAAACCCAAATTTCCGCAACTGAACTGTCCTCCTGCGTAGGTTCAGGCCCA 
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GCGGGCGACGCCGGCATTGAGCACGGCGATAAGATTTTGGCCGTCAACGGCCAAGAGATG 
GCAAGCTTCACCGCCATCCGCGATGCGATCCTCGAGCTCCCAGGCGAAACGGCAACGCTG 
ACGATTGAACGGGAGGGAACGCTTTTCGACGTCGACCTCCAGGTTGCCTCTGTCACCCGT 
CTCGCCTCTGACGGTTCAGAAATTACCGTCGGCGCGGTGGGCATGTCGAGCCTTCCACCG 
ACCGATGTGTACAAAAAATACGGCCCAATCGAGGGTGTGGGAGCAACTGCACGTTTCACC 
GGCGACATGATCAGCGCCACGTGGGATGGCCTCAAAGCCTTCCCGGCGAAAATCCCAGGG 
GTCGTCGCATCCATCTTCGGTGCAGAACGAGATGTAGAAAGCCCCATGAGTGTGGTGGGC 
GCGTCACGCATCGGCGGCGAATTTGTCGAACGTTCCATGTGGGACATGTTCATGATGATG 
GTGGGGAGGGTGAA(^T-TG-T-TGC-TGGCGGTGTJT-^ 



>RXAO 0199-upst ream 

ACCCAGCACCATTTTTTGTGGTTTGCTCTAAGTTATGGGCGAATCAGTAAGTACTGACAG 
GTACACTCCGCAGCAGCGCACGCGTTATCGCCAGCTGCTC 

>RXA00199 

ATGGAAGATCTTGAGATTTTTGATCGGCATTTGCAGCATTCCGATTTTGAGGATCAGGGT 
TCCATCGGCCTCGAGTTGGAACTCAACCTCGTGGATAAGCATATGCAACCTGCTTTGGCA 
GGCCACGCGGTGCTTTCCCATTTAGACGATGAGTACCAGTCGGAGATCGGTAACTTTAAT 
GTTGAAATGAACCACCCGCCACTATCCGTTAAAGGCGATGCTTTACGACGCCTCGAGCAA 
GGCATCACCTCGCGTCTAGGTCGCGTGCGCGCGGCCGCCACATCGGAGAACGTGAACGTG 
GCGATGATCGGCACGCTGCCCACCATCACCCCAGAATTCCTCGAAGATCCGGCATGGATG 
ACCCAAGAAAACCGCTACCGTGCGCTGAGCAATGCGGTGATGGAATCGCGTGGCGAGTTA 
GTGCACATCAACATCGCCGACCGTGAACAAATCATCCACGATTTCACTGATCTCGCCCCC 
GAATCAACTTGCACGTCTATTCAGTTGCACCTGCAATTAGCACCCAATAAGTTTGCTGCA 
GCGTGGAATGCGTCGCAAGCAATAGCTGGTGTTCAAGCAGCTCTTTCCGCCAACTCCCCA 
CTTTTCCTAGGCCGTCGGGTGTGGCATGAAAGCCGCATTCCAGTGTTTCAACAAGCTATC 
GATACGCGTACTCCTGAACTTGTGAATCAAGGAGTCCGCCCCAGAGTATGGTTCGGCGAA 
CGATGGATCACCAGTGTTTTTGATCTTTTCGAAGAAAACGTACGCTACTTCTCCCCTCTC 
ATCGCAGAATCCCGCGCCCTGTCTGGCACACCAATGATGAAGGGAAAATCCCCCGCACTC 
CACTACCTCAATCTCCACAACGGAACGGTGTGGCGCTGGAACCGACCCATTTACGCACCG 
GGGGAAGAGCGCTCTCATCTGCGTTTGGAAAACCGTCTCCTACCTGCAGGTCCCACCCCC 
ATCGACATCACCGCCGATGCCGCTTTCTACTACGGTTTGGTTAAATATCTGGCCGAGGAA 
AACCGCCCTGTCTGGTCACGTCTCCTATTCCCTGATGCGGAAAAGAACTTCCAATCCGGT 
GCACGTTCAGGGCTGTTCGCCCGCATGACCTGGCCAACCCTCGGACAAGTCAACGTTGCG 
AATCTGGTCCAAGAGCACCTCATCCCTCAAGCCAGAATCGGACTGGAACGACTCGAAGTA 
AACAAAGACCTTATCGACCAATACCTGGGCATCATCACCGAACGCGCGAAGTCCCGCCAA 
AACGGTGCCACCTGGCAGTTGCGTAGCCTCAACAAGCTGGAAGCACACGGAAGCATGCCG 
GGTTCCGATGCTCGAAAAGCAGGTCTTGCAGCAATGTTGCAACAGTATTTACAGAATCAA 
GAAAGCGGCCAACCTGTCCACACATGGGCTATTGGTTCG 

>RXAO 019 9 -downs t ream 
TAAAACGGCAAGGAAAGATAATA 



>RXA00200 

CACTACGCCGGAGTCACCGAGATTCCTGAATACCGAATCTCCCCAGACCACGGCGGAAAA 
TCCACCCTCTCCCCATTCCAAGACTGGGCAGGCGGCGGATCCATGGGCACGGCCGAAGCA 
GTAAACAACGCCTACGAAATCCCGTCCTACCTCCGCAACGACTGGGGCCGCGACTGGGGT 
TCCATCGAACGCTACTCGCTGCGCACCAACTCCAACGGCGATGCACCTAAGGTTGCAGAC 
ATCAACCTTGAAACCATCCAACGTTCCGGACTCTGGAATCCAGGGCATATGAAGGTAGAT 
GAA 

>RXAO 02 00 -downstream 
TAAGACCTTCAGTACTGGAAGTT 



>RXA002 07 -upstream 

CTGCACAATTTTTGGTCGGACACATTTTTGCCCCCATTGGGTTGTCGGATCAGATCAAGA 
AAACCCCCGCGGAAAAATTTTGTCTCTAGACTGGCTCACC 
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>RXA00207 

ATGGAAATGAAATTGAAAAAGGCATCCCAGGTCAGCACTGCCACCGTCGTCGCAGCAGGT 
TTGATCGGCGGTTGGTTGACTGCCCGTGAATCCGGCATTCGCCCACTGGGCACCATTCCA 
TTGGCAGCATCCGGAGCGCTTGCTGCACGAAGCTGGAATGAAAAGAAGGGTCCTGCAGTA 
GCTACTGGCCTGCTGGCAACCTACGTTGGTGCATTTGGCCTGTCCCACCCACTTGCCAAG 
AAGATTGGCGCGTGGCCTGCAGTTCTTACTGTGACCGCTGGCGCTGCTGCGATTGCTTAC 
GCAGTATCTGACTCCCAG 



>RXA002 07 -downstream 
TAATAATTACGGTAAAAAAACTT 



>RXAO 02 11 -upstream 

TGAGCCAAAATCAATAAGGTGTTTTTCAGCCTGAGGTAAAAATACGGTGGTACTGTCGAA 
ACCAATCATCCCCTAGTTTTGAAAAGAAGGAAGCGAGCCA 

>RXA00211 

ATGTCATTCCTGATCCGCGTCCTGTTGTCCGACACCCCAGGCAGCCTCGCGTTACTCGCT 
GAAGCCCTTGGGATTGTAGAGGCCAATATTCAATCCGTGGACGTGGTGGAACGCTTCCCC 
AATGGCACGGTCATGGACGATCTGGTGATCTCCATCCCTCGCGATGTCATGGCAGACACC 
ATCATCACCGCAGCTGAAGAAGTCGACGGCGTGGAGATTGATTCCATCCGCCCATTCTCC 
GGGACTGTTGACCGCCGCGGACAGATCCAAATGCTGGCTGCTGTTGCTCACCAACGCCGC 
GATATCACCGCAGCGATGGAAGAAATGGTCGATGTCATCCCCCGCACCATGACCTCTGGT 
TGGGCTTTGGTCATTGATCTAAAAGGACCCATCACTCGCATCGCTGGTTCCCTAGCAGCG 
CCCGAAGATGACGGCACCGTTCCGGAGAACATCGTTCTCAAAGAAGCTCGCATGCTCAAC 
CCGGAAAACGATCCGTGGATTCCAGAGTCCTGGACACTGCTTGATTCTTCCCTTGCCATC 
GCTCCGATCGGCAAGCACGGCCTGGCTCTGATTATCGGTCGCCCTGGTGGCCCTGATTTC 
TTGGCCAGCGAAGTGGAGCACTTAGGCCAAGTCGGTGACATTATCGGAGCAATGCTTCAA 
AAA 

>RXA00211-downstream 
TAATCTGAGCTGTTTAAAAAATG 



>RXA0 02 18 -upstream 

TCTAAACTCACGCTAGACTTCTAAAAGATCTAAAGTTCAGTTCCAACACAAGCCAGCACT 
GCATTCCGCAAACCCGACTAGACCATCCAAGGTGTCTTCT 

>RXA00218 

ATGTCAGCTCGCAATCCGTTCCGCCCCACTTTCGGAGTTTCCCCCACCGTACTTGCAGGC 
CGAGACTCACTTCTACAGTCTTTCAAACTTGGTCTCGCGGAAGGCCCCGGAAGCCCCTTT 
AGAGCATTGCTGATTTCGGGATCTCGTGGCATGGGTAAAACTGTGTTGCTCAATGAATTT 
GAAGATGCAGCTGCGTCTCAAGGGTGGATCACGCTGCGCGCCTATCCGGATAATTCCATG 
GTGGATGGCTTAGTTAATTCCGCCATCCCGGAGGCGCTACAGAATCTTGACGGACCGCAG 
TCCAAAAGAATGCTCAGTGGTGTGGCCATTCCTGGTATCGCTACGGTGACGGCCATTGCT 
GATCCAACCAAGAAGGATCCCACTCCCACGCTGATTTCCAGGCTCCGCGAGTTGGCTACT 
CGTTTGCAAAAGCACGGCTCCGGAATTTTGATCACCCTTGATGAACTCCAAAGCGCCAAT 
GTGGATCTTTTGCATGTGTTGGCCACTGCGGTCCAGGATCTCCTACGGGATGATTTCGAT 
ATCGCATTGGTAGCAGCGGGTCTGCCAGAGGGAATCGATCGTCTTCTCCAGCATGAGGGC 
ACAACCTTTATCCGCCGAGCCGAAAGAATCCTGCTCAATCCTGTCAACCATGAAGATTCG 
GTGGAGATGTTCCTGGATACCGCTGCGGAAGGCCAACGCCACATGACTTCCGAGGCCGCC 
GAACTCGCGGCGCAGATCAGCAAGGGCTACCCCTACTCCATGCAGCTGACTGGTTCTCTG 
GCATGGGCGCGAAGTACTCTTGAC7VACTCCGATACCATCCAGGCCGAACAAGTAGATGCT 
GTCCGCGACGAGGTTGTGCGCCGCATGGGCATGCAAGTCCACGAGCCAAGCCTGCACCAG 
GTCCCTGATGGTGAGCTGACCATTTTGTACGCGATTGCCCAACTGTCAAAAAACGGCGAG 
ATGGTGTCTACTGGAGATATCGCACACCTCATGGGCGTCAAGCCCAACGCCTTGTCGATG 
CAGAGAAAGCAACTTCTCAGCAGAGGTCTCGTAGAGGTTCCCAAGTACGGTTTCCTCAAT 
TTCACTTTGCCGTACATGCGCGAGCACCTCCTCAACAGCCCGCACCACCGACCAATCACA 

>RXA0 02 18 -downstream 
TAAGACACAAGCACTAAAACAGC 
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>RXAO 02 2 0 -upstream 

AGATCGTGCCGAGTTTCCGGTTTGGATGGGGTTTGGGATGTTAATGGGAGAGGATCGGCG 
TGATCGTGCCGGTTTTCCTTGCGTTGGTAGTCTTGGGGCT 

>RXA00220 

ATGAGCGCATTCCACATCCGAGCGGAACAATCGCACGATATCAGCGCGATTCATGATGTT 
ACTGAAGCGGCCTTTACAGGAATTGAGCATTCAGATGGAAeAGAGeAAGA-TGTGGTGGAT- 
AAGCTTCGTGCTGCAAAGGCGCTGAGCCTTTCGCTCGTCGCTGAGGCGGATGGCGAGGTC 
ATTGGGCATATTGCTGCCTCTGAGGTGCTGATTGGCGGTGGGGTGCAGGGCTGGTTTGGC 
ATTGGGCCTGTCAGTGTTCGGCCCGATAAGCAGCAGCAAGGCGTGGGTATTGCGCTGATG 
GGCAGCGCGCTTGATCAGTTGCGTGCGGAGGGTGCTGGCGGCATCGTGTTGCTGGGGGAT 
CCGGGCTATTATCGACGCTTCGGTTTTGAGGTCGTGCCCGGGCTGGTCTATCCGGACGCG 
CCAGCGGAATTTTTTATGGCTGTGTGTTTGAATGCTCCGGCGTTTCCGCAGGGTGTTGTG 
GAGTATCACTCGGCATTTGGAGGG 

>RXA002 2 0 -downstream 
TAGAGACCCCATCGTGGCGGGCC 



>RXA00222-upstream 

AGGGAAAAACTACCGTCCGCCTGGACAAAGTCATCGATGTACTCCGCGTCCTTGGACTCG 
AGCTTTCTGTTGGAATTCACGATCCCCTCAAGGTTAATCA 

>RXA00222 

ATGACCCCCACTGCCGATATCTGGTTTAAAGATACTTTGGCTGCTCATTTCACACGCGAC 
GGCGACCAGACCACATTCTCCTACACAGCTGATTACGCAGGTCCACCGATTGCCACGTCC 
CTGCCCATCAATTCTGAACCCGTGATTACGCGCTCTGGAGCGATCCCACCATTTTTCGCG 
GGATTACTCCCCGAAGGTCGTCGCTTAAGTTCACTCCGGAGAAACATTAAAGCCTCTGCC 
GATGATGAACTTTCACTCCTTCTAGCAGTGGGAGCTGATCCTGTTGGTGCAGTCGCTATC 
TTCCCCCATGGTGAAAATACACAACCTGCACCACCCACAGTTGATTTTGACGATGAACTT 
GATTTCTCGGCTGCACTAACCGAGTCCGGGATTGCGGATCCCGTTGCACTGGCCGGTGTC 
CAAGACAAAGCCTCTGCACGCACCATCGCGGTCCCCGTTGCAAGCGATGCCATCTTGAAA 
CTCTCCCCGCCTGAATACCCTTACTTGGTGGAAAACGAAGCAGCTTGTTACCAGTTGCTG 
ACCAAAAATAAGCTTCGCATTGAACTGTCCAAAGTAGAAGTTCTCCATGACAAACACGGC 
AGGTCCGGACTCTTAGTTCACCGCTTTGACCGCACACCCAAAGGCAAAATCCCCGTCGAG 
GATGCAGGACAGGTCTTGGGAATCTGGCCTGCAGATAAATACTTAGTGAGCTACGAGGAC 
ATCGCACAAGCCCTCACTAAAGTGTGCGCCTCCCCCATCTTGGCGATGCGCAATCTCGCC 
TTCCAAATCGCAGTCGCGTGGCTCAGCGGCAATGGTGATCTTCATGCCAAGAACATCTCC 
ATTATCAACAAAGGCCGCGGATTTGAGATCAGCCCCATCTATGACATCCCTGCCACCGCA 
GTATATGGCGACACCACGATGGCATTAGAAATCCAGGGATCCAAAAAGGATCTCAGCCAA 
AAGAAATTCCTAAAATTCTGTACATCCATCGGACTACCAGAAAAAACAGCCATGTCGGTT 
GCGAACGCTGCACTGTTGGCAACAGAAAATGCCGCAGAGACAATTCTTGCTTCGGGAAAT 
TTTGATACACGGATGAATCGAGATCTGGCCAGGGTTCTCAAACATCGACGAAGCGCATGG 
GGAGCT 

>RXAO 0 2 2 2 - downs t ream 
TAATTCGCCTGTTTAAGAGGTCG 



>RXA0 02 3 0 -upstream 

AGGTCTTACCGCCCCTCAAATCCTGCAGATTTTCCGTCGTCAATCAGGGACGAAAGTACA 
TCCTATCTATCTAGCTCCACTAGCACAGATAGGAACTCCG 

>RXA00230 

TTGATTCATGAGCAAGACGTTCAGAAGCTGTTAAACTACATCACTTCACACTTTGGTGTT 
GACCCTGAAAGATGGTTTCATCCTGAAGGCTACCAAAGCATTGCCCTAGCGATTCTTGAC 
TCCATTTACTCGACTGGTAATCGCTATACAGGTGTACTCAACCTTGTCAATCGATACTGC 
GGGCTGCGCGCAAATGAAGGATCACACCCTGAAGCCGATACTGCCACTGATCTCATCGAG 
ACATTCTACCGGTGGGGAGGGGTCGACGAATTTGTTCTCAAAACGAATAATCGGTGGAGA 
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ACTTCCTCCAAGATTCACGCACCCTATAAGGCATACGCAGCTTTGGAAGCAGCAAAGGTA 
CTTGCGGGTCATTCCATCGAATCCATCAGCGATGTTGTCGGCAGGTTCGATTCGCGCGAA 
AGCCGTGAACACTCAGATATCGCGAGAGAATGGTTGATGATAACCGGCCAAAGTAGTGCG 
TTGACCTGGAGTTACTTCCTTATGCTCGTAGGTGTCCCAGGAGTGAAAGCAGACCGAATG 
ATCGTCCGTTTCGTCACTCACGTGCTCGAGCGTCCGAAAGAGATTTCCAGGCACGAAGCT 
TCACGGTTGATTGAGGAAGTTGCGGACATTATGTGCGTCAACTACATCTACCTCGACCAC 
ACCATCTGGCGGTTCCAATCAGGGCGCCCCTACCTCCAAGAAGACTCCTCCCCTTTCGAA 



>RXAO 0 2 3 0 -downs t r earn 
TAAATCCATCACATTTCACAGTC 



>RXA00232-upstream 

GCTGAAAAAACTCCCATTTGGACAATGAACACTTGTCAAAATGGGAGTTTTGGATTTTCG 
CACCACCGGCAGCACTCGAAAACGTGTTTATACTTGAACT 

>RXA00232 

ATGAACGACAGGGCTCACCAACGAATAGGCGACATCGAGCGATCCCAAGCCCTCGACCGA 
CTTGGGTCATATTTTGCAGACGGATACCTCGACATCGACGAATTCGATACCCGAACCGGC 
GCCGCAGCAATCGCACGCACAGCCGGTGAAATAGATGTCTTGTTCACAGATCTTCCCGAA 
CAACAGGCAAGCACCGCCGTGACACCCGTGCAAGACGATACCGAGAAAGAATTAGACCTG 
GTCCTACAGCGAGGAAAGAAGCTCAAGCAGATCGACTCCGCCATTTGGGCTGTCGTGATG 
GTCTCGTTCTTCCTAGGCTTGTTTGTTTTCAACGTGCCATATTTCTGGGTTGTGTTCATC 
CTTGGCGGAGCGGCCTCCGCGGGTGCGCGATTCTTGCTCAAAGTAGATGACGCCGATGAA 
AAACTCTTTGAGGAACTCCACAGCAAGGAACAAAGCGAACGCGAAGCACGCCTACGCATT 
GCGGCACAACGTCGACGCGAGTTGGAACAA 

>RXAO 0 2 3 2 -downs t r earn 
TAGCCACAAAAGCTATC 



>RXAO 023 3 -upstream 

CGCCTCCAGCAGTTGAGGGAGAAGTTCCAACACTTGCACCAACTGAGGAAGCAACTGTGC 
AATAGCGCTTTAGACACAGACTCATGACAGAATAGAAGAC 

>RXA00233 

ATGAGTGTGAATGAAGCAGATCTGAACGCTGTCGAAGAGCAATTGGGAAGGGCCCCACGA 
GGTGTCCTCGATATTTCTTACCGCAGCCCTGATGGAGTACCCGGTGTGGTGATGACCGCA 
CCAAAACTGGATGACGGAACCCCATTCCCAACCCTGTACTACTTGACAGATCCACGCCTG 
ACCACCGAGGCATCCCGCCTCGAGGTCGCATTGGTAATGAAGTGGATGACTGATCGCCTT 
TCCACCGACGAAGAGCTTCGTGCCGACTACCAGCGCGCCCACGAGCACTTCCTGGCAAAG 
CGCAACGCAATTGAAGATCTCGGCACGGATTTTTCCGGCGGTGGCATGCCTGACCGAGTG 
AAGTGCCTTCACGTCCTCATTGACTATGCACTGGCAGAAGGCCCACACCATTTCCTT 



>RXA0 023 4-upstream 

TTCAGGGCTAAATAAAAGCGCTTTTCGACGCCCGGTAACCTCAAGGTTGCCGGGCGTCGT 
TGCCTTACTACTGTTACTGGTGTGACTATGATCGAGGATT 

>RXA00234 

ATGGCAAAGCAGAAGAAAACTCATAAAGGCCTTGTTCCTGTCTCAAGCAGGGAACGTGCT 
TCAGAGTCAGTTTCTGCTACCCGCGCCCCATTTAGATTGGGTGCCGTCGGCATCGGTGCA 
ATCGCACTCGTAGTTCTTCTCATCCTGTTTGTCATCGCGATTCCTGTGCGTAACTATTTT 
CAGCTGCGCTCCGACATCGCCCAAACAGAGGCTTCCATTGAAGCCAAAGAACAACAGATC 
AAACAACTGGAATCTGACCTCAACAGGTACCAATCAGAGGCGTACATCCGCGAACAAGCA 
CGCCTGCGCCTAGGCGTCATTGAACCTGGAGAAACCGCGTTCAGAATCGTGGACCCAGCA 
CTAGATACCGACACCTCAGTCACCTCTGACGGCAACGAAGAGAAACCACTGGGAGCTTGG 
TATGAAAACCTCTGGGACTCAGTCACCAAGCCAGAAGCACTCGGCGAAGAGGAAATTGCG 
CCTCCAGCAGTTGAGGGAGAAGTTCCAACACTTGCACCAACTGAGGAAGCAACTGTGCAA 

>RXA002 3 4 -downstream 
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TAGCGCTTTAGACACAGACTCAT 



>RXA002 3 6-upstream 

AATGCGAGAGTTCTAAAACGAGCCGGTAACATCGACCCCCATGAGTTCAGGGGTTAGAAA 
AGCAATGGGATTTGGATGCGGTTCGGTTTTGGCCGTCATC 



>RXA0 02 3 6~" ^ 

ATGGTGATCTCATTTGTTGGATGGGCGCTCAGCTTCATGGATGGAACGGCACCTATTCGC- 
CAACTCCAGCAAATCCCTGAAGATGTTCCGCCGGCGCGTGGTGTAGAAGTTCCGCAAATT 
GATACAGAGGCAGATGGACGCACATCCAACCATTTGCGTTTTTGGGCGGAACCAATTGCT 
CAAGATACTGGTGTGTCCGCTCAAGCGATTGCGGCTTATGGAAACGCAGAGCTCATCGCG 
AGTACTGCGTGGCCTGGCTGCAATCTGGGGTGGAATACCTTGGCAGGTATCGGCCAGGTG 
GAAACCCGTCACGGTACCTACAACGGCAAAATGTTCGGGGGCAGTTCCCTGGATGAAAAT 
GGAGTTGCAACCCCTCCAATCATCGGCGTTCCACTTGATGGTTCACCGGGGTTTGCGGAA 
ATTCCCGACACTGATGGTGGGGAATTAGATGGCGATACTGAATATGATCGCGCGGTAGGT 
CCCATGCAGTTCATTCCGGAAACGTGGCGACTTATGGGATTGGATGCAAACGGTGATGGG 
GTAGCGGACCCCAACCAAATTGATGACGCAGCATTGAGTGCCGCAAACCTGTTGTGTTCC 
AACGATCGTGACTTGTCCACTCCTGAAGGATGGACCGCAGCTGTTCATTCTTACAACATG 
TCTAATCAGTATTTGATGGACGTTCGAGATGCTGCCGCGTCCTACGCTTTACGACAGCCG 
GCGATC 

>RXAO 023 6 -downstream 
TAAAACTTAACAAGCGCAACCCC 



>RXA0 023 7-upstream 

ACTGGTAGAAGCTTTGATGATCTACATCACAAATTTACAATGTGTGGTGAGTTATTCATA 
TTACCCAAGGACTTAAACCTTAAAAGGAGCCCTAAAAATC 

>RXA00237 

ATGAAGCTTTCACACCGCATCGCAGCAATGGCAGCAACCGCAGGCATCACAGTGGCAGCA 
TTCGCAGCACCTGCTTCCGCATCCGACTTCGCAAACCTATCCTCCACCAACAAAGAACTG 
TCCCCTCAGTACAACTGGGTTGCTTGCGGCATCCTTGAGGGTGGCCTCAAAGCAGCTGGC 
GTCCTTGAAGAAGGCCAGTACAACCGCGAGCTCGCAGAAGCAATCGCCGCAAAGGGTGAA 
GGCTTCTGGACCACTCAGTTCCCACAAATCGGTGATTGGAACGAAGATCAGGCAGCAGCA 
CTTGCCGACCGCGCACAAACCTGTGGCCTAGTTAAGGCTGACACCTACCTTTCTGAGCTG 
TCCTCCAACTTCTCTTCC 

>RXAO 0 2 3 7 - downs tr earn 
TAAAAGGTTCGGGGGTAACCCCA 



>RXAO 0 2 3 8 -ups tream 

AACAGTCACATAAATCACTTCAGTAACGTATGATTTTGGACTGTTGTGGCTTTTGCCATA 
TTTATTTCATTTCCATCTCAGTGATCTCTTAAGGAAACCC 

>RXA00238 

ATGAAGAAACTACGTTTCGCCACCATCGCTGCCGCTACCGTTGCCCTGACTGCGAGCCTT 
ACCCCCTCAGCTTCCGCACAGGATTTCAACCAAATCATCGACAACTTTGATTGCGGCATC 
CTTCAGACCGCTATCTACACCACCGGCCTGGCTCACGAGAACTCCACTCGCTCAGAGCTC 
GCCGCTAATCTGCGCAACTCCGCAGCTGTCGGCCAACTAGACTTCCCATTGAATATCGCG 
GCTACCGGCTACTCCGAGCGCATCGCTAACCGCGCACTGACCTGCGGAATCGTGAAGGAA 
GATCCACAGGACTTCCTCTCCCAGCTGCAGCTTCTGTCCTCTAACCTATCTTCTTCCTTC 
TTCACTGCT 

>RXA002 3 8 -downstream . . 

TAGTTTCTCTTGGGCTTTTCCTT 



>RXA002 3 9-upstream 
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ACAAAGCGGATCAGATTAACAAGGTCCGTGACGCTGTCGATGAGCGCATTGGCAAAAACA 
ACGGCGGCGAAGAGAATCCAGCCAACTAGTATTAGGCGTC 

>RXA00239 

ATGCGCGTCGTAGTTGTTGATCCTAAACACCCCGTCCTTCCAGTCTCTTTCCTCGAGGCT 

GTTCTTGGGCGGGGTGAACCTGTTTCTATCGATCCCGATTTTCCATTTGATATTGAAAAA 

TGGGGGATCAAGACGTCGACAAGCGCCTCCTGGTTTATCATCGCAAAACCGCAAAGCACG 

CTGCTTATCGA^CGCGCCCCTeAAGGGT-T-TGCATGAGGC 

GTGGGCCGCGGCGAGTGGGAACGCACGCAAACCCATGAGAGTTTGAI^ 

GAAGAATCGCAGGAGTTTATTGAAGCGATTCATGGTGGCGATGATGAGCACATGAAAAGC 

GAACTGGGGGATGTTTTGCTGCAGGTGCTTTTTCATGCAGAAATCGCCGCCCGTCAGGGT 

CGATTCGACATTTTTGACGTGGCGGCGAGTTTCGTAGCCAAGATGCAATCTCGTTCGCCG 

TACCTGTTCGACGGCTCTACCGGAATTGTGGACACCGACGAGCAGCAGCGGCTGTGGGCT 

CAAGGAAAAGCCCAAGAGAAACTAAGCAGTGAAGAAGGAAGAAGA 

>RXAO 02 3 9 -downstream 
TAGGTTAGAGGACAGAAGCTGCA 



>RXAO 02 4 0 -upstream 

TCATTTAACGTAGTTGACGTACGGCGAAGTCGCTAAACTTCGCGTAATCTTGGGGCCAAT 
TAATCAAGTGCAGATGAATTGTTTAGAAAGGCTGGAGACC 

>RXA00240 

ATGGGTATTTTTGACGAAGCTAAGAAGAAGGCAACCGAATTCCTCGACTCTGATTCAGGC 
GAGCAGAAGTCCGATGGACTGCTGGATAAGGCCGCAGACAAAGCTAAGGGTCTCCTCGGT 
GAAGACAAAGCGGATCAGATTAACAAGGTCCGTGACGCTGTCGATGAGCGCATTGGCAAA 
AACAACGGCGGCGAAGAGAATCCAGCCAAC 

>RXA0 02 4 0 -downstream 
TAGTATTAGGCGTCATGCGCGTC 



>RXAO 0 2 4 2 -ups t r eam 

GGATCACTATCGCTTTAAACACCGAAACCTTCCTGCTAGTTCACCAAGATTTTTAAGTTT 
TACCGCAATTTCTTGAGAGCTTTGGGAGGATAATGGCGGT 

>RXA00242 

GTGAATGAATGGCGAACAGTCTCGCTTGTAGATTCCACGGCGCTGACCGTGATCATCAGT 
GTGGCCGTGTTTACTTCTGCTGTGGCTCTGCTCGGAGTTGTGAAAAAGCGCTCTCGGTGG 
CGGGTTCTCGGAGCTCTCATCTCCTCAGCAGTTCTCACCAGTGGCGCATGGGTGGTTATT 
GAAAAGCTGTGGAAGCCTTTCCCCGACCCCAATCCGTGGACCATCTATCTTTCCGCTGGT 
TTGGCGGTTTTTCCTCTGTTGAGCATCTTGTTCCGCACTGGTCGTACAAGAATACTGATG 
GCTACACTCACCGTGATTGCACTGGTTAATACGGCCGCAGTCATCAATGTCATCTACCAG 
CCATACCCGACGTTGGGTTCTTTCAATCCCGTGCCAACGGCTGTGTCCATGTCGTATGCA 
GATTTTGAATCTCAGACCACTGCCCCGACGATGGATGACCGTGAAGTCGGTGCCCTTGTG 
CAGGTGCCGCTAGCTGGAACAACAGATGATTCCACCTCCGGCTTTGATGCGCGCGATGCC 
TACGCCTATATTCCGCCTGCGTATTGGGATAATCCTTCCCTACAACTGCCAGTTTTGGTT 
CTCATGCCCGGAAACCCCGGCCAGCCAGATCAGTGGTTTAGCAGTGGAAATGCCGATCAA 
ACAGCAGATAATTTCCAAGCAACCCACGATGGCATCAGCCCCATTGTCATCAGCGTGGAT 
GGCACAGGATCATTCAGCGGAAACCCTGCTTGCGTGGATTCTGATGCCCAAAGCGTGATG 
ACATATCTATCCCACGATGTCCCCATGTTGATCAAACAGAAATTCCGAGTCAATCAGGAT 
CAGCGCACCTGGACAATTGGTGGTTTAAGTTACGGCGGCACCTGTGCTTTGCAGATCATG 
ACCAATCACCCCGAAGCGTATGGTTCTTTCCTTGACTTCTCGGGCCAGGAAGAACCAACA 
CTTGGCACACGCCAGCAAACTGTTGATCAGCTTTTCGGCGGCGATGAAGACGCATTCAAA 
GCCGTTAATCCGGAAGATCTGCTCAATCAAGCAATCAGCTCAGGAGCGCATACCTACAGC 
GGGATTTCGGGCAGGTTTATTGCTGGTAGCAACGATAAAAGTGCAGTGAGCGCGCTGTCT 
CATCTTGATAATTTGAGCAATCAGGCGGGCATGTCCACCACCTTTGATACCGTGGCCGGT 
GGA 
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>RXA00244-upstream 

AGTGGGAAAGTGATGATGCCACACACCGCCGGCGGATTACAGGATGGCAGTTCATCAGGG 
GTTTAAACAGTGAAGATTTGGCAGAAAGCGAGATGGATAA 

>RXA00244 

ATGAATGATCAGCTGTGGGAAGGCGACACTGGAACGCTGACTTTTGGGTCCAGGAAAGCT 
CTGGTGCAATTACTCAAAGGTCCCATGGTGAATGCTTTGCAGCATGTTGAAGTGTGGCGG 
"GCTATCACCACAGATGAAGATCCGCTCAATJGCTGTGCTTAACAATTTGTTCCTCGAGTTG 
GTTCTTGATGAGGATGCGGGTGTTGCATTTACTCGGCCTGCCAATGGTAGACAAGAAGTA- 
TTGGTTGGAAATAACAAAACTGAAGCGATGCCCAAAGTGCTGCGCACGGAGACGCTGTCG 
CATTTTGATACGTTGATCATTTTGATTCTGCGCCAAGAACTCACCATGGCGCCACCGGGG 
GAACGAGTCATTGTGGATCGTGAAGAAATCCGCGAACAAGTGTTGCTCTACCGCGTTGAT 
GAAGAGCGAGATGAAGCCAAACTAGCTAAGCGATTCGACGCTGCATTTAGGCGCATCGTG 
GATTATTCATTAGCTAAAAAGACAGAGACACCTGAACGTTTTGAGGTCTCACCAGCACTG 
CGCCAGATTTTTGATGCCGACACTGTGGCAGGTGTGCGCGCTGAGTACGAAAAATTTAAC 
AAAGCAGCCCATGATGGAAATGAAGAGGAACAGAAG 

>RXA002 4 4 -downstream 
TGACCAGCGAACAAGCTTTAGAT 



>RXAO 0 2 4 5 -ups t r earn 

ATGACCTTTGTTTGAAGTTGGTGCGGTGATGGGGGAGTGTGACCGGATTCGAACAGGAAT 
GTACGACACGTGTCCACCCCTTCTGGAATAGTCAATTGGC 

>RXA00245 

ATGACCGTTGTATCGCACGCGCTTGGGTTTAAGCGATTTAGGCAGGAATCCCTGGAGCTG 
TCTTTGTTGCGCAGTGACAACTTTCCGGTGGTGCTCGCCGTGGTAGCGCAGTATTTTCCG 
CAGGGGGCTATCGCTAAGCCGGCCTCAGAGCTGTATCAGCTGCTCAGCGATGATTTTCGG 
GTGCTGCGTGAAGAAGGATTTGAGCTGCCGAAAAGCCCGTCGGATTATGTGAGTGATTGG 
GTGAAGTCCCGGTGGTTTGTGCGTCGTCCGGGTAGTTCGCAGACTGGTGAGACCGTGGAA 
CCGAGTGAAGAGCTGTTGGCGGTGCTGGATTCGGTGCAGCGGTGGGATAACCCGCATCGA 
AGCATTTCGGCGTCTCGAATTGAATCGTTGACGCAGGCGTTGCAGACTTTGGCGTTGGAA 
TCGGACCCCAGCACAGCGAAACGTTTAGCTGAGTTAGAGCGTGAACGCGACAGGATTGAA 
CGCCAGATTGAAGCGGTCCACGCTGGTGAATTTGAAGTCCTCACCACCGTGCAGATTGGT 
GATCGGGTAGCAGATATTTTGGATCTAGCAGCATCTATTCCTGCAGATTTCGCCAGGGTA 
AGGCATGAGCTGAGCGATCTGAACCGGAAGCTGCGCAGGCAGTTGCTTGATCCTGAAGAT 
TCCCGTGGTGATGTTTTGGAAGAGATCTTCAGGGGAGTTGATCTGATTGGGGATTCCGAT 
GCGGGGCGCAGCTTCAATAGTTTCTTTGATGTTTTGCTCGATCGGGAACGCTCAAGTCTG 
ATTGATCGATGGATCAGAGAAGTTCTGGGACGCGATGAGGCTATTGATCTGGATTCAAAA 
TTAAGGACAGGGCTGTACCGAATTTTCCGGGATATGGAGGATGCCAGCTTCGAGGTCAAC 
GGGGAAATGACAGGGCTGGCTCGAAGTTTGCGTCACTATGTCACTACCGAGGAGTTCGCA 
GAGAGCCGACGCATGATTCAGTTGCTTCGCGATACCCGCAGTGCCGCTGCTAAGGCCGCC 
GAGGCTGGTGAAGTGACCTCACTCAATCACATGGACACACCACTCGTGCGCATTGGTATG 
GATGTTCGCTCGATTGCGGGGTTGAAACTGAAGAACCCAGGTGAAGAACGCGTCGAAGAT 
TTGCCTGAGCCAGTTGAAGAACAAGAACTAGACACTGAAGTCTTGATGGAACAAATTCGG 
GCAAGCGAGATTGATTTTGAGGAATTGGAAGAGGCTGTTTCTTTAGTTCTTGCCGAGCAA 
TCGCACGCCACGATCACCGAGGTACTAGAACATTTCCCGGCAACGCAAGGTCTCGCCAGC 
ATTGTTGGATTGTTATACCTGGCGATGCGTGATGGTGTTCCCACAGGTCGCGCGCAAATA 
GTGGAGTGGGAAAGTGATGATGCCACACACCGCCGGCGGATTACAGGATGGCAGTTCATC 
AGGGGTTTAAACAGTGAAGATTTGGCAGAAAGCGAGATGGATAAA 

>RXAO 02 4 5 -downstream 
TGAATGATCAGCTGTGGGAAGGC 



>RXAO 02 47 -upstream 

AACCCCTAACTACTGACCTCGCACCACTTGTTGCAGCCCGTTACCACGCTGCATTGAGCG 
CACTGCTGGCACATATCTAAGACCGCTAAGGAAATCAGCT 

>RXA00247 
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ATGCAGACATTAATCTTTATCGCCATTGCAGGCGTCGCAGCACAGCTTGTTGATGGCGGC 
CTCGGCATGGGGTTCGGCGTCACCTCAACCACCATCCTCATCATGCTCGCAGGTTTAGGC 
CCTGCGCAGGCATCCGCCGTCGTGCACACCGCAGAGGTTGGAACCACCTTAGTTTCTGGT 
TTAAGCCACTGGAAATTTGGCAACGTGGATTGGAAAGTAGTTGTCCGGCTCGGTATCCCC 
GGCGCTATCGGCGCATTTGCTGGCGCTACCTTCTTGTCCAATATTTCCACCGAAGCAGCA 
GCACCGATCACCTCCCTGATTCTTGCCCTGATCGGCATGAACCTAGTCTGGCGATTCAGC 
AAGGGACGCATCCGCCGCGACTATTCCGATCGCCCGCACAGCAGGGGATTCCTCGGCGGA 
"CTCGGTATTGTCGGTGGTTTGGT-TGACGCATCCG 

ACCTCTACGCTGCTGTCTTTGGGACGCACCGAACCCCGCAAAGTAGTC 

ACCGCAGAATTCTTAGTCTCCCTAGCCGCAACATTGGGCTTCGTCGTGGGACTGTGGGAT 

GACCTAGTAGCTAACCTCTCTGCAGTTCTCGCGTTGCTCATCGGCGGCGCAATCGCAGCA 

CCAATCGGCGCCTGGATGATCTCTCGCGTTAATGCAACCGTCCTCGGTGGCTTCGTGGGC 

ACCCTGATTGTCACACTGAACCTGCCAAAGGTGCTCAACGTGGTTGGCCTTGATTTCATC 

CCCACCGGCCTCATCCAGGTCACCGTCCTCCTCATCGGCCTGCCGCTGACGTACCTCGGC 

TTCCGCCGCTACCGCAAAAATCTCCTCAACGAGACCATCTCCAGCGAAGTTGTCTCCGAA 

CCAAAGGGCCAAAAGATTAAAAGCACT 

>RXAO 0 2 47 -downs tream 
TAAAACACGCTTTTCGACGCCCA 



>RXA002 48-upstream 

TCCGGCGATACCCTCGCAGCTGGCTTGGTTGGCCACCGCCTACGCAATAACTGGTCGATC 
TAGACCAGTGTCTTAGGCAAGACCCCATTTAGGACACCTC 

>RXA00248 

ATGATTCCCCTGATTACGCTTTCCCACGGTTCCCGCAAAAAGTCCGCAGCTGCAGGCATT 
ACTGCGCTGACTCATGAGGCCGGACGAATGCTGGAAACACCAGCCGTGGAAGCGCATTTA 
GAGCTTGCTGAACCTTCCCTTGATCAGGTTGTGGCAACGCTCAGTGCGGAAGGTGTAACC 
AGGGCAGCGTTGGTTCCTTTGCTGTTTAGCAATGCGTATCACGCAAAGATTGACGTTCCT 
J GAGGCAGTAAAAGATGCTTCAGAAAAGTATGGTGTGGAACTTCTCGTGGGTCCGCATTTG 
GGCACTGGCTCCGATGTAGCCAGCGTGCTTGCGCAGCGGTTGAGTGCGGACGCCCCCACA 
GATGCCCATGTGATTTTGTATTCCGTTGGCAGCTCACACGTGTCCGCCAATGAATCAGTC 
ATCGATCTTGCCCACACCATTGCTCTCCTCACTGGCTTTTCGGTTGAGGTGGTGCCCGCT 
ACCGGTGGGCCAGGTGCCGGCGGCGCCGGAGTAATAGAGGTGGCCTCGAAACACAAGGCC 
GTCCACATCCTGCCGCTGTTTGTTACGGAAGGTTTGCTGCTGGATCGGGCTATTGATCAA 
TCCGCCAACATCGCAGCTGCCACCGGCACAAACTTCACCTATTCCGAACCCCTAACTACT 
GACCTCGCACCACTTGTTGCAGCCCGTTACCACGCTGCATTGAGCGCACTGCTGGCACAT 
ATC 

>RXAO 02 4 8 -downs tream 
TAAGACCGCTAAGGAAATCAGCT 



>RXA00250 

GCTTTGGGTGCTGCGTTGGGTCAGTTCGATTTCGTCCGCAACAATATTGATCTGATTTTC 
TTGCTGATCGTGTTCATTTCGGTGGTTCCTGGTTTGGTCGGCATGGCCCGCAAGCTGGCT 
GACGGCCACAAGCAAGCCAACACCGAGCCACAAGAAAACCCCGCAGTCCAGACAGCCCCA 
GTAAAAACCCAGGAAGCCCAGGAAGCCCCCCAGAAC 

>RXAO 0 2 5 0 - downs t r earn 
TAATCTTTCCGGTCCGCCAGTTC 



>RXAO 02 52 -upstream 

GCAGCATGGGGGTGTTGGTGGGGCCGGGGCTGACAGTGCTGACGCGGATGCCGTTGTTGG 
CTTCTTCTTTGCGGAAGGCGTCGGCGAGTCCGCGGAGGGC 

>RXA00252 

GTGTTTGCTGGCGGCGTAGATGGTGTTGCCGGGGTGTGGTCCGTTGCCGGCGCCGGAGTT 
GATGTAGATGACGCAGCCGGATGCCGCGCGGAGGGCGGGCAAGAGTTGGCGACTCAACTC 
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GGCCGGGACAATGACGTTGAGATCAAGGTGTGCGTGCCATTCGGCCACACTGCCGGCTTC 
GATGGTCGTGTCACGCGCCACCGCCGCGGCGTGCACCAGCGTATCCACGTGGTCGAGGTT 
TTT 

>RXAO 0 2 5 2 - downs t r earn 
TAGCTTGTCGACGCCTCCCTCTT 



>RXA002 5 6 -upstream 

AATTAATCAATCAGAAAAACATATTGAATACTTATAAATTTCTGACATACTCATTAATGA 
GATATTCGAAGTCTTTATCAAAATGATTAACAAAAGGAGT 

>RXA00256 

ATGTTTATGTCGCTAAAAACTCGCCGAATATTCGGCGCACTTGCTGTTTCGCTATCAATC 
TCTTTCTCAGCCATTGCTACACCTGCAGCATCCGCACAAGAACTAGTGGTGAGCACATCA 
GCAGTAAACGAATTTGGTGTAGTTACCAGTGACATCACGGCTGAGCAAATTCTTCAGGCG 
CAAGATCTAATCGCTGAGATGAAACAGTCAGAGGACATATATGAGTATTTCGGTGCCTTG 
TCTGACGTTGAACAGAGATCCATCATTGCAGCTGTAAAGGAAAATCCATATCTCATTGAG 
AACGAATCACCCCGTATGAGAGTCCAAAGTGAAACACCCGACGAGGAAACACCTGATAAG 
AAAAAGCCGAGCAAAACCTACAAGCTCTATATGAGCATTCTCGAAATGATGTCATGTATC 
AATCTTGTTGATGTTCCGTCATGTGCCCAAGCCCTTAAAGCGGCAAATATAGCTGAACGC 
GAGGCCAAGGCCCGTTACCCCGATTCGGTCACTAATGGTAAAGGCGATGCCCTTCGTCAT 
TGTGCATGGAGCGCTCTCATGACTATTCGAATCGGAAAAGATGCAGCCGAAAGAATTGGT 
AACGCTCATGAAACCGTTGTGAGAGGTGAACCCGAAGAAAGAGAAATGGATCTCATCAAT 
AACGCGCTGGGTAGAGACATCGGCGAAAGATTCATCATCAATGGCGATGAAACGGGTGCG 
CTCAGTACTTGTGTATCCATGGCTAATATCGGGCTACTTCATACTCTGTTG 

> RXA 0 0 2 5 6 - downs t r earn 
TAAACAAAGGAAGTTTCTATCAT 



>RXAO 0 2 5 7 -ups tr earn 

CATCATCAATGGCGATGAAACGGGTGCGCTCAGTACTTGTGTATCCATGGCTAATATCGG 
GCTACTTCATACTCTGTTGTAAACAAAGGAAGTTTCTATC 

>RXA00257 

ATGAAAATCAAGAAATTCAGCATCACAGCGCTAGCCTCAGTTCTAATGCTCACGGGTTGC 
GCGACCAATCACAGCTCACCTCTGTACAGTTATCTGAATGCGTCAACATCAACCACTGTT 
GAACAAGTACGTCTCAGCGATCTTTACGGTGAGCAGTGGACCGAGTTCGCTCTTGTCTGC 
CCCTACACCACAAAAGACGAGGTAAAAGAAGAGCTTGGTATAAAAATAAACACCTACCTC 
ACCGATTCGACCGATGACAGTAGTAACGATATTGTGCTCAGGGATAAAGACGGTTCATAT 
GATTGGATCTATTTCAACAGATTCGACATTGTGTACCTCTGCAACGGCTCAGCGGAAAAT 
CTAAAAATCTACCCCATTGATTCAGTTCTAGAATTTGAGCATAGAGACGACTACGGTACC 
TGGAAACTGAGCGCTATCACAGAGCCGGGTAATCAA 

>RXAO 02 5 7 -downs tr earn 
TAATAACGCGGACACTTAAGTAC 



>RXA002 5 8-upstream 

TAATTAATATAATTAATGTAGTTTATTAACCTATTATGCAATGACATTTTTTAATAATTA 
ACCACGTCACAACATTCTCTCAGATCACAGAGGTTCGCTC 

>RXA00258 

ATGCGCCACACCACGTCAGCCACATCAACTACATCTATTATTAAGCGTGCTATGACCATT 
AGTGCCGCTGTTCTTATTGCCAGCGCTGTTGGTCTCACAACCAGCGCAAGTTCGCTCAAT 
ACTCTCAGCGCTACATCACCTGAATCACCCGATCAGGCAGCCACTGTGTCACAGGCTGAA 
TCAGATAGTGAATTAGATGACGGCATGAAAAAGCTTGCAACCAAGATCCTTAATCGCGCT 
GACAACGCTGAAAATAATGATGACACCGGCAAAAACCTCAACAATGATGATAAGAAGCTC 
AACACGAAGCAGCCGCAGCGCCCTGCTGAAAAAGTTGCCCAGGCGATCGAGCTAAGCCTT 
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GATACCACCACGAATGCAGAAAAGCCTGATAAAAGTTTTCACCATGAAAAACCCGTAAAC 
GCCTATGTCACAAGTGTCAGCTACAACAAAAGCAATGACACCTGGACTATCAAACCATCA 
GACAGCGCGGTGAATACACCGACCAATGATGCTGAGCGCATCAGCAATATCATCCAAGAA 
GCTCGCGACCTCGGTCTCAGCGACGATGAATCCTTGACGCAACAGATCGCATTTCACGCT 
CATGCTGCTAATTATTTAGTCACCGAATGGGTACTTCGCGGCTATCAGCTTGCTAACCCG 
AAGGTGCTTCCA 

■>RXA0"0"2"5-8— downstream 

TGAGAAAACAACGACGCATGATG ~ ~~ 



>RXAO 0 2 6 0 - ups t r earn 

GCAACAGCGGCTTGCAGATCAGAAGGCGCGAGAGGCGCGACAGCTGCTAGATATTGAACG 
TCAGCAGGTGATTGCAGATCGCTATGGGCCGTTGGTGAAT 

>RXA00260 

ATGCATAGCGACGCTGTGCTAGCGGGTGCTTCAATAAGAGCAAAAATAGGTGCTCTCGCA 
ACTATTTACGGTGCTCAAAACTTAGAGAATGTCATTCACTCAGTTAGTTTTACTGACAGA 
CGTATTTCTCCCGATGGACAACTGTCGAAAGAATTATTTCGCGAAGCTTGGAGCGCAAAC 
CTTCTTATCCCTGATCCATCTTCTGATGTGGAAGCGTTTGCGTGGAGCGAAAAGAATTCC 
ACTGAGCTAGCGGGAGGCATATTCGTTGAGAAAATGCTATTTACTGTCCCGGACACAGGC 
CGCTCCAATAACCGTGTCCAGAGCTTCTCAGAAGAACTTCGTAACCACATTTCTTTGAAA 
GATATGTATTCTACACAACGTGAAGAGCTATTAGACCTTGCCTACGAGCTCATGGTGGGG 
GAAGCAGTACGTTTTGCTAACTTCCGCCTTTATGATCAGAATCTCCCACCACTTACTGAA 
GCAAATATAGACAAATTGAGAGCCCATCTACGTGAGGCCGCAGCTAGTGCGTCACTAGGA 
GTGTTATATCTAATGGTGTGGCGATCTGTAAAAGACGCAGCTGCAGCGCACACTAAACAT 
ACAAGAATGAGCAAAGAAAATGCGACAACGCATAGTGTTACAAAAGTTTCTATCTTTGTT 
GACCAATTATTAAGCGGAACATTCCCTTGTTCAAAGCCTTTTCACGAATCTTCACAAGTC 
CCACTGAGTGAAGCCACCAAGATAGTTTTTAATTTGATTATGGAGTCACCGCCGATGGAA 
ACTGAGCCGAGTGTGCTGCGAAATTCCCTCCAAGAACACTCGGATTGGGAGCTATTGCAA 
CAGTGTGATGAGAAGATTCCTGATCGGGAGTTTCTGATGGAGTGGTTATATCAAGAACAG 
ACGTGGACTGCAGAGCAATTTTTTGATGCTCTAGCTATGGTTTCTTCTAGCGAGTTTCGT 
ATATGTGCACCTGGATGTGCGCATCAAGTAAGTGCAGACATCGCTACACAAGTCTTAGAA 
TTCCACGATCGAGTGTCTTTCCATGACGATCGTAAAAGCGCCATGCTTGCTGCTGAAGCA 
ACTATTATTGGTAACAAAATTGGTTCACAAGCACGGGCCGGAGACTTTGTTTTAGGTGAA 
GTAATCACCAAGCTGCAGAACATACCTGGTGAGGTA 

>RXAO 0 2 6 0 - downs tr earn 
TAACTTCTGCGTCGTCCAATTAG 



>RXA002 61 -upstream 

AAGGTCAGCCGTATTTCGGTCAGTCAGCAACTAATTACGCTTATCTTCCGTGTACGATAG 
ACCGTAGTTAACATAAGGAATGGAATAGGAGAATTGCGGC 

>RXA00261 

ATGTATTCCGACAAGCTGATTCTCTTGTTCCTTTCTGAGCAGGATTCAAGCTATGAATGC 
TGCGTAGGTTTATTAGATGGCTCAGATGGACGTGATTATATTGAAAAGCTTCTGAAGGGT 
AGGAAGCTGAAGAACCATTTTCTTGAATGGGAAGATATTAACAAGGCTGATGTTGCTCGT 
GAAGAAATATATAAAGGGCAATTGGTGCATCTGGTGTTTGTGACGGCTCTTTCCACGCCT 
GGTGAAATTTCTTTTGTTTTTCCAGGTCAATCTCTCATGAGTGCAACACTCGAAGAAGAC 
TTTGCTGCACTTGTGCTCGAAGAGGAGCGCACATCATTTAGACCTGATCTGTCTCACTTG 
TGGTCACTCCCCGTAGGGTGGGTAGCTCCGGGGCTTGAGGGTTTCGTGGAGCGTAATTCA 
GAGGCAGCT 

>RXA002 61-downstream 
TGAACCACCGCTCTTTGAGCCGG 



>RXA002 64-upstream 

AAACCGGAAGGGCCSGTTTACTCCCCTACTTGGCGCAGAAATCCACATCAATCCAGGTGA 
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AGCAGTCATCTTTGATGTTGATCCCACGTTTGAACACGGT 
>RXA00264 

TTGCTTGTCGATTCCGGCGACGTCCAACTAGAAGGCGTCACCGTCGAGCCCACCCAGCTG 

GCCTACACCGGCATCAATGAAACCCAACTCCGAATCCGTAACATCGGCACCACACCGGCG 

CGTACTGTACTGCTAGGTGGCGAACCATTTACCGAAGACATCGTGATGTGGTGGAACTTC 

ATTGGCCGCAGCCATGAAGAAATTGCCGAGTACCGTAAACAGTGGCAGGCCGAAGCTGAT 

"CGTTTTGGTATCACCeAGGGATATATCAGCCACCACAAAGATGGGCTCACCAGGCTTCCA 

GCACCCGAGCTTCCCAACGCTGCTATCAAGGCA^GIVAAAAACCCAGCAC^ 

CCAGAAACGAGAATTGAT 

>RXAO 0 2 6 4 - downs t r earn 
TAAATGCGCTCCGCTCACGGCCC 



>RXA002 67-upstream 

CGTAGCGTTGAGAACTATGCGAAACTCTAAGTCTGGCCTGGCCTTTTCCGCAGCTGCACT 
ATTTT 

>RXA00267 

GTGTCTGTCGCGGTAATCACTCGTATTGCAAGTTCCCCATCATTTATCGCTATTGTGGCG 
ATCATCGTGGCTGCGATCGCACTTTTTGTGGGTCTGAACAGTCGTGTGGGAACAAAGCTT ■ 
GTTGATCAGCCAGTGGTGTTCACCCAGGAACAAATTGATCAATTGAAAGAGTTGAAATCC 
CGCGACCAGGAGGCGGCAGCGATCCGTCAGGCGCAGCTGTGGAGTAGGGGATCGTCCAGC 
GAAGCGGTCGCAGAGGCTGTGAGGAAGCTC 

>RXAO 02 6 7 -downs t ream 
TAAGTCGACTTAAGTGCGCGAAG 



>RXAO 02 71 -upstream 

TAGTTTAAATCATGAGACATTTCACATATGGTTCTTTATCCGAGACATGTGTTGACGCTG 
TCTGCCCCTTTTTGAAAATAACACTTTAAGGAGATGTGCC 

>RXA00271 

ATGTTTTCTTCCCGTTCGAAGGTACTCGCAAGCATCTTTACTGTTGGCGCCTTGGCGTTG 
GCTTCGTGCTCAAGCGATTCCAGTGACAGCTCCACCTCCACTGATGCTGCAGGTGGCGAC 
TCTTACCGAGTTGGCATCAACCAGCTTGTTCAGCACCCTGCACTTGATGCAGCGACCACT 
GGTTTCAAGGAAGCTTTTGAAGAGGCAGGCGTTGACGTCACCTTTGATGAGCAAAACGCT 
AACGGCGAGCAGGGCACTGCACTGACTATTTCTCAGCAGTTCGCTTCTGACAATTTGGAT 
CTCGTGTTGGCTGTTGCAACTCCAGCAGCACAGGCAACTGCGCAGAATATCACTGATATC 
CCAGTCCTGTTCACCGCAGTTACCGATGCAGTGTCGGCAGAGCTGGTGGATTCTAATGAA 
GCACCTGGCGGAAACGTCACCGGTACTTCTGATATCGCACCGATTGAGCAGCAGTTGGAG 
CTTTTGCAGCAGCTGGTTCCTGACGCAAAGTCCATCGGCATCGTCTACGCGTCTGGTGAG 
GTCAACTCTCAGGTGCAGGTCGATGAGGTCACCAAGGCTGCTGAGCCACTGGGGCTGTCC 
GTTAATACTCAGACTGTCACTACCGTGAACGAGATTCAGCAGGCTGTTGAAGCTCTCGGC 
GATGTTGATGTCATCTACGTTCCAACTGACAACATGGTTGTTTCCGGTATTTCTTCTCTG 
GTTCAGGTTGCTGAGCAGAAGCAGATCCCTGTGATCGGCGCTGAGTCCGGCACTGTTGAG 
GGTGGCGCACTGGCAACCCTGGGTATCGATTACACCGAGCTTGGCCGCCAGACTGGTGAG 
ATGGCTCTGCGTATTCTGCAGGACGGCGAAGACCCAGCAACCATGCCTGTGGAGACTGCA 
ACTGAGTTCACCTACGTGATCAACGAAGATGCAGCAGAGCGCCAGGGCGTGGAGATCCCT 
CAAGAGATTTTGGATAAGGCCGAACGCGTA 

>RXA002 71 -downstream 
TGATCGGCGCTTTTGAGTTCGGA 



>RXA002 7 2 -upstream 

ACCGATGCACCAGCCACCAACGCGTCCAAATCAATATCAGCCTGGCCCACAAGGTGGAAT 
TCCAGTGGGTGGCCATCTGCCACAACCAGGTGCAGGGCAC 



Appendix A, page 38 



Atton^B)ocket No.: BGM29CP 



>RXA00272 

ATGCCGGAACCAGAAACCTCCACGATGGGCTCCATCCAAAAGTCCGGTGAATGGCTCGTT 
CCTGCATATTCGGCATACAAGCTCAACGGTGCTGACCTTTTCTTAGATATCCGCCATGCC 
ACCGCGGCTGCTCCTGTCATTACCTTTGATGTCAACATGACCATGGGTTCTATGACGCTG 
ATTGTTCCACCGGGTGTGTATGTGGAAGTGCAGATGGCTTCCAAGAACTGGTCGGATTTC 
AAGGTTCAAACAACCAATCCTCTCCCCGGTGCTCCCCGAGTGTTCATCACTGGTGTTGCA 
CGCGCATCAGGGTTGAAGGTTTTCACCAAGCATCCTCATGAGCCTTTTGGGTTCTGGCAG 
AAAATGTTTGAG 



>RXAO 027 2 -downstream 
TAGCCTCGGGCCACGCCCGAACC 



>RXAO 027 3 -upstream 

TCGGTCTTGGTGGCGGCTCCGTCATTAGTTCCAGTAAGTAGTTTTTTCACTCCCTGTTTT 
GAGTTTTTTTCTCACCTTTATATAGATAAGGAATATTCAC 

>RXA00273 

ATGTCTTTGAAGCTTAATTCTCGTCGTCTTGCATCCATTGCTGTCGCTGTTGCAGTCGGT 
GTCTCTGGTGTTGCTGCTGTTGGTGCGGCACCAGCTACGGCTCAGCAGGTAGGTGCTGGT 
ACCCCGATTCACGTTGTCAACCTTGATCGCACCGTTGTTGATCCAGTGACTGGTGACATC 
ACCTTCCACTTCACCGACGGCACTTTTGTCACCCTCAAGGCGGGTGTTGATGGCAAGGAT 
GGTACCGATGGCCAAGATGGTGTGATCGGCAAGGACGCAACCATTGTTGATGTCGCTACG 
GAGTCCAATGGTGATGTCAAGCTCACCTTCTCTGATGGCACCGTCGTCACCATTCCTGCA 
GCTAAGGACGGTGTGGATGGTGAAGATGGCAAGGATGGCGAGGACGCTACTGTGGTGTCT 
ACTGCGACTGACGCCAACGGCAATATCGTCATTACGTTCTCTGATGGCTCTGTGCTTGTT 
GTTGCTAACGGTAAGGACGGCAACGATGGCTCAGACGGCCAGGATGGTGCTGATGGTGAA 
AATGGCAAGGATGGTGAGAACGGCGCTAACGCGACCATTGTCGATCAGATTGCCAATGAC 
GATGGTTCCATTACCATTGTGTTCTCCGATGGTTCTGAGGTCACTATCCCAGCGCCAGCT 
AAGGGTGCCACCGATGAGCTGGCACAGTGTCTGCTGAACCCGAAGATGTTGCTGCTGGCA 
GCAATTCCTGCTGCAGGTGCTATTGCTAACGCTGTGGCACCGGCGATCCCACGTGTTGTT 
GAAGATGTGCGTGCACAGTTCAATCTTCCAAGCCTCAACCCCCAGTTTGATCAGTGGCTC 
TACAACGCGACCAAGGATATTGATGCAGGGTTGTTGATCTCTGGTGCTACCGGCCTTGCT 
GTGCTGTCGGTGCTCGCTGATGATTTCTGTGGCGACATTGATGCCGATGACAACGCAGAT 
GGTGACGTGGCGGCAGAAAAGCCAACTGGCTCTTCTGGGCTTGGATCATCTGAACAGAGT 
GAAAAGGTTGATGGTGACGACGATAGTGTGATCGACACTGAAACTGATGCAGATCTCGAA 
GTAGAAGAAGACCCTGAGCTTGTTAACGCAGGT 

>RXAO 02 7 3 -downstream 
TAACGCCAGTGTAATGCTGGATT 



>RXA0027 4-upstream 

AGTTTAAAAGTCATTAATTACTTTATGGGAAATAATAATTAAGTTTTCATCTTTTAACTA 
GTTACAGCATGTTATTACCTTTTATGAAAGGCGTTTCACC 

>RXA00274 

TTGTCTCTTAATTTGAAGAAGAATTCTGCGCGTTCTATTACCGCGCTGACTGTTGCTGGT 
CTGGGTCTGTCTATTGTTCCTGCGGCATCTGCACAGGATGTTGCGGATGACACTACCAAC 
TCCGATTCCACCCGTGATGCCATTTGTGCTGCTGCACCGCTTGTTGCAGGCGCAGCAGTG 
GGTGTTGGTCTGCTGTCTCAGCAGCCAGAATTCCAGCATATGGTGTCCCAGATTCAGTCT 
GACGCACAGCGCATTGGGCAGGATCTCAGCAATCAGTTCAACAACTCTCTTGAATCGCTC 
AACATTGGCCTCGGTAACGGCGTGCACGGCCCACAGCAGAACGCTGTGCAGGGTATTGAT 
CTCACTGAAGCAGCACGAACCATGGCTGGATGGAATGACCTGGCGGCACAGGTGGGCCAG 
ACTGCAGGCCCTGCTATCGGCGCTGTTGCTGGTACTGCCGGCCTGATCGCACTGGTTGAC 
TACTGCTGGCTGGAAGGCTTCGACTTCGCGGGTGGCTCCAGTGGCACTGATGGTGAAAAT 
GGTGTTGATGGTCAAGATGGTACCTCGATCACCATTACTGAGATTAAGACTGATGATGAC 
GGCAATACCATTGTTGTCTTTTCCGATGGTTCTGAAATCACCATCACCAATGGTAAAGAC 
GGCGCTGCTATCACCATTGTTAATACTTACCGCGACGATGAAGGTAATACTGTTGTTGAG 
TTCTCTGACGGTTCCACCATTGTTATCGACAAGGGTGAAGACGGTAAAGATGGAGAAGAC 
GGCAAGGACGGCGAAGACGGTAAGGACCTTACCGTAACTGATACCTACATCAACGATGAT 
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GGAGACACCGTTGTTGAGCTTTCCGATGGTTCCACGATCATTGTAAAGAAGGGTACCGAT 

GGTAAGGACGGTGCTGACGGCTCTGACGGTGCTGATGGAGTCAGCATCACTGTGGAGAAC 

TCTTATGTTGATGCGGACGGCAACACTGTTGTCGAATTCTCCGATGGCTCCAATGTGACC 

ATCAACAAGGGTGAGAAGGGCGACAAGGGTGACGCTGGCGCCGATGGCGAAGACGGCGCA 

GATGGTGAATCAATTACTGTTGTTAACACCAGCAACGATGCTGAAGGCAACACTCTTGTT 

GAGCTCTCCGATGGCACTGTTATTACCATTAATAAGGGTGATAAGGGTGACGCTGGCGCC 

GATGGTGAAGATGGAAGTAATGGCGCAGATGGCGAGTCCATTACGGTCATCGAAACCCGT 

TTCGATGCGGACGGeAAGAGTGT~TGTGGT.GTTCTCGAACGGCACTGAAATCACCATCAAC 

AAGGGTGAGAAGGGCGACAAGGGAGATACCGGCGAAGACGGTAAGGACGGACTGACC^ 

TACATCGGCCCAGATGGTAACTGGTGGATCGGTGAGAACAACACCTGTACTGCTGCACGT 

GGCAATGACGGTAAAGACGGTGACACCCCACGCATCGGTGATAATGGTAATTGGTGGATC 

GGCATCGTTGATACCGGCGTTCCTGCTCGTGGTCAGGATGGCGCCAACGGAGCCGATGGT 

GCTAACACCGTTGAGATCATTAATGGCTACTGGTACATCAATGGTGAAAATACCGGTGTC 

AAGGCAGTTGGTGAAAATGGCACCAACGGAGCCGATGGACAAGACGGTGAAAATGGAACC 

AACGGTGCTAACACCGTTGAGATCATTAATGGCTACTGGTACATCAATGGTGAAAATACC 

GGTGTCAAGGCGCAGGGTCCAAAGGGCGATAAGGGTGACACTGGTGACACGGGCGCTCCG 

GGCGAGGGTTCCGGTAATGTGGACATTGAGATCCGAGAATCGAGTTATCCAGGTGGTGGC 

CAGGCCACCATCATCATTCTTGATCAATTTGAATATGAAATCCCGCACACTGTTATTGGT 

GACAACGGTAACTGGTACATCGGTGAAAAGGATACTGGTATCCCAGCTCAGGGTGGCACT 

GGAACACCTGGTGAGGATGGCCTCACACCACACATTGGCGACAACGGTAACTGGTGGATC 

GGTGATACCGATACAGGTGTCTCTGCAAGCCCGACCCCCGTTGGTGAGGCGGTAGCGGGT 

GTCACTGATGTGGTCTTCAACACTAGTGATGAACCCAAGACCATTACTGCAACGATCAAT 

GGTGAAGAATATGATTACACCCTTCCACCACATAGTGCTGTTGTGTTCTACGCTACAGGT 

TCACCAATGGCATATTCTCTACCGAATGCATCGGGCCTCACTGTTATAGGTACTGAAGAG 

ACTCCTGGTTTCACCACTATTCGATTCAGTGACCATTCCACTGTGACCATTCCACATGGA 

CGAGATGGCACCAACGGTACTAACGAACTGACGGTAAGGATGGTCTCACCCCGCACATCG 

GTGAGAACGGAAACTGGTGGATCGGCGAAAAGGACACTGGTATTTCGACAACCTTTGGCG 

GTGGCGGCAACCCTGGTACCGGCAATGACTGCATCACGGTCCCAGGTGATGATCTTGGAT 

TCCCAGATGATGCTGAGGCCGGTGCAGAGACCGGTGCAGATGCCGAAGGTACTATTGACT 

AAAGGTCATAGAGCAACGACCATGACTGAT 

>RXAO 027 4 -downs t ream 
TAAAGTCGGAACACAACCCCTAG 



>RXA0 027 5-upstream 

CTGACGCAGACGTTGCACAGCTCGCAACCGCTATTGACGAACAGAACCGCCCCACAAAGA 
GCTGTTCCCTACGGCAGATCGCAAGGAACTATTCGCCTGG 

>RXA00275 

TTGGATAAGCGTCGCCCAGAATTAAGCGACGATTTCATCAAAGCTTTTGATGATTTCCTT 
CATTCTTTTGCGTGCCTGGACAAAACAACGATCACCCTATTGGCGCAATCACCGGTGCGC 
ACATCCACTGGCTATACAGGTACTTTTATCGGCATCCCCAATAATGAACCACTGTCCGAA 
GAGCCCACCCCCACCATTTACATTGTGCACGATAATCACACAGGGATAATCCACAGTTAC 
CCCGCACGAATGATTAATCTTAAATCTGAGCTCGGTTCCGCTGAGATGATTCACGAGGCA 
ATCTGGGGGTCACCCCATCAACAGCAGTTAATCTCATGGTATGAGACTTACTACACCAAC 
ATCTACTATGGTTTTAACCCACCCACTGAACCACATAAGAGTCTTGAGATTTTTGCTCAA 
GACTTCTGTCTGACCCCACCAGAGAAACCTCCTTTTTTC 

>RXAO 0 2 7 5 - downs tr earn 
TAAGGCAAGGCCCGTGGCACACA 



>RXA0027 6-upstream 

GGCACACTACCCTATGACTACACCGCAACCCAGCAAACCTGCGCCATGGTCGCTTGCCTA 
TAAGTATCAAGCCATCAGCAATGATGATTTTGACAACCAT 

>RXA00276 

ATGGATGACCTCAGCAGTCGCCAAGACCATGAAGCCTACGGCACGTACAACCCCGATAAC 
GGTGTCATGCCCGATCATGTCATCGTGCCTTCACCCTATGAACCATATGATGATGCTGCG 
CCGATTGATCCTTTCGACTACGACGAAGATCTTCTCGATGAGATTAAAGAAGAGCGCGCT 
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GCACATGCGGTTGACGCACAAGTAACAGAAACAACTAAAGCTGACGCAGACGTTGCACAG 
CTCGCAACCGCTATTGACGAACAGAACCGCCCCACAAAGAGCTGTTCCCTACGGCAGATC 
GCAAGGAACTATTCGCCTGGTTGGATAAGCGTCGCCCAGAAT 

>RXAO 0 2 7 6 - downs t r earn 
TAAGCGACGATTTCATCAAAGCT 



>RXA00279-upstream 

TGGGGAGCATTCAGAGGTGCCTAATCCTCTGGATGATTCTGCGGTGCAAAATTCAGCCCC 
ACATTCAGCCCCACATTCAGCTCGGACCCGGTTGGAGTTT 

>RXA00279 

TTGGATACCGATGACTCGCCTGATCATTGGCTTGATCCGTTAACGGAGAAGGATACTTCT 
AAGCGCACTCTCGTTAATTCGATTGTTCAGGAAACTTTCGGCCAGCCTATTTTTGTTGCC 
CGCAAGATTTGGGCTTTCGTCAATACGTCGCCGGGCCGGATGACGTTGATGACGATTATC 
ATTTCGATCGCCATTTTTGCTGCTGGTTACGCCATGTCGGTGTCTTCGGATACTAGGCAG 
TCCAATTTGGATGATTTGATCACTAATGCGGAGCCTGTTTCCTATAACGCGCATGTGCTG 
TATACATCATTGTCGGTTGCTGATACCACTGCTACCACTGGTTTTGTTCAGGCTGGTGTG 
GAGGGCCCGGTGAATCGGGTGAAGTATCACACTGCTATTGATCGTGCTGCGGTTGCTGCT 
ACTCATACTGCGGCGTCTGCGGATAGTAGTAATGAGCATTTGATGGAGTTGGTGCTGGAG 
ATTCAGCGTCAGTTGCCGGTGTATACGGGGTTGGTGGAAACTGCTCGGACTAATAACCGT 
GCGGGTAATCCCGTGGGTGTGGCCTATATGTCTGAGGCCAGCGCGATGATGCGTAATGAA 
3 ATTTTGCCGATGGCGTCTGAGCTTTACAACCTGACGAGTCGTGCGGTGTCTGATCAGCAG 
n CGTTCGGTGACGGGTCCGCAGTGGTTTCCGCTGTCTGGATTGCTTGCGGCTCTTGCCATG 
3 TTGATTGTTGCGCAGTGGTGGTTGATGCGGATTACGCGCAGGCGCATCAACAAGGGGTTT 
S GCCCTGGCCACGGTGATGATGATGACGGCAACGTTATGGGTGTCAGCTGCAAACTGGGCG 
[l ACGTGGCAGGCTGGCACGAAGGGTTTTGAGGAAGCGTCGGGGCCGTTGAATTCCATGACT 
; ACGGCTCGTATTTATGCGCAGCAGACCCGCACGACGGAGACGTTGTCGTTGGTGCGTAGG 
=! CAGTCGATTCAGGGCAGTGGCACTGGTTTTACCGCAACGATTAATCAGATTAAGCGTGCG 
J CTGGATGAGTATGAAACCACTGCGCAGTCACAGACTCCGGAGCATCAGCAGTTGATTACG 
GCGATTCGTAATGCGATTGCTGCATGGACTGCCGATCACGATGAGTTCACGGTGTTGTTG 
3 GCGTCTGGTGATTACAACGGTGCGGTCAATGCGGTGCTCAACAAAGATGAGGAGGGCCAG 
n ACCAGCTTTGATGAGCTCGATACTGCGCTGGCTGAGCTGATCGCGGATTCTCGCAGCTCC 
y ATGCGTTCCTATATCCAGTCGGGCCTGCAGGCCACGGAGTTGGTGTCCGTCATGGTGATG 
J ATTCTGTCTGTCGTTTCTGTGTTGGCTTTGTGGGTCGGCATCCGCCCCCGTTTGCAGGAG 
Z TACTTA 

=^ >RXA00279-downstreain 

TAAATGCACGCTTTTCGACGCCC 



>RXA00282 

ATGAGCCGCGACGACCAGACGAACAACAACGGTGAGGGCGACGACACATCGCGCGAGCAG 
TCCTGGGATCAATCCTGGCAGAACCTAAATAAGGATTCCCAGTACGGTCCGACCTCGCAT 
CCGGAGGACGCGCCGGGAGGATTCCAGGGAAACGGCCAGGGTAACAGCCGGGGCAACGCT 
CAGGGCAATGGTCAGGGCAATGGTCAGGGCTTTGGCCCGGGTAATGCTTCGGGATATGGA 
GGCTACGGTCAGCCATACCCGCAGACTCCGTACCAGAATTCCTACCAAGGTTATGGCGCT 
ACTTCACCGCAGAACGACGTGGCGCTGGAAGCGAGCAACGGCAAAGTCGACATCATGCGG 
GCGATTCGCTTCGGATTCAAAGCCACGTTTGCCAATCCAGCAGTGTGGATTTTGGGCACC 
GTCGGTCTTGGCCTTGCGTTCATGATTGTGAGTGGGTTGCTTGGCTACTTATCATTTTTG 
ATCGACCCTAATGCGGGCACGACGACTTCTGGTTTTTCGGTTTCCGAGACCCTGTTGAAC 
GTAGCTATCGGAATCATCACCTTCGCAATAACCATTTGCGTCATGCGCGGTGCACTGCTT 
TCTGTTGATGGACACAAAGTTCGCTTCGGTGATTTCTTTAAACCCATCAATGTTGGTCAA 
ACAGTGATTCTGATGGTGGGGCTGGGTATCTTCGGCATCATCCTGGGCACCTTCACCACT 
TTTCTCACTCAAAATCTGGTGTCGTTTAATGACGCTGCCGGTACCGTTGAGGTCAATAAC 
AGCGGTTTA 



>RXAO 0 2 8 3 -ups tream 

GAAGCTCCGTTCATTTACGCCACTCTCTGGGCGGTGCGCAGGCTGATTCGGTGGAGTTCT 
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ACGGAAAACGTCCACAGACCTCATTACCTGTGGTTTTGCG 
>RXA00283 

ttggcattggcgtttttagcgcgctatgacgccctcatcatggccttcgtagccatgtgg 

actgtcggatttatgacatggcgcgcacgataccgccgtggcttccgcgaccgcatcgga 

ttcgcacttgtcgacatgctgctcctcgtctggccgatcggcttcgccttcgtcgcctgg 

actggcgccagctggctcactaccggcgaactctttgcccaattcacctccacXgacggc 

aacgctgcgatcatcgeageatggggcggcggcgccatagggccccaagcgcttttcgac 

gcctccgtccgcaccttcctcatctccccagctctcctactcgtcgcagtagotg — 

ttttttgcttatcgacgccgcgaccccgaacccatcatccccttagctctcatcggctct 

gtggtgttcttccaaatcattacctactcacttggatctaccttcggcctgctgcgcttt 

ttcctcaccgccctgccgctcaccattatcttgctgttccaaattatcccgccccgccac 

cgattcccctcactgcgaccaggtgcgtgctaccgcgatcgcgtcaccggcaagtacgtg 

cccaaaacaatcaccggtgttttagttctcgcgatcttcggcggcaccggcatcaccctg 

tacggcatgagcagtgctaactgggcgccccaggaatatgccatccaagaactagttttc 

aacatgggatcgccatcgcaggacgccgtccacaccctgaacaccttctccactgaaatg 

gatgtcgccgatttcgtcgactccctaaaccttggagacggcgaagtccttctctccacc 

acctacggcttcgccgtcctcaccgcatcaaacaaccaaaagcaattcatcatcccctcc 

gacgaagacttcatcaccaccctcaacgaacccgctgagcacggcgttaagtacatcctc 

gccctcccacgcgaaggtcgcggcgccaccgacccgatcaacctgcgctacccagacatg 

tatgaaaccggcagccacatcgccacgatggaaatcgaattcatcaatcaaggccaagga 

caaccaaattggcgcctctatcgggtgctcaccacacctgaacagtcg 

>RXA0 02 8 3 -downstream 
TAGACTCTTTGTAACTACCGTTG 



>RXA00285 

GGAACTGAATTGGGCGCATTGTTACTGCGTGTCCTCAACAGGGAAGAAATGATGGACAGA 
TTCGCACGGGAGCTGGGTTTTTTCGTCGACAAGCAGCTTGAAGAGGTCGAGCGCATCAAC 
TGTCACCATAACTACACGGTCCAGGAGGAGCACTACGGCGAGACCATTTGGCTCACCCGT 
AAGGGTGCCGTGTTGGCGGACGAAGGCACGCCGGCGTTGATTCCGGGGTCGATGGGCACC 
GCGTCGTACGTGGGCAGTGGCAAGGGCAACGCCGAGGCACTGCGGTCGGCGCCGCATGGG 
GCGGGCCGGAGGATGTACCGCAACCAGGCTAAAAAGCGCTTCTCGACGGCCGACCTGGAT 
TCTCGGATGGCGGGCATCGTCTACCGGCCCGGCAAGGAGTGGATCGATGAAATTCCCGAC 
GCTTACAAAGACATCGATCAGGTGATGGCCGATGCTGCCGATTTGGTGACAATTCGCCAT 
AAATTGCGCCAGATCGTCAACGTGAAAGGCACC 

>RXA002 8 5-downstream . 
TAAAGCGCATTACGGTAAAGTGC 



>RXA002 86-upstream 

CCATAAATTGCGCCAGATCGTCAACGTGAAAGGCACCTAAAGCGCATTACGGTAAAGTGC 
GAGAGGTATTTTGACGGGTTTAGATTGAGGGATGTGGATA 

>RXA00286 

GTGCTGAAAATCCCACGGCTGCTTCTACGCCGTGTGCTTCCGGTACTCATCACCTTGGCG 
CTCCTGTGCGGACTGGTGCTTGCGTGGTTTATCTATCCTGCGAAGGCTGAGCCCAAAAAA 
GATGATGTAGTTCTGGTGCTGGCCGGTTCCAGCGATGGTCGACACGAATATGGTGCCGAG 
CTTGTTGAAGAAGGCTACGCCAGCAATTACGTCGTCTCCAACCCGAGTGGCTCCAAAGAC 
AAAGTGGGATATGCCCACTGCGCAGGAAAGTCACGGCCAAAAAATGCGGAAAGTTTCTGC 
ATGGATCCTTACCCCGTGATCACCTCCGGCGAAGCCCGCACGTTTAACGAGCTTGCCAAA 
AAGGAAGGCTGGGAAAGCGTATTGGTAGTGACCAGCCGCACGCACACCCAACGCGTTCGC 
ACCATGTTTGACCAGTGCTATACCGGTGATTCCACAGTGCTCAACGTCAACAGCCTAGGA 
CGTACCGGGCTTCACAATGCAGTACTCCACGAGATTGGCGGCTTCATTAAATTTTGGATT 
ACCGCTCCGTGCGCGGACACAAAC 

>RXAO 02 8 6 -downs t ream 
TAAGGACGTTCCAGCTCCAACAG 
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>RXAO 0294 -ups t ream 

TTGTTGGTGTGAGGTTGGGTTTTGTCATCCTGAATGCTTCATTTCTACCCTCGTGGGTAA 
AGTTGGTGCCGAATCAACAATCTCTTTTGGAGGAACTTTA 

>RXA00294 

ATGAGCATTTCCAACGCAATCCTGCGTGGTGTGTCTGGCGCTTATATTCTGCAGTCCGGC 

TACGGAAAA"CTTGGATTGCeTAA-TGAGGCCGCTGCTCGCATTCAGGGTCTAG^ 

GGTATCCCAGCGGTGGCTGATATGGATTCAGATACTTTCGGTAAGTTTCTTGCCTACTCG' 

GAGTTGGGTATCGGTGGAGCTTTGCTTGCTCCATTTATCCCTAGCCGTCTTGCAGGTTTG 

GGTCTTGGTGCTTTCTCTACAGGTTTGTTGGCCATTTACTTCCGTAACCCAGCGATGACT 

CAAGACGACGGAATCCGCCCTTCCCAGGATGGAACCGGATTGTCTAAGGATCTTTTCCTT 

GCTGCTATTGCGGGTGCTTTGGTGTTCGCACCTGCTAAGAAGCGTAAGAAGGCGAAGAAC 

AAGTCTAAG 

>RXAO 02 9 4 -downs t ream 
TAAGCTTGCTTGAACGGCGCTTG 



>RXA002 9 7-upstream 

AACAAGGCACCGGAAAACAAGCAACGCACCTTGCAGAGGTGGTCTTAAGCATCTTGGAGC 
AAAACAACATGGCACAATAACGATCATGCAACAGGTGCTC 

>RXA00297 

ATGGGTTTCACGGTGGTGTTCATCGTCATCGGAATAGGTTGGATTCTCGGTAGAAGAGAC 
ACCTTGGGCACACATGCCCAGAAACCTTTGAGCCTGTTTGTCTATTACGTGGCCACCCCA 
GCGTTGTTGTTTGATCGGGTCACCAAGTCAGATACCTCGACGATTTTCTCTCTGAACTTC 
GTGGTCATTGCACTCTCTGCGTTGATCGTAGGTTTCCTGTTTTTCCTACTCATGCGGTTC 
GTGATCAAAAGAACTGCCGCAGTATCGGTGATCGGCATGCTAGCTGCGTCCTACGCCAAC 
GCCGGTAACCTGGGTATCCCTTTGGCAGCCTATATTTTGGATGATTTCACCGTGGTGATT 
CCCGTGATTTTGTTCCAGGTGGCGTTCTACGCACCGATCACCATGACCATCATGGAGATG 
CTGACCAACAAGAAATCCACCAACTTGGTGCGCAACCTCCTGGTCACGCCACTAACCAAC 
ACCATGGTGCTCGCAGCGATTGCCGGTATTGCTGTGTCTTTGACTTCGATGAGCGTGCCC 
GTGGTGATTGCTCAGCCAGTGGAAATGTTGGCGAATGCTTCAGTGCCACTGGCTTTGGTG 
GTGTTCGGACTGTCCTTGTCCAAGAGCAAGATCCTGGAAAAGGGGCAGGTATCCAGGCGC 
GATGTGTTTACGGCGGCACTGTTCAAGAATGTTCTGCACCCAATTGTTGCGGGACTTTTA 
GCCTTAGCCTTTGGTATGGAAGGTACTGCCTTGTTGTCGGCGGTGATTCTCGGTGCACTG 
CCAACAGCGCAGAATGTCTACACCTACGCGTTGCGATTTAGAACAGCTGAATCGATGGCG 
AGAGACACAGGGGTGGTCACCACACTCATTTCCTTCCCCGTATTGGTGGCGGTCTCCATT 
ATC TTTGG ATC T 

>RXA002 97 -downstream 
TAGGGTTAGCATTAGTGGTCATG 

>RXA00318-upstream 

TCTTAGAAGGCGTAGTCACACCATTAACCTTGCCAGAATTTTTCAAGGCTTGGCTTGACT 
TGGGAAACGAACATGCGGTACCAACCAGGGGAGGTAATGC 

>RXA00318 

GTGAGTGATGTAACCGTTGGCGATATTCTCCGCATTTTGGATGAGGCTTATCCGCCGGCG 
TTGGCGGAAAGCTGGGACAAAGTGGTGCTGATCTGCGTTGATCCAACAGAGTCGGTGAAG 
CGTGTTGGTTTAGCACTCGATTGCACCCAGGCACTGGCCGACAAGGCTGTGGACATGGGT 
TTGGACATGCTGATCATTCACCACCCATTA 



>RXA0 03 2 0 -upstream 

AACAGACCCACTCTAGCCGTTGCGGGTTCTTATTGAGGTCTATAGTGGGGTGCTACACAC 
TACAAACCGTGATTTGTTTCGTGATTGGAGCTGAGCCCAC 

>RXA00320 

ATGGCTAAAGAAGATTTGAAGTGGTTCTACGATCTGGCAACCGGCAAGGTTTTTCAAGGC 
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AAGGTTTCCGGCTTTGAAACCCGCATGGGCCCATATGACACTGAAGAGGAAGCCCATCAC 
GCCATCTCCATTGCGGCAGCCCGAACCAAGGCAGCCGAAATTTGGGACGACAAGGAAGAC 

>RXAO 03 2 0 -downstream 
TAAAAAAAACTGGGGTCACACTT 



">RXA0"0'32r^pstream 

CAAAGACAACACAGGTTCCCTATGAAAACGGGGAACCTGTTTCACCTACTTTTTAATCAC" 
GCTTCACAATCACATAAGTCTTTAAAGGATGGATACAACA 

>RXA00321 

ATGGGCCAGCATCTAGAAGTGGAAACTAAGTTTTCCGTCAGTGAATCAACTCAGATTCCA 
CAACTTGAGGCTATCGCAGAAGTCGACCACATTGATCGCACCGAAATCCACCAACTAAGC 
GCTGTTTACTTTGACACCGTAGATTTGCGCCTCACCCGCGCAAAAATTACCCTCCGTCGC 
CGCACCGGTGGAAACGATGCCGGCTGGCACATTAAGTTCCCCGGAACCATCGGTCGCCGT 
GAAGTCCAAGCCCCACTTGATGGCGAAGGCGCAACAGAAACCCTCCCTCCACGTGAGCTC 
TTGGGACACATCCGAGCGCTGATCCAAGGCCGTGAGCTGACCCCTATCGCCCAGGTGGAT 
AATGAACGCCACATGTCTTACCTCGCGGATGAGGACGGCGCAGTCATCGCAGAATTCTGC 
GACGATCATGTATCCACCGTGTCCCACCTTCCAGGTGGCGTGCGCAAGCAGTGGCGTGAG 
TGGGAATTCGAACTCGCTGATGGCACCCTCGCCGAAGAAGCCATCTCAGTACTGCTGCAA 
TCTGCACAGTCAGTCCTGACCGCAGCTGGAGCTTTTGTCTCCAACAGCCCATCCAAACTT 
GTTTCGGCGCTGGACGAATCAGTCAACCACGCGCCAAAGCCTCCACAGATGGCGCAGCTG 
GACAAGAATGACCCAGCACGTGGTGTTCTTGCAGCAATCGCAGCCAACGCCTCAAAGATC 
GCCGAATACGATCCTCGAGTACGCGCCGATGAATATGATTCAGTCCACCAGATGCGCGTA 
GCTACCCGAGAACTACGCAGCCACCTCCAAACCTTTGAGGGCATCCTCGGCGGCGAAGAC 
TACCTCAACCTGGAAAAGGAACTGAAGGTTCTCGCCAACATCTTGGGTCGCGCACGCGAT 
GCTGAAGTTGTGGAAGAGCGCCTCAGCAACCTGATTAACACTGAGGTTGGCGACTCCATC 
GAGGAGGAGACTAAGAAGGAACTGCTTGAAGATCTTGGTGCAGAATACCGTCGTGAGCAT 
GAGCGAGTAGTTCGTGCGCTGGATAATGATCGCTACACTGATCTTCTTCAGGCACTGGAA 
AACCTCCTTGTTGATCCACCGCTGATCACAGAAGTCGAAGAACCCGAAGCTACCGAAGCC 
CCTGAGTCCGCTGAGACTACCGAGTCCACTGACGTCTCTGAAGCAACCGAAGAAGCAGAC 
GCAGAAGCTGAGTCTGTCGAAGAAGCTACTGAGCAGGAAGAATCAGCAGACGCGCCTGAA 
TCTGCAGATCTGGACGCTCTCGATGAGGAGTACTCCCCTGGTTCCCAAGCGCCGGTGGAG 
GAGCCGAAGGAACCGAAGAAGGTTGATGCTGCTCTCGTACTTCTAGAGCACCTTGATAAG 
GCGCACGTGAAGCTCGTCAAGCTGGAAAAGAAGGCTCGCTCACAGTGGGATGATCTCAGC 
ATTCCGATGCTGGAGCGGGAAGAAAACTTCCACAACCTGCGCAAGGCTGCCAAGAAGCTT 
CGCTACAGTGCAGAGGCAGTGGGCAAAGCAACCACCGTTGAGACGAAGAAACTGTACAAG 
GCGTGCAGTGGTTTGCAGTCAGTTCTTGGCGATTACCAAGATGCCATTACTTCCCGTAAT 
GAGCTGTTGCGCCGAGCTCAGGTTGCCCGCCGCCAAGGCCGGGATACCTTCGCATACGGA 
ATCCTCTACCAGCACGAACAAACCCTGTCGAGGGAATACCTGACTGGTTATTCCGATGCG 
TTCAAGAGCGTAGAAAAAGCCTATGCAAAGCTGGCTGAAGATACCGCCAAGCGTTCAAAG 
AAGAACAAGCGTAAG 

>RXA0 0 3 2 1 -downs t r earn 
TAAACGCAGGCAATAAAAAACTG 



>RXAO 03 2 2 -ups tream 

CGCGGTTTTTTGATGACACGGGGGTGGGAGGTGTCCAGCTTGGGTGGTTCACTGAGAACC 
GCACCGAAATTAGAACACTCCTACGAATAAGGAAACCGCA 

>RXA00322 

ATGACTCTCTCCCACTTCTCCGACAACGTCACCGACGCACAAGACTCTTACCGTCAGATT 
TTAGAAGAAAGCATCATCAGCCACCTAGGTTTCTGTGCGCTTCGTGGGTGGACTCCCGCC 
GATCTCCGCCATGAGTTTTCCGCCGATATTGATCCACTCCTGTTTCACGCGCTACCTGAG 
ATTGCTTACTCCTGCTCCGATGAGATGTACACACTGTGGGTGAACGGAACGCGTGCCGCC 
GAAACTAGCCACTTGCCGGTGATGACCCTGGAGAAGATTCTCACCGAGCTACCGAAGCTA 
AGTACCTTGCCTGACTGGGCAATGCTCGCAGAGCTCCACGCCTTAGACAATCAAGACACC 
AGCCCAATGACCCCGGCACAGGCCAAAGCGCATCATCGTATCACCGCACTTTTGAAAAAG 
GCAGAGTCCACCAACTTCGAAGAAGAAGCCGAAGCATTGATCCTTAAAGCAGAGACACTT 
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CGACAGCAGTACCGGATTGAATCACTGCTGATTAATTCCTATGACCAAGATGTCCAAGCT 
CGATCTTCTACGATTCGTGCATCTCGGGTGTATCTGGAAGCTCCATGGATCCGACACCAA 
TACAAACTGCTCAATGCCATTGCTCGGGTGCATTCCAGCGAAGCGCTGCTGATCACCAAA 
TCTGGCATCTGCACCCTCTTCGGCGAGCAAGATGACGTAGCCCACATTATTGATCTGTTC 
AACAGTCTTAATCGACAACGTGCCCACTTCATGAAAACGTCAGCAGGTGCCCGAATTGCC 
CAATTAAATGGCGAAACAAGCTCATATCGCCGTAGTTTTATGATCTCCTACGCCAGCCAA 
ATCTCTAGACTTCTCATCTCAGCAAAAGAGGATGCATTCAACGAACTAGCTGGTCAGGCA 
^CAOTAGCTCACAGeGeeATGGT-TGG-TGTCCTAGAGAACAGAAGTGTGAGGTCAAAGGAA 
GCACTGAAGGAAACCTTCCCGAATATGCGGACAATGACCTTCAAATCGACCAACCGACGA- 
GGCATTATTGACGGATTTAATGCTGCCAATGAATCCCACCTTGGCGGGGAATCTGCCAGC 
TTGGAAGACTCAACATTCATGTTC 

>RXAO 03 2 2 -downstream 
TAGAGCGGGTGAAAGCCCCATTT 



>RXA003 2 5 -upstream 

AGGATTTCTCTGAGGAATCTAGACGCAGATTAACTTCCGCTTGGCAGCGACCGGGATAAC 
ACCGCGGTTGCGGCCACGCAGGCTCACAAAGGACACCACT 

>RXA00325 

ATGACAAGCATTATTGCAAGCAACAGCGACCTATCGGAGGCGCTGCGCACCCACACTGCG 
CAGGCCCATGAAGAGGCCGAGCACTCAACGTTTATGAATGATCTGCTCACCGGGAAGCTC 
GATGCGCAGGCATTTATCAAGTTGCAGGAGCAATCATGGTTGTTCTACACCGCTTTGGAA 
GCTGCAGCTCGTGCATGTGCAGAGGATTCCCGTGCGGCTGGTCTGCTGGACCCACGCCTC 
GAGCGCAAGGAAACGTTGGAAGCTGATCTGGATAAGCTGCACGAAAACACCACCTGGCGT 
GACAACGTCACGGCCACTGCAGCGACAGCGTCTTATGTGGAACGTCTTGAAAGCATCGAA 
GCGGCCAAGGATTTCCCTCGTTTGGTTGCTCATCACTATGTCCGCTACCTGGGTGATTTG 
TCCGGTGGGCAGGTTATTGCACGTCTGGTGAACAGGGAATATGGAGTTTCGGAAGAGGCG 
TTGAGCTTCTACTGCTTTGAAGATCTTGGCAAGCTCAAACCGTACAAGGATAATTACCGT 
GCAGAGCTTGATGCTTTGGAATTAACAGCAGAGGAGCGTGCTGCGTTGCTGGATGAAGCA 
TCTGATGCGTTCAGGTTTAATCAGCAAGTTTTTCAGGCTCTTGCT 

>RXAO 0 3 2 5 -downs t ream 
TAACCGAAGGTGAAGTCTTGGCG 



>RXAO 0 3 2 6 -ups t ream 

CCTGATCTTTGCCCCTAAGTGGTTTACGGGCTGGAAAATGGTACGTAGTCTCGGGTGTAA 
AGCACACTTCGGTACTCGACAGGAAGTTAGGAATTCCACC 

>RXA00326 

ATGGCAATCAAGCTGTCCATTGACCTATCAGATGCAACATTCGCAGAACTTTCGGCAGTC 
ATCGGTTACGCACATCAGTTGGGTGTTGATGCGGATGAGAAGCTCACCTTTGAAGGTACA 
GTCCTTAACATTGAATTCGACGGCGACCTTCAGTTTGATGATGTTTTTGATGCCTTTGAT 
GAGGCGGAAATTGAGCTCGACAACCCTCGCGAAGACGGCCCCATCTACGCAGATGATCTG 
ATCGATGAGGATGAGGACTACCGCGCACAGACCAAGAGCCAGATCAACGACGAGGTTATC 
AACGAGATCCGCGATGGTATTTCAAGCTTCGTTGATGGCATCGTAAATGGCCTTGGCCAG 
GGTCGCCGCGGTGGACGTTACGGTGATTTCGGTGGGCCACGCGGCCCTCGCGGTCCACGC 
AATGACGGTCCATTCGGCCCATTTGGACCATTCGGTCCGGGATACCGCGGTCCGCGTTTC 

>RXAO 03 2 6 -downs t ream 
TAGCGGTTACGGTCGGGTTTTAG 



>RXAO 0 3 3 4 -ups t ream 

ATAAGCCCCGCATGGGATATGAGAAAAGGAATGCACGATGAGTATTGAATTTCCGTTAGG 
TAATCCAGCGCCTGCACAGTGGTTTTCTGGCGAGGTCCAT 

>RXA00334 

ATGGCCAAGCTTGATGACAACGTGCAGATTGAGACTGTGAACGTGTCTTTTGAGGCAGGC 
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GGTCGCACCAATTGGCACACTCACCCAGTCGGTCAAAACATAATTGTGCTGTCGGGCTTG 
GGCATTTATGAGGCGGAGGGGGAGCCTGCTCGACTCCTGGAGCCTGGCGATGTTGTTTTC 
GCAGCCGCCGGGGTTCGCCACTGGCACGGCGCCGTGTCTGGTGCACCGATGTTCCACGTG 
GTGGTTAACCTCAAAGGCATCGACGGCGAGACCGTCGATTGGGAGGAGCCGGTCGACGAG 
GAGCACTACCGCAGCGTGAGCGCGGAGCTACAAAGA 

>RXAO 0 3 3 4 -downs tr earn 
TAAAAATGCTTTTCGACGTCCAC 



>RXA003 3 6-upstream 

TTAGGATCTTAAAGGTAGGAAATTGCGCTTTGCGACGTCGAAAAGCAACGCCTTTTGACT 
GCAGTATCCGCCCTCTACATGTTTGGATTTGATTGTAACA 

>RXA00336 

ATGGCAAAGCCGAAGAGAAGTTGGCTTGACGGACCCGAAATTCCAGCTGATTTTGACGAT 
CCTGATGCACCCGGCAGGTGGCCTGGCGAAAAGTTGGGGCTTCCTCAAGAAGGGGCCGGC 
TCTCTGTCCTCAGTGGCTCGTCGTATCGGCGGGGTCTGCGTGGACTGGGGTGTTTCCTGG 
GTTATTGCTATTGTGCTGTCCAATTTCACGGATGTGCTGGGCGATGTAGCGACATCCACG 
CTCATTATTTTCGTGATCCTGGGTTGGCTTACCGGTTGGATCTTTGCTCGCACCCCAGGT 
CATGCCGTGTTTGGCATGGGCCTTGCGCGTGTGGATGCAGAGGAACGTGTGGGCTGGTGG 
CGTGCGCTGGTTCGCCCACTGCTGACGATCTTGATTCTGCCTGCCGTGATGGTGGATGCT 
GACGGCCGTGGGCTCCACGACAAGGCAACGGGAACTGCAGTTATCCGCGGG 

>RXA0033 6-downstream 
TAATTTGTCTTGAGTGAAATTTA 



>RXA00337 

GATGTGGAGGGAGGCGTCGAAAAGCATTCTTTAAGCACTGCGGACATTGCAGCTCGCGCA 
CACGCCCATATGAAATCCCATGATGTTTTGGGGCGGCAGACTACGCCGCCTCAGCCGGAG 
GGCGGCGTTGCTGCCCGGTTGGGCGGGATTGCGTGGACAATGATCCATAAGCAAATGCTT 
TCGCGTGACACAAAAGGCCTGGATATCACCGTGTTGAGCACCATTCCTGAGGGGGTGGGG 
CTGGGTGAAAATTCCGCCATGGATGTGGCGCTCGCATTGGCGCTGTATCGGGAAAATATT 
GAGGAAGCCCCCACGAAGGCGCGCATTGCGGACATTTGTTCGCAGTCCGCATTCATGTTC 
AGTGAGACTTCAGTGTTGCGTGCGCGGCACACCGAGGCGTTGCGGGGTGAAACTGGACAC 
ATTTCGGTGGTTGATTACGCCGATGGTTCGGTCACTCAGGCGCCACATCCGGTGAGTCGT 
TCCGCTGGTTTGTCGGCATTTGTTGCTGCTGCGCAAACTGAAACT 



>RXA00338 

GTCGGCATCACGGCCGGGCGACCCATCGCGACACGGCTTTTAGGCGGCATGGACAAATGG 
GGCGTGCACGTTCTGCCCAAGGATGCAGCGTACCTAAAGAAGATGCTTTTCGACGCAGGT 
GCCGGTGCGATCGGCGACTACCGAGAGTGTGCCTTTGAGATCGAAGGAACCGGGCAGTTT 
AGGCCCGTGGAGGGGGCGAATCCGGCAGAGGGGGACGTCGATAAGCTTTTTAAATCCCTT 
GAGCTGCGCATCGAGTTTGTTGCACCGCGCAACCTGCGCGCCCGGCTCACGTCGGTGCTG 
CGGGAGGCTCATCCGTATGAGGAGCCTGCCTTCGATATTGTTGAAATGCACAGCGCTGAG 
AGTTTAGAAAATGCGACCGGATTGGGTCGTGTGGGTGAATTGCCGGAGCCGATGCGCCTC 
GCGGATTTCGTGCAACAAGTGGCCAACAACCTGCCTGTCACCGAATGGGGCGTGCGCGCT 
ACCGGCGATCCTGAACAAATGGTGTCCCGTGTGGCGGTTTCATCAGGGTCGGGTGACAGT 
TTCTTAAACGATGTGATTAAGCTCGGAGTGGACGTTTATGTCACTTCTGATCTGCGCCAC 
CATCCAGTTGATGAATATCTCCGAGAAGGTGGCCCTGCAGTAATCGATACTGCACACTGG 
GCCAGCGAATTTCCATGGACTTCCCAAGCCCAAGAAATTTTGCAGGACAAAGCCCCACAG 
GTTGAAGTTGATGTGATTTCGATCCGCACAGACCCCTGGACCATGTCTGCGCGAGCAGTG 
AAC 

>RXA0033 8-downstream . . 
TAAATTCTTGAGAACTAAAAAAG 



>RXA003 3 9 -upstream 
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ACAGGTTGAAGTTGATGTGATTTCGATCCGCACAGACCCCTGGACCATGTCTGCGCGAGC 
AGTGAACTAAATTCTTGAGAACTAAAAAAGGAGAACTTCA 

>RXA00339 

ATGAAGCTGGACCCATCTCTGCACAAAACCCTGCTGCAGCTCGCCACCACCCTGCGCACC 
CAAAACGCCAACTCCGCACCGAAGACCACCCCGGAGCAGGAAGCTGTAGACAAGGCTGTC 
GCTGAACTTTCCCGCAACCGCGACGCTGCATCCGCTGGACAAATGGCTGTCGATGACATG 
GAAAACGAAATGGTGGGGAT-TCAG.TC.CGACGAACGCAAACTGCGCCGCCGCAAGAAAGAC 

GGCCAGGACGCACTCGGTGCAGAAACTGACGAAGAGCGTCGCCGCGACCTCAACCACGAC 

GTCTACACTGCGAAGTCCCGCATCGCTGACCTCATGAGCGAACTGCAAGAAGCTCACAAT 
GAAATCCATGCGCTGCGCAACAACCGCGACCTCGCACAGTCTCGCGTCAAAGACACCGAA 
CGCAAAGTTGCCGACGCCCGCGCAGCCGCAGAAGCCGCCGCAGCAGCAACCCCAGAAGGT 
GAAGACCCAGCAGTAGTCATCGCACACCTGGAAGAGAAACTTCCCTCCGAAGCACTGGCA 
GAATTCCATGCACAACGCCTCGAAAACGGCGTAGGCGCAGCACTCTTCAACGGCCGCTCC 
TGCAGCGGATGCGCCATGGTTCTCCCTGCAACCGGTATCTCCGACATCCGCAACACCCCC 
AAAGATGAGGTTCCACAGTGCCCAGAATGTGGCTCTTACCTCATCACTGACATCTCT 

>RXA003 3 9 -downstream 
TAGAAAGACCACCCAGTGAAATT 



>RXAO 0 3 4 2 -ups tr earn 

TAGCCCCGCGGTTTCATGTTGAATCCATGTAATCGAAAACACATCGGGGCCCACACGAGG 
AGAATTATTAAA 

>RXA00342 

GTGGCCGACGCTCCGGGCGCAGTCAAGCAAGGTGCCCAGGATTATGCTCAACTACTCGGC 
ATTCAATCGGGTCATATCGTTCAAGAAATTGGATGGGATGAAGATTCCGACACGCTGATC 
AGCGAGTCCATCGAAGATGCAATCGGTGAGGAACTACTCGATGAAGAAACCGACGAGCTG 
TGCGATGTCGTGCTGCTCTGGTGGCGCGAGGATGACGGCGATCTCGTCGACGGACTTGTG 
GATTCCATCCGCTCCCTCGCTGAGAATGGTCGTATCTGGGTGTTGACTCCTGGCATTGGT 
AAAGAAGGAGCCCTGGCTCCTGGAGTTATCTCTGAATCAGCTCAACTGGCAGGTCTCGTG 
CAGACCAAGGCAGAACGTCTCGGTAATTGGCAAGGTTCTTGCCTCGTCCAGCGTGGAAAC 
AAGAAGCCT 

>RXA003 42 -downstream 
TAACAATCGCTAATTTCCACGGC 



>RXA00344 

ATGAGTTTCGGACTCGGTCTGTCCGTGCTGTTCATTCACCTCTACCCCGGCCGAAGCTCC 
ACCGCGTTCTCCCTGCTCACAGGGCAAATCGTTGGTGTTTCCTCATCATCGCTGTGGATC 
CTTGTGGCAGTCACCGTGATCGTGGTTAGCGCCGTGGTGATTTTCTGGCGCCCGCTGCTT 
TTCGCCAGCGCCGATCCGATCATGGCGCAGGCCTCCGGAGTAAACGTCCGATTCATCGCC 
GTTGCCTTCGCAGTTCTGGTTGGCCTCACCACGTCCCAGTCCGTGCAGATTGTCGGTGCG 
CTGCTGGTCATGGCATTGCTGATCACTCCCGGCGCGGCCGCTGTGGCGGTGACCGCCAAT 
CCAGTGAAAGCCGTGGTGCTGGCAGTCATCTTCGCGGAAGTATCGGCTGTCGGTGGCCTG 
CTATTGTCGCTAGCGCCTGGTTTGCCGGTGAGTGTTTTTGTCACCACCATCTCTTTTGTG 
ATTTACCTGGTCTGCCGCCTGATCGGTTGGCTCCGCGGCCGTGGAGCTCAGCGTGACGAA 
GATGCTTATCGACGCCGCCAGCACGATCACCACCCTCAC 

>RXAO 0 3 4 4 - downs t r earn 
TAGGCGTTTCGAAGT 



>RXA00349 

GAGAAAATCCTGGACGAGTTGGAGCAATCCCCTGCGTCTTATGGTTTCCCTGTTGCGTTG 
CTTGGCTGGCCAATGATGGGTGGTGCTGTTGCTGTGCTGTTGGGTGGTGGATGCCAGGTT 
TCCCTAATTGCTTTTATTACCGCGTTCACGATCATTGCCACGACGTCATTTTTGGGAAAG 
AAGGGTTTGCCTACTTTCTTCCAAAATGTTGTTGGTGGTTTTATTGCCACGCTGCCTGCA 
TCGATTGCTTATTCTTTGGCGTTGCAATTTGGTCTTGAGATCAAACCGAGCCAGATCATC 
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GCATCTGGAATTGTTGTGCTGTTGGCAGGTTTGACACTCGTGCAATCTCTGCAGGACGGC 
ATCACGGGCGCTCCGGTGACAGCAAGTGCACGATTTTTCGAAACACTCCTGTTTACCGGC 
GGCATTGTTGCTGGCGTGGGTTTGGGCATTCAGCTTTCTGAAATCTTGCATGTCATGTTG 
CCTGCCATGGAGTCCGCTGCAGCACCTAATTATTCGTCTACATTCGCCCGCATTATCGCT 
GGTGGCGTCACCGCAGCGGCCTTCGCAGTGGGTTGTTACGCGGAGTGGTCCTCGGTGATT 
ATTGCGGGGCTTACTGCGCTGATGGGTTCTGCGTTTTATTACCTCTTCGTTGTTTATTTA 
GGCCCCGTCTCTGCCGCTGCGATTGCTGCAACAGCAGTTGGTTTCACTGGTGGTTTGCTT 
-GGGGGTCGAT--TC-TT.GAT_TC CACCGTTGATTGTGGCGATTGCCG GCATCACACCAATGCTT 
CCAGGTCTAGCAATTTACCGCGGAATGTACGCCACCCTGAATGATCAAACACTCATGGGT 
TTCACCAACATTGCGGTTGCTTTAGCCACTGCTTCATCACTTGCCGCTGGCGTGGTTTTG 
GGTGAGTGGATTGCCCGCAGGCTACGTCGTCCACCACGCTTCAACCCATACCGTGCATTT 
ACCAAGGCGAATGAGTTCTCCTTCCAGGAGGAAGCTGAGCAGAATCAGCGCCGGCAGAGA 
AAACGTCCAAAGACTAATCAGAGATTCGGTAATAAAAGG 

>RXAO 0 3 4 9 -downs t r earn 
TAAAAATCAACCTGCTTAGGCGT 



>RXA003 53 -upstream 

CTTTCATCAGGACCGAAAGCGAACGTTTCGTATTGTTGAGCCTTTTGGTTCCACCACGGA 
TGCGCTGATCTATTTTCATGGCTCCCAGCAGTCAGGATCT 

>RXA00353 

GTGGGGCGCAGCTTCACCAACAGGACTTTTGATCCGTTGCCGTTCATGGTGGTTTATCCG 
GATGGGGTGGATCAGCATTGGAATGATGCGCGGTTGGGTTTGGATGAAAATACCCGCCAT 
TTAGGCATTGATGATGTGGGGTTCTTTGTAAAACTCGCCACGCACTTGGGCAACACGTAT 
GGCATCAAGAGGATCTTTATTGTTGGCTATTCCAACGGTGGGCAGATGGTGTTGCGGCTC 
ATGCATGAGGTTCCCAAGATGCTCAGTGGCGCTGCAACCATTGCATCCAACATGCCAGTT 
GCAGAGAATACGCTGCCGCAGGTGAAAACCTTCAAGACACATCCGGTGCCTTATTTGGCG 
ATGGCTGGAACTGCCGATACTTTTTCACCGTATGAGGGTGGCGATGCCGGTATTGGTCGC 
GAACACCGCCGTGGCGTGGGCATGTCCGCCTTTGATTCAGCTGCCTATATTGCCGCCCGA 
AACGGACTGACCGAACACCGCCACGACGTGATTGATGATGTGGTGTCGATCGATACCTGG 
GATGGAGAAAATCCCGTTGAGTTTTGGACACTCAACGGGATCGGCCACTTGGTACCAAGT 
GGGAAAACTTATCCAGAATTTCTAGGCCCCTCAACCACATCAGTGATAGCGGCTGAGGAG 
ATTGGGAAGTTCTTTGATGGGGTCAGGCGTCGA 

>RXAO 0 3 5 3 - down s t r e am 
TAAGCTCAAGCTTTAAAAACGCA 



>RXA00355 

ATCGCTTTCGGTCGCGCAGCTCACCGCATGAAGCAGCAGGGCCAAAGCGGAGCTTTCACC 
GTCCTCGAAGTTGCTCCATACCTGCTCTCCCCAGAGAACTTGGACGATCTGATCGCACGC 
GACGTC 

>RXAO 03 55 -downstream 
TAATTTAGCTCGAGGGGCAAGGA 

>RXA00362 

GATGAAAAGACGGGATGGACTGCTGAAAGGTCCGCAACGTTAGTCGCGGGCAACTCTGGC 
CTTGGTGTTGCGTTGCCTCCCAATTCAACAATGTTCATCATTTTGGCATTGCCAGCTGCA 
GCAGCTTCTTCGGCCTCTCAGGTGTACATTGCTTTGGCTTGTGGTGGTGCGTATGCAGTG 
CTCTACCGCTTAGCGGTCGTCTTTTACTGGACACGTAAAGATAAAATTCCTGCCACCCCT 
GATGATCAACGGGTGTCATTCGGTGAGGCAATGAAGACTGGATGGCGTTCACCGTTGATC 
TTCCTTGGAATTTTGATCCCCGTAATCCTCACAATCGGCCCATTGTCTGAATGGTTAAAG 
ACACATGGAGTTGGGGAGTCTGGTGTTAAATCGATGTCGATCATCGTGTGGGTGCCAATT 
CTGATTACGGCAATTGCTCTGATTGAAGGGCGTAAACGAATTGCTAACAACATGGCACAC 
TTTAGGGTTCAGATCTCCAAGGACTTGCCACAATTTGCCACCGTAGGAATTTCGTTGTTT 
TCTGCGCTTGCAGCAGCGAACATCATGGAAGAACTGGGTGTTGGCCCGCAGTTGTCTAAC 
TGGCTTGATTCCATGGACCTACCTAAGTCTGTCATGGTGATCATTGTCTGCATCATGTGC 
ATTGTGGTGGCAACGCCACTGTCGTCAACAGCAACCGCGGCTGCGATTGGTGCTCCCGCT 
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GTCGCTGCGTTGGCTGCGGTAGGTATTGATCCAACTGTGGCGATCGTAGTGATCTTGCTG 
TGCACTTCCACTGAAGGTGCATCCCCGCCGGTGGGCGCGCCGATTTACCTTTCTGCTGCG 
ATCGCCGATGCAAACCCAACGAAAATGTTCGTACCACTGATTACGTACTTTGTTGTCCCC 
ATGATTCTGCTTGCTTGGCTAGTTGGAATGGGATTCTTACCAGTGATTGTTCCTACGGGT 

> RXA 0 0 3 6 2 - d o wn s t r e am 
TAAAGGGGTAAAAATGAACTCAA 



>RXA003 7 3 -upstream 

CACGTGGCGGATCTGCGCGCTAAGGGCGAGCTGCCGCCGCCGAGGAAGAAACGCAGGCGT 
CGAAAAGCGTCTTAAAAGGTTTTTCACTAGGGTGTTGTCC 

>RXA00373 

ATGGACATCCAGCAGCTAGACGCCGAAACAACAGCATGGAAAGACAGCCTCCTGCGCGCC 
GCACAGGAGGCTGGTTTTCATTTTGAGCCACCGAAACTCTTCGAGGATTTTGAGACCATG 
GTGGAGCAGTACAAGCAGGCAGCTGCGAGCGACCCGGACATTGATGTCACTGATATTCAG 
CAAATGTGGGGCATCGTGGTGGGGGAGTACCTGCGCGAAAAAATGGGCATGGAATGGGTC 
GTCATCACCGATGACTACGGCACTGACCTCGCGATTCTAGCCACGGCACCCAACGGGGAC 
CACGTATATTCCTGCCCCATCATCGTGGTGGGCAAGCGC 



>RXA0037 5-upstream 

CAGCCTGTCAAAATGCTCACCGACTACGCACCAGAAGACGCTAAACGGTAAGTACTGAAG 
AATTTTTAAAGACGACGGAGATTTCACCACAATGCCAAGC 

>RXA00375 

ATGTTCCCATCACCCGCAACTGGCGGAGATGACATCAACCGACGCCCCCTGAATGAACCA 
AACGCAGATGCAACCACCATCCCCACTGCACTAAAAGTGGTGTTCTGGATGCTGTTTGCC 
ACTGCAGCGTTCATGATTTTTACAGGCCTGGTGATGTACACCGCCGGATACACGGGACCT 
GATGATGTGGATGAGAGCTACAAAGCCGTTGTGGTGAACAACCAGGAGTTCATCGGTGGC 
ATCAATGCCTTTGCTGGCGTCGTGATTGCTGCACTTACTTCACAACTGCCAAAGGGCGGC 
AAGAATCCGCGCCGTCTTTTGTTGGCCATCATGTTGTTGGTATTGCTGACAGATCTGTTG 
TCTTTTGCCACCCGCGCTGGAGGCTTCGCACTCGCAATCATCGCAGTCTTGTTGGCTTTG 
GAAGCACTCTTGATGTTCCGCCCAGCAGTCAATGATCACATTGACCGAAATCATATGGCT 
CGTGTAATGAATCGCGAGAAG 

>RXAO 0 3 7 5 -downs t ream 
TAGAACGGTTCGACCGTACTTTT 



>RXA003 80-upstream 

CAGGCAATGCGACCTCGCCTCAGTGACATCCTTGGTGTTCCAAGACGATCAAATTGTCGG 
CGTGCATTACAACGAACCAGCTCAGGAGATTTGATCACTC 

>RXA00380 

GTGCGTTTGACCAAACTAGCAGCAACAATCGGCTGCGTGACACTCAGCGGACTTGCGCTA 
GTAGCCTGCAGCAGTGACAGTACCGCTGGTACTGACGCTGTTGCTGTCGGCGGAACCTTC 
CAATTCCACTCCCCGGATGGAAAGATGGAAATTTTCTACGACGAGGCTGACCGTCAACAA 
CTCCCCGACATTGGTGGAGATTCCCTCATGGAAGAGGGCACACAGATCAACCTGTCTGAT 
TTCGAAAACCAAGTTGTCATCCTCAATGCGTGGGGGCAGTGGTGTGCACCGTGCCGCTCC 
GAATCCGATGATCTCCAGATTATCCATGAGGAACTCCAAGCTGCCGGAAACGGCGACACC 
CCTGGTGGCACCGTGTTGGGTATCAATGTGCGTGATTACTCCCGCGACATCGCCCAAGAC 
TTTGTCACCGACAACGGCCTTGATTACCCAAGCATTTACGATCCACCATTTATGACAGCA 
GCATCCCTCGGTGGTGTTCCCGCATCGGTGATCCCAACCACCATCGTGCTGGATAAACAG 
CACCGCCCCGCAGCAGTGTTCTTGCGCGAAGTCACCTCCAAAGATGTGTTGGATGTTGCG 
TTGCCATTGGTAGATGAGGCC 

>RXAO 0 3 8 0 -downs t r eam 
TAAATGTCTGAGATTGTGGTAGC 
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>RXA00387 

caaaacgacccagaaacctgggaagactacgaacttcgcgtcaaccacccactgcgcatc 

gaaggcgaccgcgtctaccttcagggccacggcttcgccccaacattcaccgtgacctgg 

ccaaatggcgagacccgcacccagaccgtgcagtggcgcccagacgacccgaccttcttc 

ctgtcctcaggcgtggtccgtttcgatccacccgccggcatgtacccagacctttacgag 

cgccgccaaaaccagttggccatccagggacttttcgcaccgaccgcggaatgggaaggc 

gacaa'caargaactgetgaggtgctcctacccggcgatgcgtgacccagccgtggc 

gatatttaccgcggcgacaatggcctcgatacc'ggcatcggacagtcattgttcagcctg- 

GACTCTAGTCTCATGCACAGCGGCGTGCTGCAAAAAATTGAGCGCGTCAACCTCCAAATC 

ggcgacaccgtcaccctggatgatggcaccaccgtctccttcgacggcgcgtcagaattt 
gccaactaccagatcagccgcgaccccacacaaaactgggtgctggtcaccaccgtgatt 
tcgctggtctccctggttggatccctgatgatccgacgccgccgcatttgggtgcgtttc 
tatccacaagaaaacggaaccacccgcgtggaaaccggcggacttgcccgcaccgaccgc 
gcaggctggggtggcgaatacgagaaattccaccgcgaactgctgggtctgaaggaggaa 
gatgaagacgaagagtacttcgaccacgacgac 

>RXA003 87 -downstream 
TAACACCGCAATTTAAAGGCTTT 



>FIXA003 90 -upstream 
Q GGAAATAGACCGTTAATAGCTGGTCTTTACATTTGCCAGAAAGCTCCGACGAAACCCCAA 
i.j TAGTTGACACGGAAACTAATTCATTCTAGCTTTAGTGACC 

f2 >RXA00390 

\% ATGTCAACTACCAGGGAAATTGCATTCCTCATCGCACGTATCCTCTTGGGCGTCATCCTC 

: ! ATCGCCCACGGCTGGGACAAGTTCGCCATCACAGGACTTGAAGGCGTCACCGGCTTCTTC 
GATTCACTCGGCATCCCAGCAGCCGGCATCGCCGCAATAGCTGCTGCAGTCGTCGAGCTC 

H CTAGGAGGAATCCTTATCATCCTAGGAGTATTTACCCGCATCGTTGCCGCCTTCGTTGCC 
ATAGACATGCTCTTCGCAGCACTGTTTGCGCACGTCTCCTCCGGCATCTTTGTCACCAAC 
AATGGTTGGGAACTCACCGGCGCAATCGGCGCTGGCGCGCTGCTTCTCATCGCAGTTGGC 

fl GCAAGTGCATGGAGCATCGACGGGGTTCTGGCAAAACGCAAGGCC 

py >RXAO 03 90 -downstream 

v,! TAAATCTAGCGCCACAACTCCGA 



>RXA003 92 -upstream 

TGCTTGAAATACGTTCGGCAGGCTATGGGGGAGTGTGAAACGCTATTGTGAAATGAATAG 
ATAGGTTCCATAGTCGATCGAGGAGGAGTCGCAGAAGTTT 

>RXA00392 

ATGTGGGTTGGTTATGCGGTTCGACAGATCGCCAGTGTTTTTCTTACTCTTTTGCGCATG 
CTGCCACTAGCAGCGCGAAATCGAGTTGCCAGGGGACGCATCCCGGAAACCGGCGATGTG 
GTGATCTCATTGACCACCCATGGGAAGCGAATTAACTACGTTCACTTCACCATCGAATCG 
ATCGCACGCGGCCATGTGAAAGCACCAATTGTGCTGTGGTTGGACAAACCAGACTTTGAT 
GCGCCGTGGCCTGCCACCATTAAGCGACTTGTCGCCCGCGGTCTGCAAGTACGGTGCAGC 
GACGGCTTCTACGGCCCCCACACCAAATACTGGAACCAATTCCGAGAAATCCACGGCACC 
GGCGTGCGTGTCGCCACCGTCGACGATGACATGATCTACCCCGAGTGGTTCCTGCAGCGC 
TTGCTTTTTATTGGCGACCTGCGCATGGATGCGGTTGTCGCCTACCGGGCGCACAGAATT 
GAGCTTCGCGACGACCGAATGCTCCCGTACGTTAAATGGAGTGCCGCAGACACCTCAAAA 
GCGTCATTCCTGCACTTTGCCACGGGAGTGTCAGGCGTTTTGTACCCCGTGACCTTCATT 
GATTATGTGGTCTCCCAGGGCGATGTATTCCTTGAGAACTGCAAGCGCGCCGATGACGTA 
TGGCTGCATGCCTGCGCACTGCGCTCTGATCACCCTATTCGCCAGGTCTACGCTCAGCCC 
CGACACTTCGCTGTCGTGCCCACCACCCAAGTGGGAGCACTAGTTGTTGGCAACACCCTC 
ATGGGTGGAAATGATGAGCAGATCGCCAAAGTGTACACCGATGAAGATGTGGCAAAACTA 
GTTGCAGCCAGCAAGAATGAAGAC 

>RXA003 92 -downstream 
TAAAACAGCTTCGCGATAGCACG 
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>RXA003 94-upstream 

ACCCACTTGAACCTCTCCTTAAATATTTGCTTCAACCTCCCACAATACGGAACTTTGAGG 
CATTCTTGGGTATCGGTATGTATTGAGTAGGGTTGAATAT 

>RXA00394 

GTGAGTGAGTCCAATACCCCCAATCTCCAGACACACCAAGCGCCGGAATTAAACCCGGAA 
CTACAAAAA"GCTGCCCGGAAAAAGGTGCTGAT.T.TACjGGTCTGGCACGTTT^ 

gtcgtgctgaccttgattattcatagcctggctctgctgattagtgcgcctgtgcca'ctc" 
gttatgtctgcgatgctggctctgattgtggcgttcccattgtccatgctggtgttcagc 
aaactgcgcatgaatgccacccaggctgtttcccagtgggatgcacagcgcaaggcccac 
aaggaatgggttcgaagcgagctggcggaccgc 

>RXA0 03 94-downstream 
TAAAAAATTCCCCTCGTTCTTTG 



>RXAO 0 3 9 5 -ups t r earn 

ACTCACATATTCAACCCTACTCAATACATACCGATACCCAAGAATGCCTCAAAGTTCCGT 
ATTGTGGGAGGTTGAAGCAAATATTTAAGGAGAGGTTCAA 

>RXA00395 

GTGGGTAGGCTTTTGCTGATTATTTTGGTTATCGTCGCAATCGTCTTGCTGTGGAAGGCC 
TTCAAGCCATCTACATGGAAGCGTAACGCGGAGATCAATCAGGGCCAGGCACCTCGTGCA 
GTGAAAGGCCCCGACGATGATGAAGAATTCTTGTGGAATATTGAAAAGAATCGCTTCAAA 
CAGCGTCGCGCCGACGAGGCTGCCCAATTAGAAGAGGAAGAACGTCTCAAACGGGCCAGG 
GAACGCTACGCAAAGCCTGAAAGCTCAGAAGAAGGTCCAGAGAAGCCCACTGAGGATTCT 

>RXA003 95 -downstream 

taaaagggcttctttaaaaagat 



>RXAO 03 9 6 -ups t ream 

atcccttggcgctacaacggtgtagccattggtaccgaggatctgtggtacatcggcgca 
gacaagacctacattttgagccagcgctaaggagaaccca 

>RXA00396 

GTGACAGAAATTGCAGAAAACCTTCAGCGCTTGGGTATTGAATTACCTGATCTACCAGCA 
CCGCAGTATTCCTACGTACCGTTCAACCGCCAAGGAAACACCCTCTATGTATCGGGGCAG 
ATTTCACGAACCGCAGCGGGAGACATCCTCGCCGGACGAGTTGGCGAAGACGCAACATTA 
GAAGAAGGAATCCACGCCGCAGAGGTAGCCACCATCAATCTGCTGGCCAGAATCCACCAA 
TCCATCGGTTTAGACAATGTGGCCCAAATTCTGAAACTGAATGTGTGGGTCAATAGCTCC 
GATGACTTTATTCAGCAGCCTCAAGTGGCCGACGGTGCATCCCAGCTCCTTGAGGCAGTG 
TTGGGTGAGGCCGGAAAACATGCACGCACAGCACTACCCACAAATACTCTCCCCCAGGGA 
GCACTAGTGGAATTGGATGCTGTCGTTGCGGTCACCGAGGCCGCCGAAGTT 

>RXAO 03 9 6 -downstream 
TAGGACGCGTGGGCGAAAATTTC 



>RXA00397 

AACCTGCACTCCTCCAACAGAATGCTCTTCCCTGGACCTCCTGTGGATTTCCCGATCAAC 
GCAGAAACCCGATGCATTCAGCTCGACGCCGGTGTTGCAGTAAAGAAGGACGGCGTGGTG 
CTGGGTACCTCAGATATGGCGAGGTCCCTGCCTCGAACCGCCGCTGGCCAAGAAGCCTAT 
GAGTACTTCTTCAAGGTGGTTCGTGAAGGCATCATCGGGCAGCTGCGCCCGGGCGTGATC 
TGCGCTGACGTGCACGAAGCAACCCTTGATTACCTAAGCCCGCAGCTACCTCGCATGATT 
GACATCGGAATGCTGGGTGCCGACACCGATTTCAACACCATCTACCGCAAGCGCAATGTT 
GGCCACCTCATGGGCAAGCAGGAATCCTTTGCCAATGAGCTTCGCCCTGGATACAAGCAC 
ATTCTTCACCACGGCTCCTATGGTGCCGCGGAGATCCCTTGGCGCTACAACGGTGTAGCC 
ATTGGTACCGAGGATCTGTGGTACATCGGCGCAGACAAGACCTACATTTTGAGCCAGCGC 
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>RXAO 03 9 7 -downs t ream 
TAAGGAGAACCCAGTGACAGAAA 



>RXA00398 

TACCTCCCCGAGCCTTTCACCGTGGAGGATTACACTGCGCGTGTTGAAGGCCTCGAAGTT 
GCTGGCGGAGCGATTGTTTCCGGTTCTTTCCAGGCTTTCGACCAGGGCTACCTCAAAGAT 
GClCTCGCAGTG'CTTGGCCCAGGeTATGTGGG-TG.TCACTi^^^ 

GATCAGGAGATTCTTGATCTGGACAAAGCTGGCGTGAAGGCTOTGCGTTTAAACTTG^ 

CGCGGTGGTTCGGCAGGTCTTGACGATCTCGAGACCTTGGCACGCCGAGTCCACGACCTA 

GCCGGTTGGCACACCGAACTCTATGTGGATGCTCGCGAACTAGACGAGTTGGAATCAACC 

TTGGCCTCCCTCCCTGCTGTCAGCATTGATCACTTAGGGCTCCACCGCGATGGACTTCCC 

GCACTTCTTCGCTTGGTAGAAAATGGCATTAAAGTCAAAGCAACCGGATTCGGACGGGTA 

GAACTAGATCCAACTGAAGTCATCCAGGCAATCATGGCTGTCGATCCCACTGCTTTGATG 

ATCGGAACTGATCTTCCATCCACCCGCACTAAGCGACCTTTCGAAGACGCTGACCTAGAT 

TTGATCGCTGAAACGGTTGGCGAAGATCATGTCGACAACGTCTTCTGGAACAACGCTGCA 

GCGTTCTACCTCGGAGACCAG 

>RXA003 9 8 -downstream 
TAGTTTTAAGACCCGAAATGTCT 



>RXA003 9 9 -upstream 

GGACATTGCTATGTCGTGAGTTGTAGTAACCCCAAAGCCCACGGATTAATCAATAGTGAA 
ATTCAATGATTTTCTTTTCCCACAGGCCTAAACTTAAATC 

>RXA00399 

ATGAGCCACAACGACAGCCCAAACTTTGCTCGCCGAGCGCTCAATTGGCTCCGCCAAGGT 
TATCCAACCGGTGTTCCGCGGCACGATACTTTCGCTCTGTTTTACGTTTTGGAGCGCGAA 
CTTACTGAGGAAGATCTCAATGAGCTCGCAGAGCTTCTCATCGCGGAAGGTGAGAACAAT 
GGGCTGCACGATAATCCCATTACGCGTGAAAAAATCGGCAAGCTGATCACGCATGTTCAC 
AGTCAGCCACCTGAGGATGAAGACATCGATCGAATTCAGAAAAAGCTGCAGGCTGAGGGC 
TTCCCCACCCGCAAT 

>RXAO 0 3 9 9 -downs tr eam 
TAATTAATTGGAGTTTTGTTGTT 



>RXAO 040 8 -ups tream 

GGGGGAGTTTCTCAGCCGTGGCTCACGAGATTTTCGATAATTTGGCAAAGTGGACATTAT 
GACAAATACGCACAGGCGAACCCCAGAACCACATGAGGGC 

>RXA00408 

ATGAATCCAGTGTCACCAAAACTGACCACGGCCAGGTACCTCACCCGCATTCCATGGCTG 
CTGATCAGCGCGATTGTGTTTGGGGTGCTTGGAGTTTTTGTGTCTTCGTGGTTTTACGCC 
GGTGTGATCGTAGTTGCCGTCATTCTTATCTGGCAGCTGTGGCTGATCCCGCAGCAGGTC 
AAGCGACTGGGATGGCTGGAAACCTCCGATGAGCTGCTGATCACCAAGGGAAAACTGTGG 
CACACCTTCACGGTTGTTCCCTATGGCCGCATCCAGTTTGTTGATGTCACCGCAGGTCCC 
CTCGAGCGCGCGTTTGGCATGAAACAAGTGCAATTGCATACCGCGTCGGCGTCCTCTGAC 
TCCACCATTCAAGGCCTGCCTGTCGCGGAAGCCGATGCCTTACGTGAGCGACTGGCTATT 
AAGGCCCGGGAGAGGATGAGCGGACTA 

>RXA004 08 -downstream 
TGAGCAGCCTTGAAGGGTTTCGA 



>RXAO 04 09 -upstream 

CGGCGTCCTCTGACTCCACCATTCAAGGCCTGCCTGTCGCGGAAGCCGATGCCTTACGTG 
AGCGACTGGCTATTAAGGCCCGGGAGAGGATGAGCGGACT 

>RXA00409 
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ATGAGCAGCCTTGAAGGGTTTCGAAAAGTCCACCGCGCCACCCCATTCCTTCGCATCTGG 

ACCATCATCGTCGCAGTTCTCGCGGCATTCGCATTCAATTCCGGCGCATCCGTTTTAAGT 

TTCATCTGGGGTGTCGTCACCGGCGAATACGGATTCGCAGTGCTGCCGATTCTATTGACC 

GTCGGTGGCGCCGTCATTGTGGTGGCACTGGCCTGGATTATCACCGGAATTTGGTGGAAA 

GCCGTCGGATTCCGCATCACCAATGAAGAGGTGCAGCTGCAACGCGGAGTGATCAGCAAA 

GACCTCCGCACCGCCCGATTTGACCGTATCCAAGCCGTTGACCTGGTGGAATCATTCATC 

GCCCGTATCTTCCGACTGGCAGAAGTCCGCATCGAAACCGCCGGCGGCAGCGACTCCGCC 

ATCAGCATTGGCTTTTTAAGAAAAAGCGAGGCCGAGGCCCTAAAAAGGGAGCTTCTCGAC 

GCCTCCCAGCACTCAGTCGCCACCACCCCAGCCGGAGTTCCGGCTGAGCCTGGGGTAGGG — 

GAGACCGTTGTAGTTGAGAGCGCGGGCGATGTTCTGGTTCCACAAATCCCCGTGCAACGC 

ACCCTCGCCAGCACCGCCTTATCACTAGCAACCATCATCACCGCGATCGGTATTGTGATT 

TTGCTCTTCGTTCCTTTCGGAGTGAGCATTGCCGTGCCGTTCTTTGTAGGCATGGTGCCA 

GCGGTCTGGAACTTGATCGATAAGTCGTGGCAATTCACCGCAACACAGCGCAACGATGTC 

CTGCATGTCAGCTATGGACTTGCCAACCGCCGCAAACAATCAATCCCACTGGGACGCATC 

CACGCAGTGAAACTAAAACAGCCATTGCTGTGGCGACTGGTTGGCTGGTGGACCGTGACC 

GTGCCTGTAGTTGGCTACGGCGACACCACCCAAGGCGGAACCTCCAAAATCTTGCCCGTG 

GGTTCCAAAGAACTCGCACTAAAAGTCCTTGAAGCGGTGGGGCCACTAAACAGCGCCGAC 

ATCGCCGAATCTGCAGACCCATCACATATGAGCAGACCCCAGTACACACCACCAGTTGCT 

GCACGCCTGCTCACACCAGTCGATCGGACCCGCCAAGGCGTCACGTTGATTGGTGTGGCT 

GGTGCCCCTGGTGCGGTGGTCGTGCATGAAGGCAGATTCATGCCACGTATGTCTGTGATT 

GATACCTCCCACATCCAAGAACTCACCCTTAAACACGGGCCGATCCAAAGAATACTGGGA 

CTCTCCACCGTTGTGTTTAACCTGGTCCAAGGGCCAGTGGGAATGGCCGCATCGGATCTC 

AGTGCAGCTGATGGAAAAGAACTTCTCAACATTCTCCGCAACAGAAAACTACCCGCACTG 

GAATCAGCTCCGCTGGGACAAAACAGCCTGGAC 

>RXAO 04 09 -downstream 
TAAGGTGTAATCATGCACATCTC 



>RXA0 0 411-upstreain 

CATTTGGCAAAATGACTGTTCGACTCACCGGCAACACCGCTGCGATTGAAGAGTTCTATC 
AAACCTTGACCAAGACCACGACCATCAAGGAGATCACCCG 

>RXA00411 

ATGAACGAGATGATCCTCGCAGCTGACTGGAACCGGCTAGGACCCACCTTCCAAACAGCC 
ATCATTGACACCCTGTTGATGGTCATCATCACCATGGTGGTGGCTGGCTTACTGGGTCTT 
GTCGTCGGCCTGCTGCTTTACACCACCCGCGCTGGTGGAATCTTGAAGAACAAGGTCATC 
TACACCATTTTGAATGTGCTGGTGAACTTTGTTCGACCCATCCCATTCATTATTTTGATC 
GCCGCCATCAAGCCACTAACGGTCGCCGTCATGGGCACCTCCATCGGCCGAGATGCCGGC 
ATCTTCGTCATGGTTGTCGCAGCGATTTTCTCTGTGGCTCGAATCGTGGAGCAAAACTTG 
GTCTCCATTGATCCTGGTGTCATCGAGGCAGCTCGCTCCATGGGTGCGTCCCCGATGCGC 
ATCATCGCCACCGTGATCATTCCAGAAGCACTTGGACCATTGGTTCTGGGTTACACCTTC 
CTGTTCATCGCGATCGTCGATATGTCCGCAATGGTCGGCTACATCGGTGGCGGTGGTCTT 
GGTGACTTCGCCATTGTTTACGGCTACCGCGCCTTCGACAACGAAGTTATGTACGTTGCC 
GTCCTGGTTATCGTCATCATCGTGCAGGCAGCCCAGCTTCTGGGCAATTGGCTGTCCAAG 
AAGATCATGCGCCGC 

>RXAO 0 4 1 1 -downs t ream 
TAAACCTCTTGCATAGAAAAACC 



>RXA00416 

ACTTCCCACTACGCCAACCCGCTTGGTGAGTTCGGAAACAGGAACGCATTCATCGAAGAT 
CTCGCGATCCGAAGCTGGAATGAGTTGGCTGATCCTCAACAATTCAGCGACGCCTTGAAC 
ACCTCTCCATGGACGATCCCTGAGGTGTTCATCTTCCGTGGCTCCATCGATGATCCTGAC 
GCCGGTTGGAAATACGATGTGGCTGAAGATCTGTACCCGAACAATCCAAACGTGCGCTTC 
CGCGGCGTGTACTTTAACCCGGAGTCATTTGATCAGATGTGGCAGACCAAGCAAGTGGGA 
CCTTTCGTGGTGGTAACGCACAATGAG 

>RXAO 04 16 -downstream 
TAATTCCTCACCAAACGACCCAA 
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>RXA00418 

CTGGCGTCTTACTTAAGCCCAACTGCGCTGGTGGTTGCGGTGTTGGCTATTCCGCTGTCT 
GCGACCCGCCTGTATTTGGACGGAATCAGCGTTGACCAGGGCTTTAGAACTCAGTTTTTA 
ACCCGCATGGCTGACGATATCGGCTTGTCGGACATGAACTACATCGATATGCCTACCTTC 
TACCCTGCTGGATGGTTCTGGCTCGGTGGTCGCTTGGCCAATCTTTTGGGGCTGCCCGGT 
TGGGAAGCTTTCCAGeeATGGGGAAT-TGTGTGCATGGCAGTTGCTGCTTCTGTGTTAGTT 

CCAGTGTGGCAGCGCATCACCGGTTCCCTGCCGGTGGCAACAGGCATTGCGTTGGTGACA 

ACCTGCATTATCTTGGCGATGAATTCCGAAGAGCCCTACGCTGCAATCGTTGCGATGGGT 
ATTCCAGCGATGCTCGTGCTGGCTTCCCGCATTGCCAAGGGCGATAAGTTTGCGCTTGCC 
GGCGGCATTATTTACTTGGGTGTTTCGGCTACTTTCTATACTTTGTTCACCGGTGCTATC 
GCGCTTTCTGCGGTCGCGGTGTGCATCGTGGTGGCGGCTATTGTGCAGCGCTCCATCAAA 
CCACTGCTGTGGCTTGCAGTGCTGGGTGGTGGATCCATTGTCATTGCGTTGATTTCTTGG 
GGTCCTTACCTTCTGGCCTCCATCAACGGAGCGGAGCGCTCTGGCGATTCCGCAACACAC 
TACCTGCCTCTTGAAGGCACCCAATTCCCGGTTCCTTTCTTGGCATCAAGCGTTGTGGGA 
CTGTTGTGTCTTGTTGGCCTGATCTATTTGGTGGTGCGTTTCCACAACAATGAGGTGCGC 
GCGATGTGGGTCGGCATCGCAGTGTTTTATGCCTGGATGGGCATGTCCATGGCGATCACG 
CTTTTGGGCAACACGTTGCTTGGATTCCGTCTTGATACGGTGCTGGTGCTTATTTTTGCC 
ACGGCTGGAGTGTTGGGCATTGCAGATTTCCGCCTTGCCAGTGTGTATCAGCTCTACCCC 
ACCCAAATCACAGAGCGCACGGCCACCCATCTGACCAATCTAATT 



>RXAO 042 2 -upstream 

AAGCGCCGGGCGCGGAAGGCGCTGGCTGAGGCCTTCGGCGCGGAGGTCCAGCCACTGCCG 
CTTGACACCGAATAGGACAAATGGGTCTATCCTGGGGCGC 

>RXA00422 

ATGCCCACGAATTATGCACGCGACAACGTCATTTCCTTGGCGTCTGCCCGCGAGCAGCGT 
TCCGGGAAACCCGAGCCCAAACCCGAACTAACACTCATCGTCCGCGCCACCAACGTGCAA 
GCGGACGGCGAGGTCCACAGGCAAATTGGGTTGAACTCGGCGATGAGCCTGGACGAGCTG 
CACAATGTACTCAACATCGTTTTCGGTGTTGGCGGCGAGCAGTCACCCTGGCGTTTCGAA 
GACCAATTCCACCAACCCAGCGCCCCCGACACCAACCTCGGCGAACTCCTGCCCGAACCC 
GGCGACTTCCTGTTTTACTTCTGGGGCCTGTGGCAATTCAACCTGCAATGCGTGGAAATG 
TACCCGCGCGACAACGGCACCCCGCGCGCGCTGTGCATCGGCGGCTCCGGCGGCCTCGGC 
GAC 



>RXAO 042 3 -upstream 

AGTTCTTTGAAAAACGTGGCGCTTCCAGGCCATTCACCTGCACTGGCATGGTGTACGCCG 
CTTTTATTTACGCAATCTGTGAGCTGGAGGCCCGCACAAA 

>RXA00423 

ATGACCTATCCCGTGTTGAGTGTTTTGGATAATTCTGGCGATCACAACATCATCTGGCAT 
GTGCAAACTTATCCCGCGGCGCTGCCCACCGGGGCGTGGATTGCCGATGAGCAACAACTG 
ACTGACCTGCTGAAAGACACAGTAGTGTTCCTTACCCCTGGGAGCACCGCTCCGGAAAAT 
GCCCCCGTGGCGACGATAGAAGGGGTGCGGGTTGACGTCGATAAGCAGGTGGCAGAGTAC 
AACAAACATGGGATCCGCCTGCCCAGCTTGGGCGCGCGCACTGTGGAGGCGCAGTACCGC 
GGCGAGCCGGAGGCAGAGGCTGCGTGGCGCACGGCGATGGAGCTCGTAGAGATCGCAGGC 
GGCTGGCTAGAAATTGAAGCCAAGCGCCGGGCGCGGAAGGCGCTGGCTGAGGCCTTCGGC 
GCGGAGGTCCAGCCACTGCCGCTTGACACCGAA 

>RXA0 042 3 -downstream 
TAGGACAAATGGGTCTATCCTGG 



>RXA0042 4 -upstream 

GCGATGTGGACCTCGGGAGCCTTGGCTTTTTTGAATCTTTCAAACATGCCCACCACCTTA 
ATCAGTGAGTAGTCTTGGCAACATGGATACCAGGATGAGA 

>RXA00424 
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TTGCAGGTAGCAGCAGGTTCCGCGCTGATTGGTGCTGGGGTTGCGGTTAATGATTACGTA 
CAAAGCCCAGTCCGCCGGGCCATCAGTTATGGTGCGTTGGCGCTTTCTGGGGCGACGGTG 
ATTGCGATGGGTCAGGACCCGACTGGGGAGCGGTCCATCATTGCGAAAGATTCCGCGACG 
ATGGTTGATCAAATCCGCCAGGAGATCGGCGATTTGGGTGTCACGCCTGGTCCAGAATCT 
GATGTGGATGCCATCACGGAGCGAGGTCCGCTGGTGACGTGGCTGTTGCTTGCTGTTTTT 
GTCGTGGCATTTTTCACCTTGGCGTATTTCTCCATGCGCATGGATGTGGCGGTGATGAGA 
AGGATCGCTAAGTTCTTTGAAAAACGTGGCGCTTCCAGGCCATTCACCTGCACTGGCATG 
^GTGTACGCCGeTTTTAT-T-T-AGGCAATCTGTGAGCTGGAGGCCCGCACAAA^ 



>RXAO 042 4 -downstream 
TGACCTATCCCGTGTTGAGTGTT 



>RXAO 042 5 -upstream 

ACCGCAACCCCAGCACCAATCAGCGCGGAACCTGCTGCTACCTGCAATCTCATCCTGGTA 
TCCATGTTGCCAAGACTACTCACTGATTAAGGTGGTGGGC 

>RXA00425 

ATGTTTGAAAGATTCAAAAAAGCCAAGGCTCCCGAGGTCCACATCGCGGCGGAACGCACC 
AACCTTCCGCTTAACGATTTCATGACCCGCCTCTTCGCCCAGGAACTCCCCCTGCTCGAT 
AGCACCTCACGTTCAGAGGTCTACCGCCTGCTTCGGGAATACGACGGCCCAACAATTAGC 
TCCCAGGAAGAAATCCCCGCAGAGATTCGTGAACTCATGGATCTT 

>RXA0 042 5 -downstream 
TAGGCAATAAATGTGAGATTGGA 



>RXA0 042 8 -upstream 

AGCGTCGCAGGGATCGGCGCGATCTTCCTCCTTCCGATCGGCATCATCATGTGCCTCATC 
GCCGGATTCAACCGCTACTACGCAGCCCTTAAGGTCTAAA 

>RXA00428 

ATGCCCGGTCTAGTTCTCTCCACAAACGTCGCCCATATCCAACAAGACCCAGGTGGCGAT 
GACCGCATCAGCGGCATCAACAAACTCCCCGTCGCCACCGGCATCGATGTATTCATCCCC 
GGACCCAACTACGGCGACGGCTCCGGCGTAGTCGGCGACGCCATCGGCGATTCCCTCCAC 
CACGGCGGCGCCCACAAAGCCATCTACGCCTACAGCCGCGAAGAACTCGACTTCTTTGAC 
CCCACCTACCGCAACGGATACTTCGGCGAAAACCTCACCACCAGCGGAATCGTGTTGGAA 
GACCTCCTGATCAACCAACAAGTGCGCATCGGCACCACGCTGCTCGAAGTCTCCATTCCC 
CGCCGACCCTGCCGCACGTTCGCCCACTGGCTCGACATCAAAGGCTGGCTAAAAACCTTC 
ACCCAACGCGGCCTCCCCGGCAGCTACTTCCGAGTCATCGAAGAAGGCCACATCAACCCC 
GGCGACCCCATTGAAGTTCTGCAGGCCCCCGACCACGACATCACCATGTCCATGGCCTTC 
CGTGCAAAAATGGGAAACAAAGACCTCGCGCGCCGGGTTGTTGCAGCCAACTGTCTCCCA 
GCGCGCTACCACGAGGAACTACTAAAACTGATC 

>RXAO 042 8 -downstream 
TAGGGCCTATTGAATTTCTCGTC 



>RXA0042 9 -upstream 

CGATGGTGGTCGCCTTCGTGATCGCCCAAGGCACCCGGAACGGTCATCAACTTCATCGTC 
CAAAGAACCATCATTTTCCGAGTGAAGTAAGGTACCCCTC 

>RXA00429 

ATGAAGACCTTCAATCCCACCATGATTGCCGGACTCATCGGCGTACTCTACTTCGTGCTG 
CTCACCCTGATTTTCTCCATCCAAGACATGGAACTAGCAGCAGAAATCGCCTTCGGAATC 
GTCACCATCGTCGGCCTGATCGCGGTGTGGGACAACTTCCGCGACCGCAACAACTCCACC 
TGGAAAACCTGGACCGGCCTCGTCGGCGGACTGCTAATCGCCGTCCCCGGAATCTGCCTT 
CTTGTGGGAAACCTCGTGCTCCTCGCAGTCGACGGCAACCCCTCAACCATGGTGAACACC 
CTGCTCAGCGTCGCAGGGATCGGCGCGATCTTCCTCCTTCCGATCGGCATCATCATGTGC 
CTCATCGCCGGATTCAACCGCTACTACGCAGCCCTTAAGGTC 
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>RXAO 042 9 -downstream 
TAAAATGCCCGGTCTAGTTCTCT 



>RXAO 0 4 3 0 - ups t r earn 

TGCCCCCGTGGATCGCCTGGACATTTATAGGGAGCTGCTGTGTTTCTAGGTATTGTGTAA 
CCTCGTGTCCGAAAATCTTGATGTTACGATCGTCCGACCA 



>RXA00430 : — ^ 

ATGAGCCTGAAAACCCAAGCTTTCCGGTTCATCCTCACCGGTGGCCTCTCAGCCATCGTG 
GACCTCGGCCTGCTGTCACTTTTGCAGCTAGTGTTCGGCCTTCCCGTACCTGTTGCCCGC 
ACGATCTCCTTCATCGCCGGCACCACCACCGCCTACATGATCAACCGCCGGTGGACCTTC 
CAAGCAGAAAGCTCCACCTCCAGGTTCCTTGCTGTGGTGGCCCTCTACGGCGTGACCTTC 
CTGATCAACATTGGACTGCAAACCCTCTGCTCCGCATTGTTTGAGAATTGGGGCTGGAAC 
GAAGCCGTCGCGATGGTGGTCGCCTTCGTGATCGCCCAAGGCACCCGGAACGGTCATCAA 
CTTCATCGTCCAAAGAACCATCATTTTCCGAGTGAAGTAAGGTACCCCTCA 

>RXA0043 0 -downstream 
TGAAGACCTTCAATCCCACCATG 



>RXAO 043 3 -upstream 

GTCTCCAGCGACTCAAACATCAAAAATTGATATTTGCGACAAGTTGAAATCATACCCGAT 
AGTCTCGAACATACTAAATCACCTAATCAGGGGGAATTAC 

>RXA00433 

ATGGATGTGTTAAAGATCGCCATCATCGCTGCAGCCATGATTGGTGTGCCGGTTCTGGTG 
GTTTTCCTCATTGTGTTTGCGGTGCACAAGTTGGCTAAGGAAGTGCCGCGGTCTGGTCGT 
CGTCCGGGTATTGGGTTGGGGTTGTTGCTTGGTTTTGTTGCGGGGCTCATCGTGTGGTTT 
GTGTGGTTGAGTTGGGGTGGTTATTACGAGAATGAGTTTGGGCAGATGCAAGGTCCGTAT 
CGTCCGTGGCAGGTTGTTGCTTGTGGTGTCACGATGGTCGCGGTCACTGTGATTCTTGGT 
CTGTGGACTAGGTGGACTGCGTCTGGTCCGTTTTATTCGGCGTTGGGTGGTGCGTCGGGG 
TTTAGTTTCGCGTGGGCCATGGATGCCATTCCTCAGGATGAAACCGGATTGTCGGCGTTT 
GGCTTAGTGATGGTCATTGTTGGTGTTGGTGCGGGGCTAAATGTGGTGGCAACTCTGACG 
TCAATCGGCGCAACGATCTGGAATAACCGGCTACCCTCGAATGCA 

>RXA0 043 3 -downstream 
TGACTAAAACCACGCGCCAAACC 



>RXA0 0447 -upstream 

GAGCACGGCATCGTGATTCGCGCGTTCCCCGAGGGTGCGCGCATTTCGGTGACCAACGCC 
GAGGAAACTGACAAGCTGCTGCGCGCGTGGGAGGCCATCA 

>RXA00447 

ATGCTGGGTAGTCTTTGGCGTTTTGCGGTGCGCACCGCAGCAGGCGCGGTGGCGTTGTGG 
GTGGTTATTAAGCTTATCGACGGCATCTCCCTGAGTTTTCCCACCACACCTCTCTATCAG 
GACGGTCAGCACGACAATCTGCTGACATTCCTGGCGGTGGCAGCAATCATTGTCGTGTTG 
AATGCCACGGTGAAACCCGTCTTGAAGCTGCTTGGTTTGCCGTTGACAATCATCACCTTG 
GGTCTGTTCTCGCTGGTCATCAACGCGGTAATCATGCTGCTGGCGGAGTATGTGTCAGAT 



>RXAO 04 51 -upstream 

GGATCCGCCGATGAGGCCGAGGCCCAGGATGCATACTGGGCGGGAAATGTCTTTGGTAGT 
CACCTGACAAGTGTGGCACATACCTACTACGGTTATCTCT 

>RXA00451 

ATGAACACTGAAGAGGATGGCCTGAGCTTTGCAGTTACGGCTACCTTAGTTGAAGGTAAA 
TGGCAGGTACGCGAGTTTGAGGATCACTTCTCCAAGCTCTCTACCTCTATTAATGCGGTT 
CGCTCGCTGCGTAGCGAGGGGCCGGCGTTTGCGCTGTTGTGCGTTGATGATGAATATTTT 
GTGATGGTGCGTCCCACCCCAAGTAGGGTATTCCTTTTCCTTTCGGATGCGCCGATGGCT 
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GTCGACGATGATTTCGCCGCCGCGGTGATGGATGAACTCGATGCGGATCTTCCAGATATC 
AACCCTGATGATTTGGACGACATCGATCCATGGCCAGAAGGTGATTTCGATATTTTGGCG 
GATTTGGGGCTGTCTGAGGAGGTTCTTTCCGTGATTTGCGATGACATGGATTTGGATCCT 
TCCGAACAATTGCTGCGCATCGCGGAAGAACTCGGTTTTGATAATGATCTGGCTCGGGTG 
GTGGGATTCGAC 

>RXAO 045 1 -downs t ream 

TAGTGGGCGTTTTACeTGTGGAG . 



>RXA00455 

ATTTTGCTGGCGCTGTTTGTTGCAGTCTTTCTAATTTCAAATATCACCGCAACCAAGGGC 
GTAGAAATCGGCCCGTTGGTGACAGACGGTGCGTTCTTCCTCTTCCCCATCTCATATGTG 
TTGGGCGATGTTCTAGCCGAATGTTACGGCTTCAAATCCACTCGTCGTGCCATTCTTACT 
GGTTTTGGCATCACGATGCTCGCGGCGCTGTCTTTCTACATTTCCATCTGGCTGCCTGGC 
GCAAGTTTCTGGGAAGGCCAAGAAGCTTTCGAAGCAACGCTCGGCCTTGTTCCACAGATC 
ATCGTGGCATCACTGGCGGGCTATATTGTGGGTCAGCTGCTCAACGCCAAAGTTCTGGTG 
GCTATCAAAAAGCGCACGGGTGAAAAGTCCCTGTGGGCGCGCCTGATTGGTTCCACCGTT 
GTCGGAGAATTTGTCGATACCCTGCTGTTTTGCGCCATCGCAGCGCCAGTGATCGGTATT 
GCCACCGCCCCGGATTTCATCAACTACGTTGTGGTGGGCTTCGTGTGGAAAACCCTTCTA 
GAGGTCATCCTCATGCCCATCACCTACGCAGTCATTAGGTGGGTGAAACGCCGCGAAGGT 
TATGAAACCTTCGACGCG 

>RXAO 045 5 -downstream 
TAGTACCGGCCTAAGAATTCTTC 



>RXAO 0457 -upstream 

AAACTCTCATGTTGGTTTCATCGTGGTTTCATGAGGCGGGATTTAACTAGAGATTGTTAG 
CCAATCGGCCAGACACTTCCTCCTAGAAAGGTCCCTCCTC 

>RXA00457 

ATGACCATTGCTCTTGAACACCCAGTACTGCACTCCACGGCGATCGCGTTGCCTGCTCGT 
TTTCAGGCGAGCTATACGACGCGTTTGGTGGCGGTGGGCGTCGATAAGCGTCCTTCTGAT 
TTTTGGTTGGAAACAGCCGGCACGCCGCAGGCGGGCGATGTGGTGATTGCGCGGGTGACG 
GCGATTAATAATCACAAGCGGGTGGAGACGCCGGAGTCGCGCAAGGCCATTTTGTTTGAG 
GGGGTGTTGGTGATGTTGGCGTATGGGCACCGGTATGCGGCGGATCAGTTTTTAGCGCAT 
GTACCGGAGGATTTGGGGCCATGCCATTTGGTGGCGGCTGGTGGCATCGCGGGAACGGTG 
ACGGCGCTGCACGATCGGGTGGATGAACCCACAGAGATTGAACCGTTGGGATTGCTCACC 
AATGCGCGCGGAACTGTGAATGTACGGGACTTTGCGGCTTTTGATAATCCTTTGAAAGTG 
GAGGCTCCCAACAAGCGTGCGCAGGTGATCGCGGTGCTGGGAACGTCGATGAACTCTGGA 
AAATCCACCACGCTTGCCTGCTTGGTCAATGGTTTGGCTGCGGCGGGGCAGAAGGTGGCG 
GCTGGAAAGATCACGGGCACTGGTGCTGGAAATGACCGCATGATTTATCACGATGCTGGT 
GCTCACAGCGTTATTGATTTCACCGACTTTGGCTACCCAACTACGTTCAAGCTGAATTTC 
GCGGAGATTCGTGCGCTGAGCGTCAACATGATTAATGTGCTGGCTGATTCTGGTGCGGAT 
ACCGTGATCGTGGAAATCGCGGACGGAATTTATCAGGGCGAAACCTCGCGGCTGTTGCGC 
GATCAAGTGTTCCAGGAAGCCGTGGATCATGTGGTGTTCTCCGCTGTTGATGCCTTGGGC 
GCGAAGGCCGGTGTGCAGGAACTGCAGGCGGCGGGGCTTCATGTGGCTGCGGCCTCCGGA 
GTGATGACGGCTTCGCCGCTGGCCACCGCGGAAGCTGCCGCTGTGCTTGAAGTTCCAGTG 
GTGCCCACTTTTGATCTCACCAACCCGGAGATCGTCACAGCGGTGCTAACGGATCATGCC 

>RXAO 0 4 5 7 - downs t r earn 
TAGCTTATGGCGTGCTCGTCGCA 



>RXA0 04 62 -upstream 

TGAAGCCTTGTCATTTTCTACATGTGCATCCGCTTTGACTACCGCCCTTTTCCGCCCAGT 
CCTTTTAGAAACCAGCAACACAGAAAGCAAGTGATCATTT 

>RXA00462 

ATGGAAGCTATTGCCATACTATTTGTCATTGGGGCGATTCTTGTCGTCGCGGTCATTGTC 
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CTCGGTATTTTCTTCTTAACTTCACGCACCTGGATCAAGGTGGCTGCAGCTGATGAAGCG- 
CTCATTGTCTCTGCGAAGAAGAAGGGGGAATCGCAGGTCATTGTCCACGGCAAAGCTGTG 
GTAATGCCTATTACCCAGACTCACCAGAAGATCTCTCTGCGTTCCCGTCAGGTAAATATG 
CAGGTGACGGCACAAAGCGATGACAATGTCACGTTGAATGTCGAGGCTGTTGCGCTGGTG 
AAGATCGGTTCCGAAGCTGAGTTTATTCGTCGCGCTGCCCAGCGCTTCGCTTCCAGTGAC 
AAAGAAATTGTTCGGTTCACACAGGATCAGCTGGAAGGTGTGCTTCGTGGTGTCGTGGCG 
CAGCAAACAGTCACGTCGCTCATGCGTGAGCGTAAAAAATTCTCCGAGCAGATCGCTGAA 
ACAGTCATCCCCGAGCTAGAGAAGCAGGGTT_T_G ATTCTTGACTC CTT^ 

ATCACCGATGATGTGGGATACATCAAATCCCTCGGCGCACCGGAAATTCAGGCAAAGAAG-^ — 

CAGGCTGCGGAAATTGCAGAAACTGAAGCTGCTCGTGCGATCGCTAAATCACGCATTGCT 
AACCAAGAGGCAGATCTGGTTGAACAGACCCAACTTGATGCCAACAAGGCTGCCGCTGAT 
GCTCAGGTCGGTGAAGCCCGTGCCCAGGCTATGCAGGCTGAACGCCTTGCCGATGAAAAA 
GCTCGACTAGAGGTTCTTCGCCAACAGGCTGAAAATAAGCAGATCGAGCTGGAAGCCGAA 
GTGAACAAGGTGGCCGACGCTGAACGCTACCGCCGCAAGCAGGAAGTCGAAGCCGATACT 
TTCGAGCAAACCAGGCGCGCACAGGCTCAGGTCGAAATCGCAGAAGCCGAAGCTACCGCT 
GCAAAGGTTCGTGCAATGGCTGAAGCCGAAGCTGTTCGATTGAAGGGACAGGCAGAGGCA 
GACGCTATCAAGGCAAAGGCCGAGGCCTACCGCGAAAACCAAGAAGCACTACTCGCCCAG 
CAAGCCATGGAAATCCTGCCGGAACTCATGAGCAACTTCGCCTCTGGATACGCAAACATT 
GGATCCATGACAGTGCTCTCCGGTGGAGAAGGATCCGAGAATTCCGTGGGTTCACGTTTT 
GCCGGTGAACAAGCACTTGGACTGAAATCCATTATTGAATCAGTCAAGCAAACCACCGGC 
ATTGATCTAGCTGAGATCATCCAAGGCCGTGCTGCTGGACATGCACAGGGCTCCGCTCAG 
GGTGCAGCGATTGCTGAAGCGCTTTCACGCGATGAAACTGTGGAAGATCGCTCTGAAAAA 

>RXAO 0 4 6 2 - downs t r earn 
TAATCTAGCTGCCCAGCGCATCG 




,j >RXA004 6 3 -upstream 

TACCACGCTAGTCGCCAGCACTCTCGGATTAAGCGGATGTACCTCCGTAACTTCCAGTGC 
% TACGAGCTCCCCTGAACCGCCGACTAAAGTTGCGGCGGCA 

>RXA00463 

f ATGCAGACAACGACTGGGGAGACGTCGATAAGCAATGAAACCTCGTTTAACGCCTCACGC 
n GAAACCTCGCTGACGGCGCTGGGTTTCTTGGACTATCTTGACGAGGAGCAACGCGCCGCC 
U TTGCTCGGTGAAGGCCTGGACATCAGCACGCTGACCTGGGCCAACCAGGTTACCGCGCTG 
g CGTGTGCTGGAATCCCTCTTCAATGAGCATGCATACGAGCTGGTTTCTGCAGTGATTCAG 
5 CATGTAGCTCAAGAACCTGGCGATAATCCACACCACTTTCTGAAGTTCTCGCCTGAACCA 
^ TCCACCGAGAATTCTTGGGAATTGACCCTGGATGGACCAACTGTCGGATTGAAAGTCACT 
" TTCGATCCGGACGGTCAGATCACTTTCAAGGATGCTCATTTGGGCCTGAGCCCAGCTGAG 
GTCGTTAGTGTCACTGAGGCGTTAGATACCTCCTATTCGGAATCGCAAATCAAAAAAGCT 
GCGGAACAACTGGTGGGAAGCCTCAATCCAACCCAGCAGGCAGCGCTCCAAGGATCCGGT 
TTGCGAGGAGCACAGCTCACTGAAGAGCAAAAGACCCTGTTCTTAAAGATGACCTCCAAC 
TGGATCGACCTTGCCAATGGCGATTCCGGCTCTGAACAGCAAGAAGAAATCGCTGATACG 
TTCAGTGATACCTACATCATTTGGAATGAGCAGAAAGATGGCTCAGCATTCTTCCAGATG 
AAAGGCCCTGAGCTCGACTTCAGCTATAAAGAGAGCGTGCCTGAAAACGCTGAACTCTCT 
GCACGGGGAGTCCCCAATATTCAGACCTCTTTTCAGTCACCT 

>RXAO 0 4 6 3 - downs t r earn 
TAACTGGCATTGGTTTAGTTTGG 



>RXA004 6 8 -upstream 

GGCAGAATTTTGCTCAAGTTGCCTAAATCAAGCACCCGTTCGAATAAGTGTCCACCCTTT 
GGTTTATTCTTGAACTCACTTAAGTTTTGAATTTTTAGTT 

>RXA00468 

GTGAAAGTAGTTGATGCACAAGTGGTTATGGGGCCAACCCACGCTATGAGCGGTGCAGCC 
GTGGGGCTTGCTGTTGCTCAAATTCTCCCAGCAGAATGGGGTGGGGTTACCACCGCCACG 
GAGGCTTTTATTTATGCGGGTTTAGCGGCGGGTGCAGCGCTGCTCCCGGACCTTGATTCA 
CCGCAGGCCACGGTGTCGCGTTCTTTTGGTCCGATTACCCAAGTGATTTCGCGTTTTACA 
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GAGAATATTTGCCAAACTTTCGTCAATGTCACCAGGGGCAGGAAAGACAAACACTGCAAC 
AACGGGCACCGCACGTTGACACATACGGTGTGGAGCGCTGCTGCCACAGGCGCTGGTGCC 
ACAGCGCTAATTGGCGCCTATGGAAAACCTGCGGTGATTGGTTTGCTGTTTTTCTTCCTC 
GGGCTCGCCATTAGAGGTCTCATGCCTGAATGGTCAAAGAACGCAGATTGGCTTTTAGTT 
ACTGGAGCTTCCGCTGCATTAGCAGTGGGAGTATGGAATTATGCTCCCGAAAGTTCATTC 
GGCATTGTGTTAGGCTCCGCCATTACAGTTGGAAGCCTGACCCACTTGGCTGGCGATATG 
GCCACTAAGGCCGGTATCCCAGCATTTGCCCCGGTCATTCCGCTGAAGGGCAAACGCTGG 
WGAA"CCTCAA5^TTGeeTAAGT-T-T-CT 

TTACTGTTCGTATTCTCGGTGGCGGTCATCATTCAGATTGGTTTGGTCTCATCGGGAAAT 
ATGAGCACCATTATGATGAATCTGCTTAGTCCTGCACTG 

>RXAO 0 4 6 8 - downs t r earn 
TAATTAATGGCAGTTGCGTTTCG 



>RXA004 69-upstreain 

TGCCCCTGCGACACCAAACCATCAGGGAAGACCCTGAACGCCACCTTTTCAGGGCTTTCC 
CCCATTCACTTATCAGCCTCAACACTCCACAATAGAGTCT 

>RXA00469 

ATGAGTACTTTTCAGGAGCCCCACCACAACCAGGGATTCATCCCTTTTGCCCAACCTGGT 
TATGAAGCTCCAACACCACACCTTGCAACTGGTACTTTTCAGCAAATGTGGCAGACCCGC 
CCCGCACGCATCCCTGCCAAGCAAGGTGGTCACGCCAAAGTAGCTGGTGTCTGTGAAGGC 
ATTGGTGTGCGTTATCAAATCGACCCGGTGCTCATTCGTCTATTTTTCGTGGTCACTGGT 
GTCTTCGGCGCCGGTGTCGCAGCCTATCTCATTGCATGGCTGTGCATGCCCCGCTACTCC 
GTTCCGGTCTCCCCCATCGAAGCTCTCTGGACCCCGGGCCACACCAAAGACCGCAACCAC 
GGCTGGTGGCTGGTCATCGCGTTCTTTATGTTCTCAGGTGTTTTATCCTCCGGCGCTGGA 
GGAATATCCGGCCCAGCAGCAGCCATTACTTACCTTTGCCTTTTAGCCATGTGGTGGGCG 
TTGCATAAGAAACAACCACTTCCACCCCGCGGACTACTCACCACTGAATTCACTGTTTCT 
GAGGATGCCACCATGAAAAACGAAGATCTCTACCCACGACCCCAACCAGATCTAAGCACT 
ATCACCCCCGTTGAGGGCTACTATGCACCCTTCGCGCAACAAACCCCCGAAGCGCCTCAT 
TGGGATCCACTTGCCCAAAACCAATACAACACCTGGGATGTACAAGTCCCTCCACAAAAG 
CCTCAGAAAAAGCGCCATGTGTGGCCATGGATTGTCGGCGGTGTAGTTGGTACCGGAGTT 
GTCATGAGCGCCCTCGCAGGCCTGTTTATTTCAAATATCGATCCCATCTACTTTGAAGAC 
GACCCTGGAATCGGCGATGTCAATCTCATCCCCACCAACGATGAACTCCTCAGCAGCTAC 
ACCTCTGGTGTGGGCGAAATGAACCTAGATTTCAGCAACCTCACCCAACTTGATCAGGAA 
CAAAACGTTCAAATCACCTCAGGTATCGGTGAAGTCATGGTGACCCTGCCTGATGACGTG 
CCAGTAAGCTTGAGTTGCTCCGCCGGTGTGGGCACAGCGCGCTGTGATGTTGGAGACCTC 
GCCGCCCACAATGCTGATTTGGAAGGTCCGATGTTGAATCTGGTTGTAAATTCTGGAATC 
GGCGATGTGAAGGTGGAGTTCGCTGATCAGAATGAC 

>RXAO 04 6 9 -downstream 
TAGCCCGACCCTATGTGAGTAGT 

>RXA00472 -upstream 

GTCTAAACGCTCCCGTGCTTTCGCCACAGCATTAATCGCCTTGGGCCTAGGGCTATCTTC 
CTGCTCTACTACGGAAGATACCGCTATATCGGAGACGACA 

>RXA00472 

gtgtctagtgttgcaacgaaaacaacctcgactctgcctgaaatgaactccgcagtatca 
gcagacggcgtgacgatcactatcgattctgccttcacgacagactctgtagaaatggaa 
tccctagacagaccttctggcgacatccaacccgagatgtctagagaagacggaatcttt 
gtcgtagtcgaaaccactataaagaacgagagtggagcagatatggacatcacctgtgca 
tccactggttcaactgtctatgcagaaatctccactaatcaagaggccgtataccaacca 
atacgcgatttattcctcatcccaggaaacccggaatgcaaccataAtctaggatccggt 
ttcgacgcaccaatgacttgggtatttcaaatccctaaagatgccactgcggagcgattt 
ggattcacacatagtgagctcggtgatgggaaactaacttggattgcactcaatgatttg 
agtaattcggagccagctactgaatcaactatgcgagacgaagcagcaatcgatccgagc 
acccctcagcaaactccagtacaggaaactgtgatctcacaaaacaccattgaaactcct 
gtagcccctgctcctgcggtacctgcttatggcgcttcttgccctgtctcgatgctccag 
cagccaagtcaagctgcagatggttcagctttggtctgcatttatgcaggaacccccaac 
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CCAATCTGGGTCTACGGCCCAGAACCTCTCGGAGTCGGGACTGCTACACCGGGTGGGGCA 
TGCGAAGGATACGAGGCCGGTGGGCAAGATGCTTCTGGAAATATAATGATGTGCTCAGGC 
GGACAATGGGTCTATGGGCCA 

>RXAO 047 2 -downstream 
TAAATCTAAAATCAAAGAGTGCA 



>RXAO 047 3 -upstream 

CCACCCCTTTTCTCACACCAGCCCCGCATGAACAGGCTGGTTGCACACCGTTGAAAATGA 
GTGTTTACTGGAACTCATGAGTGGAACAGGTGTTCGAAAG 

>RXA00473 

TTGTGGGGAGATGGCACTCCGGTGTCGCTCCCTGACCTTTCAGGATTAAGTAGAGCGGAG 
CGCATTGATGCGTTGCGTTCACGCATGTCCACCATGGGTGCTGCGGTGCCAAAGTTTGAG 
CCGTCGGTGGAAGAAAGTGCTGAACAAAAGCAGGATTCTCTCGCCGAAAAACAGGACATA 
GTTGCAGTTCCTTCCGCTTTTTCTGATCTTTTCCCTGGGGATGGTTTGCCGCGTCGTGCG 
GTTACTCAATTGGTTGAACAGCCACTTGTGGTGGTGGACTTCCTGGCTCATATTACTGCC 
CAGGGTGGACACGCTGCGGTGATTGGGTGGAAGGATTTAGCCTACGCCGGGGTGATTGAT 
TCCGGAGGTGTGTGCGAGAACATCATTGCTATTCCAAATCCTGGTACGGAGCCACTGAAT 
GTGGCAGCGGTGCTGTGTGAGGGGTTGGATGTGGTCGTGTACAAAGGCCCGGAGATTTCC 
CTGTCGCCAACCAGAGCGAGGCCGTTGCTGGGAAAGCTGAGGCAGGGGACTGCTGCCTTG 
GTGATGGTTGGCACGAAAGTAAGCTCACCGGCGCTGTCGGTGGATGCAGAGATCACTGAT 
TATGTTGGCATTGGTGCAGGTAGTGGGCGTATTCGTGGCGTTGAGATGCAGGTGCGGGCT 
GTGTCGAAAACTCACGGTGTGCGCAGCGGAAAAGTCCTGATCAGTAGGCCTCAGGATGCA 
GCATTGCTTGAGCCTGAACAGCCAACAACGTTGCGGGCGGTCCCA 

>RXA0 0 473 -downs tr earn 
TGACGCGGGTGATGGCATTGTGG 



>RXAO 047 4 -upstream 

GTGTGCGCAGCGGAAAAGTCCTGATCAGTAGGCCTCAGGATGCAGCATTGCTTGAGCCTG 
AACAGCCAACAACGTTGCGGGCGGTCCCATGACGCGGGTG 

>RXA00474 

ATGGCATTGTGGTTTCCGGATTGGCCTGTGCAGGCGGTTCATTTGGATGAAGATGCTCCC 
GCGCACAATAAACCTGTGGCGATTGCTGCGCATTACCGCATCCAGGTGTGTGGCGTGGCT 
GCGCGCAAGCGTGGGGTGCGTCGTGGGATGAAGGTTCGGCAGGCGCAGGCTGTGTGCCCT 
GAGCTGGAGGTTGTTGACGCGGATGCAGATCGTGATGCCCGGATGTTTGAGGGCATCGTG 
GCATCGCTCGGTGAGGTTGCCTCCAGCGTCGAGGTGCTTCGTCCGGGTCTGGTCGCGGTC 
GATGCGGGAGCTGCCGCGCGCTATTACGGTTCAGAGGACATCGCTGCTCAGATGCTTATC 
GACGCCGCCCTGCGCCAAGGCATCGACGTTTTCGCCGGGGTTGCGGATGAGATCACGACG 
GCCGTCATCGCGGCGAGGGCGAATGGTGGGACTGTGGTGAAGAGGGAGGCGTCGAGAAGC 
TTTTTACAGCAGCAACCCCTGGGCGTGCTGGCGGCCGAGGAAGCGCTGGGTTGTGAGGCG 
GAGGTGGTGCGCGCGCTGGCGGATCTGGGCATGCGCACGGTTGGTGAGCTGGCGGAACTG 
CCGGTAGAAGCCGTGGCGACGCGTTTCGGCAACGCTGGTCTGCGGTGTCACAACATTGCG 
CGTGCCAGGCACGATCGTAAGGTCGCGCCACCGATCACGCATGCAGATTGGGAGGTTTCG 
CATGTGCCGGAGGAGCCTATTTTGCGTGTCGACGCCGCCTCGTTTGTTGCGCGCAACCTT 
GCCTCGCGCCTGCATCAACTGCTGAGCAAAGGTGGCGTGGTGTGCCAATTGCTCAAGGTC 
ACAGCCGATTTCAGTACTGGTGATACGGTGAGCAGAATTTGGCGTACCGGTGAACCTTTA 
ACGGAACAGGCAACTGCGGATCGGGTGCGTTGGCAGTTGGATGGGTGGTTGACTGCGCGC 
GGTGTGCATTCCGATGATCCGAATGAGCACGATGGGATTACGGCGTTGTGGCTTATTCCT 
TTGGAATGTGTGCCACCGGATATGGCCAGCGGCGGATTGTGGGATACCGGGCGCAGCCAG 
CAGCATGTGGCCAGACAAGTCATTGAGCGTGTGCAATCAAGCTTGGGCGTGGATGCGGTG 
CTGCAGCCTGTTCCGGCTGGTGGTCGGGGAGTAGAAGAACGCATTCATTTTGTTCCCTAT 
GGTGAAAAACGTGATGCTATCCGCAATCCAGCGGGGTCGTGGCCAGGGAAAATACCAGGT 
CCGCTGCCTGCTCGGTTGGGCGGTGGGATCAACCACCCGGCCTCGCAAGTGACCATGATT 
GATACAGAAGGGCAGCGTATTTACGTCACCGCAGAGGCATTGCTCAGCTCGTCGCCGTAT 
GCCTTGTCCTGGGGGCCGGCCCGCTATTTGATCACTGGCTGGGCTGGGCCATGGCCGGTG 
GATGATCGATGGTGGGAGAAAAACGGCACAAAATATGCCCGCCTCCAAGTGGTGGGACGG 
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GCAGTATCTGAAGAAAGGCAGCTCAATGCGTGGCTGTTGATGTGGAAAGACAACAAGTGG 
CGGATTGAGGCCACATAT 

>RXAO 047 4 -downs t ream 
TAGGAAACTACTGCGCTAAAACA 



">RXA0"0'47 5^pstxeam 

GGGGTGTCTGTAATTTTCACGTCTCCTGGCGTTTTTAAGACGAATTACAACAATTCGTTC- 
ACGATTGAGCGAAATTGGGCGTCTTGCTTAGGTTTCGGGG 

>RXA00475 

GTGACCCAGGGTTACGGTGTGTGCATGATTGTGCAGCCAACTTCTCATTCAAAGCATCGT 
GCCCGCCTGAAGACTCTAGCGATTGTCGGCGCTAGCGCGTTGACTCTTGCGGGTTGTGGA 
ACCTCCAATTCCACCACCAACGATGCTTCTTCTGTAACCCAAACTATGTCCGCAACTGCG 
GATGGCGCACAGTTGTCCAACGAAGCTTCCACCGGCCCAACCGCATTGGGCGAAGCCGAT 
GTAGCAATGAAGACTCTCCGACCTGATGCGCCTGCACAGCTCATGGTCACCGATGTTCGG 
ATTGGCTCTCACAGTGGCTTTGACCGCGTGGTATTTGATCTCACTGGCACCGGAACTCCT 
GGTTGGTTCATTGATTACACCTCCAATCCCACCCAGCAGGGCAGCGGAAACACCATCAAC 
TTCACGGGCGATACAGCGCTGAACGTAAATATTGACGGTACTGTTTATCCTTTCGATTTG 
GGCCTTGAGGATCCAGAGATCGGCACCGTGGATGGCTCCGGCAGCATTGTCACCCAGGTC 
GTCAGCGCAGGTACTTTTGAGGGACGCTCCCAGTTCGTCATCGGCCTCAACGGCAAGCAC 
CGCTACTCGGTCACTGAGTTGCAGGATCCGCACCGTCTCGTTGTGGATGTTTTAGCGCAG 

>RXAO 047 5 -downstream 
TAGTTTCCTAATATGTGGCCTCA 



>RXA0047 6-upstream 

GTGAACGAATTGTTGTAATTCGTCTTAAAAACGCCAGGAGACGTGAAAATTACAGACACC 
CCAGACATCAGATGGAGGCGGCGATACTAGGGTAGAGGAC 

>RXA00476 

ATGACTCTTCGCTGTTCTGACGTCAATGTTGAACCCCTGCCGGGAACGGCAAAAACAGGT 
TCTGGGTTTGTTCTCCTTGAACATGCTGGCTCGTGGAGCCGTGATGTTTTAGACGGCGGA 
ACATTTGATCCTGAGTTGACTGATCAATTGAAGAGGCACCTGAAAGCTTCCGGAATGGGT 
CTGCAATTAATTAGGAAGCCGGGAAGGGAGGGTCGAAACGTCGAAAAGCATAATCTTTTT 
CTCGTTTTTGCTGAGGCCTCAATTATTGAGCACCTGGTGGTGGACGCGCCGGCTGATGTT 
TTGGATCTTGATTTAAGCGGGCCGGGCAAAAACAATGCGCAGCGCATGGATGATCCGATG 
CTGCTGATTTGTACGCATTCGAAGCGCGATGfGTGCTGCGCGATCAAGGGGCGTCCGCTG 
GCAGCTGCCGTGGAGCCACAATTTGGGCCGCTGCATGTGTGGGAGGCTTCGCACACCAAG 
GGCCACCGTTTTGCGCCATCGATGCTGCTCATGCCGTGGAATTACTCTTATGGCCTACTT 
GATGAGGCCGAAACCGTGCAGCTTTTCCAAGGCGCGTTGGACAACAAACTCTTCCTGCCG 
GGCAACCGTGGCCGAGGAACCTTAGATGCTCGTGGCCAGGTTGCAGAAATTGCCGTGGCG 
GAAGCTTTCGGCGAGGCGGTTGCTCCTGCGAGTTTGCAGGTTGAATTCGAAGATGATTCT 
GTTTTGGTTACTCATCCCGATGGGCGCACGTGGGTTGTGGAGCTTGAACGCATCGAGGTC 
GACGGCGTGGTGTCCTCGTGTGGTGATCAGCCGAAAACTGGAAAAGCGTGGGTGGCTAGG 
CAAGTTACAGAACTGATCGGA 

>RXAO 047 6 -downstream 
TAAAAGCAGAGTTATATCTGATG 



>RXA0 04 81 -upstream 

GTCCATAAAAATAATGTGCCTACAAGAAATTTATAGTATCCCATGAGTTAATATTTTTAA 
AAATAAACTTTATCTGACTTTGTAGAAAAAGGTGATTACT 

>RXA00481 

ATGCTGAATATGCAGGAACCAGATAAAATCCATCCGGCAGAACCTACACTTCGTAATATT 
TATGACGTTAAAACTAGTGATCCCAAAAGTGAATTAGTTGATCGTTCTGGCATGTCGGAA 
GAAGACATTGCGCAAATTGGGCGGCTAATGAAATCGTTGGCCAGTCTTCGCGATGTGGAA 
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CGTAGTATTGGTGAAGCCTCGGCACGTTATATGGAGCTAAGTGCCCCTGATATGCGAGCT 
TTGCACTATTTGATTGTGGCGGGCAATGCGGGCGAAGTGGTGACTCCAGGAATGCTTGGA 
GCTCACCTTAAGCTTTCCCCGGCATCTGTAACAAAGACGCTTAATAGGCTAGAAAAAGGT 
GGGCATATTGTTCGTAATGTGCACCCCGTCGACCGCAGGGCTTTCGCCCTCATGGTCACT 
GATGCCACTCGTGGAGAGGCGATGCGGACGCTTGGTAAGCATCAGGCGCGTCGTTTTGAT 
GCTGCTAAACGATTAACTCCACAAGAGCGTGAAGTGGTTATCCGATTCCTTCAGGATATG 
GCACAGGAGTTATCCCTTAATAATGCACCATGGCTCAACACGGAG 

^RXA00484r-downs-ta^eam 

TAGATGACCATCTACGTTAATTA 



>RXA00485 -upstream 

TGCAGCCTCTGTAAAGCAATCAGACGGGATTTACGCCAGTACTTCAGTCCAGTCAATTTC 
GGAAGGCCCACTGCAGTGGCGGCCAATCCTAGAAGGCCGA 

>RXA00485 

TTGCCCCAAGGACCTGGTGAGATTGCAGTAACAACGGCCCCGGGTGCGCCTGAAGTTGGT 
GAGCACGTATCCATTCGCCTGTCCCAAAACACTGAGGACACTGAGGTTCTTGTGGTTGGC 
GTGGTGGAGCCAGCGGCGCAGGAAACTTTAGGTGGCGCACCGTTCGTTGTGGCGTCTCCT 
GATGCGCTGATGGAGTGGAATTCTTCCGGTGTGCGGGGTGAATTCCGAGTGGCAACTTCC 
GATCCTGCCTCGCTAGAGGCTGCAAGCTTTAGCGACGCTACGGTGGTGGTTGCTTCGGCG 
GAGGGGCACGTCGATAAGCTTGCTGATTCTTATTTGGGCCAGCGAGATCGCTATTTCTTG 
CTGCTCGCAGCGTTTGTGGCAGTGGCTGCTGCCGTGGCGTTTTTGGTGGTCTTTTCTGCA 
TATTCGGTGCTCACTGGTGAGCGAGTTCGCGAGTTCGGGCTGATTCGTTCAGTGGGCGCA 
TCGACGCCGCAGATTTTGGGGTCAGTGATTTTTGAAGCCGGCATCCTCGGTGTGGTGGCT 
GCTGGTTTTGGTGCGCCCGCCGGATTGATGGCGGCGCGTTTGTTGGCGGATAATGCCGCA 
CGTTTTGGCATTCGTGTGCCCATTGATGTGATTGATCTGCCAAGTAGCACGATGTGGCTC 
ATCGCTGGCGTCGGCGTGGTGATGTCCGTGATTGCGGCATTACCGGCAGTGTTCAGTGTG 
TGCAGAAAATCCGCAGTGGAATCACTGAGTACGCCTGCTATTTCGAGGACTTCCCCCTGG 
TTCGGTGCATTATGGTTGCTGCTCGCGGGCATTGTGGGCGCCGGCGGAATGTGGGCGTAT 
GAGGCAACCTCGGACTACCGCGGCATGCGTTCAGTGGCTTTATCCATCGCCGGTTCAGGC 
GCTTTGGTGTGTGCGTTGTTGATTGCCACGGCGGTGCTCGTGCCCTGGTTATTGCACGTA 
TTCTCCAGGATTGTGGGCGGCACCGTCCCAACACTTCAGTTGGGATTGGCGTTTGCAGCA 
AAGCAGAAATCTCGTTCGGCGGCGCTGATCGCTGTGATTCTTGCTGGTTCTGCATTAAGC 
TCCGCTGTTCTGCATGGCCAGGCACATATCGGCACGCATTTGGTGGCCGTGGCTAAAGGC 
ATGGGCGGCACAGACATGATGGTTACAGCGCTTGATGGGGAAATCCCCGCCGGAATGCTG 
GAGGAAATCTCTAGCATCGACGGCGTGAAAACTGCCATCGCGCCAGCCACCACCGCTGTG 
GAATTGGAAGATTCCGGCAATTTCTCTGTGCTCATGCTCGCTGAAGAAGACGGAGCCTCC 
GTGATGCGCGCAGGCGATACTGGTGCACCAGCTGGTGGCCTTGTTTTGGGCAGAAACTCT 
CCTGACCAGGATGCTTACCCGGCCGGCCAGGCTGCAAACATCATTGTCGCGGATACCCCA 
ACGCAGGCGGAAATCTTCCACAGCGACAACTACTTCTCCATGATCGACCCAGCACTCGCC 
ACCGGCCCCAGCACCACACGCAACGTACTGATCCTGCTCGACGGCGACTCCAACCAGGCC 
CCCGACAACGCCACGGCGCAGGCGGTACGCAAGACCATTTCGCTTTTCGACGGACGATAC 
TCCATCACCGAGGGTTTCTCCGCCCGCCAAAACACTTTTGAACTGGTTTCCCGCATCACC 
ACCATGTCCACACTGCTTGCCATCGTGGCCTTAGCGATCGCTGCCGTTGGCCTGATCAAC 
ACAGTGGCACTCACCATTTCTGAGCGTGCCCGCGATCGTTATTTGCTGCGCACCATTGGA 
CTGACCTCAACTGGTCAGATTCTGGTGATGGCTATTGAAATGATCGCGCTCTCATTGCCG 
GCTGCCATTGTTGGTGCAGTTTCGGGAGGATTCTTAGGCAGATTCGTTGCCAGTTCTGCC 
ACCAACACCGCTGCGACGGCACCACTTCAAGTAGACATTCTCGGCGGAACGGTTCTCGCG 
ATGGTCGCAGGATCTGTACTGTGCGCGCTCATCGTGCTGGCGAACAAACGACGTCGGGTG 
GTT 

>RXAO 0 4 8 5 - downs t r earn 
TGATTATAAAATCCAAAAATCGA 



>RXA00486 

CATGCGATCATGGCAGCAGTCGACCATGCCCGCGCAGCCGTTCTAGATTCGCTGTCTGAA 
GTGTCCGGAACGTTGAAAGTCACCTCCTTCCAATCCCTGCTGTTCACCCTTGCCCCGAAA 
GCCATCGCGCGCCTGACCGAGAAATACCCACACCTGCAAGTAGAAATCTCCCAACTAGAA 
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GTCACCGCAGCGCTCGAAGAACTCCGCGCCCGCCGCGTCGACGTCGCACTCGGCGAGGAA 
TACCCCGTGGAAGTCCCCCTTGTTGAGGCCAGCATTCACCGCGAAGTCCTCTTCGAAGAC 
CCCATGCTGCTCGTCACCCCAGCAAGCGGCCCATACTCTGGCCTCACCCTGCCAGAACTC 
CGCGACATCCCCATCGCCATCGATCCACCCGACCTTCCCGCGGGCGAATGGGTCCATAGG 
CTCTGCCGGCGCGCCGGGTTTGAGCCCCGCGTGACCTTTGAAACCAGCGATCCCATGCTC 
CAAGCACACCTCGTGCGTAGCGGCTTGGCCGTGACATTTTCCCCCACACTGCTCACCCCG 
ATGCTGGAAAGCGTGCACATCCAGCCGCTGCCCGGCAACCCCACGCGCACGCTCTACACC 
GCGGTCA'GGGAAGGGCGeeAGGGGGA-TCCAGCCATTAAAGCTTTTCGACGAGCCCTCGCC 
CATGTGGCCAAAGAATCTTATTTGGAGGCTCGTCTAOTAGAG ' — 

>RXAO 0 4 8 6 - downs tream 
TGAGTTCTTGTGAGCCTTCAGAC 



>RXA004 90 -upstream 

GATTGAGCACGACACCTCCAAAATTGTTCAGTATTACTTAACTATAGTTGGCTGTTTTTC 
GATCTAGTCCTTAAAGGTTTCTTTGGCAATAATCAAGGGC 

>RXA00490 

ATGAATAAACAGTCCGCTGCAGTGTTGATGGTGATGGGTTCCGCCCTATCCCTGCAATTT 
GGTGCTGCCATTGGAACGCAGCTTTTCCCCCTCAACGGCCCCTGGGCTGTCACCTCTTTA 
AGGCTGTTCATCGCAGGCTTGATCATGTGCCTGGTGATCCGCCCGCGACTTCGTTCCTGG 
ACTAAAAAACAATGGATCGCCGTGCTGCTGTTGGGATTATCTCTTGGCGGAATGAACAGC 
CTGTTTTACGCATCCATCGAACTCATCCCGCTGGGTACCGCCGTGACCATTGAGTTCCTC 
GGCCCCCTGATTTTCTCCGCGGTGTTAGCCCGCACGCTGAAAAACGGATTGTGCGTGGCT 
TTAGCGTTTCTCGGCATGGCACTACTGGGTATCGATTCCCTCAGCGGCGAAACCCTTGAC 
CCACTCGGCGTCATTTTCGCAGCCGTCGCAGGAATCTTCTGGGTGTGCTACATCCTGGCA 
TCAAAGAAAATCGGCCAACTCATCCCCGGAACAAGCGGCCTGGCCGTCGCACTGATTATC 
GGCGCAGTGGCAGTATTTCCACTGGGTGCTACACACATGGGCCCGATTTTCCAGACCCCA 
ACCCTACTCATCCTGGCGCTTGGCACAGCACTTCTCGGGTCGCTTATCCCCTATTCGCTG 
GAATTATCGGCACTGCGCCGACTCCCCGCCCCCATTTTCAGTATTCTGCTCAGCCTCGAA 
CCGGCATTCGCCGCCGCCGTCGGCTGGATCCTGCTTGATCAAACCCCCACCGCGCTCAAG 
TGGGCCGCGATCATCCTTGTCATCGCGGCCAGCATCGGCGTCACGTGGGAGCCTAAAAAG 
ATGCTTGTCGACGCGCCCCTCCACTCAAAATGCAACGCGAAGAGGCGAGTACACACACCT 
AGT 

>RXAO 0 4 9 0 - downs t ream 
TAACGTGCAGGCTTACCTTTTGG 



>RXA0 0491-upstream 

TCCTCATAGTGTGTCCACAATTATCTAAACTTTAGTAGCTTGTCCTTAAATCGGATAACC 
GCTGCAGCTCACACGCTATTCCACAACCGGAAATCTGGCA 

>RXA00491 

GTGTATTGGGTTTTAGCAACCTCTGCCAATAGGGTGGAAGATGTGAACTTTGATGCGATG 
ATGCCCCGCGACCCGTTTGCCGATGATCCCAATGACCCGGCATCGTTTATTACCGACGAT 
GACCCTTATGATCATCCCGAACCGCTTTCTGAAGAAGAGCGAATCCACGTGAGCCAAGAC 
CTTCGCCTCGTGATGGAATTTAAAAAAGTTTTAGGTCCCCGAGGAATCGAAGGCGTGTTC 
TTCATGTGCGAAGACTGCGAAGAGTTCCACTACTACGACTGGGACATCATGGCAGCAAAC 
ATGCGCGCCACCTTGGCTGGGGAACTCAGCCCCGTGCATGAACCAAGTGCGCAACCCAAT 
ATTGATGCCTATGTGCCGTGGGACTACTGCATTGGTTACCTAGACGGACTTGAAGCCAAA 

>RXAO 04 91 -downs tream 
TAAAAACTGCTAGCAACTAAAGA 



>RXA00493 

TTCGAAGGCGACCAGAAGGTCGGCGTTCGCGCACTGGCTACTGCTTTGGGCAAGCCAGCG 
TACTGGATCGCCTCCAACGCAGGTCTTGACGGCTCTGTTGTTGTTGCACGCACTGCTGCT 
CTGCCAAACGGCGAGGGCTTCAACGCTGCAACTTTGGAATACGGAAACCTGATCAACGAC 
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GGTGTCATCGACCCAGTCAAGGTCACCCATTCCGCAGTAGTGAATGCAACCTCTGTTGCA 
CGCATGGTTCTGACCACTGAGGCTTCTGTTGTTGAGAAGCCTGCAGAAGAAGCAGCCGAT 
GCACATGCAGGACATCATCACCAC 

>RXAO 0 4 9 3 - downs t r earn 
TAAAGTTCTGTGAAAAACACCGT 



>RXA0049 6-upstreara ~ 

CTGCAGAGATGGTGGGCAGCACCCCAGGTGCTGTACGAGTTGCCCAACACAGGGCACTCA 
CGACACTTCGAAGCACACTTGAGCAGCAGGAGAACAAGTA 

>RXA00496 

ATGACTCGACGTCTACATGGTGGTGAGCAGGATGGCCAGGAACACGTTAAAGGACAGCTA 
AAGCAGCTGTTCGACGACGACGCGTTCTTGACTGACCTGTCCCGCGGCGTTGATCCCTCA 
GAGGGCGATGACGCCCTCGCTGGCCTCCTCCTCGATTTAACAAAGGAAGCTCAGGAGCCG 
CCGGCAACAATGCCGGATTGGTCTACTTTGCTCCCTGGAATTTTGGATCAGGATCAGGAT 
TTGCCAGTGGAATCCACTTCGGACACCACGGTTATGCAGGCATCAAACCCTGCAACCCAA 
GAATTCGCACCTGTTTCTATTTCTGATACCCCCAACACTGCAACTAATTCAGCTGATGCA 
GATGAGTCCGCAACTGTTGTTCCACTTGCAGCACGCCGTGAG 



>RXAOO 5 04 -upstream 

AAGGTGGATTTGAAGCGAATTGTCTAGCTCTGCATGAATTCCGTATGAATTCTTTTCTTT 
CAAGTGGCCGAGATGTGAAGCGCACGGTTAATTGAGAGGC 

>RXA00504 

ATGACCTACGGATTTCTTGTCAACACAGATCTCACCCACCGCGCGATTGACTTTGATTTA 
GAAAACGCTGCGAAGTTCCTCGGCGGTGCCGATGATGGCCGCGTCGCTGTCGCTTTCCAA 
GAGGATGGCACCTTGTACGCCGCTCTCTACAGCGCCAGCGCAAAAGATGAGGGTGCCGCA 
GCAAACCCAGTAGCATCCCTTGGCCGCAACGCCGCTGCTACCGGTGATGGCTCCTTCTTC 
TCTGAT 



>RXA00505 

GATCTGATCCACATGGATGCCTACCGATTGCTGGGCGAAGACAGCGAGGATGCTGATCCG 
ATCGGTGCGCTGGACTCTTTGGATTTGGATACCGATTTGGACTTGGCTGTGGTTGTTGCG 
GAATGGGGCGGTGGCTTGGTGGAGCAGATCGCTGACTCGTATCTTTTGATTACCATTGAT 
CGAGAGACCGCTGTGCAGGAAGACCCGGAATCTGAGGCTCGAATTTTCCATTGGGAATGG 
CGCGAAGGCCGC 

> RXA 0 0 5 0 5 - d o wn s t r e a m 
TGAGAAAGTTTTCCACGCTAAAA 



>RXAO 0 5 0 6 -ups t r earn 

GTTGGATCTTGCATTGAAAAAATGAAAACCTCGTCGGGAATGCAACTTGGGATCACGTCT 
CGGGCAAGAAACGTCCTTAAAAAAAGGGGAGTGATTGTGA 

>RXA00506 

GTGCTTGATTTCTTAGCTGCGAACCCGCTGATTGCGCTGGTGGTTATTTTGGCCGTTGGT 
TTAGCAATTGGTCAGATTAGGGTCTTTGGCCTTTCTTTAGGTGCCGCCGCGGTGCTGTTT 
GTGGCCCTGGTGGTTTCAACTGCAAATACCGACATCGTCATCCCCATGATTGTTTATCAG 
CTGGGCTTGGCGATGTTCGTTTATGTCATCGGTTTGTCCGCCGGACCAGCATTTTTCAGT 
GAGTTCGCTAAAAAGGGCTGGAAGCTCACCATCTTTATGCTCCTGCTGCTGGCAACACTG 
ATTGGTTTGGCGTGGGTGCTTATTAAGTCACTGGGGCTTGATGCAGCGATCGGTACCGGT 
ATGTTCACCGGCGCGCTGACCTCGACTCCCGGTATGGCAGCGGTCGTGGAATTGATTGAA 
GGAATCGATCCAAGCCTTGCCAGTGAACCTGTTATTGGTTATTCCTTGGCATATCCGGGA 
GCCGTGCTGGGATCCATTGTGGTGGCCGCGGTTGGAGCGAAACTGCTCAAAGTAAATCAC 
CGGGAAGATGCTCGAAAAGAAGGCATGATCACCGCACCGCTGGTGTGGAAGGGTGTGCAG 
CTCAAACCTGGAATCACAGGCAGGGTGGGAGATCTTCCACGCCTTGCAGGTGAAAGTATC 
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ATCGCAACCCGCATTGTGGATGATCCACATACACACCGCCTCGCGGATCCAGATCTGCCG 
ATTACTGAAGGCATGGAACTGTTGATCAACGGCACTGAAGAAGCCGTGGATCGGGCAATT 
AAGGCGTTGGGTGAAGAACGCGAAACCAAAATTGAGGACACAGAGCTGATCTACACCCGC 
CTGACGGTATCTAGCCCTGAGGTTGCAGGTAGAACCGTTGCTGAGCTTGATACTGTAGCT 
CACGGATTCATGATTGCCCGTATCCGCCAGGGCGATTCTGAGGTAGTGCCTAAACCTGAC 
ACCGTGATCAACTACTCTGACCGCATCCGCGTGGTGGTTGCTCCTGGTCGTGTGGCTGAA 
GTGCGACGATTCTTAGGGGACTCTGAAAAGTCCCTTGCTGATGTTAATCTGCTGCCTTTA 
GCCATCGGATTATeTeTTGGGGTGT-TG-T^.GGGCGCGATCCCGATT 

ACCACGATGTCCCTTGGCTTTGGTGGCGGCCCGATTATTGCCGGCCTGATTTTGGGAGCA- 
CTCAAGCACACAGGACCGCTGACGTGGCAGATGCCGTTCCACGCCAACCGCACGATCTCC 
ACCTTGGGCCTGGCGCTGTTTTTGGCTGGTGTGGGTACCTCTGCAGGTGCAGGATTTAGA 
GCTGCGCTTACCGATTCCTCC 



>RXAO 05 07 -upstream 

GTTCATGTTGAACTATTGTGCCACCAACCGCGGACAGAAATACGATTGGTGCCGGGGTTA 
GTGCCAGTATTGCCCCACGCTTTCAACTATCCTTAAACAC 

>RXA00507 

GTGGCTGAGAATCTGAACAAACACCTGTCCAAACTGTCCAAGCGCGGACCGCACCGCGTG 
CTGGTAGGCGATATGAACTACGCCGGCATCCCGGGCAAAATCTACACCCCAGCAGAAGGC 
GACGGCATCCCAGGTGTAGCTTTCGGCCACGACTGGATGAAATCCATCAAGTACTACCAC 
CAAACTTTGCGACACCTCGCGTCCTGGGGCATCGCTGTTGCCGCCCCAGACACCGAAAAT 
GGCTTCATGCCAGACCACAAAGGTTTCGCCTCTGACCTCGAATCCTCCATTCAGATTCTC 
GGCGGCGTAAAACTCGGCTCCGGAAACGTCACCGTCAACCCAGCCTGCCTCGGTGTAGTA 
GGCCACGGCATGGGTGCTGGGGCTGCAGTACTATCCGCAGCAAACCGCGACCTCGTGCGC 
GCAGTCGGAGCAATCTACCCAGCGAAAACCTCCCCCTCAGCAATCGACGCCGCCTTCGCT 
GTCAAAGCCCCAGGCCTAGTCATCGGATCCTCCAGCCTCGGCCTCTTTGAATCCGGCGAG 
CCAGCAAAACTCGCAGCCAACTGGGCCGGCGATGTCTGCTACCGCGAATCAGAAAAAGGC 
AACCAACAGGGCTTCTCTGAAGACACCATGTTCAAACTTGTCGCAGGAATCGGCAGCCCA 
CAAACCGGAGCTCAAGAAACCGTCCGCGGCCTCCTCACCGGATTCCTTCTCCACCAACTT 
GCCGGAGAAAAGAAATACAAAGCATTCTCCGAACCAGACGCTGAAGCTAAGAAAGTTGTC 
TCCTACTTCGGCCAGGAGCTGCAGGAACATGCCTTCCCTAAGGACACGTCCCCATTCGCG 
TTCCTTAACGAGAAG 

>RXA0 0 5 0 7 -downs tr earn 
TAGTTCGCTTTTCTTAGTGGGTG 



RXAOO 5 09 -upstream 

CTTTTCTGGCGTCTTTTCAACCGGCTTCTCCACTGGTTTCTCGTCAGGTTTCTCAACGGC 
AGCAGGTGTGGTCTTTTCCTTTTCAACACTGGATTCAGCA 

>RXA00509 

TTGGTCGACGTCGAACTATCCGCAGCACTGCTCGATCCGCCAGAACTCCCAGAGCTAGCA 
GTGCTCGAGCTTGAACCACCTGAAGAGGCCGCAGCCGAAGAAGTCGCTCCACCAGATGAA 
CCCCCAGAAGCTGCACTACACAACGGCTTTGGCTCAGTTTCACAAACTTGTTTTCCA 

>RXA0 0 5 0 9 -downs t r earn 
TGATCGGTCAACGCGGAGAAACA 



>RXAO 0 5 1 0 -ups t ream 

GAGCAGTGCTGCGGATAGTTCGACGTCGACCAATGCTGAATCCAGTGTTGAAAAGGAAAA 
GACCACACCTGCTGCCGTTGAGAAACCTGACGAGAAACCA 

>RXA00510 

GTGGAGAAGCCGGTTGAAAAGACGCCAGAAAAGCCGGTAGAAAAACCTGTCGAGAAGCAA 
GAGTGTGAAGAAAAGCCTGACCCTGACCCGGAAAnAATGCAAAAnCAnGAGCCGGTCGAG 
TGTGAGCCAACACCGAAACCTGAAACAGAGCCTGAACCAAAACCnGACACCCACGCCCAn 
CnACCCGGAACACCAACACCAATACCTGnAGCTAGAGnACTGAGGATTGnTGnAnACnCT 
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GnGCAAGGAGAnCGnGGCACAGACTCAGnnAnATnCTnnnnnnnnGAATCGGAAGAGTGC 
GCCCCCGAGCTCAATGACGTTCCAGAAGAGTCGGATCTGATTGGGCAACTCATCAAGGGA 
GCAATCGGTATTGGGATTGTTGTTGTAGGCGTTGGGCTGTTGGTGAATTTCCTGGAGCAG 
TGCGTCCCTGTGATTGAAGAAGTACCTGTGCCGGAGCCCGAGCCTATACCTGAACCCGCT 
CCGCAGCCTGAGCCAACTTCAGTGAAACCACCAGAGTCTGAACTAGATAAG 



> RXA 0~0 5TS -~ . — _____ 

ATTGAAAGCTACATCGCCCAAGATGACAACGCCCCAACTGCTGCTGAACTGCAAGTACGC 
CTCGATGCCATCGAATCCGGCGAAGGCCTAGCCATGCTCCTCCCAGACGATCCCACGCTG 
GCAGACCCCAACGCCGAGGAAAGTTTCAAAACGGAGTACACATACGACGAAGCCAAAGAC 
ATCATCAGCGGATTCTCCAGCGATCCAGCCAGCGATGTACTCAGCCAACTTCAACAAGCC 
GCCACCACCGGCACCCGCACCGCAGAAATCCGCGCCGAAGTATTCGCCGACCGCACCGAT 
GATTACAACGAATCCCAAACCGCTCTTAAAGAGGATTTCCAAAACTGCATCGATGCCATC 
GATGACGCCCGCCCAATCCCACTGCAGTACATCCTGATTGGAGGCGCCATCGCTTTGGCG 
GTCATCGTCCTCGGGATCAGGGCGTGGACTAACTCAAGGAAGCAGTCCAAGCACAGCCAG 

>RXAO 0 5 1 5 - downs tr earn 
TAATACGCCAAGCAAAAAATTGC 



>RXA00519 

ATGGCTGGCGGCGGACTGTTCGAGACCGGTGCTGGTGGATCTGCTCCTAAGCACGTCCAG 
CAGGTTCAGGAAGAAAACCACCTGCGTTGGGATTCCCTCGGTGAGTTCCTCGCACTGGCT 
GAGTCCTTCCGCCACGAGCTCAACAACAACGGCAACACCAAGGCCGGCGTTCTGGCTGAC 
GCTCTGGACAAGGCAACTGAGAAGCTGCTGAACGAAGAGAAGTCCCCATCCCGCAAGGTT 
GGCGAGATCGACAACCGTGGCTCCCACTTCTGGCTGACCAAGTTCTGGGCTGACGAGCTC 
GCTGCTCAGACCGAGGACGCAGATCTGGCTGCTACCTTCGCACCAGTCGCAGAAGCACTG 
AACACAGGCGCTGCAGACATCGATGCTGCACTGCTCGCAGTTCAGGGTGGAGCAACTGAC 
CTTGGTGGCTACTACTCCCCTAACGAGGAGAAGCTCACCAACATCATGCGCCCAGTCGCA 
CAGTTCAACGAGATCGTTGACGCACTGAAGAAG 

>RXAO 0519 -downstream 
TAAAGTCTCTTCACAAAAAGCGC 



>RXAO 052 0 -upstream 

GTTGACGCACTGAAGAAGTAAAGTCTCTTCACAAAAAGCGCTGTGCTTCCTCACATGGAA 
GCACAGCGCTTTTTCATATTTTTATTGCCATAATGGGCAC 

>RXA00520 

ATGCGTTTTTCTCGAGTTCTTCCCGCACTTCTTATCACCACCGCCGTGAGCATCCCAACA 
GCATCTGCTGCCACACTCACCGGCGACACCGACAAGGAATTGTGCATCGCCAGCAACACC 
GACGATTCCGCGGTGGTTACCTTCTGGAACTCCATTGAAGACTCCGTGCGCGAACAACGC 
CTCGACGAACTAGACGCC 



>RXAO 052 7 -upstream 

TTCCTTGGCCCCGAAGAAATTAATCATT<3TGGCCGTGGTCCTGATTTTGATCATTGCGGC 
TGCCTCGTTTTATTTTCTGCGTTCATCATCGAATGACCAG 

>RXA00527 , 
GTGATTGCCACTTCTGATGTTCGGGAGATTTCCTCCGAGGGAATCGTGGCGCGTGTGTCT 
GTCAACGGAAATATTGAAGCTGCGCGAACCACCACCATTTACACCAGTCTGACTGTGCCG 
GTCGCGAACTTGCCGGTTGCGGTTGGTGACCGTGTGGCAGCTGATCAGGTGTTGGCTGAG 
TTGGATGCCTCTGCCCTGCAACGACAGTTGGATGAAACTGATGCCAACAATGCGCGTGCA 
GCCATGGCGAACCGCAATTCCATCGGGCAGTCGCAGCAAGCATATGAGCAGTCCAGGGAA 
CTTCTTGATAGTGGTTTGAGCCCGGAGATCAACTCGGCGCGGTCCTCGTTGCGGGCGTCC 
TCACAGGCATATCAGGATGCGATCCGCAGTTTTGAAGCGAAGCAGCGAGATGTGGATGGC 
GGATTGGATTCCACCATGGTCGCTCAATCGGATGCTCTCAAGGCAGCTCGTGAGCAAGCA 
GATGCTGCTGAAATTGAACGACTGCGCGCGGACTTCGGACTGCTCAACAACGATCGCAGC 
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AACCTCAACGATGTCATTGGTCTGCTCGATGAGAGAGAATCTTTGGCTTCTGCGGAATCC 
GAACTAGCTCAAGCCCGCGCTGCAGGTGACCTAGAGGCAGTCGCTGCAGCTGAAGCAAAG 
GTTGCAGGCCTGGAACAATCAATTGCTTCCAAAACCTCCACGTGGCCTAGCCAAGATCAG 
ACTTACTTGCAGTCCTACACCGCTTTGGAGGAAGCTGAGCGACGCGTCGCATCCACCACT 
GAAGCTCTAGAAATAGCCGAGCGGATCTACATTGATTCACTCGGAAAAGTTGACTCAGAA 
CTAGCCGCCGCACAGCGCGCCGTTGCCGAAGCCCACTCAGCACAACAAGACGCAGCACTT 
GGCCTCGAGACCGCGCAGCTTTCCACCCAACACCAATTGGAAGCCCAATCAAGCGCCATC 
GATGCAGCTTTAGGTTTGGGA-TCAG.TAGATAATGAAGCCGCCACCAGATCCACGTCCCAG 
CTGCGGATGGATATCAACAACACCACCGTTCGCTCCCCATACTCAGGCATTGTTTCATCC- 
GTGCAGGCAGCCCAAGGTCAACCAGCAGCCGGCGCACTGTTGAGTGTTGCTGATGATTCC 
GAACTGAAGATCACCGCGAATGTAAAAGAAGCGGAGATCAGCAACGTCACCATCGGATCC 
CGCGTCACCTTCACTACCCCATCGACCGGAACCAAAGAATTCGCCGGCCGAGTATCCAAA 
GTCTCCCCCATTGCAGCTGCCGCCAGTGCCCCAGCTACAGGTGAAGGAGCTGCCGCAGGC 
GCCACAACCACCAACACTGACGTCACCTTCCCCATCGAAATTTCCGTCACCGGCGACCGC 
GAAGGCCTCAACCTCGGCGGATCCGCTCGAGTACGCATCGTCCATGAAATCGCACCACAC 
GTACTGACCGTTCCTTTGGAAGCTGTGTACAAAAATGATGACGGCAAAGACGCTGTTTTG 
ATCATCAGCGACGACAACAAAGTAGAAGAAGTAGAAGTAAAAACAGCTGAATCCGATGAC 
TTTGATATCGCAGTCAGCGGTGCTGGAATTTCAGAAGACGCTCGAGTGCTCACCCAGCCT 
GGAAACTACCGGGGCCTCATCGGAGAAACTGTGAAACTTCACGCAGATACGGTGGAGCAG 
GCGGCGGCTCCTTTTAGTCCTGCGGCCCCTTTTGACCCTGCAGCCCCTGCCGTTTCTGCC 
AAGCAAACCGTGGGCCAGGTGATT 

>RXAO 0 5 2 7 - do wns t r earn 
TAGCCTATGAGCCTCATCGAAAT 



>RXAOO 52 8 -upstream 

TTCTGCTGGGAATCCCCACATTTTGGAACGTAGCGTCGATAAGCGTGCGGCGAAGCTTTT 
TCGGTCGCGGCCGTTATCTTTTTAAGAGGAGAAATTTTAG 

>RXA00528 

ATGAGCACGTCCACCATCAGGGTTGCCATTGCCGGAGTCGGAAACTGCGCGACCTCCCTC 
ATTCAGGGTGTGGAATATTACCGAAATGCGGATCCTTCCGAAACTGTCCCGGGTTTGATG 
CACGTCAAATTCGGTGATTACCACGTTGGCGACATTGAATTCGTGGCCGCGTTCGACGTC 
GACGCCGAAAAAGTAGGCATCGATCTTGCCGACGCCACCGAGGCTTCACAAAACTGCACT 
ATCAAAATCGCCGATGTCCCACAGACCGGCATCAACGTGCTGCGTGGCCCGACTCTCGAC 
GGCCTGGGCGATCATTACCGCGCGACCATCGACGAGTCCACCGCCGAGCCAGTCGACGTT 
GTCCAGGCGCTTATCGACGCAAAAGCCGATGTTTTGGTGTCCTACCTCCCAGTGGGCTCC 
GAAGAAGCCGACAAATTCTACGCACAAGCCGCCATCGATGCAGGCTGCGCCTTTGTCAAC 
GCTCTCCCAGTATTCATCGCCTCCGACCCTGAGTGGGCTAAGAAGTTCACTGACGCTGGC 
ATCCCAATTGTTGGCGATGACATCAAATCCCAGATCGGTGCAACCATCACCCACCGTGTC 
CTCGCACGCCTTTTTGAAGAACGTGGCGTTCGCGTAGATCGCACCATGCAGCTCAACGTC 
GGCGGCAACATGGACTTCAAAAACATGCTTGACCGCAATCGCTTGGAATCCAAGAAGGTC 
TCCAAAACCCAAGCAGTGACCTCCAACATTCCAGATGGTCCACTGTCTGGAAAGGTGGAA 
GACCGCAACGTCCACATCGGACCATCCGACCACGTCCAATGGCTCGATGACCGCAAGTGG 
GCTTATGTCCGCCTCGAAGGCACCGCATTCGGTGGAGTTCCCCTCAACCTTGAGTACAAA 
CTCGAGGTGTGGGATTCACCCAACTCTGCCGGCATCATCATCGACGCTGTTCGCGCCGCC 
AAGATCGCCCTCGATCGCGGTATCGGCGGACCGATCATGCCAGCAAGCTCCTACCTGATG 
AAGTCCCCACCTGAGCAGCTTCCAGACGATGTTGCTTGTGAACGCCTAGAGGCATTCATC 
ATCGAGGCG 

>RXAO 05 2 8 -downstream 
TAAAATTAGGCTAAAAATTTGGG 



>RXA0052 9 -upstream 

GCAAAGCTTTGTACCGGAAGCGTTAAGGCACTGGATTTTGTCGAGCAGTTTCAGGCTGTT 
TAGCGGGCGAGTTCTTATAGAGATGTATAAGGTGAAGCTC 

>RXA00529 

ATGAAGTTGAAGTGGATTGCACCAATTCTTCCGGTTTTGGCCCTTGCAGGCTGCGGAAAC 
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TACGTCAACGTAGAGTCGCAAGGGAAATCTGGAATTTCCCATGATGAGGACGGAAATATA 

AGCGTTCACATGTACATCTGTGGTGATAATGCGGTGGATGAACTGATACTTAGCGGTGGT 

TTTTACGATGGCCCACCTGGGACAAACAACCCAGCCCTTGGGATGTTGAAAACTTCCAAC 

CCTGAGTCGGGTTATGTTGTAGTCAACATCGCTGATCCAGCACCGTGGGAAGTTGTTGAG 

CCAATCAATTTGCCCACGGAACAGGGAAAGTACATTATTGCCAATCCGAGGTTGGTAGAT 

AAAGGTTGGCCGATTCCTTTCGCAAAAGAAAAGTATATGCCGAGTGTTTCCACATCAGTA 

GGAATGCTTGAAGGAATAGATCCAGGTCTAGTCATGCGGGATATGTATACCGAGTCGACT 

CATGTGTTCGGT^^ 

TTC 

>RXAO 052 9 -downs tr earn 
TAAAACGTGAATCTGGCAAAAGA 



>RXAO 053 0 -upstream 

GGCGATAAGCCTCCTCCCTGGGGCCTTGCCCATTTCATAGGGTGTCCAGGTAATGTTTCA 
GGGGTTAGATTTCAGCTGAAGCAACTGGGGAGTTGGCGCT 

>RXA00530 

ATGAGCATCGGATTCGACCGCGACCTTTATATTAAGATGCAGTCGCAGCACATCAATGAG 
CGCCGCGAGCAGATCGGCGGCAAGCTGTATCTGGAAATGGGCGGCAAGCTTTTCGACGAC 
ATGCACGCTTCCCGTGTGCTGCCAGGTTTCACGCCTGACAACAAGATCGCTATGCTCACT 
GAGCTTAAAGATGAGCTGGAAATCCTCGTCGCAATCAATGCGAAGGATCTGGAGCGCAAG 
AAAACCCGCGCCGACCTCGACATTTCTTATGAGGAAGATGTTTTACGCCTCATTGATGTG 
TTCCGTGAGCTGGGCTTTTTGGCGGAGCATGTGGTGCTCACACAGTTGGAGGATGACAAC 
TATCAGGCACTCGCGTTCAAGCAGCGCCTAGAGCGCCTTGGCCTGAAGGTTGCTGTTCAC 
CGCGTGATTCCAGGTTACCCAACTGATGCTCGCCGCATTGTTAGCGAGGAAGGTTTCGGC 
ATCAACGAGTATGTGGAAACCACCCGCAATTTGGTTGTTGTGACCGCACCGGGCCCAGGT 
TCTGGAAAGCTCGCTACCTGCTTGAGCCAGATTTATGGCGATCACCAGCGCGGAATCAAG 
TCCGGCTACGCAAAGTTTGAAACTTTCCCCATTTGGAACCTGCCTCTTGAGCACCCAGTT 
AACTTGGCTTATGAGGCTGCCACGGCAGATCTCGATGACATCAACATCATCGATCCTTTC 
CACCTCGCCGCCTATGACACCAAAGCCACCAGCTACAACCGCGACGTGGAAGTCTTCCCG 
CTGCTGAAAACCATGCTGGAAATGCTGTCGGGCTCATCGCCGTACAAATCCCCCACCGAC 
ATGGGTGTCAACATGGTCGGAAGCGCAATTATCGACGACGCCGCGTGCCAGGAAGCCGCC 
CGCCAAGAAATTGTTCGGCGTTACTTCAAGGCGCTTGTCGACGAGCGTCGCGAGGAGCAG 
GACGATACCATTTCAGCGCGCATCGCCATTGTCATGAGCAAGGCCGGTTGCACCGTTGAA 
GACCGCCGCGTGGTTGCCCGAGCACTTGATGTTGAAGAATCCACCGGCGCGCCGGGTTGT 
GCCATTGAACTTAACGATGGTCGACTCGTCACCGGCAAGACTTCAGAACTTCTCGGATGC 
TCCGCAGCGATGGTGCTTAATGCACTGAAGGAACTCGCTGGCATTGATCGCAGCGTGGAT 
CTCCTCTCCCCTGAATCCATCGAGCCAATCCAATCGCTGAAGACCCAGCACCTGGGATCC 
CGCAACCCCTCGCCTGCACAC 

>RXA0 0 5 3 0 -downs tream 
TGATGAAGTGCTTATTGCTTTGT 



>RXAO 0 5 3 5 -ups t ream 

AATCGCATGGGGCACCGTGGTCAGACACCGGATCGCGCTCCGCACCCCAAAAGATGGCTC 
CCTAAGGAGCTCACCTTTACTCAATGCTCTGATGACACCG 

>RXA00535 

ATGTGGTGGGCAGGCATGAGTACCGCGATGCTGGCATATTTCTTACAAACAGTAGCACTT 
GGTTTCGGCACCCTCTTGGTAGTGCAACCAGTGCTTGTCCTGTCGCTGATGTTCACGCTG 
CCGCTCTCAGCACGATTCAATGGCTACCGACTACGCCGAACTGAAATCTTCTGGGCTACC 
CTCCTCACCGTAGCCGTGGGCATCATGATCGTTTTGGGACGCCCCCTTCCCGGAAACCCC 
CACCCCCCACTCGATCGATGGATTCCAGTACTTTTAGTCGGCGTTGCAGTAATGGGTGGA 
ATGTGGCTGCTTGCGGAATACGTATTAAAGAAGGACAAAGCCCTCATCCTTGGTCTTGTG 
ACGGGTGCATTGTTTGGCTACGTAGCAGTGATGTCCAAAGCCGCGGTGGATCTTTTTGTC 
CATCAAGGCATAACGGGACTCATCTTGAACTGGGAAGGCTACGGCCTAATCCTCACCGCA 
TTACTTGGAACAATCGTGCAGCAGTATTCCTTTAACGCTGGCGAACTACAAAAATCGCTA 
CCCGCCATGACCATTGCCGAACCAATTGTTGCCTTCAGTTTGGGCTACTTGGTTCTGGGC 
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GAAAAATTCCAAGTCGTGGACTGGGAATGGATCGCCATGGGCATCGCACTACTGGTGATG 
ATTGTTTCCACCATTGCACTGTCTCGTACAAGCACAATGCCGGCCGGATCGAAAAGG 

>RXAO 0 5 3 5 - downs tr earn 
TAAAACTCCAAAGTTCCCCCCGA 



>RXA00540-upstream 

TCTCCCTATCTAAGGGCTGGCTAGGTTTGACCAGTGGCAACAGTTACACTTGTGCTCGTA" 
AAACATTGTCCTCCCCATTTCTTGAGTAAGGGAAAATACC 

>RXA00540 

GTGGCCCGTGTAGTTGTCAATGTCATGCCTAAGGCTGAGATTCTGGATCCCCAGGGGCAG 
GCGGTACACCGCGCCCTCGGACGTATCGGAGTTTCTGGCGTTTCCGATGTCCGTCAGGGA 
AAGCGCTTCGAGCTTGAGGTAGATGATTCCGTCACCGAAGCTGACCTAAAGAAAATTGCT 
GAAACCCTCCTCGCAAACACCGTCATCGAAGACTTCGATGTGGTGGGAGTTGAGGTCGCG 
AAG 

>RXA00540-downstream 
TGAGCGCCAAAATCGGTGTCATT 



>RXA00546 

CCGGTGTTGGGCGGAATTTTCCAGTGGATTTGTGGCATTATCACGCGGTTTTTGTACCCG 
GTTGTTGATGTCATTCCGTTTCATACGCTGCCTGAATCTGGTCTTTATTTCATCGTCACC 
GCGCTTGCGTTGGCGTTCTTTTGGGTGTTGGTCATCCGCATGATGGTGGAGCTCACTGGC 
AATCGAGTGTGGGATACCGTCCTTGTTGCGGCGTCTCCCCTGGTTGCTGTGCATGCGTTT 
ACCAACTGGGATACTCCAGCCATTGCGGCGGTGATTGGTGCGATGCTTGCGGTGAAACGC 
GGAAACCCCTTGGTTGCGGGTGTGCTGATCGGCGCGGGTACGGCGTTCAAATTGTGGCCG 
CTTTATCTTCTTGGTGCGTATTTGGTGCTGGCGGTCAAGAATAAGAATCTCAAGCCGTTT 
ATCACCATGGCTGCAGCGGCTGCGGTGACATGGCTCGTGGTGAATGTGCCAGTGATGATC 
GCGTACCCCAAGGCGTGGAATGAATTCTTGCGCCTGAACCGGGAGCGTGGTGCGGAGTGG 
ACCACGATTTACCAGGTCATCGACCGTAATTTGCCGATCAATTTGAATGATCCAGTGCTG 
CTTAATGTGCTGAGCTTCGGCTTGTTTGGTGCATCAGTGTGTGGCCATTTTGATCCTTGG 
GCTCAAGGTGCAGCGCACTCCCCGAGTCGC 

>RXAO 054 6 -downstream 
TGAGCTGGCCTTTTTGATTGTCG 



>RXAO 0547 -upstream 

ACCACGATTTACCAGGTCATCGACCGTAATTTGCCGATCAATTTGAATGATCCAGTGCTG 
CTTAATGTGCTGAGCTTCGGCTTGTTTGGTGCATCAGTGT 

>RXA00547 

GTGGCCATTTTGATCCTTGGGCTCAAGGTGCAGCGCACTCCCCGAGTCGCTGAGCTGGCC 
TTTTTGATTGTCGCGGCGTTTTTGCTGTTTAACAAGGTGTGGAGTCCTCAGTATTCACTG 
TGGCTGGTCCCGTTGGCTGTTCTGGCATTTCCTCAGTGGAAAGTGCTGTTCCCGTGGATG 
GTTACAGACGCCATGGTGTGGCCAATTTTGATGTGGCACATGCTCGGCACGGACAACAAG 
GGACTCCCCCATGAAATGTTGGATCTCATCGTGATTTCCCGAGATGCCTTCATTGTGGTC 
ATGATAAGTAGGTGTAATCCGGCAGATGCTCGGACGACGTGCAAATCCGGTGATGGATGC 
GCACGCCGGGCGCGAATTGTTGGCCGGGCCCTTCGGCGCAAGCGAAGCGTCGAA 

>RXAO 054 9 -upstream 

ATTCGTTTGCAGCAGGATCTGGAAAATGGTTCACAGGATACTGCGGACATGGCGCATGCT 
TTGGGTATCGCGAAGTCTTTGCCAACTATCCCTGAGACAC 

>RXA00549 

TTGACTGAAAACGGAGAGACCCCTTATGAGGGCATCATCTTGGGTCAGTATGAGTCCCGC 
CCACTTGATATGGCTTCTGCGATGGCAACTATCGCTAATGAAGGTGTCTGGCACCGCCCG 
CACTTCGTGTCCAAGGTGGAGACTGTCAGCGGTGAGGTTCTCTACGAGTTCGAGGATGGC 
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GACGGCGAGCGTCGTGTTTCTGAAAAGGTTGCACTGAATCTGCTCAAGGCCATGGGGCCA 
ATCGCTGCATACTCCAACGGAAACGCTCTGGCTGATGGCCAGGTTTCTGCATCCAAGACT 
GGTACCACTCAGCTTGGTGATACCGGTGCAAACAAGGATGCGTGGATGTTGGGTGCGGCA 
CCTCAGCTAGCTACTGCGGTGTGGGTCGGAACTGCT 

>RXAO 0 5 4 9 - downs t r earn 
TGATAACACTGCATTGTATAACA 



>RXAO 0 5 5 0 -ups t ream 

AAGGATGCGTGGATGTTGGGTGCGGCACCTCAGCTAGCTACTGCGGTGTGGGTCGGAACT 
GCTTGATAACACTGCATTGTATAACACCTGGGGTGGCAGT 

>RXA00550 

ATGTATGGTTCTAACTCCCCTGCCACGATCTGGAAGCAGACCATGGATAACGCCCTCGAG 
AACTCCCCTCTCGAAACTTGGGATATCGCTCCAGCATTGGGGTACGGTAACCCACCAGTT 
CCGGAATATGTGTGGACTCCAAGTCCAAACATCGCGACTAATGATCCAGAAGGAGCAACC 
GAGGAAGCTCCAGTGGAGGATCCAAATGCAGTAATCGATACCCCTGCTGTAGATCCCACT 
GCACCTGCAGAGGAGACCGGTAACGGTCAGGTAGAAATCCTGCCGGGGCTGACTATCCCG 
GGAGATCTCTTAGGGATCGGC 

>RXAO 0 55 0 -downs tr earn 
TAAAATCCGGTCGTAGCCTAAAC 

C3 >RXA00552 

Ifl TTTAAGTGGTCCGAGGGTGGCGCTGAGGATTTCCCAAAGCTCAGTGTCAAAGTCCGCGAT 
i.j GAGATCGTTGCCTTCGGCGCTCCAGATGAGCTCAAAGTGGATGAAAACGGCGTCGTCGGT 
fX GGCGGCGTTCACCTGAAACCACAGCAGGTCAATGAGCTTGTGGAAGCCCGTGGCGATGAA 

GTTGTGTTCTTTGACGGCCGCAACGCAATGGAAGCCCAGATCGGCAAGTTCAAGGACGCT 
'^y GTTGTCCCTGACGTAGAAACCACTCATGATTTCATCGCAGAAATTGAGTCTGGAAAATAC 

GACGATCTCAAAGACAAGCCTGTGGTCACCTACTGCACCGGCGGAATTCGTTGTGAGATC 

CTGAGTTCACTCATGATCAACCGTGGTTTCAAAGAGGTCTACCAAATCGATGGCGGCATC 
tn GTTCGCTACGGCGAGCAGTTTGGCAACAAGGGCCTGTGGGAAGGCTCCCTCTACGTTTTC 
ry GATAAGCGCATGCATATGGAATTCGGCGAGGATTACAAAGAGGTCGGACACTGCATCCAT 
"":J TGCGATACTCCCACCAACAAATTTGAGCACTGCCTCAACGAAGATGATTGCCGCGAGCTC 
f3 GTGTTGATGTGCCCTGATTGCTTCGCCAATGTTGAGACCCGTCATTGCAAGCGCGAACGC 

TGTGCAGCAATTGCTGCGGATTTCGCTGAGCAAGGAATTGATCCGCTCGTTACTTCT 

>RXAO 0 5 5 2 - downs t r earn 
TAAAAAGGGTATGGTGGCTGGGT 



>RXAO 05 53 -upstream 

GTCATTGCAAGCGCGAACGCTGTGCAGCAATTGCTGCGGATTTCGCTGAGCAAGGAATTG 
ATCCGCTCGTTACTTCTTAAAAAGGGTATGGTGGCTGGGT 

>RXA00553 

ATGAGCATCGTTAAGATCAACGCAATTTCCGTACCCGAAGGCGCTGGTGAAGAGCTTGAG 
AAGCGCTTCGCAGCCCGCCAAAATGCCGTGGATTCCGCTCCGGGATTTGAGGGCTTTCAA 
CTGTTACGCCCTGTTTCCGGTGAAGACCGCTACTTTGTAGTCACCCAGTGGGCTGATGAA 
GACAGCTATAACGCGTGGCGTGATGCCGAAAAGGCCAAGGGCGGTCATGGCCAGGGAGCC 
CACGGCTCAGATAAGAAGCCTGTCGCTTCCGGCGCTTCCCTGCTGGAGTTCGAAGTAGTC 
CTAGGATCTACCGGCGCTAAG 

>RXA00 553 -downstream 
TAGGGAAAGAGAAAAGTCGGAAC 



>RXA0 0 5 5 4 -ups t ream 

ATCCGAAACTCTCCTGTACCGACCATCATTTATCCCGGTCTTTAGGCTCTCCAACAGCAG 
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AGGACTAGACTTAAGTATGCCTGCAAAGGAGGACAACTTC 
>RXA00554 

ATGAACACCCAACCAGAGCATCCAGAAAATGATCTAGTCGACGAAGCCGATTTTTCTAAC 
CGGCCCAGGATCTACTCGGACGATCCTGATTCCTTGGCTGATGCGCCAGACCCAGCGCTG 
GAGCATGAGAAGAACAAGAAATCTTCACGCCAAGCACTCATTTATCTGTTGCAGGTTCCA 
CTAGTTACATTCGTTTCTGCATACGTATTGGCCTGGGTGTCACGACTCCAGGGCGGTCCC 
ATCTGTGACGCCGGTGAGGCTGTGTGGATTTGTTCCCGTGCTGCAGAACTGTGGTGGCCA 
ATTACCACTAG'CGTCATCGCATTTGGTGGCATGCTTGGATeTGeATGGA-TGG-TG-T-A^TGAG- 
AAATACCGAAATTACCTACGCTGGCGTCCTTGGATGGGCGTGTTGTGGATTTTGATTCCA 
TTCAGCATGCTGTGGGGAACCTCGGTGCTCACCTTGTCCATCTTGGGGCAC 

>RXAO 0 5 5 4 - downs t r earn 
TAAAAACTTCACATAAATGACAA 



>RXA00555 

TCGGGTGGCAAACGTAGTGAACAAAATGATGCTGTTTTTGAGTTCGCCGCATGGCTAGCT 
CGTACTTCAGACATCAATGTTCGTGGAATCACAACTTTCATACGCCCTTGGCCGTCTTCC 
TCCATCAGTAAGCTCGGAGGAAAATATCATAAGTGGTATAAGAATTTAGATTCTTACTAC 
CGCAGTCGCACGATCAAGGGACTCAAAGAGGCCGGAGTTGAGAAGTCCCAATGGGACGAT 
GATGTTTCAGTTTTTGTAGATGGTCCTTCTGAATCCACGCTGCTCACCCATGCTGCTGAA 
GAATTCGAAGCGGACCTCATTCTGCTTGGCTCTGATGCGACCGCACCAAAAGGCCGCTTT 
CTGGCCAGCTCCACCGCAGATGCCCTCCTTCACTCCTCGCCCGTCCCACTAGGACTTGTG 
CCGCGAGGGGTGAAGCTTTCCAAAAAGGGTGTCACCCGCGTCAACTACGCTTTCACCAAT 
GAAAGCGATGACTTTGAGCAAGGTTTACGCTCTTCCGCGGAGCTCGCCACCAATTGGAAC 
GTTCCTCTTCGGATCCTTGCTTTTTCACCCACAGGCATTACTTCCGCACCAACGTCGCGG 
AGCTTGGATATTTCCACTGAGCTTTCCTCCGAGTGGCGTGAACTAACGCTCGCCATGCTT 
GATCGAGCCCGTGATGGCGTCCTCACAGACCACCCAAACTTGAGCGTGAGCAGTGAAACC 
GGTTCTGGCTGGGGTTGGAGCGGTGCAATTGATGCTTTGCGATGGAAGAAAGGTGACCTG 
CTGTGCATGGGAAGCCATCGCACAGACACCCTTTCACGTGTCTTTGTCGGTTCGGAAACA 
ATGGAAATTATCCGAAACTCTCCTGTACCGACCATCATTTATCCCGGTCTT 

>RXAO 0 5 5 5 - downs t r earn 
TAGGCTCTCCAACAGCAGAGGAC 



>RXAO 0 5 6 0 -ups t r earn 

AAGGACGACTTCTGGGGAGCGGTGTGGATTCTCACGGGGATTCTCATGCGGATTATCAGA 
CATATGGACACTTTAACGGTTCGTACTAGGCTGATGCTTC 

>RXA00560 

ATGAGGATTGATCCGCTGGAAACCCGGCAAGCCGTATTGGCCGTCAAAGACTGGATTGAA 
GGGGAGGGAGACGTCAAAAAGCCTGGTCGTGCGGCACTTGCCGCCGCAACTCGCCTGAGC 
GTCCGACTGCTCGCGCAACACGCGCCGGGAAACAGCGTGGAGGTGCGGGTACCCCCATTT 
GTTGCGGTGCAATGCATAGAGGGGCCAAAACATACACGCGGCACACCACCCAACGTG 



>RXA00563 

TTCTACAAGGATCTCTACGCACGTTCCGCACGCGGCACGGCAGCACTGTGGATCGTGGCG 
GCTAACTTGAGCTCCTACTCAGACATCGACGCCATCATCAACTGGGTCGGATCCGAGCAG 
ACCACCACCGTCAACGGCGCATCCAAGCTGGTCAAGCCAGCTTTGGTCCCTACCTTGCTG 
TTCCCATTCGCGGCACCTCGCGTGTCCGGATCCATGGCAGATGCAGGCCCACAGGCAGAA 
TCCCAGATGCGACTTCTGCTCTGGTCTGTTGAGCGCCTCATCGCAGGTCTTGCGCCATTG 
GGCTCCTCCATCAACGTGGGTCACCGCCTGCACGTGGTCATCCCAGGTTCACCAAACCGT 
GGACGCTTCGGTGGCGATGGTGCATACGGTGAATCCAAGGCAGCTCTCGACGCCGTGGTT 
ACCCGTTGGAACGCAGAGCAAGCTGCATGGGGAGCACACACCTCCCTCGTGCACGCTCAC 
ATCGGTTGGGTTCGCGGCACCGGCCTCATGGGCGGCAACGATCCTTTGGTCAAGGCAGCT 
GAAGAAGCAGGCGTGGAAACCTACTCCACCCAAGAAATTGCAGAGAAACTGCTGTCCCAG 
GCAACTTCCACTGTTCGCGAGCAGGCAGCATCCGCGCCAATCACCGTCGACTTCACTGGC 
GGACTTGGTGAATCTGATCTGAACCTGGCGGAAATGGCACGTGCAGAAGCAGCTAAGGCA 
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GCTAACGCACCAGTGGTTGAGGCTCCACGCACAGTGGCAGCACTGCCAACTCCTTACCGA 
CCAGTGGTTCAAACCACCCCTGATTTCGCAGGTCAAGTCACCCAAAACCTTGACGAGATG 
GTCGTCATCGTTGGCGCCGGCGAGCTCGGCCCACTGGGTTCTGCACGTACGCGTTTCGAC 
GCCGAACTCAACGGTTCCCTCTCCGCCGCGGGTGTCATCGAACTTGCATGGACGATGGGA 
CTTATCCACTGGGATGAAGATCCAAAGCCAGGCTGGTACGACGACTCCGACGACGCAGTG 
GCCGAAGAAGACATCTTCGACCGCTACCACGACGAAGTCATGGCACGCGTTGGTGTCCGC 
AAGTACAATGACATGCCTGAGTACGGCATGATCGACAACTTTGCACCAGAGCTGACCACC 
GTeTAGG-TGGAGCAGGACCTCAC CTTCAACGTGGGATCCCGCGAAGAG GCACTGACCTAC 
GTCGACTCCGAGCCAGAACTCACCTTTGCTTCTTTCGACGAAGCAGCAG'GGGAGTGGAAG- 
GTCACTCGCAAGGCAGGCTCCGCAATCCGCGTACCTCGCCGCATGGCGATGACCCGCTTC 
GTTGGTGGACAGGTTCCTAAGGACTTCGACCCAGCTGTGTGGGGCATTCCAGCTGACATG 
GTGGACAACCTGGACACCGTCGCGCTGTGGAACATTGTCTGTACTGTCGACGCCTTCCTG 
TCCGCTGGATTCACCCCAGCAGAGCTGCTTGCTTCCGTTCACCCAGCACGCGTGTCCTCT 
ACCCAAGGCACCGGCATGGGCGGCATGGAATCCCTCCGTGGCATCTACGTCGACCGCATT 
CTGGCAGAGCCACGCGCCAACGACGTTCTGCAGGAAGCACTGCCCAACGTTGTTGCAGCT 
CACGTCATGCAGTCCTACGTCGGTGGCTACGGACAGATGATCCACCCAGTCGCAGCTTGT 
GCAACCGCAGCTGTTTCTGTGGAAGAAGCACTGGACAAGATCCGCATCGGCAAGTCCGAC 
TTCGTTGTCGCAGGTGGCTTCGATGCCCTGTCCGTTGAAGGCATCACCGGCTTCGGCGAC 
ATGGCAGCAACCGCCGACTCCGCAGAGATGGAAGGCAAGGGAATTGAGCACCGCTTCTTC 
TCCCGCGCCAACGACCGGCGCCGCGGTGGATTCATCGAATCCGAAGGTGGCGGAACCGTC 
CTTCTGGCACGCGGATCACTCGCAGCTGACCTGGGCCTTCCAGTACTCGGTGTCATCGGA 
TTCGCAGAGTCCTTTGCAGATGGTGCCCACACCTCCATCCCAGCCCCAGGCCTCGGTGCC 
CTTGGTGCTGCTCGCGATGGTGTGGAATCTCGCCTTGCAGTAGCACTGCGTTCCGTCGGT 
GTCTCTGCTGATGAGATCTCCATTATCTCCAAGCACGACACCTCCACCAACGCGAATGAT 
CCAAACGAGTCCGACCTGCACGAGCGCATCGCATCCGCTATCGGTCGTGCAGACGGCAAC 
CCGATGTACGTGATTTCCCAGAAGTCACTCACCGGACACGCCAAGGGTGGTGCAGCAGCA 
TTCCAGATGATCGGTCTCACCCAGGTCCTCCGATCCGGACTGGTGCCAGCCAACCGCGCA 
CTCGACTGCGTTGACCCAGTACTGTCCAAGCATTCCCACCTCGTCTGGCTGCGCAAGCCA 
CTAGACCTTCGTGCGAAGGCACCAAAGGCAGGTCTTGTTACCTCCCTTGGCTTCGGACAC 
GTCTCCGCTCTGGTTGCGATTGTTCACCCAGACGCCTTCTATGAGGCAGTTCGTGTGGCA 
CGTGGTGCTGAGGCAGCTGACGTATGGCGCGCATCCGCGATCGCTCGCGAAGAAGCAGGC 
CTTCGTACCATCGTCGCCGGTATGCACGGTGGCGTACTGTACGAACGCCCAGTCGAGCGC 
AACCTCGGTGTCCACGGAGACGCAGCTAAGGAAGTTGAAGCTGCAGTCCTCCTGGATTCC 
CGCGCCCGCCTAGTTGACGGTGTCCTCCGCGCCGAAGGC 

>RXAO 05 6 3 -downstream 
TAGTTGGTTATTGCGTTGAGCCC 



>RXA00564-upstream 

CAACGATGGAGTGCTATTCGTAACGAGGTGACATTCCCACCGGCACCTTGATCCAGATAG 
AAAAACGGATGGAACCAGTATTGGGAAAAGGATGGTTGCG 

>RXA00564 

ATGAAATACAACGTCGATGTCTCTCGTGAAAGCGAGGACTGGCTCGCCACCGTCACCAAT 
CTCGAAGGCGTATCCACGTGGGCGACAACCTTCGCCAACCTTGATCGCAACGGCCGGGAA 
GCCATTGCTCTAGCTGAAGATCTCCCCGAAGGTGCGGAAAGCTCACTGACCATCTCTTGG 
TCGGTTCCTACAGATTCCCACCCCGAACTGGACACTGCAATTCAAATTGCTCAACAGCGT 
CGCTATCTAGTGCAAGCCCAACAAGACTTAGAGCCCAAAGTTCGATCCGCTATTTCCGCT 
CTCACCCAAGCTGCGCTGCTAGGTATGACTGCAGGTCGAGTATCCCCAACTCACAACCCG 
GGTAGCAGAGCTATCTCATTGGATCAGGTGTCAGGAGTTTTAAAC 

>RXAO 0 5 6 4 - downs t r earn 
TAGCGTGCGCAATTCCCGTGTGA 



>FOCA0 057 3 -upstream 

GACGCCAACTCCATCTGTGTTCATGGGGATAATCCGCAAGCTCTCGCATTGGTGGAGAAA 
ATCGTGACCACCCTTGCAGCTCATGAGGTTCAGGTTTCCC 

>RXA00573 
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ATGCTCGTTAGGCCATGTGGTGAGCAAGCAGTCATCATCGATTTGCTTGCTGAAGATGCC 

GAAGCCGTCCAAGGCAGCATCTTGGATGCTGTTCTTGCACTCAACCGCTCTTTGGTGGGC 

ATGCAGGTCCCTGGAATCATCGATACTATTCCCGCTGCGCAAACACTGTTAGTGACGTTT 

GACACCAAGCAGATCACCCCGAATCGTTTCGCAGAGATCGTTGATTCAATTGCGCTGACC 

CCAGCCGCAAAGGGCGCAGCAGAGCTTACCGACACCATTGAGATTCCCGTGGTCTACGAC 

GGCCCTGATCTAGAAACCGTAGCTCAACACACAGGTCTGAGCGTGGAGGAAGTTATCGCC 

ACGCATTCTGGCACCGTGTGGACTGCTGCTTTCGGTGGATTTGCACCAGGTTTTTACTAT 

CTCATCCCCCAGACTeeeeTGTGGGATAT-TCCCCGCTTGGAATCGCCACGCACCAAG^ 

CCTGCAGGTTCTGTCGCAGTGGCCGGTGAATTCAGCGCTGTGTACCCGCAGCAGTCCCCT- 

GGTGGTTGGCAACTGCTGGGCACTACTGAGATTCCCATGTGGGATGTGGACCGGTGGCAA 

CCATCGCTTCTCAAGCCCGGTGATTCAGTTCGATTTGTGCAGGTGAAGAAA 

>RXAO 0 5 7 3 -downs t r earn 
TGAGCTTCAAAGTAATTTCCACT 



>RXA0 0574-upstream 

AACTGCTGGGCACTACTGAGATTCCCATGTGGGATGTGGACCGGTGGCAACCATCGCTTC 
TCAAGCCCGGTGATTCAGTTCGATTTGTGCAGGTGAAGAA 

>RXA00574 

ATGAGCTTCAAAGTAATTTCCACTGGCCCCCAAGCCATCTTCCAAGACCGAGGTCGCTTC 
GGTTTTGCCAGCGCTGGTGTTGGAACCTCAGGATCCTTTGATCGTTTATCCGCTGCTCGC 
GCGAATCACGCTTTAGGTAATGATCCCAATGCAACCGTGGTAGAGATTCTGCTCGGTGGC 
TTTGAGGTGGAGGCGTTGCACACCACCTCGATCGTGTTCACGGGAACTGAAGCTGAAGTG 
ATGGTTCGAACGGCTGGTGGACAATCCAAAAATGCCACCACCAACACCATCATCGATGTT 
GCAGCTGGTGAACGTATCCGCGTCGAGCCCGCAACCTATGGCATGCGTGCCTACTTTGCT 
GCTCGCGGTGGATTTGCAGTAAAAAAAACTTTGGGATCTGCTTCAACCGATCTGATCTCC 
CACATGGGCCCTTGCCCGATCGAGCCCGGGGATGTCATTGACGTAGCAACAGACATTGCA 
GATTCTCAGTGGTGGCCAAAACTTCGGCAACTGCCCACCTTATGGAAACGCATGCCAACA 
GAAACGCTTACCGTCATCCGAGGTCCACGTGACAAATGGTTCACGCAAGAATCCCTCAAC 
AACTTTTTTACTCAGGTGTTTACGGTGAGCAATGACTCCAACCGGATTGGTTTGCGCATG 
CACTCAAGCGAGCCGATCCAACATCGTGTGGAAGGCGAGCTGAAAAGTGAAGGAATGGTC 
CGGGGGTCCATCCAGATTCCGCCTGGTGGAAACCCCGTGGTGTTTGGTCCCGATCATCCT 
GTGACCGGTGGCTATCCAGTAATAGCAGTACTTACATCAAGGTCGTGTGATCGTTCGGCC 
CAGCTGTTGCCGGGCGATAAAGTCAGATTTAAATTGCTT 

>RXAO 05 7 4 -downstream 
TAGGAACTTTGAGCTTGCTCTGG 



>RXAO 0 5 7 6 -ups t ream 

ACAGTCCGAGCTTCTTAGCGGCGGTCTGTGGCTTCATAGCCCTGCCCGATGGCTGGCGTA 
CAGATTCTTCGTTCACGCCCACAACGGTAGCATTGTTTTC 

>RXA00576 

ATGCTGACCTTAAGTTTCATCACTGGCACGGAGCCAGGAAAGTGGTTTACCCGATTCCGA 
GATCGGACTCATCACGGTGGACTTGAGACCCTTGATTCGGACGACGCCCTAGGCCTCATG 
CTCGCTGGCCAGGCACAACTCGCCTTAACCAGGCTTCCAGATGCGCGTATCGACGCCTCC 
CTCCACGTGGTCACTCTTTATCAGGAACAACCCGGAGTCGCTTTTCCAAAAGACTTTTTC 
CTCAGTGCCGAAGAAGGCGCGGTGGACCTTGCGGACTTAGATGGGGAGATCATCAACTGG 
TCCATGCCCGATAGTGGGGAAGTCGATGCCGCTGCTGTTCGCGATGCTCTGCAAATCGTG 
GCAGCGAACGTCGGTGTGGTGATCGCCCCCAGGCCACTTCTCAAGGTGTTGAGCAAGAAA 
TTGGTGGAGCACCGGGACATCAAGGGTGGAACTGAAACATCTATCGCCCTGGTATGGAAG 
AAAGATGAGGATTCTGAAGAGATTCAAGACTTCGTCGGTATTGCTCGCGGTCGAACGCGG 
AATTCCAGCAGGCAGCAAACGGTAAAGCTCAGTGCTCGTGAAAAAACACTGGCAAAACAA 
GCCCGCAGGCAGGGGGAGAAACCAAAAACTCCGAAGCGTCCGCAGGCAAGAAAACGTCCC 
GGAAAACGGCGA 

>RXA005 7 6-downstream 
TAGGGGTCACCCGCGCATGTCCG 
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>RXAO 0577 -upstream 

CTGGCTCCGTGCCAGTGATGAAACTTAAGGTCAGCATGAAAACAATGCTACCGTTGTGGG 
CGTGAACGAAGAATCTGTACGCCAGCCATCGGGCAGGGCT 

>RXA00577 

ATGAAG'CCACAGACCGeeGGTAAGAAGCTCGGACTjSTTTTTGCCCGCCACGCCAGAGGAG 
TTCCAAACAGGTGCATTGACTCACCAAGAGTTCAAGAACCTGCAGGAAAACCCACCGGAG" 
TGGCTCCAAACCCTACGCCGCGAGGGCCCACACCCTCGTCCAGTGGTCGCCCAAAAATTG 
GGCATCACCATCGCGGCTCTGAAAAAGAACGACATGGACAAACCACTGACCACCGCCGAG 
ATCAAGGCACTTCTGGAAAACCAGCCAGAATGGTTGCGCACCGCACGCACACAGCTTGCT 
GAAGGTCGCGAAACCGCAAAGAAAGAAACTGAAGAAACTACCGAAGAC 

>RXAO 057 7 -downstream 
TAAATCTTCACAAAGACTGCGCT 



>RXA00578-upstream 

TGGGCGGTGCACTTCTTGCTCTGTCTGATCCGGAGGCTGAGTGGGAGGAAATCCGCGTTA 
AATCACGGCCTCTGCTGAATTTGTTTGGGGTTGAATTCCC 

>RXA00578 

ATGACGTACCTCGTGTGGGACGGTGCAACACTCGTAGAAGGCGCGCTGGAATCAACACCC 
ACAGTTGTTGATTCCTACCTAGCCAAAGACCACCGCGTGGTGCGCTGGGATCTTCATGAA 
CAGCGCTTCGCCACTAGCGTGGACGTGGACCCGTGGGATTTTCTCCACGCAGTAAGGGAA 
GCAATTCCACGCCAGGGCTCATGGTTTCCCAAAGTTGAATGGCATGGCGATGATCTTTTC 
GCAGTCAATATTCGCCCGGCACCAACACTGCGAAAGGCCACATCATTGTGGCTTTCCGAA 
GACCCAGATCCACGCACACAGCCAACCATTAAAGGCCCAGACCTAGATGTGCTTGCTCAC 
CTTCGCAGTCGCGCCAACGATAACGGCTGCGATGATGCGCTGTTGATCAGCGCGGATGGG 
TTCATTCTGGAAGCTGCCAACGCCACCGTGGTGTTTTGGGCGGATCCACAGACGGTCATC 
GTGCCCAGGGGAGATGTGCTCCCATCGGTGACACTCGCCGCAACCATTCCGCTGTGGGAA 
AAAGCCGGAATCACATTGCGCTATCAAAACATTCGGCACATTGGTTTTCCCGCGTGGTGC 
GGTAGTTCGCTGCATGGTTGGACACCTGTGGTCAGTTGGGGCAGGGGATTGGGCAAAATT 
GCAGCAGCGAAAGCTCCATCGGTGAAGCCCTGGAATGAAAAATTGCGCCCAACCATTTTT 
CTG 

>RXA0 057 8 -downstream 
TGAGGAAAAGGTTGAGCGCAGTG 



>RXA005 82-upstream 

ACTGGCCAGCCTTCCGACGCATCGACTTCCTCCGCGCCATTCGCGACTACTCGCAGCGCA 
GCAGAAGATTCGGTAAATAACTTATTCTCCAAGGAGAGAC 

>RXA00582 

ATGTCTGACTACATCGTCGCATTTGAATCCGCATACGGCTCTACCAAGCAGTACGCAGAA 
TCTCTGGCGCAACGCCTCGGCGTAGATGCCTTAAATTTTGAACAAGCGTGTGCGGAACTC 
GCGGCGAACCCGACCGCAGCAATCGTGGTTTTGAGCTTTGTTCACGGCCCATCCCATCCA 
GGTGCGAAATTCATTACCGATACCGATCTCTCCGGCCACCGCGTCGCACTGTGCACCGTC 
GGCATGACGCTTGATGATGTCGTGCAAAAGAAGGACGGCGCAGCTCGATCACTGGGAAAC 
AAGGCAGACGATGTCACCCGTTTCTACCTTCCGGGACGCCTTAATTACTCAGAGCTCTCG 
ACCGCGCACCGCACCACCATGTGGACGATCGTCAACATGCTGAAAGCGAAGCCGTTGAAG 
AATGACAACGACAAAATGATGATCAACACTTTTGATACCGATGTTGACCGCGTCGATGAG 
TCCCGCCTGGACGCAGTGGAGGAGTGGGCGAGGGGCCTC 

>RXA00582-downstream 

TAGAGTGGGCGTTGCAAAAACTC 



>RXA005 8 5 -upstream 
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TGTGAAGACGTCGATCCCAGAAGATGACCTGTTTGCCGGAATCACACCCGATGCAGAATA 
ATGCAGTTAGACCACATCCTTTAGGAAGGACCTTTTCGGC 

>RXA00585 

GTGATTGACCTCAGCCCTGTATTCAATACAGCTGCCGGCGTATACAACGACACCAACGCA 
ATCATCTTGGCTCAGCAGCAGCAAGGTGGACCACTTGGACCTGAGTTTGGAAAGGCCTCG • 
CCGGTTGGTTTGCTACTGATCGTCGCGATGCTCGTTGCCATTCTTGTTCTCGGCTGGGCG 
TTCCArCGACGeTGGTeAGGGA-TGAAT-CGT.CGTCGTATTTTCGCAGAGCGCAACGGCCTT 
GATCCCTTCGATATTGAGGGTGTTCGCAAGGCAATGGCTGAGGCCGGCTTGAATGAAAAG — 
TCCAAAAAGGGCTTCCTT 

>RXAO 05 8 5 -downs tr earn 
TAAAAAGAAAGTGTGTTAAGGTT 



>RXA005 86-upstream 

TCATCCAAGGGGTAAATAGGTATGACGGCGGAAACGACTATCATGAATGCAATACACATC 
AACTAAACCCTGCGGAAGCATATAAAGCTTCAAGGAAAGG 

>RXA00586 

ATGAAACACGTGAGTGGTCTACGCCTAATGGCGATCCACGCCCACCCTGACGACGAGTCA 
AGCAAGGGCGCAGCAACCATGGCGCGCTATGCAGCTGAGGGCAATCAAGTAATGGTTGTT 
ACCTGCACTGGTGGTGAGCGTGGAGACATTCTCAACCCTGCTATGGATAAGCCAGGAATC 
CTGGACAATATTTTTGCTGTGCGTCAGGAAGAGATGGCGAAGGCCATGGAAATTCTTGGC 
ACTGAGCACAGATGGCTAGGTTATGAGGACTCTGGGCTGCCCCAAGGTGATCCTTTGCCT 
CCTCTGCCTGAGGGCTGTTTTGCTTTAGAAGACTCGGATAAAGTCACCCAAGATTTAGTG 
AAGATTCTGCGCGAGTTCCGCCCACACGTCATCATTACCTATGATGAGAACGGCGGTTAC 
CCACACCCGGATCACCTCAAGGTTCATGAGGTGTCGATGCTTGCATGGGAGAAGTCCGGC 
GATGCAGCGTATGCACCTGAGTTGGGCGCACCGTGGGAGCCACTGAAGCTTTATTACACC 
CACGGCTTTATCCGTCAGCGCATGGAAATGTTCCATGATCTGCTCATTGAACAGGGCAAG 
CCCAGCCCATACACCCCGATGCTTGAGCGTTGGAAGGCAAATGAGGCTGATGTGATGGCT 
CGAGTTACCACTCAGGTTCCTTGTGAGCGCTTCTTTGATCAGCGTGATGACGCCCTGCGT 
GCGCACGCAACTCAGATTGATCCTGCGGGTGCTTTCTTTGGAACTCCCGTTGAGGTGCAG 
CGTCGCCTGTGGCCGACTGAAGAGTTCGAATTAGCTAAAACTCGTGTGAAGACGTCGATC 
CCAGAAGATGACCTGTTTGCCGGAATCACACCCGATGCAGAA 

>RXAO 0 5 8 6 - downs t r earn 
TAATGCAGTTAGACCACATCCTT 



>RXAO 05 87 -upstream 

CCCTTGGATGACCTCGGTTAACAGTTTTTCCTGAGGTGACTAAGATGTATAGGTGACCAA 
CTCGATTCGGCTTTGAAGAGGATGCAGACAGACTTCCATC 

>RXA00587 

ATGAGTACAAATTCCAACTCTCCATCCAACGCATCAGGCGCTTCGAACATTCCAAACACC 
CAACGTCCGGCTAGCCGATACAATTCGCCTCGCCCGGAAGCTGCTGCAGGCAGGAACATC 
AGCGGAAAAATCATCGCAGTCATTGGCGTGCTGCTGGTGATCGCCATTGTGATTGTTGGC 
GCAAACTTCCTCAAAAACCGCGATGCACAAACAGTGTCCGGCCAAATGGGTTCATTTGAA 
CGCATCGACGACGACACCTTCCGCTTTGAAGTTGACGTCACCCGCGATGACCCAAGCCAA 
GTCGCCTACTGCATCGTGACCGCAAAGGACTACTCGCACGCAGAAGTCGGGCGTCGAGAA 
GTGCTTGTGGAGCCCAGCGACCACTCAACGGTGCGTATCTCCACGCTGATCCCCACCCGC 
GAACCAGCAGTTTCCGGTGGTGTTTACGGTTGTTCAACCGTGATCCCATCACATATGAAC 
CTG 

>RXAO 05 87 -downstream 
TAAAACTAGAAAATTTTGCTGTG 



>RXA00589-upstream 

CCGTTATCTCCGTAACTGTTGTTTCTGCAGAACCATACAACTCAGCAAAAGCCGCGACAC 
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TCCGCGGCAAAAACTAACCAAGGATTTAAAAGTCTTCAAA 
>RXA00589 

ATGACAACTCTTTCACGTAAGTTCTTCGTTTCTGCTACCACAGCCCTGGCGGCAGTCGCA 
CTGGTTGCGTGTTCCCCTAATGAGATTGATTCTGAACTGAAGGTGCCAACGGCAACTGGC 
GTTTCTTTACCTTCGAAGAACGTTTCCGCGACCTCAACTGCTACTACAGATGAGGATGCG 
CCTGGCTACATTGATTGCGTAGCCGCACCAACTCAGCAACCTGCTGAAATCTCACTAAAC 
TGTGCAATGGATAT-TGA-TGGGCT.CACaGATATTTCTTGGAGCGAATGGGATACTGATTCC 
GCAACTGGAACCGGTACCCGCATCGTAACCGCTGCAAATGGTCAAGAGA'CCGAAACCGAA- 
GAT 



>RXA00595 

CGCAATATTGCAGCATGGATCGCAATCGCCGCCATCATCATCGCCAGCCTGGGCGCACTG 
CTCTCGATGATCCGCGTGTGGCGTGAAGTCTTCTGGGGTGGCGCAATGCACCAGCGCGGC 
GTCTCGCCGCAGCTGCGCATCAGCCCAGCAAAAATCGCCCCAGCGCTCAGCCTGATCATT 
TTATCGGTAGGCATGTTCATCTTCGCGGGCCCGCTTATCGACGCGACCCTCACCGCCACC 
GACGGCCTCTTGAACACCGATGCATACCAACAGGCTGTGCTCGGTGAAAATGCCATCGGA 
GTGCCAAGCCCTAGCTACCAGGGAGGAAAC 

>RXAO 0 5 9 5 - downs t r earn 
TAATGCTTAACGCCCTGAAATTC 



>RXA00597-upstream 

CAAGGAGATCCGCCCCAGCGATGCTGAGTGGCCAAGTCGCGAGATCGCTGACACCGCCCA 
AAACACCGTCAGCCAAGACAAGAGGGAGTTTTAAAACAAC 

>RXA00597 

ATGACTGCTTTTGGAATTGTCACCACAGTTGGCATCTGCATGTTTGCGTTCTCCCTCTTA 
TCTGCCCTGGTCCTTATTCTGCGCACCAAAGATTTCCTCACCCGCGTGGTGCTTTCCGAC 
ATGGTTTTCTACTCTATGATCGCGATCTACCTCATCTGGGTGCTCAACAACCCAACCTCA 
ATCGCCTTTGAGATTGCTCTTCTCGCAGCAGTCCTCGGCGGCGTACTTCCAACCCTGTCC 
ATGGCTCGCATCATTTCGAAGGGACGCAGG 

>RXA00597-downstream 
TAAATGACCATTCCAGAGATCAT 



>RXAO 0 5 9 8 -ups t ream 

AACCTCAATCGCCTTTGAGATTGCTCTTCTCGCAGCAGTCCTCGGCGGCGTACTTCCAAC 
CCTGTCCATGGCTCGCATCATTTCGAAGGGACGCAGGTAA 

>RXA00598 

ATGACCATTCCAGAGATCATCGTCTCCATCCTCGTGATCCTCGCAGGCCTGTTTTCTCTA 
GGTACTGCAATCGCTTTGTGGCGCGCACCGGATCCGCTCACCCGAGCCAACCTGCTTGGC 
ACCACCGTGGGTGTCTCCATACCGCTGCTCATCATTGCGCTGCTGATTCACACCTGGTCC 
GTCGACGGATTTAACCCCAACAATTTCATCCGAGCGATCATCGCCATCATCGGCGTCTGG 
GTCATCGGTTCCGTTGGTTCCTACTACATGGGACGCGCCATCTATGGTGTGACCGTAGTG 
GATAACAGACGATCCAAA 

>RXAO 0 5 9 8 - downs t ream 
TAAACTGCTTTTAGAAAAAAAGG 



>RXAO 06 01 -upstream 

TAGATATAGAACACATTCTATTGCAGGGAATTATCAAGTTTCATACATTGTCCTCGTAGG 
GGCAAGTATATTTCCCATGCAATATTTTTTAGGAGTCCCA 

>RXA00601 

ATGCGTTTCAAGTCAGTTGCAGCTATCGCACTTTCCACCGCAATGATCAGGGGTGGAACC 
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GCAAGCGTTGCTAATGCTCAGCAGGTTAGCCCTAGTTCCACGATTGAGATCCCTCAAGAA 
TTCGTCCACACCGTGCAGAACTTCGTGCCAGGTATGACTTACGGCGATGCAGGGTCCGCT 
ATCCAGAGCACCGCTGGTTCTGTGGCACTGAACAGTACCGCTGGAATCATCCTTCCAATC 
GTTCTTCCATTCCTTGGTCTGGGAGCTGTTGGTTCTGCAGCGCTGTCTGCT 

>RXA00 6 01-downstream 
TAAGCCTTTTCTAGGTTCCTTAA 



>RXAO 06 02 -upstream 

GCGCGATCAATGGAATCTAGCTTCATATATTGCACAATAGCCTAGTTGAGGTGCGCAAAC 
TGGCAACAAAACTACCCGGCAATTGTGTGATGATTGTAGT 

>RXA00602 

GTGCAAAAAACGCAAGAGATTCATTCAAGCCTGGAGGTGTCGCCATCCAAGGCAGCCCTG 
GAACCAGATGATAAAGGTTATCGGCGCTACGAAATCGCGCAAGGTCTAAAAACCTCCCTT 
GCTGCAGGTTTGGGCATGTACCCGATTGGTATTGCGTTTGGTCTCTTGGTTATTCAATAC 
GGCTACGAATGGTGGGCAGCCCCACTGTTTTCCGGCCTGATTTTCGCGGGCTCCACCGAA 
ATGCTGGTCATCGCCCTCGTTGTGGGCGCAGCGCCCCTGGGCGCCATCGCGCTCACCACA 
TTGCTGGTGAACTTCCGCCACGTATTCTATGCGTTTTCATTCCCGCTGCATGTGGTCAAA 
AACCCCATTGCCCGTTTCTATTCGGTTTTCGCGCTTATCGACGAAGCCTACGCAGTCACT 
GCGGCCAGGCCCGCAGGCTGGTCGGCGTGGCGACTTATCTCAATGCAAATAGCGTTTCAC 
TCCTACTGGGTATTCGGCGGTCTCACCGGAGTGGCGATCGCAGAGTTGATTCCTTTTGAA 
ATTAAGGGCCTCGAGTTCGCCCTTTGCTCTCTCTTTGTCACGCTGACTTTGGATTCCTGC 
CGAACGAAAAAGCAGATCCCTTCTCTGCTGCTCGCAGGTTTGAGCTTCACCATTGCTCTT 
GTGGTAATTCCAGGTCAGGCCCTATTTGCGGCGCTGCTGATCTTCTTGGGTCTGTTGACC 
ATCCGGTACTTCTTCTTGGGAAAGGCTGCTAAA 

>RXA0 0 6 0 2 -downs t ream 
TGACAACTGATTTCTCCTGTATT 



>RXA00 604-upstream 

ATCACGTTTTGCTATGAAAGTGGTGAAACCAGCTCGCCCCCAGGTGTGAAGCATGCATTT 
TGAAGCATGAATCTTTTTCATCTAGTGAAGGACTGATCCC 

>RXA00604 

ATGCGTATGAAATCAATCGCAGCAATTGCAATCGCTACCGCCGCCCTGGCTGGTGGCACT 
GGAGTCGCTAGCGCACAGGAAGCTGGCTCGACTGCTGGTTCCTCCAACCTCAGCTCTGGG 
ATCCAGCTTCCACAAGAAGCCACCGATCTGTTGAGCTTCCTGCCTGCTGCTCAGGCTGCG 
CAGGTTGAAGGAGCAATTCAGAGCACCGCTGGTTTCTTTGCCGTTGGACTCGGCTCGACC 
GCCATTGGTTCCACTGCAGTGACCTTGGGAATTGCGGATCTGCTGTCTAGC 

>RXAO 0 6 0 4 -downs t ream 
TAATTTCCTCTCAATAGCTTCAA 



>RXAO 0 6 1 0 -ups t ream 

CAAGCACTCCCAGGGGAACGTTCATTCGAAAAACTCGACGCCTTATACGAGCTTCTAGAG 
CCTCGGAACCAATTGCTCGAGATCGCAGTCTAACTAGAGT 

>RXA00610 

ATGGAACCGAAAAAACCTGTCACATATAAAGAACTTGCCCACGAATATTCAAGAAGAACG 
TTTAACAAACTCTTCACCAAAATTACTGGCTTCGTCTATCTAAAAAACGATCTAATCAAC 
GATCCCAACTTAGTGACCCAAGCACTGCTCAAAAGATGCCCAGAAGGAGTACTTCGCGGA 
TATGCAGCATTAAAGCAACGTGGCTATCAGCTTTTAGACGATCAGTGGATGCCAATCATC 
AGTGTTTCCGGAGATCTAAACAGGAGGGACTGCTCACGAGGTGAAATTCTCAGGCGGATT 
GAACCAGAAAACACCCTGCTCAGTGGCAACATTAGGTTCGTTAATGATGTTCAAGCGATC 
CAAGACGTCTTCGACCTGCATTCTCTCAACGACTTTGAAGACCAAGTAGCTCTCATCGAT 
CATCTCATCAGGCAGCGCCCCGAATTATTCCAAGAACTCATACAAGAGCCAAAACTTAAG 
AAACACACTCAATACGCCAATCCTTTTGCTGAATCTCCGCAAGAATCACGACTTCGGGTC 
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AGACTTCATTCACTGGGTTACCACGGCTTCATCCCACAGATTCATGTTGAATACGACGGT 
CAATCCTATTTTCTAGATCTCGCAGATCCGCTGTGGCAGGTTGCCCTCGAATACAACGGC 
GGATGGCACTACACCTCTGAGCAGCGAGAGAAAGATTCTCATCGGAAGAATGCTCTGAAA 
AGTGCGGGATGGGATGTCCTAGAAGTGACATCAAAAACTCTGCAGAATCCGAATTCCTGG 
AACAACCTGATACAACAGATCAATAGCTCTCTCCGCCGAAAGCAGGCTCAGCGACGCCGA 
AGGTTACCCATGCAAACGGTGGGC 



>RXAO 0 61 0 - downs t r earn 

TAACGGCATCACTGAAAAAGACC 



>RXA00611-upstream 

CTTTAAATTGACTATTTACAAAACTACTTGATGAGTTAGCAAGAGCACATTTCGGTGCGC 
CTCCCTGCTAAACCTCGAAACAATAACTAGATTGCACACT 

>RXA00611 

ATGTCTGCCGCTGCTTCTCGATCAAGAAACATCTTGACTGCCCTCCTGCTATTGGTCCCG 
CTCATCGCAGGTACCATCTACGCCTCCGCCATGGGCTTGGACGTCTCCCGCGCATGGTCC 
TCAGCAGATGAAGTAACGGGGGCACCTGCAGCCTCCGTAGCCACCAACAACCAGGAGCTT 
ATCGAAGCCCGTCGCGCCGCCGGAGAAGCCGGCGCCCAAGCGGGGTTCCTCACCTCAGGA 
ACTGAAGAGCTAACCAGCGGAACACAAGAGCTTATCGACGGCGCAGCCCCACTCGAAGAA 
GGCGTCTCAGCCGCGGCTGACGGTGCAGCGCAACTCCACGATGGCCTCATCCAACTCCAG 
GCCGGCACTGGACAAATGGGAACCGGCGCCACCGAAATTGCCGACGGCGTCCAAAACGCA 
GTCGAACAACTTGGCGGTCTTGTCGTTGTACAGCAGCAACTCTTAGGCGCCCTCAACGAA 
GCAGACAAACAACTCGCCTCGAGCAAAATCCCCGAAGCCGAAGACCTGCGCAAACAAATC 
ACCGAAGTCCGAGGACACCTCGAAAACTTCGGCATCTCCGTAGAAATGACCGACCAACTC 
GATCAACTACGTTCCGGCACCCGCGACCTGGCTAACCAACTCGCAGTCCCCGGCTACGGA 
TTCCACGATGGTATTTACAGCGCCACCAATGGAGCAGCCGAATTATCTGCAGGTTTGCAA 
GAGCTAGAAGCAGGCGTTGGGACTGCCGTCGAAGGCTTCACCGCACTCGATGAAGGTGCA 
AACCGATTAGACTCCATGGCCACCCTCAACGAAGAAAAAACCTCCGCAGTCCAACGAGCC 
CTCCCGGTACCCCAAGTACCCGCCGGCACAATCGAAGGCACCGCAGACGAAGAACGCACC 
AGCGCACTAGCGCCCATGTACGCCTTCTTAATTTCAGCATTGGTCATGCTGGCCGGTGCA 
GCACTTGGATGGGCAACACTAAAAAACAAGTGGCTGATGGCCTTTGCTGTCATTGGTGTC 
ACTGCAATCGGTGGCATTATCTTGTTCACCGTAGCTTTGGGCATATCCATTGGAGCTTTG 
TTTGGAGCCTTAGGAATTTTGCTTCTTGCCACTGTTGTTGCCGGTATTCTCTCCCGGATT 
TTGCTTGACGTGTTGGGAACTACCGGGGCTATTGTGGTTTCTGTTCTGGGATGGGTAGCC 
CAAGCTGCAGTAATTGGCCATGTATGGAGTGTTACCGCTGTATCCGATATCGCACTTGTT 
TGGCGAGTCGTCGCAGGCATGATGCCACTGCATTATCCAACCTTTGCAGTGACCTCCATT 
GGTAATGGCGGATCAGCTGCAGCTATCTGGATGTCTGTTGCTGTCTTGTTGGCAATGGGA 
GCGATCGGAGCTGTTGCGCTTCGGAAGCCAAAGGCGGTTGCGGTTGAGGTTGAAGAAGCT. 
GTTGATGCTGATGCAGACCAAGCAGCCTCGGAATCC 

>RXAO 061 1 -downs tream 
TGATGGTTTTGGTCTGATTCGAC 



>RXAO 0 6 1 3 -ups tr earn 

TGGCGATACCAGCTCCGAGTAGGGCTGCACTTGAAAAAGTGAGTGTTTTAGCGATAGTTG 
ACACCTTATTCACCCTACCTGGGGAGTACTCTGGGCAAAC 

>RXA00613 

ATGAGTGAACTAAAAGACAAAATCCGCGCAGATCTGACCACCGCTATGAAGGCCCGCGAC 
AAGGACACCACTGGTACCTTGCGCATGCTGCTTTCCGCATTGACCCAGGAAGAAACATCG 
GGAACCAAGCACGAACTCAATGATGAAGAAGTGTTGAAGGTGATTGCTCGTGAGATTAAG 
AAGCGTCGCGAGTCCGCTGAGGTGTACACCGAAAATGGTCGTCAGGAATTGGCTGACGTT 
GAGCTTAAAGAGGCTGCCATTTTGGAGGGCTACCAGCCTGAGCAGCTTGATGATGATCAG 
CTGAACGCGCTGATCGATGAGGCTATCGCTGAAGTCGGCGGCGAGGCCGATATGAAGAAG 
ATGGGCCAGATCATGAAGGCTGCTACCGCTAAGGCTGCTGGCCGTGCAGATGGAAAACGA 
CTCTCCACCGCAGTGAAGAGCCGTTTGAGCAAC 

>RXAO 06 13 -downstream 
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TAGGTATTTCTAGCGGAAGAACT 



>RXA00614-upstream 

CAGTGGTGTCCTTGTCGCGGGCCTTCATAGCGGTGGTCAGATCTGCGCGGATTTTGTCTT 
TTAGTTCACTCATGTTTGCCCAGAGTACTCCCCAGGTAGG 

">^RXA00'6r4 ~ ~ 

GTGAATAAGGTGTCAACTATCGCTAAAACACTCACTTTTTCAAGTGCAGCCCTACTCGGA"^ 

GCTGGTATCGCCACCGCTGCATGGGGATACTCAGAGCTCAAAAAATTCGAGCTCAAAACA 

GTAGAACTGCCAATTTTGAAGCCTGGAACGCTCCGTGGAAAGAAGGAATTCCGCCTTCTC 

CACATCTCTGATCTCCACATGATCCCAGGCCAAGAAACCAAAAAAGCATGGGTCTCCGCA 

CTCGATTCACTAAGCCCCGATTTGGTGATCAACACCGGTGACAACCTTAGCGATGAAAAA 

GCAGTCCCCGACGTCCTCCGCGCACTCGGCCCACTGATGAACCGCCCCGGCGCGTTCGTC 

TTCGGAACCAACGATTACTGGGCACCCCGCCCCGTCAATCCTTTCGGCTACCTCTTCGGT 

AAAAAACGCGAAGTGAGCCACATCGACCTCCCCTGGCGAGCCATGCGAGCTGCTTTCATC 

GAACACGGATGGCAAGACGCCAACCAAAAGCGACTCGAATTCCAAGTAGGTTCCGTCCGC 

CTCGCCATCTCAGGTGTTGATGACCCCCACCATGACCTCGACGACTACACAGAGATCGCA 

GGGGCACCAAACGTGGACGCTGATCTGTCCATAGCGTTGCTTCACGCACCAGAACCTCGA 

GTCCTCGCTCAGTTCGAAGCCGACGGCTACCAGCTTTCCCTCTCCGGCCACACCCACGGC 

GGTCAGCTTTGTCTTCCGGGCAGCAAGCCAATTGTCACCAACTGTGGAATCGACCGCAAA 

CGCGCCACCGGCCTCAACAAATTTGGCGACATGTGGATGCACGTTTCCAACGGCCTCGGC 

ACCTCAAAATTCGTCCCATTCCGCATCTTCTGCCGACCCAGCGCCACCCTAATAAAGATC 

ACTGAACAGGCACTT 

>RXAO 0 6 1 4 - downs t r earn 
TGACCTGAAAAACCCACAGGACT 



>RXAO 0 6 1 6 -ups t r earn 

AACCGCAACCTCGCGCACTTGGAGTGAAAATTCTCATCTTCATTTCATCTTGGTGCCTAA 
CAATGGAATACAGATTGAGTTGATCAAAGGAGAACCCCCA 

>RXA00616 

ATGAAATCACTCCCCCGTTTCGCCCCACTGATTACGATTCTGGCTCTGCTCGTACTCGTT 
GCCATCGGAGGATCTGCACTGGCAAATAATCGTGCTACCCCTAATGTGGAAAGTGAACCC 
GCCACGGTCAACCAGCGTTCCACTCCCACAACTTCCGCGTATGAGCCCCCTGCTACAGAA 
TCTCCGGAAGAACCAACCACACAAATTCAAGAATCCCCAGTACAACCCCCAGTTCCTGCC 
CCCGCTCAAATTCCTCAAGCCCCACAAGTTCCACTCAATTATCAGTACTATGACGATGAC 
TGGGACGACGACGATGATGACTTCGACGACGACTGGGACGACGAC 

>RXA00616-downstream 
TAACTAACCCCTGAGGCACTTTC 



>RXAO 06 17 -upstream 

ACGACTGGGACGACGACTAACTAACCCCTGAGGCACTTTCTATTTCATGGCTAAATCAAC 
TCCTTTGATTGCATCGCTACGCTGGCGAATTGTCCTGTGG 

>RXA00617 

ATGACAGCGGTTGTTTTCTTGACCCTAGCCAGCGTTGTGATCATTACCCGTTCGGTGCTG 
CTTTCAGAGGTAACCAACACCGCGAACTCGGCAGTTGAGCAGGAAATTGAGGAGTTTCGT 
CGCTTTGCAGCCGAAGGAATTGATCCAACAACTGCGCAGCCTTTTGAGTCAGGTCATCGC 
CTGATGGAGGTTTACCTGTCGAGGCAGATTCCGGATGAAAATGAAGCCATTGTCGGCATT 
TTCCCCGGAGAGCTCATTCAGGTTGATTACTCCCAGCTCAGTGGCGCCCATCCGCTTCCT 
TTGGAACACTCCGATCCGTTGATTTCGGAAATCCGACAGACCACGCTGAATTCTGGAGTT 
TTCAGCGATCTTGAACGCGGAACCACTCACTGGGGAAAGGTGAATTTCCAAACTGCTTCC 
GGTGAGGCCGATGGTGAGTTCGTTGTCGCATTCTTCGCTGATAATCTTAAAGACCAGGTC 
AACGGCCAGATCCAGATTCTTATTTTGATCGGCACAGGGGGTTTGATTGCCTCAATTCTG 
ATTGCTTGGTTGATTGCGGGCCAGATCATTGCCCCGATCCGCAAATTGAGTTCCGTGTCC 
GCAAAGATCAGTAATTCGGATCTCACCTGGCGCGTCCCTGTGGAGGGTCGTGATGAGATT 
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GCGCAGCTGGCCAGGACTTTTAATGCCATGTTGGATCGCATCGAAATCGCGTATAACGAT 
CAGCGCCAGTTCGTTGATGATGCCGGCCACGAGCTGCGCACCCCGATCACAGTGGTGCGT 
GGCCAGTTAGAGCTTCTCGCCACCACCCCGCCGGAGGAACAAGCGCGGTCGATTGAGCTG 
GCCACCACTGAGTTGGATCGAATGTCGCGAATGGTCAATGATCTGCTCACCCTCGCAGTC 
GCCGATTCTGGCACCTTCATCCACGCCCACCCCACGGATGTCACGGATTTAACAATCGAT 
ATCGAAGACAAAGCCCGCACCATCAGCGACCGAATTTTGCTTGTCGACGCCGCCGAGGGC 
CTCGTCAGCCTCGACGAGCAGCGGGTCACCGAGGCAGTGCTGGAGTTGTTCGGCAATGCG 
TTG ~ 



>RXAOO 62 8 -upstream 

GGTTGAAAGTGGCGTCGAAAAGCGCCTTAAAATGACCGGCTCACCTGCATTATTTTATGC 
AACCTCAATTTGGTTGCACGCCAAGTAGTAGTCTGTGCAT 

>RXA00628 

ATGGCTTCTGTATTCACGAAAATTATTAATGGCGAGCTCCCCGGCCGATTTGTGTATCGT 
TCCGAGAATGTCGTGGCTTTTCTATCCATCGAACCCCTCACCTACGGCCACACCCTAGTC 
GTACCCGTTGCAGAAGTTGACCGCTGGACCGACCTTCCTCAGAACATCTGGAGCGAAGTA 
AACGAGGCCTCCCAGCTCATCGGAAATGCAATCCGCACAGCATTCGACGCCCCTCGATGT 
GGTTACATCATCGCAGGATTCGATGTTCCCCACACTCACATCCACCTCTTCCCCACCGAC 
AAAATGGCCGATTACGATTTCCGCAACGCCATGGCCGCAGACGCCACCGACCCTGCAAAA 
ATGGATGAAGCTGCAGAGAAGATCCGCGAAGCGCTGGACGGTCTGGTC 

>RXAO 0 6 2 8 -downs t r earn 
TAGTTCTTGTAGTTCTAATTGCT 



>RXA00 631-upstream 

CCTACCTGCGCCGCAAGGTGGACACCCAGGATCCGCAGCTAATTCAGACTGTTCGTGGCG 
TTGGATATGTTCTGCGCACCCCACGTAGCTAAATTCTCCT 

y 

>RXA00631 

5 ATGGAAAATCCTTATGTTGCTGCGCTCGATGACGAAAACCAAGAAGTCGGCGTAAAAAAA 
n GAAGCAGAAAAAGAACCTGAAATAGGTCCCATCAGAGCTGCCGGACGAGCCATACCGCTG 
y CGCACCCGCATCATTTTGATCGTGGTGGGTATCGCCGGGCTTGGTTTGCTGGTCAACGCG 
J ATTGCTGTCTCCAGCCTCATGCGTGAAGTTTCCTATACCCGCATGGATCAAGAGCTAGAG 
^ ACCTCGATGGGGACGTGGGCGCATAACGTTGAGCTGTTTAATTTCGATGGCGTCCGCC7UV 
^ GGGCCACCCAGCGATTATTATGTGGCCAAGGTTTTTCCTGATGGATCCAGCATCATCTTC 
- AACGATGCACAATCGGCACCCGATCTAGCTGAAACCACCATCGGTACTGGTCCACACACT 
GTGGATGCTGCTAGCGGTTCTGCCTCCAACACTCCGTGGCGTGTGATGGCGGAAAAGAAC 
GGTGACATTATCACCGTGGTGGGTAAAAGCATGGGGCGTGAAACAAACCTGCTGTACCGA 
TTGGTGATGGTGCAGATGATCATCGGCGCGCTGATTCTGGTTGCTATTTTGATTACTTCA 
CTCTTCCTAGTCAGACGCTCGTTGCGGCCGTTGAGAGAAGTTGAAGAGACCGCCACCAGG 
ATTGCGGGCGGTGATTTGGATCGACGTGTCCCGCAGTGGCCAATGACCACAGAAGTCGGA 
CAGCTGTCGAATGCCCTCAATATCATGTTGGAGCAGCTCCAAGCCTCAATTCTGACCGCC 
CAGCAAAAAGAAGCTCAGATGCGCCGATTCGTTGGCGATGCCTCCCACGAGCTCCGCACA 
CCACTGACCTCTGTGAAGGGCTTCACCGAGCTGTATTCATCAGGTGCAACAGATGATGCC 
AACTGGGTCATGTCCAAGATCGGTGGCGAAGCCCAACGCATGAGTGTGCTTGTGGAAGAC 
CTCCTGTCACTGACGCGTGCCGAAGGCCAGCAAATGGAGAAGCACCGCGTTGACGTGCTG 
GAACTCGCCTTGGCAGTACGCGGATCCATGCGAGCAGCCTGGCCAGATCGCACAGTCAAT 
GTATCCAACAAAGCTGAGTCCATTCCGGTTGTCAAAGGCGACCCAACTCGCCTCCACCAA 
GTGCTTACCAACCTGGTTGCCAACGGACTAAACCACGGCGGACCGGACGCGGAAGTCAGC 
ATTGAGATCAACACCGATGGACAAAACGTGAGGATTCTCGTGGCAGACAACGGTGTCGGA 
ATGTCTGAAGAAGATGCTCAGCATATCTTCGAGCGTTTCTACCGCGCCGATTCCTCCCGC 
TCACGCGCATCCGGCGGATCGGGCCTCGGCCTTGCGATCACGAAATCCCTGGTCGAAGGC 
CACGGCGGCACAGTCACCGTCGACAGCGTGCAAGGCGAAGGCACGGTGTTCACGATCACC 
TTGCCGGCGGTTTCT 

>RXAO 0 6 3 1 -downs t r earn 
TAAAGGCATCAAGGGCCGGAAAA 
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>RXA0063 7-upstream 

CCGATGGCACTTTCCGTACCTGGAAGGTAGTTGCCCGCGGCAGAAACAATTAGGGAAACC 
TCTTGACCTTCACGCGACGTCAAGGATTTAACTAACAGTC 

>RXA00637 

ATGACAGATCGAACCATTGGCGAGGCTGCTGAACTACTCGGTGTCACCACCCGCACACTG 
"CGGCATTGGGACAGeATGGGGT-TGCTT-CAACCGAGCTGGCGAACCACAACGGATTATCG^ 
CTTTACACAGAAGACGATGTCGAGCGCGCCCTGCAGATTCTTATTTACAGGGCCGCCGGA- 
ATCGGGTTGAAGGATATTGCGGAGGTGCTTGATCAGCCGGATTCGGCCAATCAGCACCTG 
CGCCGCCAGCGGGAACTCCTAGTGGAACAGATCGGTCAGCTGCATCGGATGGTCCGGGCA 
GTAGATGAAATCCTTGGAAAGGATGCGATTAGCGTGAAGGAAAAGATTGAGATCTTCGGC 
GAGGATCTGCCCAAGTACCAAGAGGAGGCTTTCCAGCGCTGGGGCGACACCCCGGAGTGG 
AAAGAATCCCAAAAGATCCAGGAGAAGATGACCAAGGAGGATTTTCAGAGGGCGAAAGAT 
GAACATGAGGGGTTCGTCGAAAAGCTTATCGACGCCTCCCTGCGCGGCATCGCGCCCGGC 
TCTGCAGAGGGCAATGAGCTAGCGCTTGCGCACCGCGCAAGCATCGGTCAGTGGTACACC 
GTGAGTGCAAACAAGCAAGTAATTTTGGCTCGGATGTACGTGGAAGACGAGCGTTTTAAC 
GAAACTTACAAAGGACACGCCTCATATCTTTTAACACTTATTGAAGCATTGGCGCAGGTA 
GAAGGCGTGGACTTGGAGAATGTGGAGTGGGAA 

> RXA 0 0 6 3 7 - downs t r earn 
TAATCCCAATTTCAACTCTTTCA 



>RXAO 0 6 4 6 - ups t r earn 

AATGCAATCGGAACGGTTAACGCCAAGTGATCTGGTGGGATGTAGGTACCGTCAGGTCCA 
GCGCATAAATTTCCCAGAAATCTCTCCTTTACCTGCAACA 

>RXA00646 

ATGCAGCGCAGGGCCCGCCGTGAGGTTGGGTTGACGGAAGTTTTGGATCGTCTCCCAGAG 
CAGCCCAAAAAGCGGGGCCGAATTCCTTTCACCAGGGCAGATCTAGACAATGACGCTGAA 
TTGGCGGAGTTTGAAACCCTCGAAGCAATTGCAGCCGGCGACACCTTGATTACCGGCGCA 
GTGTTCACGGGCACCCTCGAAGGGGTGGCATGGGAAGTGCAAGTGGATGTCTTGGTGCGC 
AACCCTGATGGAAGCTACATGCCCGTGATGGTGAGCAATCACCGTGTCGCCCGTCCGGAT 
CCGCACAAAACTATGCAGGGCATTGCCGTCACCCGCCTCGGTTTGGGTCAGCCGCTAGAG 
CTCAAGGCAACGCTGCGCCACCACACGATCGATGGCTATCGCCTCACCCTCGCGTTGATG 
GGTTTGGAGGAAGCTGGAGCA 



>RXAO 06 47 -upstream 

TGCATTCTTCCCACAATGACATGAGCTTATTGCAACATCGTGGGTAAAGTTGAATCGAGA 
AGTCGAGAAATAACCGACCGATGAAAGAGTTGAGACGATA 

>RXA00647 

ATGGGCATCTTCGAAGCCATCCGAGCCGCACGCGCGAAGACCAAAGCTGAGATCAAAGCA 
GCCGAGGCAAAAGTAAAAACTGAGGCGAAAAACAAAGCAAAGCTAGATCTCAAGCGCGAG 
AAGCTTCTTGTCCAGCAGGAAAAGAATCTGCTCAAGGTTGAAGAAAAGGGCCTGAAGAAG 
CGCAACAAGCATGAGCTGAAGATGGCCAAAAATATCCTTGAGCAAAAGCGCCAAGGACGC 
CTAAACAAAGACAAGGTGAAGCGCTGGGCTGGCACCGCACGTGTGCTCACTCCACTACTG 
CTGCCTATTATTTATCGACTCTCCACCGAAGCACGCGATCAGGTTGTTAAGGGACGTGCC 
CGTCGTGCAGGTGTCACCGCGGAGCAGCTTAGCCAATTCGCAGGTCACGCAGCAGCGCTG 
AAGGCTCGTATTCAAGGTGTTCGCGAAACCGCAAAGAACTCCAGCCTCCCTGCTGGCTTT 
GTACGCGATGTTGAAGAGCGTCTCAATGAGCTCGAGGCTGCTGCGAATAACTCTGAGTTC 
ATGTCTCCACAGCAGAGGAACCGTGCGCACCAGTCGATCAGTCGTGATCTGAACCAGGTG 
TCAGATCAGATTCAGGATCGACTACTGGACAAG 

>RXAO 0 6 4 7 - downs t r earn 
TAGCTGCTGGTCGAGTCGCTGCC 



>RXAOO 64 9 -upstream 
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GTATTTGATCTGTGGTGTGGCTGATTCGGGAGGACTCGATGACATTATGTGTATGGTACA 
CATTTTGTGCAAGATGCAATAGCTGGCAAACTGGAGAGCC 

>RXA00649 

ATGAGCACCGACCCCATCGCGGCCTTGGAATACGAATCCACCATCTTCGCCCGTCACCGG 
AATCAATACACCGGCCAAGCAGGTACGAATGCTGGCGTCCTCGATTCCAGCGGCTACAAC 
CTACTCACGCTGCTCCAGTTACGTGGCCCCTCCACCATCGGCGAACTCAGCGCCATCACC 
GGCCTAGACGCATeTAeeG-T^-AACCGTrAGACAAAAGCCCTACT^ 

GAACGCATCCCAGATCCCGACGGTGGAATCGCTCGGAAATTCCACCCCACCGACCTCGGe- 
AATGAACTGCTCAACGAGGAACGCACATCCAGCCAAGAAAAATATGCCGAGTTACTTTCA 
GACTGGCCCGAAGAGGATCTACGCACCTTCGTCAAACTTCTTGAAAAACTAAATAAAGCC 
GTGGAGACACGCGTCGGAAAGCATTGGCCGCGCCCC 

>RXAO 0 6 4 9 -downs tr eam 
TGACTCAGCCCAAGCCAGAGCCC 



>RXA006 5 2 -upstream 

GCGATAGCTCATCGCGCCCGGTTGATTCCCCTTCTTCACAAGGGTTTCAACATCGAGCTC 
ATTGCGTCCGGTTTCCGACACACGATCTAGGCTTGACTGC 

>RXA00652 

ATGCGTCGTACATTACCTACTATCCTCGCTGCTTCCATCATGCTCACCGCTTGTACCCCG 
GCGGAACCTGAAGCAACCCCAGAGACCACCACCGAGGCAGCCCCGGAAGTAATTACTGAC 
GGCCTTCCCATCGACGCGATGCCCGCGGTCGAACGCACCGCACAAACCGCATGCCCCTAC 
CTGGGCACCGACTGGGTCGCCGATACCAACGGCCAGCGCGTCACGGGTTACGGCACAGAC 
GAACGCTTTTCGACGCCCTCCTGCGTTTTTTACTCCTACCCCGAAGAACCACAACTCACG 
GTGATTGTCCGCGATATGGCCACCACGGATGACGCTATCGCGGTAGTGGATTGGGCAGCC 
CCCATCGATTCCACTGAGCCCGCTGAGGAACCCGCAGGGTGGTCCGGTGGCCGCCGAGGT 
GGAAACGATACTTCAGGCGCACTCTACGCGGTTCAAAACGGCCCCACCGCGGTCATCGTG 
TTCACCAATCAGGATCAATCCCTCAAAGCGCAGTTAATCGCTGAGGAAGTAATCCAGAAT 
CTTGGTCTC 

>RXAO 065 2 -downs t ream 
TAACTATTAGAAGGCCACATCGT 



>RXAO 06 53 -upstream 

GTTGAGATTCGCCTAACAAAGATTTTGGACGAAAACAGTAACGATGACAGCCACGTTAAG 
CGCGGAATCTTCTCGCAATGGTAAAAAGCCGCGGCCTCGA 

>RXA00653 

GTGAGTGTTTCCCAGGTTGTTGGTGAAATCTTGCTCACCGTAGGCATTTTGGCCTTGTTA 
TTCGCATACTATGAGGCCTATTGGACCAACGTGGAATCTGGGAAATTACAAGAATCGGCT 
GGTCAAAAGCTTGATGAAGACTGGAATGAAGCTCGGGTGAATCCTCGACAAAAGCTCACC 
CCGGAACTTGGTGAGGCATTTGCCCGGATGTATGTTCCAGCTTTCGGCTCTGACTTCAAC 
TTCGCAGTGATTGAAGGAACCGATGAGGAAGACCTTCTTGCCGGTCCTGGCCGTTATGTG 
GATTCCCAAATGCCTGGTGAAGCCGGAAACTTTGCAGTGGCAGGCCACCGAGTGGGCAAG 
GGTGCGCCATTCAATGATCTAGGAAACCTGGAAGTCTGCGATGCGATCGTGGTGGAGACT 
TACAATTCCTGGGATGTGTACCGCGTGATGCCGATGTCCACCAACGGTGCAGATCGTGCA 
GCAGAAGCTGCGGATTGCTTCAACGAAAACCAGGTCAGCCGCATGGCTGAAGGTGACTAT 
GTGAATGTGTCCGGACGAAGCATCACCACTCCGGATCGCATCGATGCCACCTACCCCACA 
CCGGGCGTCTTCGACACTGCAGTGCGTGAAGGATCAGAAGCTCTGCTTACCTTGACCACG 
TGTCACCCGCAGTTCTCCAACGCTGAGCGCATGATTGTGCACGCAATGTTGGTGGAAGAA 
ATCGATAAATCAAGTGGCGAACGCCCTGCAGCTTTGGAGGAAAAC 

>RXAO 0653 -downs t r eam 
TAAATGTATTCACTTCTGTGGCA 



>RXA0065 4-upstream 



Appendix A, page 82 



Attorr^^ocket No.: BGI-129CP 



CAGCAATAGCGATTATTGCTTGATTGTGTGTTTTTAGATCTTCGGTTCTCTTCACTCAAC 
TGCTGTGAAGTGCCACCTGTTTGGAAAGGCGAACACGATA 

>RXA00654 

GTGCTCGATATTTTGATTTACCCGGTGTCTGGAGTGATGAAGCTGTGGCACCTGCTTCTT 
CACAACGTTGCGGGTTTGGACGATTCACTGGCGTGGTTCTTTTCCCTTTTCGGCCTTGTC 
^A-TCACGATCCGTGCAATTATCGCGCCTTTCACCTGGCAGATGTATAAGTCGGGCCGCACT 
GCCGCACATATTCGTCCTV^^ 

GAAGCGTCCATTCGGGAGTTGCAGAAGCGCCAGAATGATTTGAATAAGGAATACGGCATT 
AACCCGCTGGCAGGTTGTGTGCCTGGGCTGATCCAGATACCGATTGTCCTTGGTCTTTAC 
TGGGCACTTCTCCGCATGGCTCGCCCTGAAGGTGGTTTGGAAAATCCCGTCTTCCAGTCG 
ATCGGCTTCCTAACTCCTGAGGAAGTGGAATCTTTCCTCGCTGGTCGCGTGAGCAATGTG 
CCTCTGCCCGCTTATGTTTCGATGCCCACTGAGCAGCTAAAATATTTGAGCACCACGCAG 
GCGGAAGTTCTTAGTTTCGTTTTGCCACTGTTCATCACAGCCGCAATCCTCACCGCAATC 
AACATGGCGATGTCCATGTACCGCAGCTTCCAAACCAACGATTACGCATCCGGATTCTCT 
AACGGCATGCTGAAGTTCATGATCGTGATGTCGATCCTCGCGCCGATCTTCCCACTGTCC 
CTTGGCCTCACAGGACCATTCCCCACAGCAATCGCACTCTATTGGGTCAGCAACAACCTG 
TGGACGCTCCTCCAAACAATCATCATGATGGTCATTTTGGAACGCAAATACCCACTTACC 
GACGATTTCAAAGTGCACCACCTAGAGCAGCGCGACATCTACCGCGCAAAACAAAAAGAA 
AAGCGCATCTTCCTGTGGACACGACGCAAAAACCGCGCCCTGATGATTCTCACCCCATGG 
AACGCCTCAACGCTTCACGCAACAAACGTGGAACTCACCAAAACCCGTACTGCCGAAATC 
AACGAAGCAAAACAGGCCCGCAAAGAAATCGCGAACAAGAGGCGCGAAACGCAACGTGAA 
ATGAACCGCGCCGCCATGCAGCGCTTAAAGCAGCGTCGCGCTGAGGTTAAAGCTAAAAAG 
AAGGGGCTTATCGACGCCTCCCCCAACGAAGATACCCCTTCGGAAAATGAAGAAACTAAA 
TTGAGTAGTCCGCAGGTGGAGCCGACAACAACTGCCGAGCCAAATCGCGAGCCGTCTCAA 
GAGGAC 

>RXAO 0 6 5 4 - downs t r earn 
TGATGTTGTGGACCAATCGAGAT 



>RXAO 0 6 5 6 -ups t ream 

CCTTTTAATAACAATACAATGAATAATTGGAATAGGTCGACACCTTTGGAGCGGAGCCGG 
TTAAAATTGGCAGCATTCACCGAAAGAAAAGGAGAACCAC 

>RXA00656 

ATGCTTGCCCTAGGTTGGATTACATGGATCATTATTGGTGGTCTAGCTGGTTGGATTGCC 
TCCAAGATTAAAGGCACTGATGCTCAGCAAGGAATTTTGCTGAACATAGTCGTCGGTATT 
ATCGGTGGTTTGTTAGGCGGCTGGCTGCTTGGAATCTTCGGAGTGGATGTTGCCGGTGGC 
GGCTTGATCTTCAGCTTCATCACATGTCTGATTGGTGCTGTCATTTTGCTGACGATCGTG 
CAGTTCTTCACTCGGAAGAAG 

>RXAO 0 6 5 6 - downs t r earn 
TAATCTGCTTTAAATCCGTAGGG 



>RXAOO 657 -upstream 

GATCATGAGTTTCCACGAACTGTAACGCAGGATTCACCAATCAATGAAAGGTCGACCGAC 
>RXA00657 

ATGAGCACTGAAGACATTGTCGTCGTAGCAGTAGATGGCTCGGACGCCTCAAAACAAGCT 
GTTCGGTGGGCTGCAAATACCGCCAACAAACGTGGCATTCCACTTCGCTTGGCTTCCAGC 
TACACCATGCCTCAGTTCCTCTACGCAGAGGGAATGGTTCCACCACAAGAGCTTTTCGAT 
GACCTCCAGGCCGAAGCCCTGGAAAAGATTAACGAAGCCCGTGACATCGCCCATGAGGTA 
GCGCCAGAAATCAAGATCGGGCACACCATCGCTGAAGGCAGTCCCATCGACATGCTGTTG 
GAAATGTCTCCCGATGCCACAATGATCGTCATGGGTTCCCGCGGACTCGGCGGACTCTCC 
GGAATGGTCATGGGCTCCGTCTCCGGTGCAGTGGTCAGCCACGCAAAGTGTCCAGTCGTT 
GTTGTCCGTGAAGACAGCGCAGTCAACGAAGACAGCAAGTACGGCCCAGTCGTCGTCGGT 
GTGGATGGCTCCGAAGTCTCCCAACAGGCAACCGAATACGCATTTGCGGAAGCTGAAGCT 
CGTGGCGCCGAACTCGTTGCAGTTCACACCTGGATGGACATGCAGGTACAGGCATCACTT 
GCAGGTCTTGCAGCTGCTCAACAGCAGTGGGATGAAGTGGAACGTCAGCAAACCGACATG 
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CTGATCGAACGCCTCGCACCACTGGTGGAAAAGTACCCAAGTGTAACCGTCAAGAAGATC 
ATCACCCGTGACCGCCCAGTTCGCGCACTTGCAGAAGCATCTGAAAACGCGCAGCTCCTA 
GTCGTTGGTTCCCATGGTCGTGGCGGATTTAAGGGCATGCTCCTTGGCTCCACCTCCCGC 
GCACTGCTGCAATCCGCACCGTGCCCAATGATGGTGGTTCGCCCACCTGAGAAGATTAAG 
AAG 

>RXAO 0 6 5 7 - downs t r eam 

TAGTTTCTTTTAAGTTTeGATGG- _______ 



>RXAO 0661-upst ream 

CGGATGCAAGAGAACCGTGGTTTCGCTGATTTTTGGCGAACCCGGAATTAAGGCCCCGAG 
GATTACATGCTTTTAAATCCTTTGAAAAGGGGACAAGATC 

>RXA00661 

ATGAATCCTATAACCGAATTATTAGACGCAACACTATGGATCGGCGGAGTTCCGATTCTG 
TGGCGCGAAATCATCGGCAACGTTTTCGGATTATTTAGCGCGTGGGCAGGAATGCGACGC 
ATCGTGTGGGCATGGCCCATCGGCATCATAGGCAACGCGCTGCTGTTCACAGTATTTATG 
GGCGGCCTTTTCCACACTCCACAAAACCTCGATCTCTACGGCCAAGCGGGTCGCCAGATC 
ATGTTCATCATCGTCAGTGGTTATGGCTGGTACCAATGGTCGGCCGCAAAACGTCGCGCA 
CTCACCCCAGAAAATGCAGTAGCAGTGGTTCCTCGCTGGGCAAGCACCAAAGAACGCGCC 
GGCATTGTGATTGCGGCGGTTGTGGGAACACTCAGCTTTGCCTGGATTTTCCAAGCACTC 
GGCTCCTGGGGGCCATGGGCCGACGCGTGGATTTTCGTCGGCTCAATCCTGGCTACCTAC 
GGAATGGCTCGCGGATGGACAGAGTTCTGGCTGATCTGGATCGCCGTCGACATAGTTGGC 
GTTCCTCTACTTTTGACTGCTGGCTACTACCCATCCGCGGTGCTTTACCTGGTGTACGGT 
GCGTTTGTCAGCTGGGGATTTGTCGTGTGGCTGCGGGTGCAAAAAGCAGACAAGGCTCGT 
GCGCTGGAAGCTCAGGAGTCTGTGACAGTC 

>RXA00661-downstream 
TGAAAAGCGTTTACTAAATAGAA 



>RXA006 62 -upstream 

CCCTCATCATAGTTTTAAATCTGGGGCAGAGGCGGGAATTTAAACACCTCTGATACAGCG 
TTTACTGGCTATAGTGTTGCGCGTGCCAAATCGAGTTCCT 

>RXA00662 

GTGTCAACCATTCCGCTGAATCGTCTAGCCGTTATCGCTGCCATCATTGGTGTCGGTACC 
GGGCTGTTTGTTGCTGCACTGAACTGGTCTGCCATTGGCGTGGAGCGTTTAGTTTATGGC 
GCTGACCATTTGCATAATTACAATCCGGTGGCCAATGTGTCGCCACTTCGCCTGTCCATC 
ACGGTGATTGTGCTTAGCGTGGTGGCCTCCTGGGCGTGGTTTTTTGTGCACCGCACGGGG 
CCGAAAGAGGTTTCGATTGTGGGTGCGATCCGGGGCGAGAAGATGCCGATTTTGGAGACC 
ATAGCGTCCGCATTTTTGCAGGTCACCACGGTTGCTGCGGGTGCGCCGGTGGGTGCAGAG 
AACGCTCCACGTATTGCTGGAGCCTTGGTGGGAGAGCGGTTTAGTCGGTGGTTGCAGCTC 
GATATTGATGCAAAGCGCATCTTGGTGGCCTCTGCCGCGGGAGCTGGTTTGGGAGCAAGC 
TTCCACCTTCCCCTAGCAGGCGTGCTGTTTGCCCTTGAGGTCCTACTGGTTGAGGCCTCC 
ACTCGGACCGTGGTTATCGCAATTATCACCACGACCGCCGCCGTTGCCACCACTGGATTT 
TTCGTGCAAACCCCAGATGTGTTCAGCACTGTCCCGCTGACGGAAAGCCCATGGATGCTG 
CTTGCCGCGATGGTCACCGGAGTAGTCGCCGGCATGTGCGGGCACTGGTTTTCAGCGGCG 
GCGCACAAAATGGCGCAGGCCTCGCCCAAGGGTGTGAAGATTTTGTGGCAGATGCCGTTG 
GGTTTCGTGGTGATCGCTGCGGTGATTTATTTCTTCCCCGAAACCCTGGCGAATCCCCGT 
TGGCTTGCCGATTCCATGCTCGGCGATGGCCTGATCCTCAGCACCATTTTATTGGTACTT 
GTTCTGCGCACCGCCATGTTTTTGCTCGCCTTCCGCGTGGGCATGGTCGGCGGTAACCTG 
ATCCCCGCATTCGCACTCGGATCCATGGTCGGTGGGGTAGTGGGTGCTGTATTGGAACCC 
ATCACTAACGTCCCGATCGCCGCTTTTGCGCTGCTTGGCGCCGCCGCATTTTTGTCCACC 
ACCATGGCAGCGCCACTGTTCGGGCTCATCGCCGCAGTGGAATTCACCGACATGGAAGCC 
CAAGGCTACCTTCCGATTTTCCTCGCAGTAGCCTCCGCGGTCCTCGCCGTGCGCGTGTGG 
TCTGTCATCGCCAAGCACGAGCTCCGCGCCATCCCGATCACGTACGCGAGCTGGACGGGC 
GAGCTTAAA 

>RXAO 0 6 6 2 -downs t ream 
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TAAGCTTGTCGACGCCTCCCTCC 
>RXAO 06 66 -ups t ream 

AGTGGTGAATGCTGGATAAGTTTTTAACATGTCTAGTGTAGTCGGGGAAGGCCCAAAACC 
ACGATTGAGCGTGCTTGATCTCGTCGCGCTGAGTGAAGGG 

>RXA00666 

A^GACGGCCGGCGAlGGCCATTGeAeAGAGTG^^^^^ 

AATTATGCGCGTTTCTGGGTGGCGGAGCACCACAACTCGGAAGGCTTGGC^ 

ACGACGCTGCTCATGGGTCATATTGCAGGCCACACTTCACGCATTCGCGTTGGCTCCGGT 

GGCATCATGATGCCCAACCACTCCGCGCTGCACGTCGCCGAAGAACTCGGCACCCTTGAG 

GCCATTTACCCCGGCCGCATCGAGGCCGGCCTAGGGCGCGCACCAGGAACCGACCCCATG 

ACGGCGCGGGAATTGGGTCGGGCAAGTTCGCTTGTCGACGACGTCCTCTCCACAATCGTC 

TCCCTCCAGAATTATTTGGACACCCCC 



>RXAO 0 6 6 7 - ups t r earn 

GGCATCAGTGTTTGAAGGGAAAAGCAGGTCAAACAAGGTGCGGCTGATTTGAGCGATCAC 
AGCACCGAGATCTGTGCTGAAGAATTCAATGATTGGGTTG 

>RXA00667 

ATGATTGCGTTGAAGTCCATGTCTAACAGGGTAGTACAAAAGCCAAAAATGAAAGCGCCG 
CTACCCATCCGCGACGGCCTCAACCCTTCCCGTGTGCGCTTGCCGCTCGACGCGGCGCCG 
ATCCGCGCCATCGATTTTGTTGAATACCTCATTTCCACGCAGCGCCACCGCAATCCGGCC 
GACAACGCCGAAGCGCTTCAAGCGCGTTTCGACGCCGACCTTGTTGTCAACCACTACGGC 
GAGCCCTACGCCCCCGACACCATGGTTCAGCCCGACGACGACATTTGGTTCTACCGCATG 
CCCGCCGCCGAACGGCCGATCCCTTACAAAATTCATGTCATTCACGAAGACGATGACATC 
CTCGTCATTGACAAGCCACCCTACCTAGCAACCATGCCTCGTGGCCGCCACATCACCGAA 
ACCGCTCTGGTGAAAATGCGTGTGCTGACTGGAAACAACGATCTCACCCCAGCTCACCGC 
CTCGATCGCCTGACTTCCGGTGTGTTAGTCATGGTGAAAAAACCAGAACTCCGTGGCGCT 
TACCAAACCTTGTTTGCCCGACGTGAGGCGTCCAAAACCTATGAG 



>RXAO 0 6 6 8 -ups tream 

CTAAACTCGTCTCTCGTATCTTTCAGTCATTTATGTCTGATAAGCAGGCGCGTGCGCCAC 
ACAATTGGCACAATCACAAGAAAGTGAAGTGGGAACCTAG 

>RXA00668 

ATGCTGACGACACTATGGATTGCGGTGTTGGTATTTACCGTTCCAGGATTGGTCGTCTCG 
TGGGTTTCTGGCCTTAAAGTGCCCTGGGCTATCGCAGCCTCCATCCCAGCCACCTTCGGT 
ATTTACGGCCTGTCCGCCTGGTTGCTGGGCTTGTGGGAGATGCGTTTTGATCTCCATTCT 
GTAGTTATTTCCACATTGGTTTTCGCTGCGGTTGCTTTGGTATGGCGCTTGTTTTTTGTC 
GGTGGTTGGCTTGTACGTCGGCGTAAAGCACGTATCCGCAGGCAGACGCTCGCGGATGAA 
GAGCGGGCAGAAAATGCTGAGGTATCTGCAGGGGAGCCTGCCGAATCGAGCACAAACGAA 
GCAGCCGAATCTGAATCTGAAACCTCGGAGCGTCGCGGAATCTGGCGCGTGATCTTTGAT 
TACATGCGCGACGGTGGCATCTTGGATCACCGTTGGCTGCTGCCTGCCGCAGGTGCTATC 
ACTGGTGCGTGGCTGATCATTGATCGTGCCGTTGATCTGCTCTTGAGCACCGAGCATGGT 
TTGGGCGATATCGTCCAAGGCTGGGATGTCCATTGGCATGCTTCGACTGTCCGTTTTATA 
GATGAGACCGGCATTGCGTCATCCACGATGATGGGGCAGCTGCGCAATATTGAAACGCAG 
CAAGATCTGTTCTACCCAAGCGCATGGCATGCTGGTGCATGGGTGCTGTCGGATGTCGGA 
AATCTGACGATTGTTGAAGCCACCAACCTCACTGGCATTGTGCTGTCCGGATTGTTGCTG 
CCGTTAGCTGTT 



>RXA00674 

ATCTTTGCCGCAGCATTGGCGTTCATGGGTATGTTCCAGCTGCATCCAGCCCCATCCACC 
ATCGTGATCATGGTGTTGCTGCTGTGGTGGCTGCTCAAACTCGTGGTGGTTCCAAGCCAG 
AAAGTGAAGGGCTGGAAGGCGGGCATCGGTATCCGTTTGAAGGATGTCGGCATCCTGGCC 
ATCACGGGCATCATCGGTGTGCTCTTCATGCTGCCTCAGGTGATTTCAGGTTCCGAACAA 
ACCGAAGATGTGCTGTCATATTCTGCTGAGGAACAAGTCACCCGCAGCGAGTCCTGGTTG 
GTGTCTATTTTCATGGAGACCCGCCATGTTGATTTCTTCGGAAATATTGACATCGTCCCA 
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GTGCTGGTATTCGCAGCAATCGGTGGCGTGGTTGCTTTGGTGTGGCGCGGAAACTTGTGG 
GCGCCGGTGTTTTACTTCGCCAGCGTTGCGTTGACCGCTAACTCGCTGAAGCCTTTTGAA 
GAGCCGTGGGGTGATTGGCTCAACATCGTGGGCGGTCTGCATTACTCCACAGGACACCGT 
TTGATCATGCCTGTCGCCATGTTCACTTTTGCTGCCGCAGGTATCGGCGCTGCCGCAGTG 
ATCCGTTTGATCTGCTTGGGACCAATAAAGAAGTTCACCACTGTTTCCGGTGTTGTTTCT 
GTGGTGATGGCTCTTGTTGTGGCTGTGCCATTGCAGACTTGGGCGAAGGATTTTGTAGAG 
■GAAGGATCCGAAACCACAATCCTTGCGCCA 



>RXAO 0 6 7 6 -ups t r earn 

GGTTTGCGACCTCCCCGGCGTGCCGCCAGGGGAGGAGGCGATAAAACTTTTTTACCTTTC 
GAATATCAAAATCATAAAACAGCCTTATATACTTCAACGT 

>RXA00676 

ATGGCGAAGAATTCTCGAATCCGATACAGCGCGTCAATCAAGCGTGCCGCAGCTGCAATC 
CTCACCGCAGCTGCTACCTCAGTCGCGTTGATCGCTGTGCCAGCAACTGCTTCAGCACAG 
GACCTCGCAACCGGCAGCTCCCAGATCCAGACTGATGCTCGTGAAGGTGCGTGGGCAACC 
CGCAACACCATCCAAGACCAACTTGCCTCCATTGGGCCAGCAGCCCTCCCAGTCCGCGCA 
GCGGTAGACAATGCCATCAACGGCATGTTCCCAGGACTTGTTGATGAAAAGGTTGCAGCA 
GAGCAGGAAGCTGCACGCGCAGAAGCTGAGCGCGAAGCAGCAGCTGCACGTGAAGCAGAA 
GCAGCCCGCGTAGCCGCAGAAGAAGCCGCACGCTTTGACCGCGGCTCTTGCCCAGCAATC 
GCTGATGTCTGCGTGGACATTGATGGTGGACGTACCTGGCTGCAGGAAAACGGTCAGGTC 
ACCTACGGTGCAGTCCCAGTTTCCTCCGGCGGAGTTGGCCAGGAAACCCCTCGCGGAACG 
TTCTACATCAACCGCAAGGTCAAGGATGAAATCTCTTACGAGTTCGGTAACGCCCCAATG 
CCGTACGCCATGTACTTCACCTACAACGGCCACGCATTCCACCAGGGCAATGTTGCGACT 
ACTTCCGCTGGTTGTGTTCGCCTAAACACTCAAGATGCCATCTACTACTTCAACAACGTT 
GGCATCGGCGACATGGTGTACATCTAC 

>RXAO 0 67 6 -downs tr earn 
TAAAACTCACCGTTGCTAGCAGG 



>RXAOO 67 8 -upstream 

TGCGCAGTGCACTTTCCAGGAACCAAAATATCCCCGCCGACCTTGCTGCAGATATTTCGC 
AGCCGCTGAAAAAACTAGCCGTTGACCTGGAGGTTACCCG 

>RXA00678 

ATGACTCGCAGTAATTTACCCGCTTGGGAGCAAGCAGACCCCAGCGTCCACGCCTCTGAT 
CCCCGCGCCATCACTTTTGCGGAGGATTTTGGGATTCGTCCCATCCCGGCCGTAGGTCCA 
ATTGATACCACCGCTATCTGTGCAACACCTTCAAATGGATTTGAGCAATTATGGAAAGCC 
ATTGAGCCGGAAACCCGCACCCGCGCCAACGACATTCATCTTCCCATCGTCGTGGCGTAC 
GCTGAACGTCTCTGCGACGCTTACCCACTGGCAGATAGAGAATTGGTTCTCGTAGCCGCA 
ATCCTCCACGACACGGGCTGGGCACATGTCGATGAGAGCCGAATCATCTCCGAAGGATTC 
TCCGGAAACTGGCGCAAAGCAGCAATCCGCTTCGAACACGAAACAGAAGGCTGCACTGTG 
GCCCGCCGAGTGCTTCCATCCCTCGGATATACTGTCGATTTTGTCGAGCATGTCTGCGAC 
ATCATCGACGGACACGACACCCGCCAAGTGGCCTACTCACTAGAAGACGCTCTTGTTCGC 
GATTGCGACCGACTCTGGCGTTTCGACCGCGCCGGGATCACGGCTTCTAGCTCATGGTTC 
GGGATGCCAGTCTCAGATTATGTCGACCGCCTGCACAGGGAAATCCTCCCAGAATTAATC 
ACCGAAGCTGCACACCAGATGGCTACTGCAGACCTCAATCGTGCAAAGGCCCTGTTAAGA 
ACGGATGCGATCCGA 

>RXAO 0 67 8 -downs t r earn 
TGAATGCTGCAACCAGGCGTGCT 



>RXAO 0 6 9 1 -ups t ream 

TGCAGCTGCAGTCGCACTATGGATTGTTCTTGCCATATCGCCATGGGTTCCTTCTGCGCA 
CGCCTTGACCACGCCTTGTGAAGACGACCAAGTGACAGTG 

>RXA00691 

ATGGTTGAGGGCAACACCATCGGCTGTGCTGACGCCGGCGGAAATGGCTATCAAACGCTT 
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CTTGATGCCGGATTTGATGTGGAAACCACCGTTCAGTTTCCAGAATTCTTGTGCCGAATC 

AATGATTTCCCAGGTCCTGATGTGGACGATTGCATGACCGCATCACCTGCTGAAGCTTAT 

TGGTCTTATTGGCATGCTCCCCTCGGCGGAGATGAATGGGAATACAGCAACCTTGGAGCT 

TTCCTCTACTACCCCAAACCCGGCACTGTTGAAGCGTGGTATTGGGGAGATACTGATCGT 

CCCGGCGCGATCCCGGTGAGTAAATCTCAGGCGGAGTTGGGGTTAGACTCCGCGGATCCG 

GATTACAAAATTGATTTTGATCCAAATGATTTCATCACCACAACCCCAACCTCCGAGTCC 

CCTATCGCCGATTTAGGGGGTGACGAAGAGCCCACTGAAACTACTGAAGCTCCTATCGCA 

GGGGCT^AlGCTGGTTCGGeAAGAGGACAAGCAGCTGAACCCACTGTTGAGGTA;^ 

GAGAACCCTAATGAGGTATTGGTGTATCAGGATTCTGAAGGAAACTC 

CAGTACGAGAACTTGGTTGCTGCAGCAGCCGCTAAGACCACTGCTGCTGTCCAAGCCCCA 
GCTGGGGCTGGTGAAGCAAATAGCCAACCGCAGGCAACAGCGGTGGCAGAAGCTCCTGAA 
GTTGATCCGATGACCACGCAGGTTCTTATGGCGCCTGCGGGCCAAGATGGAGACGTCATG 
GCTGAGGGTTCGACGCAGCAGACGTACGCCACAGGCACGGTGGATTCTTCTGCTCAGGGA 
TGGATCATTGGACTCACACTGGCTGTCATTTCCTTGGTTTCAGCGTCTGCTGTGGCGGCG 
TGGGCGATTCGTCGTTCAGAGGTCCAGGGT 

>RXAO 0 6 9 1 - downs t ream 
TAAAGCTTCGTGAAATGGATTGA 



>RXA00692 -upstream 

CCTTAAAGCGGGGTCAGAACATTTCTCCAATTCATTTTAAGGACATGTTTTCATGGCTCA 
TCTACGTGGGAAGAGAACCATTCGCTGGTCTGCTGCAACC 

>RXA00692 

GTGGCTTTAGCAACCGGTGTTTCCCTGTTGGCTCCACAGGTCGTTGCTGCACAGGATGCA 
TCATCGGATATTCAATTAGCTACCCAATTCATCGAAAAAGAATTTGCAACGAATGGCCTC 
ATCCCTGGGCCTGTAGGTACTCCAGATATTGGGCTCAATCAGGATCTGTTGCTGTCCCTA 
AATGCGCTTGCCCCTGATTCTCCAGAGATCGACGCTGCATATGCTGCAATTGCTCCGGAG 
CTCGAGGGCTATGTCTCAGTTTCTGACTACATCTTCAGCGATCGTCTAGCCAAGACCGTA 
GCTTTCCAAGATGCCCTCGGCGTCAGAGATGCTGATTTTATCGCGCAACTTGTCAGCGCT 
GTTCAAGAAAACGGTCAGATCAAAAACTTAGATAATGGTGAAGCCACAACTGCAATTAAT 
AACTTCAGCCAGGCCTGGGGCGTTCTAGCTCTGCACCGCGTCGGTGAAACCGAAGCAGCC 
GAGCGCGCAACAGAATTCCTTAAAACTCAAGTGTGCTCCGACGGTGGTGTCCAATTAGCC 
TCAGCAATCGAACCTACATGCAAAACCACGGATTCCGATGTCACTGCAATGGCTGCACAG 
GCTTTGACTCTGGCAAATGGTGCGCAGGATCCAACCACACAAGCCACTCTCGATTACCTC 
GTCACCACGATGGATGAGACCGGTGGTGTCAAAAATACTTGGACCGGTGTGAATTCCAAC 
TCCACGGGAATTGTCGGATCCGCTTTTGCTCTTGCGGGCGATGAGGAAAACTACCTCAAG 
GCTCGTGAATACCTGGCATCTGTTCAATTTGGCGAAGATGCAGACCCATCGATTCAGGGT 
GGCTTTGCTTTCACCGTGAAGGCTAAGGAAACCAACACTGCGATTAGCGATCAGATTCGA 
CGCGCAACTGGCCAAGCAGCATTAGGTTTTGCAGGCGGTAACTACGCCAACGATAAACTG 
ATCACCATTGCGAACCCAGTAGATCCAACTCCAGATCCAGAAATTCCAACTCCCCCAGCT 
GATTCAGAGGGATCCACCGGTGGAATTGGCGGCGCTGGAATTATCATCGCCATCTTGGCC 
ATCCTTGCCGCCATCGCTGGTGTCATGGGACCAATGATGGCTAACCTGCAGTTT 

>RXAO 0 6 9 2 -downs t ream 
TAACATCTGAGAGAAGTACAGTG 



>RXAO 06 93 -upstream 

TCCATCAGCCCTCCCCCGCGTGCCCCACGCGGGGCACGGTTAGCGCTGCTAACCTGGCCC 
GATGTACAAATTAATCTCACCGCATTTGTCAGGCCACGCC 

>RXA00693 

ATGTGGAAAGAGGCTTTGGAAGAATTCGGATCAGGCCCCATCCACGGCTCGGGTTATTTC 
GAGAACTATCTTCCCATCGACTATTCCGAAGCAGGATTTCACCACTACCTCAAGGAGCGC 
ACTGACGCGGCCGATCCTTCGGTTCCACCACCGGAAGGTTTTGTGCACTGCAGCTATTTC 
TGGATCGTTGATGATGACGATGTTCTTGTCGGATTCTTAGCTTTAAGGCACGAGCTGAAC 
CAACATCTCCTGGAAGTCGCGGGCCACATTGGTTACGGCGTGCGCCCGTCTGCGCGTCGA 
AAAGGTGCTGCAACCGCAGCGCTGAAACTCGGTGTTCATGAAGCTCAGGCCTTGGGCATC 
GACAAGGTTTTGCTGTGCGTCGCAGGAGATAACGAAGCGTCCAGGAACGTCATCGAAAAG 
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TGCGGTGGAGTTTATGAATCCACGATCCGTGGAATGCGACGCTATTGGATAGCCACAGAT 
TCT 

>RXAO 0693 -downs tr earn 
TAAAAAATCTTCGCAAGAACTTA 



• >RXA00701-upstrream 

AAGAGACGATGGCGTATAGGACGATGATGAGCATTTCCTTTTTGCCGCGTACTTGGGGGA- 
GTAGGCCGGCGCCGAAGCTGACCCAGGCGGCTGCGAGCAT 

>RXA00701 

TTGGTAGGGGAGCCACGGTCCGATTCCTGCGGTGAGCAGCGCGGATGCGAACAGTCCGGT 
GTTGCCGAGGATGAATCCGAAGCCGGGTCCGAAGGCTCGTCCGCCGAGGATGAGGACAAA 
GAAGACTGCTTCAAAGCCTGCTGCGCCGGCACCGAATGGTCGGACTACGGCAACCATGGC 
GGTGAGGACGCCGAGCATGGCTACGGCTTTAACGTCGAATCCGTTTTCACTGATTTCGGC 
GATGACAGCGGCCAGCACGAGGGGAATGACGATCGCGATGTAGAGGGGCGCTTGGGCTTT 
GTCGGACAGGAAGGATTCCGGGTTGACGATCAGCGGCCAGAAGAAAATCACGATGCTCAA 
AACCGCAAGGAAGCT 

>RXA00701-downstreain 
TAAGGTGAGGAAGGTTTTGGGCT 



>RXAO 07 0 4 -upstream 

TCAAATTCTGCGCACAAAGTGTTCTAAGACGACGTCTGCCCATCGGCGCTCTAATGCACA 
TTACAGCGTTTACAGAATTGAAAATGAAAGGTTCAAAGCC 

>RXA00704 

TTGACCATTACTTTTAGCCGCGTTGCTCTGACCACCCTGGCAGTCACCGCAACCACTTTG 
TCCCTGAGCACTGCTGCGAATGCACAGTCTTCCTTGTTGGATAAGACTCTTGATGCCCGT 
CAGTGCATCGATGCAGACAACGTCTGGGTCTCAGTTGACTATGGTGCAGATTCCGAAAAA 
GAACCAGAGGGCGCATGTGCCACCGAGTTCACTGATGGTGTTGTAGCTCTTGAATCTGCT 
GGGTTCAAACTGACCTTTGACGAATCTGAAATGGGCAAATACATGACCGGTATCAACGGA 
GTTGTTCCTGATTGGGTTGAAACTGGAACTTACTGGAGTTACTACTCTGGTGAAGTCGCA 
GATGATTACAGCGTGGACTACACCTACTACGAGGTTGGTGCATCTAATTCTGAACCTGAA 
GGTGGAACTGTTGAGGCTTGGGTTGTTGGCACCGGCGAGGAAACACCAGCACTCGAGACT 
CTTTCTGAAACTTCAGCAGCAACCGGATCTTCT 

> RXAO 0 7 0 4 - downs t r earn 
TAAGACGGCGGCTGGATTGCAGT 



>RXAO 0 7 0 7 -ups t r earn 

TAGTTAAAAGCACTTACCTTAACTGGTAGGTGCTTTTTTCATGTCTACGCAGTGGGTAAC 
TTTCAGAGGAAAATTACCCAACCAAAACAAAGGAACTTTC 

>RXA00707 

ATGAACGTGCAACGCAAACTGCTGGCGATCGTAGGGGCTTTCATGGCAGGGTCTTTAGCC 
TTGGGAACACCAACTGCACAGGCCCAAAGCATTGGCAGCAGTGCCTCACAGAGAACTGAA 
GTCTTACGTGGGCTGACCTCATCTGCCGGAATACCAGATGCCACAGCGCCGGAAGGCGGG 
GCAAAAGTCGTGGTCTTTGGAGATTCACATGCATCAGGAACCAATGCACCATTTGATGTG 
GATGAACGCGGCTGCCTCAAGGGGAACCAATCGTGGCCTGATCAATTGCAAGCACAACAA 
GGATTGCAGCAGGGGGAGCTCATTGACCTTTCCTGCAACGGCGCCTCCATCAACTCGACG 
GGTTTCCACTTTTCCGATGAAGTTCGGCATGCAGAAGCACTAGGGGCCATTGGACCAAAT 
ACCGAGAACATCTTCATCCAATTTGGCAAGAATGATCAGTGGGGACACTCACCAATCAAT 
TTGCGCTATTCCGTGATCAACTGCCTTTTTGATGCGGCCAACGGATGCGGTGAGAAAGCT 
GTAGCGGCTGGAACCATGCAGGATCCCTCCTCGGTCACCGGCGAAAACTATGCTCAGCGG 
ATGAAACCTGTCATCGACTACCTCAAGTACTACGCTCCAAATGCGCAGATCACGTTGCTG 
GGATACCAGGAATACACCCCACGAAGCGGAAGCGAGATTTGTGTCCGCGTGGGAGGTACG 
GAACTAAGGAAACCAGACGCCACCAACCTGGTGTCCTATATGAACAATCTTGAGTCGGCC 
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ATTTTTGAAGCCTCTGAGATTCTTGACGTCCAGCATGCCAATCTCCGTGAGGCCACTGCA 
GGACACAGCAGCTGCTCAGCTGAACCGTGGGTCAACGGAGTGCTGGATATGCGGGTAAAC 
GCTGTAGGAGGCACCTGGCACCCATCTCCAAAGGGAGATGAAGTGACCGCGGGCCTCCTC 
GGAACCTTGATG 

>RXAO 07 07 -downstream 
TAACTATCTAGAATTCTTCATAG 



>RXA00712 

GCAGCAGAACCCACCACTAGAACGACTGTGCAAAGTGCTACAGAAGCCTCCACTACTGCA 
CCAGTGCAATGCAATTTGGATCCCCGTACCTCGGATTTTGGGCCATATCTTGCACAATCT 
CGCACCCCGGTTGGTGAGCTAGCTGGATCTGCAGATTCCGTCGTGCAGGTTCCTGACTGG 
TTCTATCACTTCCAAATGGGCGACAACGGCTACGATTCCTGTTCCAAGCTCAGCTATGTG 
GTTCTCAACGGTTCCAATGGAGACGCCGAACGTTCTACTGGAACGGGTGCTGCGATCGCC 
GACGTGGTGGTGCTGTTTATCGACGGCCATATGGTTGCTCGTCCTGCTCCTTTTGAAATG 
AAGACCGTGGAATCCGTCACCAGAGTGTCAGATTCAGAAATCCAAGTTGTTTACGGACAT 
GCCGGCCGATCTACTGCCGAAGGTGTTACGGACTATTTCACCTTTAACTTCTTCGTTGAC 
AACGGCGTTCTTTCAGGACGCGGCGATCTCCCAGAACACATCGATACTCACATGCGTCTA 
TATCTGCTG 

>RXA007 12 -downstream 
TAGCCCCATCTAAAAACTCTTGA 



>RXA00 7 13 -upstream 

AACCACGCCTCCTTGTGCGGGCCTGTCAGTAACTGTTATCGCAGGTTCATGCGTTAAGGT 
GTGGAAGACC 

>RXA00713 

ATGACAAAAGTAGCGGAGCTGGACCAAGAGTGGTCCGAAGTAGATGACGCGGAATTAGAC 
GCGCAAAGCGCTGGCACTTCTGATAGTTCCAGCACAGACGACTTCGCTGACGCAGAAAAC 
ACTTCTGAAAATCTGGGACCCATCGGCCCAGAACCACTCCCTGAACCAGATGGGGATGTT 
CCGGCATCGGGTTTCCAAGTGCAGCTCGATAATTTTGAAGGTCCTTTTGACCTTCTCCTG 
CAGCTGATTACCAAGAAGAAACTTGATGTCACTGAAGTTGCCTTGGCCCAGGTGACCGAC 
GAGTTTATTGCTTACACCCGAAAACTGGGCGAAACCAGCGATTTGGATGAGACCACAGAG 
TTCTTAGTGGTGGCCGCAACGCTGTTGGATCTTAAAACAGCTCGCCTGCTCCCGCGTGGT 
GAAGTCGACGATGAAGATGATCTCGAATTGCTCGAAATAAAGGATCTCCTTTTCGCCAGG 
TTGTTGCAGTATCGCGCTTACAAGCAAGTTGCGGAAATGTTTGCGCAATGGCAGCGAGAT 
GCTCGACGCAGGTACCCGCGCGCTGTCTCATTAGAAACTCAGTTTGCCAACCTCTTGCCG 
CCCGTTTCCTTGGGTCATTCCTTAAAAAGTTTCAGCGAGTTGGCTGCTGTGGTGTTTCGT 
CCGAAACCCCCAGAGACGGTGAAAACAGATCACGTGCACCAAGTTGCGGTGTCAGTTCCA 
GAGCAAGCGGGCAGGATTCTTAACACGTTGAAACTTGCCGGAATTGATCATTATTTGAGC 
TTTCAGCTGCTCACACGTGATTGTACCGCGTCAATGGAAGTGATTGGCCGCTTCCTTGCC 
TTGCTGGAATTGTATAAGGCACGCGCTATTGAAACCTTGCAAGAAGAGCCACTCGGCGAG 
CTTAAAGTTTCGTGGACTGGCATTGATGTCGATCCAGCAGTCGTCGCGGCGAGTGACTGG 
GAG 

>RXA007 13 -downstream 
TAATCAGTTTTTCTTAAGGAAAC 



>RXA0 07 14 -upstream 

CGTCAATCAAGCTGTCAAAAAAAATACAAGTTAGGTCACAAAATGATTTCAGTCGTGAGA 
ACCATCACATATAAGACATCTCATGATCTAACATTTCTTC 

>RXA00714 . . 

ATGGCTACGATTACACGCACCGACAGACTGATCCTCGTACCGCTCACTGTTGAGCTCGAA 
GACGAGGCCCACCAGATTTACTCTGATTCTCGAATCTGGGAACACCGCCCCCAGGCGCGT 
CACACCAACGTGCGTGTCACGCGCGACATCATCAAGCGCACCAATGAAAGCTGGGGCAAG 
AAAGACCTTGGCCCCTGGGGTGTTTACCTCCGTGACCGCCCATCGGAATTCGTTGGCGTT 
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GGTGGCGTTGAACTCATCGACGGAAAAGTATGGGACCTCAAGTACCGCCTCCGCCCCGAC 
CTATGGGGCAATGGATACGCCACGGAAATCTCCAACGCCGCAACACTGGCCACCAAGCGT 
ATCGACGACAGCCTCCCACTCACGGCCAGGGTGACTACCAACCACCCTGCCTCATTCCGT 
ATTTTGGAAAAACTGGGACTCACCCCCGTATGGGAAGGCCGACGAGTCGGAACGGAAGAT 
GACCCCAACGAGCCTGATGTGAGAATTTATTCTGACCGTCCGCTATCGGATGAAATTCTT 
GAAATGCTCAAGCAACGACCA 



>RXA00714-downst5ream 

TAGACCAGAAAATCTCACCCCTT 



>RXAO 07 16 -upstream 

AAAGCCGATTGCTTAACGCCCGCTATGATAACCACTCATGAATGATTTCGATCCAGCATT 
GATTTCCGCGATGAGCCTTATCCCTCAGACGAGGTCTCGG 

>RXA00716 

ATGGAATCAATCTTGTTGGTGGTCGATACCCCAGTTTCAGCACGCACGCTGGCTGGGGTG 
TTGGGCATTGACGTGCCTGCAACAGAGGCAATTTTGAAGGAAATGGCCTTTGAGCTTTCT 
GAACGGGGCAGCGGCATTGATCTGCGGGAAACGGCAGAAGGATGGCGCTATTACACCCGC 
CCGGAAAATGCGGACATCGTCGAGCAATTCCTCCTCGATGGAAACCAAACCAGACTGTCC 
CGTGCAGCATTGGAAACACTCGCGGTGGTGGCATATCGGCAGCCGGTCACACGCTCCCAG 
ATTTCAGCAGTGCGCGGAGTAAATGTCGACGGCGTCATGAGAACCTTGCAGCTTCGAGGC 

Q CTAGTCAAAGAAGTCGATGTGGACGAATCAACGGGCGCACACCGCTATGGCACAACGGAA 
TTGCTGCTTGAGCTGTTGGGTATTGATTCTTTGGATAAATTACCAGATCTAGCACCGCTT 

J n TTGCCGGATGTTGACTCC ATTGATGAAGACTTC 

>RXA00716-downstream 
: '' : TAAAGCATCAGTTAAAGCCCCGA 



>RXAO 0 7 1 9 - ups t ream 

CAGATGATGCACACATCGTGGACACCTCTGATATGACCATGGATCAAGTACTTGATCACC 
TCATCCACCTAGTGGAAGCCTCCGCTGAAAGGAGCAACCA 

>RXA00719 

GTGACTGATAAACACACCATGCCTGGTGAAGAGGACGACACCGTATTCGTCTACCACACC 
CACAAAGGCGAAATGGACGTCGAAGGTGCGTTTGCTGACGAAGAAGAACTAGCACCACAC 
GGCGGTTGGGCTTCCGCAGATTTCGACCCAGCAGAATTCGGCTACGAAGACTCTGACGAT 
GACTTCGATGCAGAGGACTTTGACGAAACAGAGTTCTCCAACCCTGATTTCGGCGAAGAC 
TACTCTGATGAAGACTGGGAAGAAATCGAGACCGCATTCGGATTCGACCCAAGCCACCTT 
GAAGAAGCTCTCTGCACGGTCGCTATCGTCGGACGCCCAAATGTTGGTAAATCAACCTTG 
GTGAACCGCTTTATTGGACGTCGAGAAGCAGTCGTGGAAGATTTCCCCGGCGTAACCCGT 
GACCGCATCTCCTACATCTCTGACTGGGGTGGACACCGTTTCTGGGTTCAGGACACAGGC 
GGATGGGATCCTAACGTCAAGGGCATCCACGCATCGATCGCACAGCAAGCAGAAGTTGCT 
ATGAGCACTGCCGATGTCATCGTATTCGTCGTGGACACCAAGGTGGGCATCACCGAAACT 
GACTCAGTGATGGCAGCAAAACTGTTGCGCTCGGAAGTGCCAGTGATCTTGGTTGCGAAC 
AAATTCGACTCCGACAGCCAGTGGGCTGACATGGCTGAGTTCTACAGCCTCGGCCTTGGC 
GATCCATACCCAGTTTCAGCCCAGCATGGACGTGGTGGCGCTGACGTTTTGGACAAAGTC 
CTTGAACTCTTCCCAGAAGAGCCTCGCTCCAAGTCCATCGTGGAAGGCCCTCGTCGTGTC 
GCCCTTGTGGGTAAGCCAAACGTGGGTAAGTCTTCACTGCTCAACAAGTTTGCTGGCGAG 
ACCCGCTCTGTCGTGGACAATGTTGCAGGAACCACCGTTGACCCCGTTGACTCCCTGATT 
CAGCTGGATCAAAAACTGTGGAAATTCGTGGATACTGCTGGTCTTCGCAAAAAGGTCAAG 
ACTGCATCTGGCCACGAGTACTACGCATCACTGCGTACCCACGGTGCCATCGATGCAGCT 
GAGCTGTGTGTTTTGCTTATCGATTCCTCCGAACCCATCACCGAGCAGGATCAGCGCGTG 
CTCGCAATGATCACCGATGCCGGTAAGGCACTGGTTATTGCGTTCAACAAGTGGGATCTC 
ATGGATGAAGATCGCCGCATCGATTTGGATCGCGAACTTGATCTCCAGTTGGCACACGTG 
CCTTGGGCAAAGCGCATCAACATCTCCGCCAAAACCGGTCGTGCACTGCAGCGCCTCGAG 
CCAGCAATGTTGGAAGCGCTCGACAACTGGGATCGCCGTATCTCCACTGGTCAGCTGAAC 
ACCTGGCTGCGTGAAGCAATTGCTGCGAACCCACCACCAATGCGTGGCGGACGTTTGCCT 
CGAGTGCTGTTTGCCACCCAGGCATCTACTCAGCCACCAGTGATCGTACTGTTCACCACC 
GGCTTCCTCGAAGCAGGTTACCGACGATACCTGGAGCGCAAGTTCCGTGAACGTTTCGGC 
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TTTGAAGGCACTCCAGTGCGAATCGCTGTGCGTGTTCGCGAGCGCCGCGGCAAGGGCGGA 
AACAAGCAG 

>RXAO 07 1 9 -downs t ream 
TAAAGCTTGATTTTCCCTAAAAG 



>RXA0072 0-upstreafrr ~ — — — 

CTGATCTATACGTCCTGTTGAAGTAGAGAAGCTTTCTGGTCAAGTTCCTTGAGTATGGTG 

GTCGAAGACCAGCACTCCAGATTCAAGGAACTTATAAAAC 

>RXA00720 

ATGGCATCACCGCGCCGCCCACAGGTTGCAGCACCACGCATCAAAGAACTTCGCCTAACA 
GGCCTTGACAACGCTGACCCTCAAGACATCGAATCGAATGAGCAGATAGAGTCATGCCGT 
TTTAACGAGGCCGAGCTTTCCGAACGCGATCTTTCTGGTGCTGGTTTCATTGAATGTGAA 
TTCCTTGGGCTGGAAGCACACGAAACCGAGCTACGCCGGGCTCAATTCGTGGAAACACGC 
ATCGAAAGAGCCAATGCTCCATCTTTTAAGGCAGCCCGCTCCATCTGGCGCAACGCAACG 
ATTTCCGACTCCCGCTTTGGTGCCGTCGAAATGTATGAAGCAACCGTCCAAGCTTTGAAA 
ATCTCTGATTCTAAGCTGTCGTTTGTCAATCTGCGGGGTGCATCGTTACGGGATGTGCTC 
TTTGAGAACTGTGTCATCGACGAGCTTGATCTTGGCCAAGCCAGAGCAGAACGCATCGCT 
TTTAAAGACTGCACGGTGCATTCGCTCACCTTTGATCATGCCGTGCTCAGCAATGTGGAT 
CTTCGCGGTTTAGATATCGAGCGCATCAGTGGCGTGGAGTCCATGTCCGGAACCGTGATC 
TCATCCCTGCAGGCTGCTGACCTGTCGGGAGCATTTGCACGGCATTTAGGAATTACTGTA 
AACGAT 

>RXAO 07 2 0 -downstream 
TAGAAATCCGCTCTTTTGAACAA 

>RXAO 072 2 -upstream 
CCCCCCCCGGTGATC 

>RXA00722 

TTGCTGCCCAACGGTCTTTTGACCAAGCGTGAGCTGGTTTCCATTGAGCGTTCCAGCCAT 
GCTTTTGAGCAAAGTGTGGTTATTTTGCCTACTGCCACGTTGGTTGCAGGTCTTGCAGCG 
GTGTCCGTTCATGAGCCAGCGCAACCCCTGGCGGTGGATTCCTATGCCATGGCAGAGGCC 
GCCGGTTCCATGCGCACGGCCACGATCCGCGCCGCCACCAGCGCCGCGCTCACCCAGGCC 
GGCGCATGCTCCAAGGGTGATCTATTAAGCTTCATCGGCCCGGAGATAGCTCTGGTCTCC 
GAGGAGCTCAACGACGCGCTATCGCGCACCGCTTTAAGGCTTCTCGACGGCTCCAGCGAG 
CAAATTACCCTTCTCATAGCGCAAGACCGTCAGTCCGCCTTCGACGAAGATGTTTTCCGC 
CGTGGCCTGGGAACTCACACGGATGTGGAGATCACGGTCTATCCTGCTACTGGAATGGAG 
AATCTGGTAGAGATCGGAGTGGAG 

>RXAO 0 7 2 2 -downs t ream 
TAGCCACATGTTGGGTTGGCATG 



>RXA00724 

ATCGGTGAGGAAGTCCTCGCCGGACGCCAAGCCTATGTGGTGTGTCCGCGCATTGAAGGC 
GAAGGCGGCGTGCTGGAAATCCACGCCTATCTTTCCGAACAGGTATATCCAGGATTGAAT 
GTTGGAATGCTGCACGGTCGCATGGACACGGATCTCAAAGATTCGGTCATGCAGGAATTC 
GCCCAAGGTGAGATCGATATTTTGGTCGCCACCACGGTCATTGAGGTCGGTATTGACGTT 
GCCAACGCCACCGTCATGCTCATCCGCGAGGCGGAACGCTTCGGCGTTTCCCAGATCCAC 
CAGCTGCGCGGCCGTGTTGGCCGTGGGCAGCACGATTCCCTCTGCCTGCTGCACACCACC 
TTCGACGAGGACTCCCCACAAGGCCAACGCCTCGCCGCAATTTCCACCACAACCGACGGT 
TTTCAACTCTCTGAACTTGATTTGCAGGTACGCCAAGAAGGCGACGTGTTGGGCACCCGC 
CAGTCCGGCAGCGACACCAAACTCCGTCACCTCTCGTTTATCAGCGACCAAAAAATCATC 
GAGCGTGCGCTTATCGACGCCACCGAGCTGGTTGCCGCCAGCCGTTCCAGGGCGCTTGAG 
CTGGTCAGCGACATCGCAATGATCAACCAGGAATACCTGGAAAAGAGC 

>RXAO 072 4 -downstream 
TGATATTGATAGGGTTTAAGTCA 
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>RXA00726 

CACGAAATGGGCTTCGCCCACGAAGTCGCCGACCAGGTCGTGTTCATGGCCGATGGAGTT 
GTCGTTGAAGCCGGAACCCCCGAACAAGTTCTGGACAATCCAAAGGAACAGCGCACCAAA 
GACTTCCTGTCTTCTCTGCTC 



>RXAO 0 7 2 6 - downs tTr earn 

TAACCTTTTCGGGTCTTAAAAAA 



>RXA00729 

ACAGTTGTTGAGGACTACCAAGAGTTCACTCGCGGTCTGTTCCTTGGAATGGTTGCCGTG 
TCTATCCTTGTTCCGTTGGGAATGATGGATATGCGGGATGCCAAGAAGCGCCTCGCAATC 
GTCATCCCGCTATTTATAATCTGCGCCATGCTGGGATTCTTTGGAACATCCTTCACTAGT 
GCGCCTCGCACCGATCCTTCACTGATCTTTGTCTTCATCTGTGCTGCGATCGCTGTGTGT 
GCTCTTGTTCTTCCTGGTGTTTCAGGATCATTCTTCTTGCTGGCGGTCGGTATGTACGCG 
CCAATCATGGAATCTCTGTCCAACCGTGACTTGTCGGTCATCGGCGTGTTCTTGCTTGGC 
GCGCTCACCGGTGTGATCTTGTTTGTGAAGGTTTTGTCTTATGTTCTCGAGCACCACCGC 
ACCATCACGCTGACCATCATGGCTGGTCTCATGCTGGGTTCACTTCGTGCGCTGTGGCCT 
TGGCAGGACGGTGACGCTAATCTACTTGCTCCTGGCGATAACGCCGTGATGATTTTCAGC 
ATCATCATTCTTGGTGGCGCGATTGTCGCTGCTTTGATGTTTGCTGAGCGTGTGTCTTCC 
AAGAACATTGATTCTGAGACCGTGGCAGAAGAGCACCCGCGC 

>RXAO 072 9 -downstream 
TAAATAAGAACTCCACAAAGAAA 



>RXA00730 

CACTTTGTTGTATTCCAAAAGCAGCTTCAACAGGCAGATCCAAATGCAGAATATGATCTC 
GATGTGCTCGCATTTGATATCGCACGCGTAGCCAACCTCCTTCGCTGGGCTGCTTATACA 
GATCTGTTGCTCCCTGCAGAAGCCCGTTGGTTCCAAGACCAGCTGGGAATTGCGGCTGCT 
GTGTCCTTTGGGAGCTGGGAAGAATACGGAGAGCGATACGTCCGTGGACTACAGAAGAAC 
TTCAAGGGCGGAAACAAGCCATATATCGAAGGAGAACGCTGGCTCAACACTGAGGCTGAA 
AGTCCATGGAAGACCCAAAAGTGGATTAGCGCC 

>RXA0073 0-downstream 
TAACTGCTCATGAGCTAAGCGGC 



>RXA00731 

TTATTATTCGGTCTGAGATGGCTGGGCAGGTCCCTGCGTTTCGCACCGTTAAGCCTGCTC 
ATGATCGTTGTCATGCGGGGTTTGAGGGAAGTGTTTGGCGCCGAAGATCCCGCAAATAGC 
TCTTTGGTAGACAACCTTGGGCTCACCCTGCCGTGGTCTCTTAATGATCCGCATTTTCTC 
ACCGCAGGGTTTAGCGCTTCCACCACCACAGCAGCGCTCATGTCCACGTTGTGGATCATC 
GTGTTTGCGGTGCCCTCTGAACGGATTCTGGGCAGCCTCAAATTCGCGATCACAGCAGCG 
CTTATCCACATCACTTCCATTCCGCTGGGCATCGGCATCGCCCACCTCATCGAAGAAGCC 
GATCTCAACCGCTGGGGCAACAACATGTTGGCCGATGTGCTGCTCACCCCAGATTTCTGG 
GTCTTCGGCGTCGCCGCTTTCGCATCCGCCTCCATGCCACTGCTCTGGCGACGGCGCACC 
CGATTGTTCCTCTTTACTATCACCTTGACGCTGCTGCTTTATACGGGCACGCTTGCCGAC 
GTCACCATGCTCACCGCGACCATCATCGGCACCGTTGCCGGCGAGTTGAACAGGCATCGG 
AAAACCCCAGGTGGCCGCTGGCTTCCCGGTTCCCTCACCGTGCGTGAAGCGCGCATTATG 
ACGGCCATTTTGGTCACTGCCGTAGCAGCAGGTCCAGTGCTTGCTGCGCTTAATCCACTC 
ACCCACGGCCCTTTTTCCAGTGCAACGAAATTGATCTGGCAGCCCCTTGTCACTGAAGAA 
CACATGCATCACCTCTGCCACACAGACAGCACCTCTGATGCATGCCAAGGTGCGCTTGAT 
CAGCTCCAACAGCACGGTGTTGGCCCTTCCGTTGCCAACCTGATTCCACTGATCCTCACC 
GTGGTCCTTGCGATGGGGCTTAGCCGCGGACGTCGACTTGCATGGATTTTGGCGGTTTTG 
GCCCAGCTCATTTCCATCGCAGTGTTGATGTTCCAGCTGACCAAACTATCGGCTGATTCC 
ACCGATCTTCTATGGTCAGTCAATGCCTTTAGCGTGATCGTTCCTTGGCTGGTGGCGCTC 
GCCGTCTTGGTGTTTTCCCGCCGTGCATTCCAGGTGAAGATTGATACCACCCGGATTTCT 
AAATCCTTAGGCGCTCTCATGGTTACATGGTTGGCAACGGCAGCATTGTGGATCCTTGCC 



Appendix A, page 92 



Attom^Mocket No.: BGI-129CP 



ACATTGTTCCTGCCACACGCATTCCACCCACATCCAACATTGGGGCTGGCTTTCAAAGAA 
CTCCCCTTCCGCTATCTCCCACCAACTATCGAAACGGTGTTAAGCCATCAACTCTTCCCC 
AGAAGCCCTGCTGGGTGGGCAGTGTTTGAATGGACTGGAACGCTATTCTGGCTGGTCGTA 
GCAGCAACTCTTTATCATCTGCTCATGGGTGTGCCCAGCAACAAAGCGCACGAGGACCAA 
GAAAACGCAGCGACTCTCCTGCGCTCTGGCAGCGGCGATCACTTGTCCTGGATGACCATT 
TGGGGTGGCAATACGTATTGGTGGGCACCAGAAAATGCAGGATATGTGGCCTACCGCGTG 
AAAAGGGGCATCGCAATTACATTGGGTGAGCCTATTCTGGGTCCGGATTCATCCGTCTCT 
AAAGCAGAGCTGGeeGeAGAGTT-TGAAGAATTTGCCAGCAACCAAGGCTGGATTGTTGCG 
TGGTATTCCGTTTGTGAAGAATTCTCAAAGGAACGCATCAACGCTGGC'CACCACACACTT- 
CGTGTGGCTGAGGAAGCAGTCTTAAGCTCAGCTAATGCGGATTTCAAAGGTAAGCACTTC 
CAAAATGTCCGCACCGCCCGAAACCGCGCGGCCAAAGAGGGCGTAAGTTCCATCTGGACA 
ACCTGGGCTGATTTGAGTGCCGAAATGCAGCACAAGATCATCACGCTGTCGGAAGAATGG 
GTCTCTGATAAAGCTCTGCCGGAGATGGGCTTCACGCTTGGCACTGTCAACGAGCTCTCA 
GATCCAGATACCTATCTTCTTCTCGCGATTGATGAGGAAGAGCATCTGCACGGTGTGACC 
AGTTGGTTGCCGGTCTATGAAAAAGGACGCATCGTCGGCTACACACTTGATGTGATGCGC 
CGTGATCCGCAAGGCTTTAAATCTGTCATCGAGTTTCTCATTTCCGAGGCCGTCGTTATC 
GCAAGGGATCACGATCTGGAATGGATGTCGATGTCCGGCGCTCCTTTGAGTACGCCCCCA 
GGTGTGGCCGACGACGGCACCATCGGACAAATTTTGGAGCTTTTGGGCCGAGCAATGGAG 
CCGTTCTACGGTTTCCGTTCCCTCGCTGCGTCCAAGAACAAATTCCACCCAGAACACCAC 
GGTTGGTACTTGTGTTACCGCGATGAATTATCGTTACCAAGCATTGGCCTTGCCGTTGCT 
GCCTGCTACCTCAACGAGTTTCCGCTGCCGAATTGGCTGAAAAAGACCGCCACTTCCGCC 
CCAAGCCACAGC 

>RXAO 0731 -downstream 
TAGAAAAACGCGTAACCTTGGTG 



>RXA007 3 8-upstream 

CATGCCCCTATTAGACGGATGGCTTTTTTGATTTTGGGCGCGATATGCGGCCCGGTGAGC 
GCCGGTCGTATGGCACT 

>RXA00738 

TTGCTTAACGACGCCACGACGCAGGTGTCGCACATCCTCGGCAATGCCTTCACCCGATCT 
GGGCTCAACGCTGAGTACGCGAATCTTTATGGTCAGGCGTTGGTGGGCATGGTGTCGATG 
ACGGCGCAATGGTGGTTGGATGAGCGCACTCCGCCGAAGGAAGAAGTTGCCGCACATATT 
GTTAATCTTTGTTGGAATGGTTTGACGGGGATGGAAGCCGATCCGAAGTTAACTCCCATC 
AGTTCTGCTGAGGGTGCGATTTTTGGTCAAGAAAAGGAGAGTGAAGCG 

>RXA0073 8-downstream 
TGACACCTATGCTCGCGGGGCTG 



>RXA0073 9-upstream 

TTAAAGTTTCTATATTCCATTCTAAAATAACTTTGAATTGGGGATTAATGAAACTTTTTA 
AGCAATTGTTTAAAACGAATATTGAGGGGGTGGCGGGCAA 

>RXA00739 

GTGACTGCGACAGTTTTAGAACCGCAACCTGTACAGCTTAGTGAGCAGGACGTAGATGCT 
GAGATTGCGCGCATGGAGCTTAAACACAACCGACACAAGACGTGGCGACGCCGAACGATG 
GCTGTTGTCATGACGCTCTTGATCTCAGTGGGTTTGAGCTTTGGTGCGTTTGGTAACAAG 
GAACGTGAAGCTAATGCTTTCGCCAGCGCTATTATTGCCCAGGTTGTCGGTGCTATGGGC 
GAGGTTGCCTTTGAAGCGATTTGTCCCAGTGATGGTGACACCGAGATGCTTCTTAAGTGC 
ATCACCGAGAACTTAGGTGAAATGCACATTATCGAGAAGTGTCTCGAAGCAGAAGATGTC 
TTGAAGTGCTTCTACGATGCGAAAAACGAAGAGCAACGTAAAGAACAGAACCTTGATAAA 
GCCCCTGATTACTCCATGTACCGTATGGCCTCTGCGATGGCATCGTTCTATGGCAATGGT 
CGGGCAGCTACTGCCGGTGTAGAGGAAGGCGGACCGAACGAGTTCCTCGATTCTGAGGAC 
GCCGGTCTTAAGGTGTGGGAGGGCAT.T.CTCAGTAAGGCCGCCAACGGAGGCAATGTCCTT 
GGTTATGCTGACGCGAAACACAACGAGGACTCTGGTTGGTTCTTTGGTAATGGTGTTGCC 
AACAACGAGAAAACGTACTCCTATGATTCTCTAGCTGATCATGCCTTTCAAGGGCCTTAT 
CACTTTGCATTATTTGGCGCGACACTGAGTGGCTTAGGCTTTGATAGCTCAAAGGCGGAG 
GATTCGCAGACTGATTTTGCTCAGCGTAAGGGCATG 
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>RXAO 07 40 -upstream 

GTTATAAATATTAAAGTACGCTAACCATGGGTGCAGGGGGAGACTTCTACAGCAGTCATG 
GTCCACACCACGACTGCTGTATATATTAAGGACGTAACTC 

>RXA00740 

ATCTTGAAGAATAAAAeTeT-TGGGCTGCT.GGCTGTCAGTACGCT 

GCTTGCTCTAGTGATGCTGACGGCCCGGACAGTAGCGGTGCTAGTAGTAGC 

TCATCTTCTGCATCGGCTGACACAACAGATTCTGCAGCTGTTGATAAGGATGCTCAATTA 
GACACCTTTATGCGTTCTGCTGTGGCTGATGGATCATCTGCTGCTGTGGCTGTGGACAAC 
GCTGTAGGTAAGGGCTTTGATAAAGCTGATGCGCAGGCGGCTGCGGAGCGCTTGGGTGAT 
GGTTTCCAATTCGCTGCGGATTACCAGGCTGTTGGCTATTTGGAATCTTGGTACTTTGGT 
GGCGCGCGAAGCGAGAAGCTTGACGAGGTGCGTAGTGATGTCATCGCTCATTTGTCTGAA 
TTGGGATTTACAGATTTAGAGGCTGAATCCTCGGCATCTCGTATTACATTAGGTGATTAC 
TGTGATGGGGTCCCTGAGTATTGTGAGTTGTTTTTTGATGGCGAATCTCCTGACTTGTAT 
GACATGGGTACGGAGCTTGACTCGTATAAGCCCACTGAA 

>RXA007 40 -downstream 
TAAAGCTATTTCACTTAAAGCAC 



>RXA007 41 -upstream 

TGGTGATCACTAGGTCCACCTCGTCTTGCATGGTGGTCACCTCAGTCCAGAACGCATTGA 
TTGACACCGATCAAATGTTTGATGGATTATGATATTTAGC 

>RXA00741 

ATGACTGATTCTCTGCTTGTATCCATCAGAAAAGGCTTAATAGAAGAGCGTCCATTAACG 
GAGCTTCTTCGGGCGTGTATCTTCCTTGGAAGTGATACTAACTCGGACTCTTTACAAGAG 
TGGGCGAAAAATGAATTAAATGGTTATGGCTCCATTGATGGTATTCCGGAATATCGCAAA 
TTGAAAGGACCTCCTGTATTCGCGAAAATTCAAGCTGGTAATTCAATAATGTCTAATATG 
GTACTGGGGCCACATAATGTTCCTGAAAGAGCTCGTAAGTATTTCCCTGAAGAGCTGCAT 
TTTGATCAGCCGATTCAAACGCTAATTGAATGGTCGACTAGGCAGGATGGGATTAATTTA 
TCGCCCCCGAATTTACTTCGGGTCCGCGATCTTCATAATGATCAGTACGCGCCATTAAAT 
CAAATTTTGAATTTAAATGTTTACTTAGATAACTCTTATTTTTCGGGAATTGTGGACCGC 
ATCCGAACTCTAATGACTTCCATGATTGCCGACCTCACACACGCAACTCCTCTGGATGAA 
CTACCAAGCAGCGAAAAGGTTAATGCCACGGTCATGAAGCACATTGAAAATAACTACGAA 
ACTACAATCACTCAAGCCAATGGAGCTGTAGCCATTGGTAACAGCGCTAAAGCTGTGCAG 
AAGGGATTGTCCGTGGATGACCTACTGAAGATTATGCAGACCATTAATCCTGAAAAGTTC 
GACTTAGGGGAAGCTAGAGCTGAAGCCGAAGAAAGCATTCAATCCATCGCGGATGAGTTG 
AAGAAGGAGTCTCCGAATAAAGGTTTTATCCAGAATGCTTTTGAAAAGTTGAAGGAACTC 
AGCATAAAAGCCGGCGATAAAGCCTTCACTACAATGTTAAATCTTGTAGGTAAACAGATA 
ATCGAAAACATCCCACAACTGGTTTCAGGTGGC 

>RXA0 0 7 4 1 - downs tr earn 
TAGAGAAATTCAAGGCCGTCAGC 



>RXAO 07 42 -upstream 

AGAGGGGTTTTTTAGTGAAAATGATAAAACCACTTTTACAGATGGACACATAGATATTAG 
TAATGATGCTTCTGGAGCTAAGCGTAGCTTTGGGGGTCGG 

>RXA00742 

GTGAATGTTCAGATTAAAGGGCGAAAGGTTAATGCCAAGGCTGCCGACTTAAATAGCTAT 
CCGGTCTCAGTAGTTGATCTACGAGGCTTCGTGACACTGGCTGGTCTCTTATTTTTTGTG 
GTTGATATTGATAAGAAATCAAATAAGAAATATCCAAAGTATGTTCTTTTGAAACCGTTT 
TATATTCATGATCTACTGAGTAAAGCGAAGCCGGGCCAAAAGACAATTAGCGTCCGCTTA 
AAACGGTTACCATCTGATGAAGATCGAATGGAAGCCATAATCGCATTAGCGCTCGCATCG 
AGGCAAGAAAAGATAGTCGAGAACCCCAGTAACTATCTCTATGAAAATATGGAATCAATT 
ACTGTTAAATCGGCTGAACCCCTTAATAGGGATAAGCTGGCTGTATATGATGGTAGTTCG 
CCAGACCATTCGATCATTATTCGTACTGGGGATGGAATTGAACAGTTCGTCAATGCCACC 
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GTAGAAATAATACCCCCGAATATGCAGTTTCATCAAGCCAATTATAATGTTTCGTGTAAT 
GGGGTCGTCTATGACAATGTTTTGCATCGAAACATTGATGATGAGCACATTGAATTGAAA 
ATCGGAAAGGGGATTACTCTCCGCCTACAAAAGCTCGCCATTGATGCTCCGGGGAGCGTT 
ACGGTTGAGTTTCAAGATAGTCTTCCTGAACGGTTAAAAGACATTGAGTTCTTCCTAGGA 
GTGCTTCAGGCGAATACGTTTTTTATTAATGAAGAACCTGTTGTGTTGAAGATTAACTCG 
AACCGGACTGTGGCTGACCTTAAGGATGAAGCGGGTGTTCTTCGTCAGTTGGTAGAAATA 
-GC-TAACCATTTCAATATTGATCCGTCCCTTATTCGAATTGGTGAGATTACAGAAAAACAG 
TTCTGGCAGTTGGATWITG 

GAGGTTAAAGATGAGACTAGACTTATATTGCAGCCTTTTGGTCGTTGGAAT^^ 

ATAGCTCACCCTGGTGATGTTGCAGGGGAGTGGACTTATCATGAAGTAATTTCCAAGCGT 

CATCATTTTGCTATGACACCTTCAACGGATCGGAGCGACTCCTCAATCGAGCGAGTGACG 

CCGTACGAGCTCATTGATAATCGATGGCTTCCATCAGTATTGAATCTGCATTTGGATAAG 

CTTGTTGATTTCTATTCAGCGCTTGAAGAAACTGTTGATGTTGATAATCTCGCCACATGG 

ATGGTGCTTCGCCTAATTAAGGCAGCTGATTCTGAGCAGAGCAGGAAAACTGCATTTCTT 

ATAGCAGCTCAAGCTCTCAATGATTGGCTCGTGGAACGAGATCGAGAAGAGTCGCCAATT 

TACAGGCTTAATGGTTGGCAAATTTTGTATCGCCAAACTGGATTACTGGATTCACAAAGA 

ACAGAAATTCGATCTTTTAGGCATAATCTTGATCAAACAATGCACCCAGACAACTATAGC 

GAGATTATGATTGGTTGCGCTTTGCTTCTTGACGATAGAGAAGAGGCGAATTTTTTGCTT 

ACTCAGCTTTCGGTTGATCGACGCGCAGTTTTTAATGAATGGCCGATAGCTCAATTGATG 

ACGGGTGCCCTAAAAGAAGAGATTGAAAAA 

>RXA007 42 -downstream 
TGAGTTCTGAGATCTTGATTTAA 



>RXAO 07 43 -upstream 

ATTTTGGCGTAGTGTTTCGGGTTTTATAGGTTGAGATTGAAATACCAAGACAAGGATGGA 
CATCATGTCAGCGCATCTACCTTCTCATCATGATGAGTTA 

>RXA00743 

GTGCAGCACTTAGTTCTTGCGGATGTAAAGTATCGGGAGCTCAGTGCGTTATCGGTCAAA 
ATTGAGGAACCATCAGATCGTCCTGAGTTTAAACTTGGAGTTACTGTTAACGACAAGAGT 
AAAGACGAAGAAGGTGTGCCGCGAATCATTGAGGTTTCATTGAGGGTGTCCATCGAGGTT 
CCCGACGGAAAGATAACGGTAGAGCCTGAAGCAATCTATTTGATTCCTGAGAATAAGGTT 
TATTTAACGGAATCTGATGCAATGGTGGATTATTTTAACAACCATGCGATTTTTACTCTG 
GTGCCATATGCACGACAGGCCGTGTCTGATTTAGGGCAGCGTGCATTCCACACGCAGATC 
CTCATGCCTGCGTTAGGTCCTGGTGATTTGGTTTTTAGTAAATCGACGGCCTCACGAGAA 
TGG 

>RXA00743 -downstream 
TAGAGAATTACCTGATAGTTGCA 



>RXA00745-upstream 

TTTGACGTGGGATGGCCACACCGGTGACGGGGTCAATGTGCAGAATCTGTGCAGTGGTGA 
GTTCAGCATTGTTTTCCGCATCAGATAACGCGGTGGGCGA 

>RXA00745 

GTGGCTTATCTGTACGGATCTGCCGATGGGATGCTTAATACAGATGGTTTTAATATGTTT 
CCGCGTGCGTCGTACACCATTCTTGGCCCTATGGATGCTGACGCGGTCGGTGTGTACCAA 
CAGCTACTGAACAGCACGATTCCCATGGATTTGGCACGTCTTGTAACCACGCATAATTCC 
GGTGCAAGTTATCTTCGCCGCGGTGCTACCAACGTAGTTTTTGAAACGAATCTTGCCCTC 
GGTGTGAATCCGTATATGAAGAAACGCCGAGCAACAGAAGCACAACGTGGTAAGAAGCGT 
TTTAAACGAGACAGTCATTACGGCGGTGGCACTGTGACCACAGGTACTGCTGATTTGGAT 
GTGGTGGCGATGCAGGCGCGGGCAGAGCACCGGGAAGAAAGGTTGGGAGAAAAATCTACC 
CGCAAGAAAGAGGAGCTTGCTGCAGTAGAGGCGAAAGAGTTAGCTGCGAAGAAGGGTCCG 
CAGACTGTGGAAGAAGGTCTTGCTGCGGTGGAGAAGAAACACCTGGCGAAGCGG 

>RXAO 07 45 -downstream 
TAGGCGACGTGGTTGGCGGTGGG 
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>RXA0074 6-upstream 

AAACTACGTTGGTAGCACCGCGGCGAAGATAACTTGCACCGGAATTATGCGTGGTTACAA 
GACGTGCCAAATCCATGGGAATCGTGCTGTTCAGTAGCTG 

>RXA00746 

TTGGTACACACCGACCGCGTCAGCATCCATAGGGCCAAGAATGGTGTACGACGCACGCGG 

AAACM^M'TAAAACCATeTGTA-T-T-AAGCATCCjCATCGGCAGATC^ 

TCGCCCACCGCGTTATCTGATGCGGAAAACAATGCTGAACTCAC^ 

CACATTGACCCCGTCACCGGTGTGGCCATCCCACGTCAAAACATTCTGCTGGGTGAGGAT 
TTTCAGACTATGGCCAGCTCTTTTAGTCAAATCCGCCATGGATGGGGTATCACCCAGCTC 
ATCGGACAAGACCCCAACAGAAACCAACCAATCCGCTCTGCTGATACGTGGACAGTGACT 
GGATCGACTGGACTCACCGGCTTTAATACTGCTACGCATAATACAGATGACACAGACGCC 
ACTGCCGCATATACCATGCCGGCAAGCGATCCTGCCGTAGGACTATGCGCACTGGAATCC 
AACAAAGACGCACCGGTGGATGAATTTCGCGATCTCAGCCTCAGTGCTTTACGTACCGCT 
ACGGTCATGTCAAGCTCTGGCTCCGCCGTGATTACTATGCATGATCCTATGGTCATGAGC 
ACCACTGGCGCATTGGAAGCACGTGCATACGTTGACGGCGAAGTCATCAACCAGCACGAT 
CTTGACTCACTGCGTGACCAGCTAGGTATTACTACAGACAGCGCAGATACCACCCCTGCC 
CTACCTGCTGATCCCTTGGCAGCATTGGGCTTGAGCACACCAACTACATCAGCTCTTGTC 
CCAGGTCTTGCCGAGCTGGACTGCCTCAACACTGATCAAGCTCGCACCTGGCATGACCGT 
GACAACAGCATTGGCACTGGTAAACCAGCTATTCTTGCCGTGATTAACGCCGAGCTCGCT 
GATGATTACACCCTGCAGATCCTCAAAAATAGCACTGCGACCCCCACCGACTCCACCGAC 
TCCAGCGATACTGCTGAACGCTTCGTAGCGCAGCTACCTGCGGAAACAGCCTTTGTGCTT 
ATTGATCCGGACATCGGCGCTGTGACCGATCTGTTCTTTATCAACAGCATAAATCAGGAT 
CTCCCCGCACCGACAACCCAGATCAACTCAGTAGCGGTAGATCAACGTGACCCCAACATC 
ATCTACGCGACCTTTGCCAATGATGACCGCGTGTACCAGCTCATGCTGGGT 

>RXAO 07 4 6 -downs t r earn 
TAACCGCGACCCGTTTTTATCTG 



>RXAO 0 7 4 7 -ups t ream 

TGTGCTGATCCGCGCCGTGCCAACTCGCACTGGGTCGCACTGGGTCGCACAACCGCATAC 
ACATACACACAATTAATCACCCTCAACACGAAGATTTATC 

>RXA00747 

ATGACATTTTTGCACCGTTCCGCCAGTTTCCACCCTCGTACCCACGATCACCTCAGCGAG 
CTCGGTCTTGATCCTTATAAGCTCTCTCAAGACATCCCCACTGTTATTTATGAAGTCCAG 
CCGCACAGTGTGTTCATTTTAAAATTCAACACTGCCGATGTTCGGGTCTATCAGGAACAC 
TCCGATCTCTTTGTGCGACATGCTGTGCTTGTTGATCCAGAACAGCGTAAACATGAGCAT 
GACCAGCTCCTTAAAGAGATTCTCGACCTCGATGCCCCTCGTGTCAACGATGATATTAGT 
GGTCGCACGACAGTGTTTCTCCACGATAAAACAGTTGTTACGCACAGTGGTGGCCCCATT 
GCGATTATTCCGCACAATCCCGATGTCGCCAGCGCCGCTGCGTCAGCTAATAAACACAAA 
CAATCTGTGATGACAACATCCAGGCATCCTTATGCGCAGATGTCTCTCAGCGACATGCTG 
AAACAAGGCTTCACGCTCACACCTCTAGAGTTCCCCTACTGCGCTGTTGATGACCCCGAC 
AGCTCACGCCACACAATGCACGTCATCAACGTTCGAGATCATACAGTG 

>RXAO 07 4 7 -downstream 
TGAACTACCGCGCCGCTAGAGAT 



>RXA0074 8-upstream 

AAGCCTTATTCTCCTCTTAACTACCATGAGGTAACCATCTAAAGTAGATGGTTGCAACAA 
CTTTTCATTACATCAACATGTTTAAAAAAGGACACTGATT 

>RXA00748 

ATGACTTACTTCGCACTCGTTGCTCGCAATTACGCTGAGACAGGTGTCTCTGTTGAATTC 
CATGAGGTCGATGATGACGCAGATAACTCAAATGGCCCCAACAACACAAGCAATTTACCT 
CTAAAACTTCTTCGAGATCACTCTTTTGATGCCACTGTTGTCTATGGTGACCTGGTGCTT 
CACACCTCAGCACATCTCAGAGATACGGCTATCGCCAACTCAGACAACCGTCCGCGAGTA 
GTGACCACAGCTCAAAAATTCTTTGATTACATCCGCTTAGCCACCAGACACGGTGCTATC 
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CACGACATGATCAATAACGCGCCAGATACCGGCACTGACATCGTTGTTATTACGGCCACT 
AATGATGCTCTTATTAGTGATGAATCAGAATACTATGACGAGCTTTTTCATATTCTCGAA 
TCCGCACAGGGTGTGATTCTTAAA 

>RXAO 074 8 -downstream 
TGATTGATTAATTGATATGATTA 



>RXA0074 9-upstream ^ 

CGTTTCGATCATTTGTAACATTCTTATTACAAGACTGGAAATAAAGGTGAGTCAATCATA 
CAGTCAGATGTGGTCATCGGCAAAACAGAAAGGAATCCCG 

>RXA00749 

ATGTTACGAAAAACAGTTACCGGTGGAATTGTTGCTCTTATTGCGACTGCCACTCTCATG 
AATTCTGTCTCTTCTGCTGAAGAGGTATCCGGAGATGTCTCAGCAGTAGATCTCGCATTT 
GCAGAATTCGAACGTACAACTGCAGAGGACGTGGCCAATGGAGTGCCAGAGGCTATAGCT 
AATGCAGAAAAAATTTCCAATTTCACTCCGAGCGAACTAGAGGGCTTCAAGAGTCTTTTA 
GCTAGTGATGCAGTGCTGAGGTCGGTCTCTGGAGAAGAAATTCTCCCAGATAATGTTGAA 
GTGGTTCAGACGGACAACGTAGGCGACGAAGATCCAAATGTCATTTCTCCAGCAGCCTGG 
CAGGGTTCTGATTATATTGAGGGGTGTTTAACGAATACTCTCTACGGAATTGAAGTCCTA 
AAGGTTTGTACTGGTGGAACCTACTACTCCAATGTAGGAATCGCTACTTCTGTCAGCAAT 
CCTCGCAGTTACGTAAAGTATAACAGTGCTCCAGGATTGGCAGTGACGACAAGCAATCCA 
CGTGGAGGTATAGAGGGTGGTCTTGCGGCCTTCTATGGTGATGTTAACCTTGTTGCTTTT 
CCAAATATTCCATGGGTGGGACCAATTAGTTCTTCTGCAGGAACTCACCGCGTTGTCGCT 
AGATCATTTCCGAATTCAGTGGTGCTTAACGTCTACTAC 

>RXAO 0 7 4 9 - downs t r earn 
TAATCGTTTTTTAGTTTGAAACA 



>RXA0075 0-upstream 

TTTAAACAAAAGCGATAACAATGAACCGATGGTGTCTACGACAGAACCGACTCCCCCACC 
CACTAACACCCCACCAGAAAATAACACCTCGACCGAACCT 

>RXA00750 

ATGGACTGGTCGATCATTATTAATGTGCTTGCCGTTGCTACTGTCGTGATACTCACCCTT 
ATCATCGCAGCTGCATTATATAGGGGTTTCACACGCAACAAAATAAAAAAACTTGAAGCT 
ATACGAGAAGCCCAGCAACACGAACGCGACAATCCCACTATCCGCATTGCTGATCTTCGC 
GGCATCATGGATACTCACCACTACATCTACACCGACGTCATGGTTACACGTGCACATGAA 
CTCATGATTACTGCACCCGCATTCTTTGATGTCACTCTCCCCGAAGCAGTGCTCTACGAA 
GATACTAAACGTGCTGCTCATGATGCCCTTAACGGCTATAAAGACACCACTGTCGCTAGT 
GCAGAGAAGATCATGCTTGTAGATGCAGTCACCGCAGCATGGACTCTCTATTCCACAAAA 
GCAAACACCGGATCCACG 

>RXAO 0 7 5 0 - downs t r earn 
TGATCCGAGAGCCGAGTACCGCT 



>RXAO 0 7 5 1 -ups t r earn 

CGCAGCAACCCCGTCCATGAGGGCAGGGAACGCCACACATCCTGTACCTATACTGTGAGG 
TGGCATAGAGTATCTCTAATTTAGAAAGTGGTGTAGAAGT 

>RXA00751 

ATGTTGGTACGTTCACGCACGTTGGTTACCGCTGCACTGTCATGTTCACTGTTGTTCGGA 
GCAACGGTAAATGGCACGGGTGTTGCGATTGCATATGAAAATGTGTCTATGGCTGCTCAG 
TATGAACCACGGTATGAATCCTTAGAAACGCGTCTCGGTTCTAGTGGAGTCTTTCCCAAG 
TCGGTTGAACAGTCTGTTGAAAACCTTGCTGAATTACCAGAGGAGACTCGATTTTTACTT 
GAGGGTGATTCGTTTTCAATTATTATTGATGATGGTCTGCTCGCTTCTCGATTGGACCCA 
AATACAGGGGAGATTCGACATACTCTTGGGGCTTCGGGGATCAGCTACACCCCTGGTGAA 
ATGAAACGATCTTATACAGATCGAGTGACTGTCAAGGTGGTCTACCCTGATGGGTCATTT 
GATAGAGTGACACCCCATTCAGTGGTTTATGTGGCTGACAGTATTTACTACGGCATTGAA 
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AGCACGGGTTATCCTAAAGTCCGCAATGGTCAGACTGTCAAGATCCCATTGAGGGTGACG 
GATGGTGGTACAGGAGCGGTTGGTGGGGTCCCACAGGGATCGAAGGTGGTCCGAGATCGT 
TACGGCTCAATTGAGAATGCGGAGTTGATGGGTGCAATCATTCTCATAGATGAGAAGACT 
GGCGATCTCACCTTCACGGCGCCTGATGATCGAACCGGTCAACTGTGGTTTCGTACAGAA 
GTGACTTTCCCGGATGGTTCGGACTCAGAGGTTCAATATGTGATCGAGGTGACGGATCAG 
CCTGAACCTGTGGATGTCATTCGTCCTGCCGGATCGTCTCTGAGTTCT 



>RXA'007 5-l~downstream 

TGATTTATGCCTGAGACTTAAGC 



>RXAO 0 7 5 2 -ups t r earn 

AAGGTCAGCCGTATTTCGGTCAGTCAGCAACTAACTACGCTTATCTTCCGTGTACGATAG 
ACCGTAGTTAACATAAGGAATGGAATAGGAGAATTGCGGC 

>RXA00752 

ATGTATTCCGACAAGCTGATTCTCTTGTTCCTTTCTGAGCAGGATTCAAGCTATGAATGC 
TGCGTAGGTTTATTAGATGGCTCAGATGGACTTGATTATATTGAAAAGCTTCTGAAGGGT 
AGGAAGCTGAAGAACCATTTTCTTGAATGGGAAGATATTAACAAGGCTGATGTTGCTCGT 
GAAGAAATATATAAAGGGCAATTGGTGCATCTGGTGTTTGTGACGGCTCTTTCCACGCCT 
GGTGAAATTTCTTTTGTTTTTCCAGGTCAATCTCTTATGAGTGCAACACTCGAAGAAGAC 
TTTGCTGCGCTTGTGCTCGAAGAGGAGCGCACATCATTTAGACCTGAACTGTCTCACCTG 
TGGTCACTCCCCGTAGGGTGGGTAGCTCCGGGGCTTGAGGGTTTCGTGGAGCGTAATTCC 
GAGGCAGCT 

>RXAO 07 5 2 -downstream 
TGAACCACCGCTTTCTGAGCCGG 

>RXAO 07 57 -upstream 

CAGGTTTAGCGAATTCAATTTCTACCACTGCTCGAGGGGAATGTGCTAATTCAAGGGTTG 
TGACCTCGAGCAACTTTTTATTCCGCTCGATCAAAACAAC 

>RXA00757 

GTGAGTTTCGGCGTCGTTAAGCGCCCCGATGCGTGCTACGCGCTTTTTGCCATCCTGATC 
AAGCGCAACCAGGCGACCGCGGTTTCTGCGCCAATGGCGCGGCAGCGTCAGTGGGTTGTC 
CACGCCCGGCGTGGACACTTCGAGCGTGTAACCCGCTCCGAAGTTGAGCTCTCCGCGCTG 
CTCGGCGGCGTCGAAAAGCTCTCCGATTTCTTGGCTGAATACTTCCAGCTGGTCGAGATC 
GGGGCGGGAATCCGAATCTACCTTGATGGCGACGGCGGATTTTGGACCTGCTTTGGTCAC 
TTTCAGGCCCTCGAGGTCGAATTTGTGGGATGCGGCGAGCGGCTCGATGAGCGCAGACAG 
AATTTCAGTGGTTGGAAAAGCCATAAAGACAAGGATAACCTGCCGGCAAAAATCATCGGG 
CTATTACACTGTGAAGCCATGCGTAGGCGTATCCCCTCTGTCCTTGGTGTTTCTCTTCTG 
GCTGCCTTTTTGGTGGCGTGCACCCCCTCCCCCAATCCGAATGCGGCGTTGGCCCAGATG 
TATCAGGATGCGCTTTTTGATTCCCAGGCGATGTCAGAGGCCGAGCCTGAGCTTGCCACT 
TTGCGCAGTCAGCACGCAGATGAATTATTGGCCGAGATTCGGCGTATTTGTGGCTTTGAT 
GAAGGCCAGGTTCCGGAATCGTGCCAGGTAACGGTTCCTGCGATCGCTATTCTGCCCACC 
GATGATCCAGAGAAGTATGTCAACGACAGTCAGGCGTTGATCCTTGATAATTTGGATGAC 
ATTCCGGAAGATTCCGTGGCTTTAGTGGTTGAGCAATACATCGCGCAGGCGGAATTTGCT 
GAAGGATCTGAGGTGTCCGTTCCTGTTGATTTGGAGCTCACCGAGGCAGAATTAGCTGCT 
GCGAAGGACTTGGCGGACCGCGAGTTTTCCGCCGCGTGGTCTTTGGGCGTGGCTTTGGCT 
CAGCTTCCGGAAACCGACCGCGAGGAGGTGGAAACGGCGATCAGCAACCACCATGACCGC 
GCGTCGCAGCTGCAAATTATTACCTCCGGCACTACCCCAGCGCCAGGTTACGTGAGCGAG 
CTGCCCGACCCCACCGACGAGACTTCAGCGCGAAGCAACATTGAAACCGTCGAAAACAAC 
GTCACCCAGGCCTGGCATGCAGCTGCAAGCGCCGCAACCACCGACGCCTGGCGTGTCTTC 
TGCGCGCACATCGCCGGCGATACCGCACGCGAATTAACGCTTATCGACGTCTCC 

>RXAO 07 57 -downstream 
TAGCAGTTTCACTGCCAATTTTT 



>RXA007 63 -upstream 

AGCGCGATTTGAGTGCTTTTAATACGATCGGAAGTATTCATGTCCCCAGGTTAGCCCCAA 
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GTTTGAATCTCTTGCAGGAACGTGGGGTAAAGATATAGAT 
>RXA00763 

GTGGAAAAATCCAGAAAACGACTTGTGACCATCGCAGCATCGACAATTGGGGCCGTTGCG 
GTGGCTGGCGGCGCTTTTTGGATCGTTGATGCTTCCATCGCTGCGCACGCGGAACGCAAC 
TTGTCTAAAGCAGTTGCGGAATCCGCAGATCTTGAAAACGACCCGCGAGTATTCCTCGGC 
AGCTCCATTTACTCCACGGCGTTTTTTACCGGCAAACTCGACTCCGTAAGCATCGACATG 
-CTGGAC GTGGAAATCCCCGGCGTCGGCATGG TGAATGCACGCACAGAGGTAGAAAGCGTG 
GAAGTCTCACGGGATCAAATCCTCTCCGGTGACCTCGACGGCACCACTGeGGAAAee-T-TG^ 
ACGCGCACATTACGCATGGACGGCGTCGCAATCGGCGCGCAGCTCGGAATCACCGACCTC 
GACATCTCCCACCCCATCGACATCTCCCCCTCCGGCGGCATCACCTCAGAAGCGCTCCTG 
ACAGGAACCCCACCAGACATGGAAGACCCGGTCAGTGTGCTGGTCACCCTTCGCCTAGTC 
GGCTCAGAATTCCAGATGCTGCCGTACGAGCTTATCGACGCACCCTCCGGACTCACCCTC 
GACGATGTCGCCCCCGACTTCACGTGGAAAATCGACACCCTGCAACTACCCCTCGCAGAT 
CGGGCAATGGCGGTTTACCTATCTGGTGGCTCCGTCCATTTCCAATCTGAAGCCCGCAAC 
GTCCAGCTCACCACCCGCGAACTATCACCACTAGCTGCACCGGAAGAAAACTCCGATGAA 
TCC 

>RXAO 0 7 6 3 - downs t ream 
TAGATGCCAAACGTGCGCACCCG 



>RXAO 0 7 6 5 -ups t r earn 

ACGGAAAAGTTTCTGCGTCTGCGTGGTCGACTCAGGATTCGCAATCAGAAGAACATGCAC 
GTTATCTAAGAGTAGTGCCAAAACGCTAGTCTTGAGTGTC 

>RXA00765 

ATGAGCGAAAATTCCACCCCTAATAATCCAGTCGTCCCAGGTGCAGGCGCAGACGGCCCA 
TCACTGTCCGATTCTGCAAGCATCAGCGGATCCGACGCAGTAAACCTCGCTGCCGAACAA 
TCCAAGAGCACCGCTCACCGCAACATCCCAGGCCTAGGTGACCTTCCTATCCCTGACGAC 
ACCGCTAACCTCCGCGAAGGCCCCAACCTCCACGACGGACTCCTCGCGCTCCTCCCTCTC 
GTCGGCGTCTGGCGCGGCGAAGGCCAAGCCGAGACCGCAGAAGACGGACAATACGCATTC 
GGCCAGCAAATCACCTTCGCCCACGACGGTGAAAACTACCTCTCCTTCGAATCCCGCATG 
TGGAAACTCGACGAAGAAGGAAACCCCACCGGCGTCGACCAGCGCGAATCCGGCTTCTGG 
CGCATCAATCTCAAAGATGAAATCGAATTCGTCTGCACCCACGCCGGCGGAGTTGTAGAA 
ATCTACTACGGCCAGCCACTCAATGAGCGCGCCTGGCAGCTTGAATCCGCATCTACCATG 
GTCACCGCCACCGGCCCATCCACCCTTGGACCAGGAAAGCGTCTCTACGGACTGCTTCCA 
ACCAACGAACTCGGCTGGGTTGATGAGCGTCTCGTTGGCGACGCCCTCAAGCCACGCATG 
TCCGCACAGCTCACCCGCGTGATCGGC 

>RXAO 0 7 6 5 -downs t ream 
TAGTTTTTTCTAGTTCACCGTCA 



>RXA007 67 -upstream 

TCAAGCGCCATAACGCCTGATTATGCACGGTTAAGGCGCATCTCGCTCACTGGTGCTAAC 
CACTTGCGCTTTTGGAAGGAATAACCCTTCCTGTCAGATT 

>RXA00767 

GTGGGTACTATCGAAGACGTGGCTAACGAACAAATCGAGGTCGCGAACAACACTGATCAG 
ATTCCTGCAGGATACAAGTCCCCTCTTCTTTCTAGAAGTGGTGCGGCAGAAGCGCAGGGC 
GCTGCTGCTCAAGCAGGTACTGAAGGTGTCGCGTGGCATTACGGTTCCCCTCTCGTCGAG 
CAACGCATCTTCGAAACTGGCACGGGCTTAGTTGACCGTTCTAATCGCAAGGTGATCAAA 
GTCGAAGGGCCTGATGCCCCCACGTTCCTCAATAATATTTTGTCCCAAAAGGTTGATTCC 
GTTGAAAACGGCTTTACTGCCGGTGCCCTGGATTTGGATGCGCAGGGTCGTATTCAACAC 
ACAATGCAGGTAACTGTCGTCGATGGGGTTTTCTACCTCGACACGTCCGCGGCGGAGTTT 
GATACCCTCATCGGTTTCTTGACCAAGATGATTTTCTGGTCGGAAGTCACCGTCCAGGAA 
GCCGATCTGGCGATCATCACTCTGCTCGGCCAGGAAATTGCCCTTCCGGACGCGGTCTTT 
GCCCGTAGGGTCGATTGGAATGGGCCATCGCGTATCGACGTCGCCATCCGGCGTGAAAAC 
CTGGAGGAGGGCGTCGACAAGCTCTTAGAAGCTGGCGCAAAGCTCACCGGTCTCATGGCT 
TACACGGCCCGAGCGCGTGAAGGCGTTGGAGCCCGCTGCGGGCGTGGATTTGGA 
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>RXAO 07 67 -downstream 
TGATAAGACCATTCCCCATGAAA 



>RXA007 6 8-upstream 

GACGTCGCCATCCGGCGTGAAAACCTGGAGGAGGGCGTCGACAAGCTCTTAGAAGCTGGC 
GCAAAGCTCACCGGTCTCATGGCTTACACGGCCCGAGCGC 



>RXA00768 

GTGAAGGCGTTGGAGCCCGCTGCGGGCGTGGATTTGGATGATAAGACCATTCCCCATGAA 
ATCCCCCATTGGATTGGCCGTGGCGAACATTTAGGCGCTGTGCATTTGACCAAGGGTTGC 
TACCGCGGGCAGGAAACTGTCGCGCGCGTTGATAATCTTGGGCGTTCCCCGCGCGTGCTG 
GTTCTGCTTCATCTTGACGGTTCCGCACCGCTGGATCCTGTGACTGGCGCTGAAATCAAG 
GCCGGTGCGCGCACCGTTGGTCGTCTGGGCACCGTTGTCCATGACGCCGATTACGGGCCG 
ATCGCTCTCGGGCTGGTTAAGCGCAGCGCTTTGGATAAAGAACTTCACATCGATGATGTC 
TCTGTAAACGTCGACCGCGATCTGCTTCCTGCGGAGGAAAGTGAACAACGCGGACGCGCA 
GCGATCAATAAGCTCAAGGGTCTT 

>RXAO 07 6 8 -downstream 
TAACTAAAACGATTTATAGCGAA 



>RXAO 0 7 6 9 - ups t r earn 

GGCTATTGTGTCTATCAGGAATACAGTTAATACATCTTGAAAAGCCCATGGGCCATCCGA 
ATTCCCAGGATCGGCCCGCTCACTCCAAGGGGGTCAGGCA 

>RXA00769 

ATGGGTCGCGGTCGCGCGAAGGCAAAACAGACCAAAGTTGCTCGCCAGTTGAAGTACAGC 
TCTCCAGACATGGATCTCGATTCGCTGCAGCGGGAGCTGGCTAACCAGTCTCCTAGGCGT 
TCCTACTCCGATACCCCTGATGATGAGGACCAGTACGCAGAGTATGCGGACTGGGATGAG 
GACGACACCGACAATCGTGCCTACGGCACAAAC 

>RXAO 07 69 -downstream 
TGATTTCGTGTGTCCTTAACTCT 



>RXA0 07 71 -upstream 

TACCCCTGTTTTGGAGAATGCTCCGAGCCAGGGGTACTTTTCTTTTCCTCACACACAGTA 
GCTGCTGAGAAAAATGAAGACCTTTTGTTAGGTTGGGAGT 

>RXA00771 

ATGACCAACCCATACGAGGCCTTCATACCGCTCAAGCATCGTACGGGGATTGAACCCGAG 
CACACCTTTTGGGAATGGGAAAACAAAAGGGTTCACATTGCAAGGAGACGTCGAGAAGCG 
CCCGTCCGCGTTATCGTGGTGCATGGGCTAGGCACCCATAGTGGCGCCCTCTGGCCCCTC 
GTCGCGGCCATTGAGGGCGCGGACCTCGCCGCGATCGACCTGCCTAAAACTCCGCTTTAC 
GACGATTGGCTGCGCCTTTTAGAATCTTTCATCTCGTCCGAAGACGACGGTCGGCCACTC 
ATCCTGATCGGTGCAGGCACCGGAGGCTTGCTTTGCGCAGAAGCTGCACACCGCACAGGA 
CTGGTCGCACACGTCATTGCCACCTGCCTGCTCAACCCCTCCGACCAGCCGACGCGCCGG 
GCACTGTTCAGGTTTTCACCGCTGACTCGGTTGATCCAAGGCCGCTTGCGCAACCGCGAA 
ATTCCCGTGACCAGAGTGTTGAACTTCAGCAAAATCAGCCGCAGCCCAGCCCTGAGCAAA 
TTGTGCGCGGCCGATGAATTTAACGGAGCATTCAAAATAACCTGGGGTTTCCTCGCGTCA 
TATGTGCAACACAAGGCCAAACTGGGTGCAGTTCCCCTCACTCTGATGCACCCTGACCAC 
GACCTTTTTGACTCCCGT 

>RXAO 0 7 7 1 - downs t r earn 

TGAGCTCAAATCTGCGTACGCTT - - 



>RXAO 07 81 -upstream 

TTTCTTAGGAAATAAAACAGGGTGTCTTTGTGTTCAAAAGGTATAAAGGAAGAGTAGTTC 
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CGGTTAATTCCACCGGGATGAGATACCGAGGAGAACGCAC 
>RXA00781 

ATGAGCGAGAACAAAAACATTGAGATTGTCCACAATGAAGGACAGAAGCGCTTTGTTATC 
AGCGTTGATGGAACGCCAGCTGGATTTGCCAGCTATTTAGACGGCCCGGATATCCGCAAC 
TTCAACCACACTGTTATTAAGCCTGAATTCCGTGGACAGGGACTGTCTGCGCCATTGATC 
AAGTTTGCTTTGGATGATGCACGTGAGTCCGGTATCCGTATTCATGATGCTTGCTCTGCA 
GTCGCTGGCTTCATTCAGAAGAACCCTGAGTATAAGGATCTAAAGAAC 



>RXA007 81-downstream 
TAGCTGGCACAGGGGGGTGGTTC 



>RXA00785 

ATCATCGCTACTCTCGGTGTGACCTTGCTGGTTGAGGCCCGCGGATTATTCTTGACGGTT 
GCGTCCATTCCCATTCTGTTTGGTATTTTCACACCACTGACTTCGTGGTTTGTGTCCCAA 
CAAGGCGTGGCTGCGAATGTGTCCCCTGGTGTTTCCGTCACGGAAATCCTCACGGCTGTT 
TATCCTTTGGCGCAGTTGTTCCCCACCCTGATCATGGTCACTTTGGTGGCGGCATTGATC 
GCTGTGGTGCGGATTATTCTGCTGCGCAGGAACCAGGAATCTCGTCAGGTTTCTGGGGAA 
CTTACCCGGCGCGCGCAGCGTGAGGCTGAGGAAGCTAATCAGAATGCTGCTCGTCGTGCT 
CGCGCACAGAGCACGAGGGTACAAAGTTCTAAAACACGTAACCGTCGCGCGCAACCAACC 
GGCGATACCGGTTCACAAGTCACGGTTGATGAGTTGATCAGGCGTAGCCAGGAGCGCCGG 
CAAACTGTTGCGCAGCGCCAAACTGAGCGCGGTGTGCCGTTTACTCCAACTCCGGGTCCT 
GTGGTGGCCCCCAAGCCGCGCCCGAGCGCCCCTGAGGCGCCGGCTCCTACGGATGTGGGT 
GAGCGTCGACAAGCAGCCCCT 



>RXA0 07 8 8-upstream 

CGCATCCCTCTAGTTTTCCATCACCTCAATGAACGGCGCTAACTCCGGTTCATTGCGCAA 
TTGATCCAGCACTGCTTGCAGTGAGGCCTCATTAGTTGGC 

>RXA00788 

ATGGCCTCCTCCATCAACATCGGAGTGTTCAACCTTGGAAATGCTGTTGCTGCCTGGCTT 
GCTGGTGCAACCATCACCACTTCCCTTGGACTCACATCAGCCGGATTAGTTGGCGGTTTG 
ATGACGTCCCTCGGACTAGTGTTGGCCATCGTGGCTGTGGTTTTGCGTCGAAAAGCGCAA 
GGCACCCAAGCGACCATCAGCGTTGTGGAGCACCAGCCCGCCCAA 

>RXAO 0 7 8 8 -downs tr earn 
TAAATAATTTCTCTCTTCTAATT 



>RXAO 0 7 9 5 -ups tr earn 

TTTGGATTCTGGACACCCAAAAGGGGGTTTCGTACCAAACTCGTGACATACTAGGCGGGT 
GGCTGAGAAACGACCGAAAATTTTTGATGGCAGTCGAGAC 

>RXA00795 

ATGATTATCTCGTTGGTAGTCTCCGCGATCATCATGTTGGTAGCGGTGGGATTCACGGGA 
ATGTGTTCTTTCAATACAGGATCCCCTGAAAATGGGCAGGTACCTGAAGTTGATGCTTCC 
ACTTTTATGTCAATGGAAGCGCGCGCAATGACTGATCATGCAACTAGGTTGCCGGAAACT 
CCTGAAGGCTGGACCACAAATTCAGCTCGACGCACCATGGTGGATGACACCCCGGCATCT 
GTAGTTGGATATGTCACCGCAGATGAGGGCTATATTCAGCTCACTCAAACTGGTGAAACC 
GTTGAGGATGCTGTGGCTGGTTATGATACTCGCTGGCGTGATCTTTCTGAGTCTTATGAT 
CTTGATGGCCACGACGTGGGAATTTACACCTCACAGGAATCTGATGTGCGTGATCTGCGT 
GTGATGGATCTGGGCGATGCCCGCGTCATGGTCTCGGGTGCTGCTACCGATGAAGAATTC 
AATGATCTGCTTCGCGCAGTTGCGAATTCGGAGCCACTGCCTACCAAT 

>RXAO 07 9 5 -downstream ■ - • 
TAAGAATTGGTCGAACCACCAAA 



>RXAO 08 04 -upstream 
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AATCTAGTGCAAGTTCCAGCGAAAACCTTCCAAAACTGACCAAGTTTAAGAAGATTCGCT 
ACCCTATGAATCAGTTGTAGGAGTAAGAGGGGAGTTAGAG 

>RXA00804 

ATGAAGATCAGAAGTGCACGTGAAATCGCGGAGTGGTTCGTTGCCTGGGGAGATGAACTC 
GATGCTGAAGTCTCCCCTTTGAAATTGCAGAAGCTCCTTTATTACTCCCAGGGTGAGCAT 
ATAGCTGCAACAGGGCGAAAACTTTTCTCGGATAAGATTCTGGCGTGGCAGCACGGACCT 
GTCACTCCGGGCGTTTATTCAGATACAAAATCATACGGCCGAAACCCAATTGATCCTGAT 
GAGTTTGTGTCAGATGAATTTAACTGGGATGACTACTeAGATGTGTeAGATGAGeTTGTA- 
ACCGTATGGCGAAAATACGGCATCTATTCGGCGTGGGCACTGAGGGAAAAAACTCACAGT 
GAATCGCCGTGGCTCGATGCCTGGGCACAAGGGCAAAATATTGAAATTACAGATGCTGCG 
CTGAAAGATTTCTTCTTGGTGCAT 

>RXAO 0 8 0 4 - downs tr earn 
TAGAAATTTGAAAAAGAAACGAA 



>RXAO 0805 -ups t ream 

TGCTCCGCTGACAGTGGTGCGCCTGAGCAGCCCAAAAGAGACAAAGCGCTGGTTGAGGGC 
ATATGGGGAAAGCGTGAAACTCTGATAGGGTGCCATATCC 

>RXA00805 

ATGGCAGAAAGTTTTATAGAGGTCTCGGCGGGGCATGCGGATCGGCGGATAGATAAGTTT 
TTGCGGGCACAGCTAAAGGGCGTGCCCGCGTCGTTGATTTTCCGTCAAATGCGTAAAGGC 
GACATTCGGGTGAATGGTCGTAAAGTGGATCCGAATTACCGGTTGCAAGAAGGCGACCGA 
ATTCGAATGTGGCAGATGGATTTGCTGGCAGATTTGCCGCCACCGGTCGTCGATAAGCAT 
ATTTTTAAGGCTGTCGCAGACAGCGTGCTTTTTGAGGACGCCGAATTACTGGTGATCAAT 
AAGCCAGCTGGAATTCCTGTGCACGGTGGCACGGGGCACGGCGGTGGCGTGATTGAGGCG 
CTGCGGCAGAAGTTTCCGCAGGAACGCGACCTGGAATTGGTGCATCGTTTGGATCGGGAC 
ACCTCAGGTTTGTTGCTGGTTTCTAAAACGACATCTGTGTTGCGCGAGTTGCAGGAAATT 
TTGCGAGACCGCGAAGAGGAGATTTTTCGGGGGTATTTACTCAAGGTCGAGGGGGCTTGG 
CCTGGCGATTTGCGACAAATTGATGTGCCGTTGAAGCGGACGGAGACAACTGTTGTGCCA 
CATTCGGATGGTTTGCGGGCGCGGACGTATTTTGAGGTTGTAAAGCGTTTGCCGGGTGCG 
ACCTTGGTGAAGGCGCAGTTGGCGACCGGGCGGAAACATCAGATTCGGGTCCATGCGCAG 
TATGCGGGTCACCCTATTGTTGGCGATCCACGATACGGGTCGCGTGGGGGCAGAGCTGCG 
ACGATGCATTTGCATGCGGCGGAATTGGTGGCGCCTCGTGGGGCGGGGAAGCGTCAGAAA 
TTCACTGCACCGTTGCCGAAGGAGTGGGGTATGGGACGGGTC 

>RXAO 0 8 0 5 -downs t r earn 
TGAGTCGGGCCTTCGTGGAATCG 

>RXA00808 

GCTGGCTTCAATGAGATGATGCGTGGCCTGCGTGAACGTCAGCGCGTCCGTGACCTTTTC 
GGTCGCTACGTGGGCGCTGAAGTGGCCAAGCGTGCGCTGGAGGAACGCCCCACTCTGGGT 
GGCGAGGACCGTAAGGTTGCCGTGTTGTTTGTCGATGTCATCGGCTCCACTACCTTTGCC 
GTCAACCACACTCCTGAAGAGGTTGTGGAGGCGCTCAATGAGTTCTTCGAGCACGTCGTG 
GAGGTTGTGCACCGCAACAAGGGTGTTATCAACAAGTTCCAGGGTGACGCGGCGTTGGCG 
ATTTTCGGCGCTCCCCTGCCCCTGTCTGATGCCACCGGTCATGCGCTTGCGGCTGCCCGT 
GAGCTCCGCGCAGAGCTGAAAGATCTCCAGCTCAAGGCCGGAATTGGTGTGGCTGCTGGC 
CATGTCGTTGCTGGTCATATCGGCGGTCACGCGAGGTTTGAGTACACTGTGATCGGCGAC 
GCGGTGAACCAGGCTGCGCGCCTGACGGAGATCGCGAAAACGACCCCAGGCCGCACCGTC 
ACCAACGCTTCCACGCTGCGTGAGGCCAACGAGGCGGAGCAGGCTCGCTGGACGCTCATG 
AAGTCCGTGGAGCTGCGCGGACGTAGCCAGATGACGCAGATTGCGCGGCCTATTCGGCCG 
ACGTTGGCGGATAGGTCC 

> RXAO 0 8 0 8 - downs t r earn 
TAATACGCTTTTCGACGCAAAAA 

>RXAO 0 8 1 2 -ups t ream 

TTCACAGGTGAGCGTATCGCGGGCGGTTGAGAGGTGAGTTATCCACAGGCCGCAGAGGGG 
GTCGTTGAAAGCACGTAAGCCTCAGGCCACAGTAGGTGCC 
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>RXA00812 

ATGAACACCATCACACACCAAGCAATTCTCATCGCAGTGGAAGATCCGGTCCTGCACCCA 

GAGGCCATGCACGTAGCTGCAGCCACTGGTCGGCCGGTTATTGAAACAACAAATTTGATG 

GACATCTCCAGGCATTTTCACCGCACATCGGCAGTGCTCATTGATGCGTCGATGGCCTCT 

CAATTATCACCTGGGAAACGCCGCGACAGGGTGTTTCTTCTCGATTCTGATCCAGGGCCC 

TCTGATTGGAAAACGGCGATGAAAATCCACGCTGAGCAAGCCATGTTGCTTCCCGCTCAG 

-GeAGGGGAGT-TGCTCAGCGC.TT TAGGCAGAGATGACAAACAACT GCCGGTGGCTTCGGGC 

CATGTCATCGGTGTTGCCGGGGTGGTGGGAGGAACAGGCGCGAGCACGTTTGCTGCGGeG — 

CTCGCAAAGCGGCGTGCGGAGTCAGTCACCACTGTGCTTATCGACGCCGACCCTTCCTCT 

GGCGGCATCGACCTGTTGCTAGGAATCGAAGATGTGCCCGGCGCGCGGTGGCCTGATGTG 

GGGTTGCGTCGCGGAACTGTCCAGGCTGCTGATGTGTTGAAAGCGCTGCCGAGCACTCCT 

GATGAGGTCGTGGTGTTGTCTACGGCGCGGTCTAATATTCTGGATCCTTTTGCATTATCC 

GAGTCTGATGTTTCAGCGGCGATTGATTGTTTCTTAAGCGCCGATAGGTCGGTGGATGTG 

GTGGTGGATCTGCCTCATGCGAGAGTGCATCCAGATATTGCGGAGCGCTTATCCCACCTG 

GTGTTAGTCATCCCTGCAGAGGTCCGAGCGGTGGCTGCTGCCAGGGCTCGGTGTCTGGAA 

TTACAACAATTGCATGTATCCATCACGTGCGTGTTGAGGCATCGCGGGTGGTCAGGTTTG 

GATGTTGCAGAAGTGGAAGAGATTTTAGGTGCGGATATTACCGCGGAGGTTGGCTCGATC 

CAGCGGCTGGCTAAGTCCGTGGAGATGCATGGGCTGACCGGTTCTTTGCCGAGGGTTTTA 

AGCTCAGCATGCGACGCGGTCCTCGGGGAGGTGGCGGCA 

>RXAO 0812 -downs tr earn 
TGACTGACATTGATCTGGTGGTG 



>RXAO 08 14 -upstream 
fS GCCGCAGGCTAGCTCAACTCGGGGTGCTCCGCGGAAATCCTGTGACCACGCAGGTGGTGT 
\ \ \ GGGATTTGGACC ACGGCATGC ACGAAGGGAGCGAAGAGGC 

)^ >RXA00814 

^•J ATGGTTTATGCCCTAGGCCTTCTTAGCGTGGCGGTGTTGATCTCTGGTTCAAGGGGCCCC 
= GGCGCGCGTACCAGGCCACCAACACCTGGGAATGGCGTCCATCTATTCGCCCTAATTGCA 
□ . CTATTTTGCCTGGCCACAGTGCTATTTATCGTCGTTGACGCCTACACGATGATCGCCGGC 
XJk ATCATCATCGCCACAACTCTATTCTGGTATCTCCGCCAGACACACGCCGCAGCCCAACGC 
ry ACCAAACAATCCCTCCAATTAGCCAGCTTCTTAAGCCTCTGCGCAGGCAATTTACGCGCC 
I J GGGGTCACCATGGTCGACGCCATGGACTACGCGCTCGACAACACCACGCCGGACAAATTC 
TTAAGCCCCACGTTGCAGACCGCAGCCAGGCAGGCGCGCTCGGGCGGCAGCGGGCCGCGA 
it GTGCTTATCGACGCCTCCCTCCCCGATCTTCAACGCCTCGGCCATTTGTGGGAAACATCA 
GAACGACACGGCATCCCGCTGGTCGCCCTCATTGATCAAATGAGGTCCCGGATTTCATCG 
AAGCAACGCCACGGCGAATCCACCCGAGCTGCACTCCAAGGACCGCAAGCAACCGCAGTG 
ATCCTTACCGTGTTGCCACTAGCAGGAATGCTCATGGGCACAGCCATGGGAGCAAACCCC 
CTTGGGCTACTCACCGGTGGTGGGATCGGTGGGTTCCTGCTTGTCATCGGTGTGGGCCTC 
GATGCTGCAGGGTTTGTGCTCACCCACAAAATTCTCCAGAGCGCGAGCCCCTCA 

>RXA00814-downstream 
TGATTACAGCACTAGTTCTTGCA 



>RXA00815-upstream 

CCGGTGGTGGGATCGGTGGGTTCCTGCTTGTCATCGGTGTGGGCCTCGATGCTGCAGGGT 
TTGTGCTCACCCACAAAATTCTCCAGAGCGCGAGCCCCTC 

>RXA00815 

ATGATTACAGCACTAGTTCTTGCAGCAGTGGCCATGTTCCTCGGTTCACCCAACCCTGGA 
GTTCGCGGTGGATTGATAAGCCCCAAATCCGGTAAAAGCCTGCGTATCCGAGCTGGCCCA 
AAAAAGCTGGGCAACGCTGACCCAGTGGATGTCTCTGCAGATATCGAACTGTTTTCAGCG 
TGTTTGGATGCGGGTTTAAACACACGTGATGCAGCGCAGGTGGTGGCTCATGTTGCAGCC 
ATTACGCACCGCGAACTGTGGACACATGTGGTGGCATTGCTATCGATTGGAGTGAGTGCC 
CCTCAAGCATTCGCCCTGATGGCAGGAGTTGATGGGCTGGATGAACTAGCCAATTTAGCC 
ACCGTGTCGCACAGGTCGGGCAGTGCATTAAGTGATGGGTGCAGGAACATTTCCACCTCG 
TTGTTGGCCTCTGCTGGTGACAAGCGCACCGCCGCAGCAGAACGCGCAGGAGTGTTCATC 
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GCCCTGCCACTTGCTCTGTGTTTCCTCCCCGCATTCATGATTGTCGGGCTTGCACCAGTG 
GTGCTCAGCTTGGGTACGCAACTTATCAATTTC 

>RXAO 08 15 -downstream 
TAGAAAACACACACAGGAGAAAA 



>RXA0"0'8r6^pstream ^ 

ATGCTCACCGCAACAGCCACTATCCCGGCACCGATTGGGCAGGTGAGCGCGAGTG'CGGTG- 
TTCCCGGTGGAAAACTAGCTGTGCAAATGACGAAGGCTAC 

>RXA00816 

ATGACCATCGCCAGCGCTGGTGTCGCCTCCATCCTCATTAGCCTGCTGGTGGTGCTGGCC 
TGGCAGGCGGGAAACCTCGTGGCCAGGGAACAAGCACAGGTAGCGGCCGATGTTTCAGCT 
GTTGCCGGAGCCTACGCCTTTGCCCGCGGGGAACTACCCGACGCTGCCTGCGCCACCGCG 
AAACACACAGCCGAAGCAAACAACGCACAACTAGAAAACTGCGCAACAGAAGGGGAGGAT 
CTCACGCTCACCGTCACCGTTCGTGGACAAGAAGCCCACGCAAAAGCAGGACCTTTA 

>RXAO 0 8 1 6 - downs t ream 
TGAGGTTCCCAACAAGGTCACCA 



>RXAO 082 6 -upstream 

TCGGCGCGCGCGATCTGGTGCTCATCTTGGTGTGTGCTGCCATTTCCGCGATCGCTCTAA 
CCGTGTCCATTCAGACTGGTTTCTTTAAGTTCTTGGGCAC 

>RXA00826 

ATGATCACAGTTTTAATTGATGGACAATCCGGTGCGGGCAAAACCACCTTGGCGGGTGAG 
TTAGCTGCCCGCACCGGGTTTCAGTTGGTTCATTTGGATGACTTTTATCCTGGTTGGACT 
GGCCTTGAAGCGGCATCGGAGATTGTTGCACGCCATGTTTTGGACGCGGACAACCCCGGT 
TTCTTCACGTGGGATTGGCACAACAATTGCCAAGGCGATTGGATCAAGTTGGAGCCTGGT 
CGAAGTCTCATTATCGAAGGCTCTGGATCAATCACTGCTGCAACAAAACGCAAGGCATCG 
CTGTTGGGCGAGCTGGTGACCGTTCGTATCACTGGTCCTGAGGCTTTAAGAAAACAGCGC 
GCCCTCAACCGCGATCCTGATTACGCACCATTTTGGAAAGTGTGGGCGCAGCAGGAGCAA 
CGCCATTTCTCTTTAGGCGTTGAGGTGGATCATGAGATTGTGCTAGGTTCTGATGAGGCT 
TCGGGACGACCCGAAGAAATCTATGACAGCCTGGGAACGGCCCAGAGTTCT 

>RXA0 082 6 -downstream 
TAAGAAAGTTTGACTAGAGAACA 



>RXA0 0 8 3 0 -ups t r earn 

TGATGGTGGCTCGATTGTATTCGAGGGCAGCCCCGCGGAACTCATCAAAACTGATACTCC 
AACAGGACGCCACCTTAAAGCTTATGTAGATTAGTTTCTT 

>RXA00830 

ATGGAAAACCCTGGTGATCTCGGCGCTATGCCACAGTACGGTTTTGAGCATATTTCGATG 
CTCATCACCGCTGTGGTTTTAGCGATTCTTGTCGTCCCCATTGCTCGTCGATTCAACTTC 
GCACCGGCATTTGGCTGGGTGCTACTCATCGCAACACTTCTGTCGAACCTGTGGAATTTT 
ATGCCCGGCTATTACACGCTGGACCAATCTTGGCCATTCCACTTCTCAGATGCATTGCGC 
ATTATTGCTGCCATCGCATTGATTAATCGCGCGCGGTGGGCAGTTTCAGTGACTATTTTG 
TGGGGCACCACGATCAACCTGATGTCACTGCTCACTCCAGATGTTCAGTATTTACAGGTT 
CCCTGGCTGGAGTTTTTAATGTACTGGTTTATGCACATTTCTGTGTTCCTAGCAGCTATA 
ATTCTCATTTTCGCTTTTGGAGAAAAGCCAGGGCTGTCCGGAGTGGTTATGTCCGTTGCA 
GTGGCGATTAGCTGGGGCATCATGTGCCTCATGGTCAACGCATTTTTGGGAACCAACTAC 
GGGTACCTCTCCACAGAACCAGAATCAGCGTCAATTCTGGATTTGTTGGGAGGATGGCCG 
TTCTACATCGTCGCGGAAGTATTACTCCTGTGTGCAGTGTGGGCTTTGTGGTCTTATCTG 
ATTGATAAGCTGCCTATCACGTATCGCCCTGCTTACCGTCCGAAAACTCGGAAGGCCGCT 
GCG 

>RXAO 0 8 3 0 - downs t r earn 
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TAACCGCCCTCTACCTCGAGAAA 



>RXAO 0831-upst ream 

AGCTCCAAGAAAGTCAGTGCTGTGCATGGCTCGGTGCTGCTCATGCTTTTCGGTGTTTAC 
ATGATGAGCATGTTCGCCTGATTTAGGTAGCCTGGTGGGA 



>RXA00831 ~ 

ATGAGTGCACTTGAGACATTGCAATGGCAGGACTGGTCAAGCGTCTTAATTGTGGTAGCT" 
CACCCAGATGATCCGGAGTATGGGCTTTCCGCGGCTGTTAAAGAATGGACAGACGCCGGG 
GTGGAGGTGTCTTACCTGCTGCTCACCCACGGGGAGGCAGGTATCCAAGGTTTAGACCCT 
AAAGAAACCGGGTCATTGCGCGCAGCGGAACAGCGGGCTGCATGTGATGTGGTAGGAGTT 
AGAAATCTCACCATTTTGAATCACCCAGATTCCATGTTGGTGTACAATCTGGTACTGCGC 
AAAGATATTGCTCGGGAAATCCGGATCCGTAAACCAAATGCTGTGGTGGTATCCAATTTT 
GATGTAGAGGCCTACGGTGGTTTGAACCAGGCGGATCACCGCGTGGCGGGATTAGCCGCA 
ATTGATGCGACCCGCGATGCCGCTAATCCGTGGGCGCAGCCAGAGCTGTTGCAGGAGGAT 
CTGCAGCCGTGGGGAGCTGAAGTCATCATCATTGCCGGACACCCAGAGCCCACCCACACC 
ATGGATCTGGCTAAAGATTCTGTTGATGCCGGAGTTGCATCCCTTCAAGCTCACAAGGAA 
TACTTGGCCGCTCTTCCAGATCCCCCGAAGCCGGAGGAGTTCATTCCGGCGTTTCTCGAG 
GTAGAGGGCGGTTACGCAGCGGCCTTCCGAGTTTTCGGACGG 

>RXAO 083 1 -downs t ream 
TAAGCAGGGCGATACGTGATAGG 



>RXA00835 

TTTGCTCCGTGGGCTCTCACACCAATTTTGATGCTGGGCGGCTCCTACCTGTGCTTCGAA 
GGTGCAGAAAAGATCTGGCACTCCCTCCACAGGCGCATCAAAGGTGAACAGCACAGCACC 
GAACCCAAGTCGCAGGAAAGCCCAAAGTCAGAGGATCAGCTGGTCAAAAGTGCCATCACA 
ACTGACCTCATCCTTTCCGCAGAGATCATGGTTATTTCACTCAATCAGATTGCAGATCAA 
ACTATCTGGATGCAGGCTGCGGTTCTTTTCGTCGTAGGTATTGGCATCACCGCGCTCGTG 
TACGGCGTAGTCGGTGTTCTTGTGAAAATGGATGACGTCGGACTTACACTTTCAAAGCGT 
GACTCCGCAGGTATCCAGAAATTTGGCCGCGGCTTGGTCAAAGCGATGCCCATCGTTCTT 
CAAGTTATTTCTGTTGTCGGCGTTTTTGCCATGCTGTGGGTTGGTGGCCACATCATGGTC 
GTTGGAACTGAAGAGTTAGGATGGGAACTTCCCTACCACCTTGTTCACGGACTAGAGTCC 
TGGGCTAACGGTATCGGAGGCAGTGCTCTGGGATGGGTTGGCAATACTTTCGGGTCACTT 
GTGTTCGGCCTCATTTGGGGCGCGATTATCACCGTTGTGGTCAGTGTGATCAAGAAGTTC 
ATTCCACAGCGTGCGCAAAACTCGTCTCAT 

>RXAO 0 8 3 5 -downs t r earn 
TAGTGGAGAGTTGTTCGCTGTAA 



>RXAO 083 6 -upstream 

GGAGAGTTGTTCGCTGTAATTTCGCTGTACAGTTAATATGACTTTTTACTGTCTCAATCA 
ATTCACAAGTTTGCACGAAATTTAAGGAAAGGAGTGCCCA 

>RXA00836 

ATGTATACCCATTCAACAGGCACTCCTCAGCTTGATTTCGACGGTGACATCTATCCCCTT 
CACCTCTTCTTCTCTGCACAGACTGCCCAACATTTCGCTCTCGAGCGCGTCAATTGGCAT 
GTCTTACGCGCTATTGTGAAACCTGAGCAAGGCGAACTCATCGTCGAAGCGCTTCTCGCA 
CCAATAGAATCCGCAACAAAAATCGGTGTTTGGGTTCAAGATGAATTTCTCGGGGTGATT 
GCAGAGTCCCAGTTCCTGTTGAATTCTCAATTGTCTCGAATTTTTGCCTCTGGCCACCTG 
ATTTCCAGCCAACTACTTCTCACACCGAGTAAAGGATCTCTCGCTTCAGTTCTTCTTCCA 
AACCTAAAATTCGGGCTCATCAGCAATGATCCTCCACGAGCTGATTCCCACCTCTTACCG 
CTAGGCAGAATGTGGCGCGTTGAGCCCACCGTTCATGCTCTGTTTGAGGATTTCTCACTT 
GGCTCCACGATTCTTTTTGGGCTGAGGCTTGATTTAGAAGCCCTAATTGTCTCCTATAAC 
GGAATAGAATGTGGCATCTTAAACTTTGATGACGCCTCAGCACTAAGCTCTGCTGTGAAA 
TTCTCAAATGCAAATGGTCTCACCCCCACGGTGCTCGGCCACGTAGTCCGGGAGAACGGT 
GAAACATCCTTCGAGATTGACGTTCTCCCACTGGAGTTGTGGTCGAAGAAGCAGCATCGC 
CTTGAGGTTTTAAAAATCCCTCGGTTGATACCTAAAGAGGCAGATTCCCAAAATTATGTG 
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AAGGCGACAGCGCTCCTTTCAGACGAGATTCTGCGACCACAAACGCTGTCCAAAAAGGCA 
CTGTCTTTGTCGGACACCGCAGTTAAGTACAGCCCTCATGTTGCTTGTGGCGTGGGGATG 
TTTAGTCTTTTCGCCGTTATTCCCTTTGACAAGTTGAGTGATCATAGTGCGATGCTGCTC 
GCAGTCATTAGCTTGATGCTTTTTGTGCTGGCATTAGTAATTCTTTTCAAGAGAATTCAG 
TCAACTAATACTCAGCGTTGGAACTTGGCCTCGTCAGTCGGATTACTCGCGACACTTCCG 
ATTATCATATTCCTGGTTGCTGATACATTGATTCCTCAGGGCAGCCTGGAAAACCATGCT 
CAACCCGACGTACAGGTAACAACGTTAGCTAACAGGCGGCCAAGTTCACCTACCTCACTG 
'GACTCACTAGGGGGAGTGAAT-TCACCA AGTTCGCCGAATTCCCCGAG CTCATCAATGCTG 
CAAAACTCTGAAATGTTCGCCTCACCACCGATCGCCTCTGGGCAGTCACCGGTTTCGACG- 
TTCCGCTCATGGCTAGATCGATCCATTCTGCCACTCACACGAGAAAATTCCGCTTCAGAA 
AGCGCAGTGACAGCTCTTGGACCGTCGATAGTGCAGCCTGCATCTGAATCGATTACAACT 
CCAGCTCAAACGTCGCAAAGTCGCCACGCAATTGACGATGGTGACGACAGTAAAACCTCA 
ACGGGAAGACCAGCTCCCACTACTAACTCGCCGATCATTGCTCTTCCCCCAACGTGGATT 
ATCGGGCCGGAAGATCCAGAATCCACCGACCCTACAGCACCAACCGAGCCCACCGAGCCA 
AGCGAACCTGTCGCAACCGACGAACCCTCAGAGACCTCTGAACAAACTTCA 



>RXA00840-upstream 

GCGATTAATGTGACAGGAGGAAAAGAAGTTAACTGAAGTTACTAATGTGACTAAAGTTGT 
TCCCTCCGCATTGTCTCGTTGAAAGGTAAGTAAAACTCAA 

>RXA00840 

GTGACAAAGACACTCCCCCGACTGCTTACAGTCGCTGCCGCTCTAGCCATTGCACTCCCG 
GCAACCCCGGTAGCATCGGCTGTCACACCAGTTGAACAAGCTTTCAACGCCTCATCGAAT 
CTCTCCAGCGGTCTCCCCGTAGACCAATGGGGACGCCCCAACGAGCAGTTCCGCCAACAA 
ATCGAACAGGCAGTAAACCAACCGTGGGTCCCGCAGGAAATCAAGAACATCGTTTCTCAG 
GCCATGGGTTTTATCACCGGTGACGGCAGCGAAGGTGGGGACATTGAAATCCCCGACAAC 
GCACCACGCATCGCGCAGTTCTTCTGGCCCACCCGATCAGAAAACTGCATCAACGGAAAT 
TCTGCAGCCGTAGGATCTGCCTTCGCAGTTCCAGGACCAGCAGATCTCCCCCTCCCCGGC 
GCAGGTGTCGGCCAAACCTCCTTCGTGTTCACCGCACTGGGAACTGGCCCCCTCGCAGAA 
CAGCAAAGCACCGCAATGACTGTTCAATGGGCAAACTTAAGCAACTTCACCCATGGCACC 
ACGACGTTGAGCAACACCGGAATCAACCCCGATGGCCCCTCAACGATTTCCGGTGTGGCA 
GACACAGGACGCGGCATCATCGTCGCCTCCATGTCAGGCGGCCTCACCACATCCACCGAA 
AACGGTTCAGCGAACTGTAATTTCATCCCGACTGCCGTCGTATTCGATGTGAGG 

>RXA00840-downstreain 
TAAGAAAACAATGACTGATCTTC 



>RXA00841-upstream 

GCCTCCATGTCAGGCGGCCTCACCACATCCACCGAAAACGGTTCAGCGAACTGTAATTTC 
ATCCCGACTGCCGTCGTATTCGATGTGAGGTAAGAAAACA 

>RXA00841 

ATGACTGATCTTCATCCCGTAAAGCAGGAAATTTTCAACACTGCTGAATCCATAAACACA 
GATCCCAAGGGGTTTCTCCGCGAGGTAGACACCTTCAAAGTAACCGACTTCGGCCTGTAC 
ATGGCTCGTGGTGCAAACCACCCCAAGTTCGGATACTTGGAAAGCTGGCTCCTCCCAGAA 
CTTGGATTGCGTGCCAACATTTTCCACTTCCGCAAAGGCGTGGATGAACGTCAGGATTAC 
TACATCGATGTCGCTGAAATTCGCGTCGAAGACAACATCTGGACCACCCGCGACCTCTAC 
GTGGATCTCATCTCTGTCTGCGGAGAACCAGTAACAGTCATGGACATCGACGAACTAGCT 
GCAGCAACCTCAGCAGGGCTTATCACTGCAGATGACGCTGAGCGCGCAATTGATGCCACC 
TTGAATGCTGTTGAAGGAATCACCCGCCACGGCGACGATCCTATGCAGTGGCTGCGCTCC 
AAGGGAATCGAACTCACCTGGGCTGACGCCAGCCAGGTAGAGCTCGTCCCTGCAGAG 

>RXA00841-downstreain 
TAACTACTTCCTAACCGCTGCTT 



>RXAO 0 8 4 6 -ups t r earn 

CTGCGGGAGACTCGGGTAGAAGCGAAAAATAACGGTATCCTCGGGGCTGCGGATGGCTGG 
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CCTGGGGGAATTTCAAGTGCTGCAAGTTGGAGGAAAAACG 
>RXA00846 

ATGTTGAAGAATGATCTGTCTGGTGCTCGAGTTGTAGCTGTGCATGCGCACCCTGACGAT 
GAGGCGATTACCACCGGTGGTGTGCTTGCGGATCTTGCTGCTCGTGGCGCCGATGTCACG 
GTAATTACCTGCACGTTGGGCGAGCAGGGTGAGGTTATCGGTGAGACATTCGCGCAGCTA 
GTCAACGGTGATGCGGATCAGCTTGGCGGGTTTAGGATCCATGAGCTTTACGCCTCGCTG 
Tw;ATTCTGGGCGTGCGTGGCATTeATGTGGGTGGCGCT.GGC,TC.CT GGAGGGATTCCGG 
ATGGTTGGTGATCCTGCAAATGAGCATCCGCGTGCGTTTATTCACTCTGGTGACCGTGCA 
GTGGAGCAATTGAAAGAACTTCTTGCG 



>RXAO 0 8 5 3 -ups t ream 

TTGGATCCAGTTGAGAAATTTCAGCCCCCATCCCCCACATGAACGCTGTTCAAAACATCC 
AGCTTGCTTGTTGAACACTGTTCAGGTGTATGATTTTTTC 

>RXA00853 

ATGCCTACATCCTCTTCTCCTGCAACTGTGACTCCGCTAAAGAAGCAGTCTTCACGTAAA 
CAGCTCCAAGACATCGCGCTTATTGCAGTTTTTGCAGCACTGATCATTGTGCTTGCTTTT 
GTTTCCATCCCAGTTGGCACAGCGGGAGTGCCTATTGTTTTGCAGAATGCCTCCATCGTT 
TTGGCTGGCCTGATTCTTGGTGGTCGACGTGGTTTTCTCACTGCTTTGCTGTTCCTGGCA 
CTCGGCCTGATTGGCCTGCCTGTCCTTGCAGGTGGTCGTACCACTTTGGCCGCACTTGCT 
GGCCCAACAGCTGGCTACATCGTGGGTTACCTCATTTCCCCACTTGTTGCAGGCATCATC 
GCTTACCTCGCACCTAAAAAGCGTGGCGCTGGAATGTTCATCGTTTTAGGCCTGGCGGGT 
CTCGCGGGTCTGATCACCCAATACGCTTGCGGCATCGTGGGTCTCGTCCTTCGTGCGGGT 
CTAAGCTTGAGTGAAGCAACAATTGCTCAAGGTGCCTTTGTGCTGCCAGATTTGGCCAAG 
ATCACCGTCATGGTCATAATCGCCGCTGGAGTTCATGCAGCATTCCCTGACATCCGTAAG 
AAA 

>RXAOO 853 -downstream 
TAGTTCCAACCCACTTTTCCTCA 



>RXAO 085 4 -upstream 

TTCATCCGCCCTGGAAGACGGTCATGACGGGGACCCTTCTTAGGGTCGCTGTCGGAGATT 
GGACACGTAACTTCTGTGCTTGCGCTGTATTATCGTCCCC 

>RXA00854 

ATGCGTTTATCGGAGTTTCGGCAACTCATTGAAGATGAATTCGGAGAAGCCAAAGGGGAG 
TGGATTGCACACTCGCATGTGATTGGTGCCCTCGGCGTCACTGCAGATGTTGCAGTAGAT 
ACCGGGGTTGATCTGCGCGATGTATGGGAACAACTGTGCATTGATTTCAGTGTTCCCGAA 
GAGCGACGACTTGGTAAAGATGAACCAGGGTTC 

>RXAO 0 854 -downs tr earn 
TAGCTTGTTCGAGGGGGTTCGCA 



>RXAOO 855 -upstream 

TAAAAACCTCTCGACGGACGAAGCGCCACAAAAGCAAGAGAAGAATATAAGTGAACCAAA 
TTCCGTTTAGTGTACGTCTAGACGCCTAAACTTACCTGTT 

>RXA00855 

ATGACTTATTTTGCCGTGCTTTACACATACAACCCAGACAGCGAGAAAGTCGCTGAAGTT 
CGTACCGTCCACCGCGAGTTCATTGCCAACCTTCATGCGGAGGGCAAAATCGTTGGCTCC 
GGTCCTTTCGTGGACGGCGACGGTGGCGCGCTGATTGTCATCAAGTTGGAAGAAGGCTCC 
AACCTTGTTGATGCTGAAACCCTGATGAACAATGATCCATTCCACGTAGAAAACGTGCTG 
GACAACCGCGTCATCCGTAGCTGGAACCCTGTGACCAAAGATTTC 

>RXAO 0 8 5 5 - downs t ream 
TAGGCAACTTTTTCTTTAACAAT 
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>RXA00861 

ATGGCTCCTCACAAGGTCATGCTGATTACCACTGGTACTCAGGGTGAGCCTATGGCTGCG 
CTGTCTCGCATGGCGCGTCGTGAGCACCGACAGATCACTGTCCGTGATGGAGACTTGATT 
ATCCTTTCTTCCTCCCTGGTTCCAGGTAACGAAGAAGCAGTGTTCGGTGTCATCAACATG 
CTGGCTCAGATCGGTGCAACTGTTGTTACCGGTCGCGACGCCAAGGTGCACACCTCGGGC 
CACGGCTACTCCGGAGAGCTGTTGTTCTTGTACAACGCCGCTCGTCCGAAGAACGCTATG 
CCTGTCCACGGeGAGTGGGGGGAGG-TGCGCGCCAACAAGGAACT GGCTATCTCCACTGGT 
GTTAACCGCGACAACGTTGTGCTTGCACAAAACGGTGTTGTGGTTGATATGGTCAACGGT 
CGCGCA 



>RXAO 08 62 -upstream 

AGGTAGTTCCTTGGCGCTTGTGGTTTCCGCCTCTTTACTTTTAAGTGCTTGTGATGGAAG 
CGGCTCAACGCCTACAACCTCTGCTAGTCCTGCTCCAGTT 

>RXA00862 

GTGACAGAAACTGAAACCGCTAACCCGGTCACCACAACTCGCACGCCTTCAGATGCTGCC 
CCGTCGCCTACCACTTCAGAGCCCACTGGTTCAGAGTCCACCAACTCCCCTTCCCCCACT 
GCTTTGCCGCCGTTGGGTTCCCCGTCGATGGATCAGAAGCAGCAGGCTCAAGTTGGTGAC 
TCCGATATGTCGATCGCTGGCATCCGCGTTGCCGAGCACGAAACGTTCACACGAGTTGTT 
TTTGATATCGCCGGTAATGGCCAACCTGGTTGGTGGGTCGATTGGGCCACTGATCCAATT 
CAGCAGGCGTCAGGTCTTCCAGTTGAGATGGCTGGTGATTCCTTCCTCAACGTCAATATT 
CAAGGCACTGGATATCCTGATCAGGTTGTCGTTCCAGGTATCGATACCGGATCATATCCT 
GGTGCAGGCATTGTTGAAGACATCAACTTCACCAGTATTTTTGAAGCCCGTTCCCAAGTT 
CTCATTGGTGTATCTGGTCAACCCCGAAATTACTCGGTCTCATTGCTGCAGGAACCAACC 
AGGCTTGTGGTGGACATCGTTCAC 

>RXAO 0 8 6 2 - downs t r earn 
TAGCGCTGGAACGCCG 



>RXA00869 

CTGTTTATCGTGGCTGCCGACCACCCAGCGCGCGGCGCACTTGCTGTTGGCGACAATGAA 
CCCGCCATGGCTAACCGCTATGAACTGCTCGAACGCATGGCTATCGCACTGTCTCGCCCG 
GGTGTGGATGGTGTGCTGGGAACTCCAGACATCATTGATGATCTGGCGGCGCTCGGACTG 
CTCGATGACAAGATCGTGGTTGGCTCCATGAACCGTGGTGGCCTGCGTGGCGCTTCCTTT 
GAAATGGATGATCGCTACACCGGCTACAACGTGTCCTCCATGGTTGATCGTGGCGTGGAT 
TTCGCGAAAACCCTAGTGCGCATCAACTTGAGCGACGCCGGAACCGCCCCGACCTTGGAA 
GCCACCGCGCATGCAGTCAATGAGGCTGCAGCAGCACAGCTGCCCATCATGCTCGAGCCG 
TTCATGAGTAACTGGGTAAACGGCAAGGTGGTCAATGATCTTTCCACCGATGCAGTTATC 
CAATCTGTCGCCATTGCTGCTGGTCTGGGCAATGATTCTTCCTATACCTGGATGAAGCTT 
CCAGTGGTGGAGGAGATGGAGCGCGTCATGGAATCCACCACCATGCCAACCCTGTTGTTG 
GGCGGCGAAGGCGGCAACGATCCAGATGCCACCTTCGCATCCTGGGAGCATGCACTCACC 
CTGCCGGGTGTGCGTGGCCTGACCGTGGGACGCACTCTGCTGTATCCGCAAGACGGCGAT 
GTCGCCGCCGCTGTTGATACCGCAGCGCGACTTGTTCACACAGATATTCAACAATTCACT 
TCGCAGAGCATT 

>RXA00869-downstream 
TAAGGAATTTACACACATGTCTG 



>RXAO 0874 -upstream 

AGCTGTTCCCTACCATTGCTGAACGGGAGTGGATTGTCACTTTAGCCCCTCACGGATTCT 
TCTGGTTTGATCTCACCGCCGATGAAAAGGACGATATGGA 

>RXA00874 

ATGAGCATTGGCCAACACATCATCACCGAGCGTTTCTACGGCGCCAAGTCCCACACCATC 
GACAACGTAGATATTGTGTTGTCCCGCGAATGTGGCGAGAACACTTTGGCTGTAGTGCGC 
ATCAACAATGCGCTGTATCAGTTGTTGGTCAATGATGATGGCAAAGATGTTCTCAACGAC 
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CACGTAGAAGAGGTCGGTGCGAGTTTCGGAGCATGGACTGGCAGCTCTGCTTTTCCCATT 
GGCCCTTTCACTCCACTCGGCACAGAACAATCCAATAGCTCTTTCATCACCGCCGACAAT 
AAAGCGATCGTGAAATACTTCCGCAAATTAGAATCCGGGCAAAACCCCGATGTGGAGCTA 
ATTTCTAAAATTTCCTCCTGCCCCAACATCGCGCCCATCCTGGGTTTTTCCTCCGCTGAG 
ATCTCCGGGGCTAACTACACCCTGGTCATGGCGCAGCAGTACGTTCCAGGTTTGGATGGC 
TGGTCACACGCGCTGACTACTACCTCTGGCAGCTTTGCAGAGGATGCAGAAAAGATCGGC 
GAAGCCACCCGCAATGTTCACACTGCTCTTGCATCGGCCTTCCCTACTCGGGTAGTTCCC 
GTAGAAGCACTCGCCGATGCGeTeAeTAGGGGGGT-TAATGAACTAATCT CCCAAGCACCC 
GAAATCGCCCGCTTCAAAGAAGCAGCCATCGACCTCTACCAATCGTTGGAAGGCGAAGCC 
CACATCCAACGCATCCACGGTGACCTCCACTTGGGGCAGCTCATCAAAACCCCCGAACGC 
TACATCCTCATCGATTTCGAAGGCGAACCTGCCCGCCCACTTAATCAACGACGCCTCCCC 
GACTCTCCCCTGAAAGATCTCGCCGGCATCATCAGATCCATCGACTACGCAGCCTACTTC 
GACGGCGAACACACCCAATGGGCCAACGAAGCCACCGCGCTATTCCTCGACGGCTACGGA 
TCAATTGAAGACCAAGAACTCCTCAATGCCTACATTCTGGACAAGGCGTTGTACGAGGTT 
GCCTATGAAATAAACAACCGCCCCGACTGGGTGAAAATCCCACTCGAGGCGGTCGAAAGG 
CTTCTAGAC 

>RXAO 087 4 -downstream 
TAGTTAGTTACTCTGCGTCAAAC 



>RXAO 0 8 7 6 -ups t r earn 

TTGACTATCTCGAATTAGGTGAGGGCTGGGAGCCAGAAATTTTGTGCTCTGATGCTGTTG - 
AAATTTTAGAAAATCTCATCAAGGAACTAAGGGGAATTCC 

>RXA00876 

ATGACATTGAAAATTGATCCCTCGTCCATCAGTAGTGCTGTGTCTCGCTTGAATGAGCTT 
CAGCATCAAGCTATTACTGCATCTCAAGTGGGAATGAAATCAACAATTCTATCCGCGTTT 
TCGCCCGTCTCTGGACTCGATCAATTGGGTTCCGGTCACGGGAATGTGATTAATGGTGGG 
GCAGGCGCAGCAAACTCTGTGCTGAATTCCTATGCCGAACAAATCGAGTGGTTGTCTGCG 
GCTTTGCAGGCTTCTGGTGCGGCTTTGACTGGCCAGGATGAATTATTCGCTAGGGGTATG 
GATGTAGCGGATACCGGTGGCAGGGTTGTAGAAGAGTCAGTAATGTTCCCGGCGCGGCCG 
GCACCTCGGTTTGAGTCTTTCGTTTTTAATCCACCAGCTGTTAGTCCTTCGTTGTCGTTG 
GATGCGTTGTGTAGTCAGTTTTCCGGAACCAACTCGGGGGCGGTTTTGGAGGCGCAGGGG 
TCTTGGGGCTCTATGGCGTCGGCTATTAGCAATGTGTCGGCTTCGTTGTCGTCGATTGCT 
GGTGAGATTTTGGCGGAGAACTCAGGCGAAACGTTTGAGCAGGCTGCTGCTCGGATTAAT 
GAGGTGGCGGCTGCGGGGGCGACGTTTGCTGCGAATGCGAAAATGATGGGGGCGTCGGTG 
GGGACGCTGAATCGGATTTATATGGGGCATCGCATGCAGGTGTTTATGGCTGCGACGTCG 
ATTAAGGCGATTTTGGATCCGGTGCAGAGGCTTGCTGCGGAGAGGGCGTTTTTGGCGTCG 
TTTCAGGCTACTTTTCAGGCGGATGTGTTGACGGGTATGCCTCCTGTGAGCAATTTGATG 
CAGATGAAGGGGGCGAATGGTTCTGCGGGGGAAATTGCTCTGGGGATGGATGAGATTGCT 
GGCAGTGGGCAGGCATGGTCTGCGGCGGGGTTGACTCCGTCGGGGGCTGCGCAGGGTGGT 
GTCGCCAATGCGGGCAGTATCGCGCCGGATGCAGCGGTTCAAGGTGCTGCGGGGCAGAGT 
GGGGTTGGAAGTTTTGGCACTGTCACTGATCAGTTGGATGGCATCAATATTGGGGATATG 
TTGACCTCTGCTGCCTCAGCTGGGCAGAGCCTTGCGAATGGTTTGGCGATGCCTACTTCT 
ACGCCTAATTCGGCGTCCGGTGCGATTCCTTCCTCGATGTCTGCGGCATCGCCGCTTGGT 
GCGTTTGGCAGCGGTGCAGGGTTGGGCGCACAGGGTGGCTCGATTGGATCTTCGGCACCT 
GGAGCGATCAGTAGTCGAGCGGCCGGATCCGCAGGTGGTTCGGTACCGGGAATGACTGGT 
GGTCCTGGCGCGCCGGGGATTACCTCGGATTCGTTGATGGGAGCTCGAACTCATGGTGCT 
TCTTCCGCGGGAGCTGTCGCTCCGATGATGGGTGGTGCTGGCGGAATGTCTGGTGGCGTC 
GTTGGTGCAGGTGGTACTGGTTCTCAGAGCAAGTATGCGCGCCAGACTGGATCGTCGGTT 
GGATCTAGTTCGCAGTCGGGTTCTGGCCTGGGGATGGTGGGATCAGGGAGTGGGAAGCCG 
TCGATAAGCAATTTTGGGCGCGGCATGATGCCGATGATGCCCATGATGCCCATGGGAGGC 
GCCGGCGGTGGGCAGAAGAATACCGGCAAGGTGAAAACGGTGACGTCTGCGGTGGAGGAA 
GACCGCAATTTGGCGGCGCTGCTGGGTGATCGGGGGCCGGTTGTTCCGGGTGTGATTGGT 
GACTGGGTGAGGGGC 

>RXAOO 87 6 -downstream 
TAACGCAACAATGTGTCTAAGCT 
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>RXA00881-upstream 

ACCTGACCGAGGAAGCCGACGAGCTGACCCCAACGCTGAAGGTCAAGCGCAACGTTGTTG 
TTCGCCGTTACGCAGACGCCATCGACCACATCTACAACCG 

>RXA00881 

ATGAGTAACACAGAGACCCAATTTGATTGGGATGGATCGACATGGACCCGCACCGAAGTC 
GGCGAAGCACCAACACGCTTCGCTGTGGGCGTGATGGAGGATTTCGCCTACATTGCAGCC 
XCTGGCArGGACGGGGATGAAGAGTTGT~T-TAG-T-TO 

GGTGATCCCGAGTGGCTTTTCGCTCAGGATAATCCGCAGTATGTGGTGGAGTGCATTGGC 
CAGCAGGGAACCGAGCCGGCAGCCCTGAAGGTTGTAGATAAATATTTGTCGCGACTATCT 
GATGAGGAGTCACGTGGCGAACCCACGCGGATTCTCAATGAATTGGTCTCGGCGATGGAG 
TTGCCGGCATTGCCGTGG 

>RXAO 0 8 8 1 -downs t r earn 
TGATTTTTCTCGGGCTTTAGTGA 



>RXAO 08 82 -upstream 

AAATAGCTGAGAAATTGGCTAGAGGACGGCTAGCAAACCGGATCAAGACCGGCTAGAACT 
TTAGCTACGAGGCAAGAAAAGGAAGGTGTGTTGGAACGCG 

>RXA00882 

ATGAGCAGTACAACCGCACAGCTACGCCACCGAGAGCTGACCCAGGAGATCTACAACATC 
GGCGACGAGGTCGCTGAATACATTGAGCACATCATGGAAGCAGTCTCCGACTGGGATCTG 
GAGCTCGTGGAAGATTGCCTCGCTGAATTCGATGAGATCATCACTGAAGCCCGCGATGAC 
TCCCGCACTGTTGTGGCTGAACTTTCAGGCCTGCGTCACGCACTAACCACTGGTATCCGT 
CAGGGCACCGTGAGCGCTAGAGCCACGGTGGAGGTGGACGTCGATAAGCCGGAACGCCTG 
ACCGCCTCCGAGCTGGAGCGCGACTTCGATATTGATGCCGGCCTCGTTGATGTACGCGAT 
CTGTCGACCGCGCTCAATGCGCGCACAGACGCTGTGGTTAAGCGCCTGGAGGCCACTGTG 
GAGTGGGTGCTGGCGGAAACTGACAAGGTGGCCAACGATCTGGATTCCCTGTCTCTGCCA 
CTGCTTTATGGCCGCGTTGCAGCGGTGATCGAAAGCGCCACCAGCGCATGGATCAACGCA 
GTGGGCACCGCCAATCCGGCGTATGTGCGCACCATGCGAGGCAGCAACCCGCCACGTTTC 
CTGCTTGAGCGTGCGCGTATCGACGCTGTCGTGGCCCGGGTTGCAGACAAGCTTGCGCAA 
AAGCGCAACGCTGTTTCC 

>RXAO 0 8 8 2 -downs t r earn 
TAGAAATCTCGGTGCAGCAAAAA 



>RXAO 08 83 -upstream 

AATATACACACCAAAAACTGACATGCCCCAAGCCTAGTGCCTGCCCCCTATACATGATTA 
ATTGATGTTAAACATAGCGAATTCCTAAGAACAGGGTAGA 

>RXA00883 

GTGCAGGGTATGAAACGGAAGATGGTCGCAGCGGCGCTGGCAACAGCGCTTCTTTTTGGG 
GCTGCACCTGCGCACGCTTCCGAATTGGTAGAGCCCACCACAGTTGCAGAGTCAGTGGCA 
CTCGATCCCAACAAAGCAATCAATATTCTCACCCCAGATCTCTGGGAAGACATTGAGGCA 
AAACCAGGCGATATCGTCCACATCCCCTACCAGGGCACCCGAAACTACGAGGACCTCACC 
GTAGAAGTCGCGAAACCTTTCGAAGATTTCCAAATCCTCGTCGGACTCGACAACAGCATC 
GTCATCGCAGTGCCAAAGAACTTAAGTGGCGCAGCATCAGTCGCCCCAGTTTTCACTGTC 
TCTGACAAAAACGGTGAGATCGACTCTTTCACCATCAAAGTAAGCGTCGAGCCACGCCGC 
CAAAGCGACGAAGAAAAGCGCTCCGCACTATTTGATGTCATCTCTGAGCTTGCCTACCGC 
ATGCCTCATCTGCCATTCGTGTCAGAGTTGCTGAAGTAC 

>RXAO 0 8 8 3 - downs t r earn 
TAGAACAGTAACGAGAAAACCCC 



>RXAO 08 87 -upstream 

AAGAAATCCGCAACCATCGCAGCGACAACGCTTCCGTGCATCGCGAAGGCGGAGAAGAAT 
CCGGTTTCTTTGACAAGCTCCGAAACAAGTTCCGCAAATA 
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>RXA00887 

ATGTCACTGCCAGTATTTATCTCTGATTCCGCAGCCGGACCAGGCGAAACCATTGAGCTC 
GCCGGTCCGGAAGGCCGGCACGCCGTCACCGTCAAACGGATCCAGGTAGGCGAAAAGATT 
TCGCTTATCGACGGCCGGGGTACAGCGCGCACCTGCACGGTCACCGCCTTGCAGGGCAAA 
GACCGCCTGAACGCTGTGGTGGATTTGGTCGAGGAAATCCCCGCACCGAACCCACAGGTC 
ACCATCGTGCAGGCTATCCCCAAATCAGAGCGTTCCGAGCTGACCATCGACCTGCTCACC 
~CAAGCTGGCGCCGATCGGATTGTTGeGTGGGAAGGATCGCGCT.GCGTA GCAAAATGGGGC 
GGCAAGGAAGCAAAATCACTGGCTAAATGGCAGGTGGCTGCGGAAGCAGCCGCCAAGCA?V 
TCGCGGCGCGCAACGATCCCTGAAATTCTTGGCGTAGTGGGGGAGGAGGGCGTCGAAAAG 
CTTATCGACGAATCCGACCTGGCCATCATCCTGCACGAAGAAGCAACCGCCGCGATCCGT 
GAACTGGAATTTTCCGGCAACGTCGTGGTGATCATCGGACCCGAAGGTGGCGTCGCGCCA 
TCGGAAATTTCACGCTTCGTCGACGCTGGCGCACACACCGTGAAACTAGGCCCTGAGGTG 
TTGCGCACTGCCTCCGCAGGCATGGTGGCGCTCGCAGCTATCGGCGTGCTGTCTGACCGC 
TGG 

>RXAO 0 8 8 7 -downs t ream 
TAACATTTCTCTGACATAACCTT 



>RXAO 0 8 8 9 -ups t ream 

TGGTCCGCCACCAACTGGTTGGACACATTGTGGATGCATACGAAGACTATGAAGAACGCG 
AGGCCCGCGAATTGAAACGCAAACGCCAGGAGACACGGCC 

>RXA00889 

ATGAGCATTGAGGTATTCAACGAATCAGGATACGACGGCGTCAATGAAGAAATGCTCATT 
GATGTCCTCTCCTTCGCACTCGGGGAAATGGACATCCACCCCGACGCCGAAGCATCCATC 
CACATCGTCGACGTCGACACCATCGCCGATCTCCACGTGAAATGGCTTGATCTTGAAGGC 
CCAACCGACGTGATGAGCTTCCCGATGGATGAGCTCACCCCCGGCTACTCCCGCCCCGAC 
GGCGCCACCCCCGGCCCCGCCATGCTGGGCGACATTGTGCTGTGCCCAGAGTTCGCGGCA 
AAGCAAGCGACCAAAGCAGGCCACGACTTAGCCCACGAGCTAGCTTTGCTGACCGTGCAC 
GGCAGCCTGCACCTGCTTGGCTACGACCACGTCGATCCAGCCGAAGAGCGTGAAATGTTC 
GCCCTTCAAAACGAGCTGCTTGCCGATTGGTACGACAACGTCGAAGCCCGTGGCGTCACC 
TACCAGCCAAAACCATCCGGCGCCGGTGCATTCCCCACCGCTGCTGATCGTCTGGAATTG 
GACGAAAAGATGGAAGCGGATGACTCTGGCTTTGGAGGCGTTGAGTCC 

>RXAO 0 8 8 9 -downs t ream 
TAGGTGGAATCCTCAGTTATATG 



>RXAO 0893 -upstream 

ACGCCAACGCAGAGTGTTTAAAGAAACTGGCAGTTGGAAAGCTGCAGTTGATTTAGCCTG 
CGACGAACTCAACGACCTCAAAGCACTGGACTAAATAGCT 

>RXA00893 

ATGGTGGAATCCCAACACATCATTTTCATCCCGGAATCCCAACAAACACCCGACGAGTTT 
ACCGAGGTAGTCAACGAGATTCCCGCCGGAATCAAACCACGGATCGTACCGTGGAGCGGT 
AGTGTTTCCGCAGGTGTGCAGGCTGTGGAATCCATCCTCGACCGTGAAGAAATCCGGCGC 
GTCATCCTGGTCGGCGCTGGAACCGGAGCTGGAGTGGCGTTGGAAATTGCCAAGAACCAA 
CCCCGCCGCGTGGAACGCCTCGTGCTGGATTCACCGTTGGTGACCTTTGATGAGAAACAA 
CTCAAAGGCATGAGCACCGCACTGAAAATGATGCCAGGATTCTTCTTCCGAAAGAAGAAC 
AAGAAAGACCTCCTGCAGCAGGTAGAAGAAGCCCGTACTGCAGTTCCGATGGGATTTTCC 
GAGATTACCATGCCGACGTTAATCATCCGAGGCTCCGCTGCGAAGGCTGGAATTGATTCT 
GACTTGGAAAAACAAATCCCGAGCGCTCGGGCTACCACCATTATTGGTGCCAATTGGCTG 
ACTTACACAACGCATGGACGCCAAACTGGTGCTGCGATTGCGGAATTCCTCGCCCAA 

>RXA00893 -downstream ■ ■ 
TAGAAGGGCACGCCTAAACGCCA 



>RXAO 0895 -upstream 
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GTCGCGCCGGAAAGATAGACTAAGCCACATGACTTCGGACATGCAGAATTCTCCACAGCA 
CTCGGCCACGCCTTCAGAAGAAAAACAAGGCGGACTGCCC 

>RXA00895 

ATGCGCGGTTTGGCCATGATTTTGATCGCCGTGGCCGTATTGCTCGCAGCGTGGGCACTG 
TGGTCAATGCAGGGCAAAGACGACACCTCCACCACCAGCGCCGGACAAACCCAGTCCACG 
GAAACCAACGCGGGAACTATTGCTGAATCTTCTGGCTCTTCGGATTCCGAGCAGGCATCA 
GCAGAArCTGGAACCTCCGAAGAAAeGTGTGG-TGAGCAGCCAGC_T^^ 

GCTAATGCTGCTGGGGCCGCTGCTGCTGGTGGCGCTAGTTCGGCTAACGGCAACTCCACC 
CCAGTGAACACTCTGTACGTGCTCAACAACTCCACCGTCCCACAACTTGCAGCACGAGTG 
GCAGACAGCCTAAGCGGTGACTACCAAAAGGTAGAGTCCGGAAACCTTCCAGACACCATC 
ATTCCGCAGAACACTGTGTACTTCACCGCTGGAAACACCGAAGCTGAAAAGGCTGCACGT 
GAACTCGCTGACCGCGTCAGTGGCGTAGCAATGGAACGCAGCGATGCACTGCCAACCGAA 
ACAGAAGGCAAAGATGCCCTCGTTTTGGTGCTGGTCCAAGACGTAGCGCTG 

>RXAO 0 8 9 5 -downs tr earn 
TAGTTTTCTCGGATTTGTTGGAA 



>RXAO 0 9 0 4 -ups t ream 

AAGCAGTGCAGTACCAGGCTGGAAGTGTGGACAACA 
>RXA00904 

ATGATTAATACCATCCGCTCCGAATGGACCAAACTTGTCACCACCAAATCCTTCTGGTGG 
ACAACCGCACTAATTCTGGTCTTCAGCCTGGGATACGCAGCGCTCACCGGATCACTCGCC 
ACCGGCGAAAGCTTTGCATCACTGTTCCTTCTCGCAGGCAGCACAGTCACCGGCCTTTAC 
CTCCTTGGCTTCGTGGTGATCATGATCCAATCCATCATGATGTTCACCACCGAATTTCGA 
TTCGGCTACCAAACCCAAACCTTCCTCGCCACACCAAAACGCTGGGTTGTCGCCGTTTCC 
AAATGGTTGCTGTACCTCGTGTTCGCCGTAGTGTTGACCTTCATCACCGTGATTCTGTGC 
TTCTATCTAGCCAAAGCCCTGGCATCAGACACTGCAAGCTCCACCCTGGTGGTGTGGGAA 
GATACGCAAGCACGACGAATCATGTGGCAATACCCACTGGCAGCAGCACTATTGGTAACT 
TTCTGTTCCGGAATTGCGCTCCTGCTGCGTCAAACTGCAGGAGCAGTGGCACTGGTGCTT 
ATGTGGCACTTCGCTATCGAAAACCTCCTGTCTTTCTTGCCACGCATCGGCGAATACGTC 
GGCAAGTATGGTCCCTTCACCAACCTCTACGCATTCATCACCGACTATCAATCAATTGAT 
CCAGGATGGTCCACCACCATGGGAGCGGTGTACTTCGGAGCGTGGGCATTCGTGCTGTTC 
GCACTCGGAATCGTCGTCCTAGAAAAGAAAGACGCC 

>RXAO 0 9 0 4 -downs t ream 
TAAAATGCCCTCTAAAATATCGC 



>RXAO 0908 -upstream 

TCGGTCCTCCACCTAACAGGATCCTTCACACCCTTCTTTTCAATATCTAGAAAAGACCGA 
TCCGCCCAACATCTTTTTCATGACGCAAAGGACCGTGTCA 

>RXA00908 

ATGTCTCTCTACACCCGTACTCAAAATACCCGTCACTCCACCATCATCGAGTTCCGCCGC 
GAGCAGACTCGTAATCACACGATGGAGCCAATCCAGTCCGAGCCACGGATCTACGCTGAC 
GATCCTTTCCGTGCACGCTTCGGACACCAACTCCCCCGCGGACTTCGCGAAGAAGCACGC 
GGCATGGAATGGCGCACCTTCACCAACACCTACGCACCAACCGGCAACCTGCGCATCAGC 
AACCTCGAGTCCGAGGCACGCCGCGGAGGAATGTTCCACTTCAACGCAACCCTGATCAAC 
AACTGCCAGGGCGAGCGCACCACCACCGACGCTCACATCATGGCAACCGGCCCAGTTTCC 
GCATGCACCAACTTGCTTGCCGACGCCGGCCGTCGCGTTGAAATCCTCGAATTCCACCAA 
TTCGACATCTTTGAAGCAACCGTCACCTTCATCTACACCTGCAACAACGTTTCCCGCACC 
TGGGCAATGGGCTTCGGCGGTACCCCTGAGCAGTCCGCTGCTTCCGCAATGAGCTCCGCA 
GCTCACTTGCTCTACGGA 

>RXA00908 -downstream 
TAGGTTGCAATAACATTCATTCC 
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>RXA009 15 -upstream 

CTTGGCTGCAGGTCCACCATCAGCACAGGTCTTTGACATGAACGTAGCTCGCCGCGACGT 
TTCTTCAGGACCTTCTCTACCTGGTGAGGGTGAGTTCTAA 

>RXA00915 

ATGTCCGCCGCCTATTCGCAGGACACCATTTTGACGGTGTTTCTGGGGAGGGGTCTGACC 
GCTGAAGGGATCCGACAGACCCTAGAAGACTTCGCAGAAACCGGCCTAGTCCGCAACCTG 
13TGTGGATTGATGCCGATAGTTTeeAGGAGTG-T-TCAT-C.T-GAAG.T.CACC CACTTGGCAACC 
AACCAAGACGGTCTTCCGGAGCTTCAGCGACGACCTTTCAATGAGTTGGTGTCCCGGTCA 
CGAACCACCAAGCTTCACATCGGTGTCATCAACGTCATTGATGGCAGCGAAGGCATGCTT 
CATGCAGAAGAACTCAACCCATTGGTTGGGATCATCGACAGTGTCTGTTCACACCACCAA 
ATTCACCGATCCAACGTGATGATCGGTGCGGTGGCTGCCACACTTGATGAGGAACTTCCA 
ATTCTTCGTGGTTATGTGAACCTGATGCTGGCACCTGAAGATAGCCACAGCCCAGGCACC 
GCAACAGTGACCTACCGTCATGGTTTCAGC 



>RXAO 09 16 -upstream 

AGCGGATCCAACGACACAAATGGTGGATTTGGTTCCAGCGGCGGCTTCGGCGCGCGATAA 
CCTGTAACTTGCGATTAAAAACTAACTTAAGGATTTACAC 

>RXA00916 

ATGAAGAAAGTTCTCGTTGTCGGCTGTGGTGGTTCAGGTGCCAAAACGCTCGCTTATATG 
ATGGACCAGCTCAAGACCACCCTGGCGGATAGTCTTCCCGAGCGTTACCCAAATCCAAAG 
GAAGCAAAACTTCCTGGTGCGTGGCAGTTCGTGTCGGTGGATGTTCCGACCTCCCCAGAA 
AGCCCCGGCCCGAACCTTCCGAATGTTCCAGAAGCCGGTGGACGTTATATTTCCTGTGGT 
TCCTCGGATCGCTATGCCACCGTTGATACTGCGGTGTCCAACCAGCTCTCCTCCAGGGGC 
GCGTTGGGTGGCGTTTCTTCATGGGCGCTTCGAAACCCTGATTCTGAAACCACCCCAATT 
AGTAAAGGTGCGGGCCAGTACCGCTCCATTGGCCGTATGTTGATCCTGAGCCGACTTCAG 
GAAATTCAGGCTGAATTACGTAAATCATGGGATGTGTTGTTCAGCGGTGAGACTGAACGT 
GAGCTCGCTGACCTTCGTTCTGCACTGTATGGCACGTCTGTTTCCAGTGGTGAAACCTCT 
AAAGAGCAGCCAATTATCTTCGGTGTCTCCTCCATGGCTGGTGGCGCCGGTGCTTCGATG 
GCTCTAGATATCTGCCGCCTGCTCACCGGTCTTGAAGGCAACGCAGTGGGTCTGAGCTCA 
CTGTTTATGGTGACCCCGGATATCTTCTCCCAGCTTTCCCCAGACCAGGTTGCCGGAACT 
AACCCAAACGCGCTGGCCATGTTTGCCGAGCTCGCAGCAGCACAGATGGGTGCAGCTTCC 
GAAGAAGATGCCCGACTGTTTAACGCTTTGGGTGTTTCTGTTGGCGATGACTCCATCCCA 
GTTGGACGTATCTTCCCAGTGGGTATTCGCTCCGGTGAAAACGGCGCTCTGCTTGGTGAT 
GGCAAGCCAGATACCGTCTACCGCGCACTCGGCCGTGGCCTTGCAGCTCTGATGGCTGAT 
GAAGTGTCCATGGACAACTTCGAGCAATTCACCCTCGGCAACCGTGGTGGCGGAAGTGCC 
GATCAGAGCAAGTACGCATGGGGTGCACAGGAAGCTAAGAACATTCCGTGGGGCAGCTAC 
GGCTACTCACAACTATCCATGGGTCGTGATCGCTACGCAGAATACGCCGCCCAGCGACTG 
GCACGCTCTGCCGTGGATCGTCTGCTCAAGGGACACTTTGATCCAAGCAATGATGCGGCC 
TCTGACCAGCAGCTTCAAAAGCGACTCGAGAACAACCGTCCATCGCTGATGGGCAACCTC 
AGCGACGTTTTGCCCGTCAACGCGCCGGCAGGGGACTGGATTTTCCATAGTTTCAACCAG 
ATGATTGAAAACTGGACCCAGCGTATGAAAGCAATCATCAAGAGCCAAATTCCTGCAGCT 
AATGGCCAGCGCGGAAGTGAATGGCTCGGGGATGTCCAGCGTGCTTTCCAATCATCCAGC 
CAGATGATTGATAATGACTCCCGCCATGAGCTCTACATGGGTGTCGCCGACTGGGCCAGT 
GCTGATGTGTTGCAGCGCCGAGTAGTCGAGTTGCTTCGTGATGAGATCGCAAAACTGGGC 
GTTCCTTACGGCGTCAGCGTGATCGAATCTCTCAGCGCCACAATCCAAAACCAACTCATC 
GGACAGCTTTCTGATCTGGCAAACAACCGTGCACCTGAGGCTGTTCAACTAGACGATGTC 
AGCCGCAGTGAACTGGACAACAGCAAGGGCAGGATCGACGATTCTGACAGCTACATCCAG 
GAAATCGTGTCACGATCCACTGGTCAACTACACACCCGCGCAGTGCAATACATTGCGGAC 
CACATGGCTTCGGTTCTGGACGATTTCCTCAAAAATTTCATCTACCCACTTCAGCGCACC 
ATCCAACGTGAGCACCACTCCCTAGAAAAGGACTACCAGCTCACCAACGATGTGAACCTG 
GGAATCTCCCAGCTGAAAACCAACGTTCCAGCACTGTGGCCAGATGAATCTCAAACTACC 
GTCCCGTCACGTTTCAGTCAGGCAGCCAACGAAGTCTTCCTGACCGATGTCGCCTCCTTC 
CCGGAGCAGTTCCAAGCACACGTCCGCTCGTCCACCGATGACATCAACGAACAAAACGAT 
TACTCGAGCGCCCTGCAAGAGGCCTCAACTCGAGTAGTCAGCGGTGTGTGGGAATCCAAG 
TCCGGCTCTGAAAAAGCACCACGCGATCTCATCCGCCTCATCGACGTATGGGTTGCCCGT 
GACCTGACCAGGGATCCGTCCGGTTCGGGAAGCCTCCGCGACCCTAAGCAAGCACGCTTT 
GAGCTGAAGATTGATACCGGCGAAGTACTCGAGCGCTCCCGCCAGTACATCCGCCGCCCT 
GGTTTCTCCTTCCAGCAGTTCATCGCCAGCTCACTGCGTGAATTCATCACCGCGCCGGGC 
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TTGGCAGACCACGAGCGTCGCGCGCGCCGTCAGCAGGTGCTGAGCAAGTTCAGTGAGGCA 
ATGACCTACGCGCTTCCATTGGCTCAGATCAACCCTCAACTGGTTCGTGCGCTTTACGGC 
GATGAAGTCCGCTACAACTTCAACTTCTCTCGCATCCCATTTGCCGGCGATGAGCTTGGA 
TCCAGCCTGGAACAGGCAGTTCGTGATTACCCGAACCACCGACCAGCAGATATTTCCAAG 
CCACTGGGCAAGGCTTTGGTCTCCCAAGGTGAAGAGCGTTCCATTGATATCTTCGGCTCT 
TACCCCAACTACGCGCCGATCGTGTTTGACTCCCTGCTGCCTCCAATCGAGAAGCAGTGG 
CGTCAGATCACCGGCGATCGCACGGAATTCTGGCATGGCCGCCGTACTCGTCCTTTGACT 
GCTGCACTTCCAATGACAGAGGTAGAGGGGAACGCCATGGTCAAGG GTTGGTACATCGGT 
CGTCTGGTCGGACGAGTATTCTTCCCCGCAACTCTAGACACTGCGGATACCACTCCAGTG 
CAGATCTACGATGAGAAGTCTGATTCGTGGATCAACTTCTCCACCCCAATGCTCACCCCA 
GTGTCCCGTTTCCGTGGAAGCCTCGATTGGCTGCCAAACCTTCTGGAATCAGCATCATTG 
GCATGGGCACGGGCAGGCGAGCGTCCTGTCTTTGAATCCGTCGAGCCTTACATCCAGCTC 
CGCCAACTGTGGGATGATGCTGCGAGCCCATCCTTGCCAGGACGCACCACCCGCGGTGAG 
AAGCTGCTGCACGATTGGCTTTTCGACGGCAACCGCATGGCTGGAAACGTCCTCCAGATC 
CCAGGAACCGAAGCTGGTGTCACCCCAGCTGCACGTTTTGAGGCTGCGAAGAACTTCCTG. 
CAGCGCCAGAACGAGATCTCGCAAAATTACGTCCCAAGCGACAAGCTTCGCCAAGGCCGT 
CTGTTCACCACCGCTGATCGTCCATTTGGCGACGTCAAGGATCGTGAACTAGCAGCACAG 
ATTCCAGTGTTTGCTGACCTTGCAGCCGATGTTTTTGATGGCACCCAAGAAATCATCGAC 
ATCCTGGAAAAGTGCTTGGCTGCAGGTCCACCATCAGCACAGGTCTTTGACATGAACGTA 
GCTCGCCGCGACGTTTCTTCAGGACCTTCTCTACCTGGTGAGGGTGAGTTC 

>RXA00 916-downstreain 
TAAATGTCCGCCGCCTATTCGCA 



>RXA00917 

CAGCTGAATATGCAGCTGGTGGGCCGTGATGGTCAGCCACGCATCCTTGAGGGGTCCGCG 
CTGGTCGATCTTGGTTTCACCCGCGCAGATACCGGCGAGTTCGCCCCTTTGGCTCAAGGA 
ATTGATATTTCTGGCGGCGAATTAAGCTTCCCGCTGGATACGATTTCGCAGCTCCCAGCC 
ATCGGCACGGTGGAAGCGCGTACCACGATCACCACCGCAGGCGTCGATGATCTCCCCGGC 
ACCACGTTGAGCCCAATTCTCAACACCACGCGCATCACCATCACTCAGCGCGATATGCCT 
CAGCTGCCAGCGTCGGTTCGCTTCACAGCGGATGAGGACGTTGTTACCGTAGACATCCCC 
ATCACCGGCCCCGGCAAGGTATGGATTGCACCGGGAACCCAGCTCAGCGGAGTGCTTCCA 
GACGGCGTGGACGGCATTGCAGCATCAAGTACTTTCGACAGCCCAGATAATGCTTTGGTG 
CTCGGACTGGATGAGCAGGGCACGATTCCTGTTGAACTAACCGTGAGCGATCTTCGTGAC 
GGACTGGTCAACGGCTCGATTCCACTCCAGATCTCCAACGCTGAGGGCGCCAATGAAACC 
AGCGTGGATCTGCCGACAGAAGGCACGTTGAGCGTTCCCATTAACGCCTCCACTTTCGCA 
TTGGCATTCATTTTGGCCCTTGTGCTTTCCCTCCTGATTCCGCTGCTCATTTTGTATATT 
GTGCGTTTCCTCTCCGCAAAGGTTCCGTCCTCTGCGATGAGTGGCGTGCGCATTCCAGTG 
GAATTCTCCGGTGAAGCTCTGCGCTATGCGGGCAGCACTATGCCTGATCTCGCATCGCAA 
ACCACCGCCACCAAGCAGGTCGTTGTTCATGGAGACACCTTCAATGTGGAAGGCCACAAA 
CTTAAAGTCCAGCGCTTCCAGCTGAACCCGATTGCGTCTCCTGCAGTGATCGTGCAGACC 
GACCCGTCGATCAGCTTCGACGGCAAACAAAAGGGCACACAAGCTAAACTCCCGCTGGCG 
GTCCAAGGCAGTTGGTTCCTCACTGCAAGCGGCGCTGACCCTTCCAAGATGGAACTCATC 
GCCCTGACAAACCTGCCGCTCGAGCAGGGCCAAATCGACCGCATGATCGCAGGTATCACC 
AGCAAAGCCCCTGATAGGGCACGCGAACTACAAAAATTGCTTGACGACGCCGCGACCTCC 
CAGCCCGCAAAGGTTCCACCGCGCGCCCCAGCCGCGCAGGGCCACGTCGAAAAGCAAGCT 
CCTAGTTTTGGCACTGGTTCCGGTGGTGGTTTCGGCTCCAGCAATGGTGGAGGCTTTGGC 
TCCGGTAGCGGATCCAACGACACAAATGGTGGATTTGGTTCCAGCGGCGGCTTCGGCGCG 
CGA 

>RXAO 0917 -downstream 
TAACCTGTAACTTGCGATTAAAA 

>RXAO 0921 -upstream 

TCTGGGAACGTGGATTGGTGGAAGCAGGTGAGTTGCCCGTGGCCTTGAGATGGACTCATG 
TCACCTACGCGTCCTTTAGAGGAACTGCAGGTAGGGGTGG 

>RXA00921 

GTGGAAGGTGGAACTTGGTCTGCTCAGGCCACTAAAGAAGACCTCCAATTTATCGCGGAG 
GTTGCGCCCACTCATATTGAAACGGTGACCCCTTTTGATGATTTCATCTCATCAGAAGAT 
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ATCGATGCGTTGCCGAGGAGGTTTGAGTACCGTCCTTTGGCAGGCCGATCGTTGATCATG 
CAGTCTGTTCCTGCAGGTAAAGATGCCACTGGACGTCCAGGGAATGTGTTCACCCATGCA 
GTATTTGATGGGGATCTAGAAAGCCCACTGGAGTCTGTTTATCCCATTTCCCTGTACCGT 
TCACCTGATTTGCTGACCCCTTTTCGTGCAGCCGCGGTCAACGCTGCCGAGCTCCCTTTG 
GATGCAGGCGAGCCGAGAATTGGCCCCATCACTGATCTGTCCTTGTCGTGGATGATGATC 
GACAGCATGTTTGGCGATCGCAGACAGCAGTTCTACCAGCTTCAAGATGCTCTCCAAGCT 
GGAGATAAAGCTACTGTTTTGGTTCTGAACAGCACTAACGAGGCAGCATATTGGCTTCAA 
-GeGT-TGTGT-TG-TAGAT-TGACT-CCGAATGAAGCCC GGCGTCTGTTGCACTTCTCAACCTTT 
GAGCGTGCTGCTACCTTGCCAGCTCCAGATAAATCAATGGAGGCTCGTTCTCTGTTTGTG 
GTCCCAGGAATTGATCGTGAATTGTTGGCGGAGCATTCAGGGATTGTGATTATCGATCCG 
GAGATTCCACAGAGCCAACCTTTCGGCCCGCAGGGATCCTGGTCCCGAATGACAGAAGGG 
CTCTTCTCCGACGGTTTTGATGCTGATGAACTTGTCGCAGGGCTGATTCGTGCCAACGAG 
AACCTGGATAATAGCCAAAAGGAACTCGCTCAATTTGGAGACGGTTTAGCGCGATTTATC 
CGGAATGGCCGTTTTTCCGGCACGCACCCGCTTCGCGTACTTGCTGATCAGCATATGTTT 
GGAAAGGTGCCAGACAAGCCAGCACCTAAGGTGGAGCCTGTCGCTCCGGCACCAAACCCC 
AATGCAATTTGGGCGCGTGCATCTGAGGTAGTTCACAATCCTCGGAGAGCATCAGAATCA 
CAAGATTGGCCAAGTCTGAGGCGATTGCCGGATAGTCGGCGCAGGATCATCAATATGTCA 
GAGCAGGCGATCAACAGCATTGAGAAGCTTCATGATTCGCCGGCACAGGATCTTGTTGCC 
TATTTGGATTTCCTTTTGAAAACTGAGCTTGCGACAAGCATTAATGCTTCGGATCCCTTT 
TTTCGGAGTAGTTTTTCAGACTTTCCAGCGATGGACAACTGGCGACACATTAAGTTCACC 
GAGGATGCGCACCCTCGCTTGAGGGAACTACTCGTGGACGCAGAACGCGATGCTAGGAAC 
AGAGCACCTGCGGCAATCGTCTTGGACCATATCGTTCCGAACTTCAGCAGAGATCGGTCT 
TTGCCAGACATCGAAGACTGGACGAGAAGCGATGAAGCTCAGCAGATCTTTGCAGGAATC 
ATTGCGGGTGCGTCTGTTCAAACTGGTAGAAGCCACTTCATGTGGGATCTTTTGCGGGCG 
TATTTTGGAGTCGCTTTGATCGGCGACGAAGATACCTACAGGGCTTTTACTACTCTCACG 
GTCGATTCTGTTCTTAGTTTCGTGCAGTTAACTCTTCAAGAGGGCAGAACGGAAGACATT 
AGACGATTCGAGAAATATGGTGAGCAGATTGCCCGAGAGGATTTGCCGTCGATTCTCACC 
AATGCTCGAGCAGTACAGCAATATCTCGGCTATATCGACCAAGATATCATCAATAAGAAA 
GTGTCCCGGTCTAGGGATGTTAACCAGATTTTTACTGAGATGGCGCGCGCTATCATCAGA 
GCAATTAGCCGGAATAATATTGGAAAGGACATGCGGTCA 

>RXAO 0 9 2 1 - downs tr earn 
TGAACGTGATTCGACTGGATTCC 



>RXAO 0 9 2 6 -ups t ream 

ATGGAGACACCTGGGGCTGGAACCACCAGAAGGCACCATCGGCGATTATTAGCCACCTTA 
GGTGGCCAGGATGTTCCATGGTCTGGCAAACTAACTAACC 

>RXA00926 

ATGGACATCGTTTTCCTCATAATTCTTCTAGCCATTTTTATCGTTCCCACTTTCCTCATG 
AGCCGCCGCCAGCGCGCACGGATGACTGAAATCCAAAAGCTGCAGGACTCTGTCGTCCCA 
GGCGACCGCATCGTCACCACCGCGGGACAGCACGCAACGGTCATTTCCACCACTGCAGAA 
ACCGTTGATCTAGAGATCGCGCCGGGTATGATCAGCACTTTTGAAAAGCTTGCTATCGTG 
CGTGTGCTGTCCAAGGCCAATGAACCTCAGATGTTGGATGAGCCGACGCTGTTTGATCAG 
CCAGAAGACGATCAGCCGAACGATGGTTTCGATGGACGCACTGACGGACATCCTGAGAAT 
CGT 

>RXAO 0 9 2 6 - downs tr earn 
TAGAAATTAATAATAATTCAGCA 



>RXAO 0 9 3 0 -ups tream 

ACGGCGCACCACACATTTGGTGGTGTATTGAGCTATCTCTGGGCTGCGTGAGAAACCATT 
TTCCGGTGGATGATGGAAGCTAGACGACGAAAGGGAGCAT 

>RXA00930 

ATGTCTGGCCACTCAAAATGGGCGACTACCAAGCACAAGAAGGCTGCTAACGACGCCAAG 
CGAGGCAAGGAATTTGCCAAGCTGATCAAGAACATCGAAGTTGCGGCACGTACAGGCGGT 
GGAGATCCGTCTGCGAACCCAACGCTTGATGACATGATCAAGAAAGCCAAGAAGGCTTCT 
GTGCCGAACGATAACATCGAACGTGCACGCAAGCGTGGCTCCGGCGAAGAAGCTGGTGGC 
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GCTGACTGGATGAACATCATGTACGAGGGATACGGCCCCAACGGCGTTGCCATGCTTATC 
GAGTGTCTGACCGACAACCGTAACCGCGCAGCTACCGAAGTTCGCACCGCAATGACCAAA 
AACGGTGGCAACTTGGGCGAGTCCGGTTCCGTGTCCTACATGTTCACCCGCACCGGTGTC 
GTCACCGTACAAAAGGGCGATCTTAGTGAAGATGACGTGCTCATGGCTGTTCTTGAAGCT 
GGTGCTGAAGAAGTCAACGACAACGGCGATCTGTTCGAGGTTACCTGCGCACCAACTGAC 
ATTCAGGCTGTTCGCGACGCACTCGTGGAAGCTGGCATTGAAGTAGAAGATTCTGAATCA 
GACTTCCGGGCATCTGTTCAGGTCCCCCTGGACGCTGACGGTGCACGCAAGATCTTCAAG 
OTTGTGGACGCGTTGGAAGATTeeGAGGA-TGTGCAAAACG.TCTA CACCAACATCGACTTG 
AGCGATGAGGTTTTGACAGAGCTGGAAAACGAC 

>RKAQ 0 9 3 0 - downs t ream 
TAGTTCGTATTTTCCGCACTCCG 



>RXA009 3 2 -upstream 

CCCAATTAATTTATGCACTTCGGTGAGGTTACTCACAAAGAGTAGCGTGCAAAGCCCAGC 
AATAAGGTGATGTTTCAACGATTAGGTTACGGTAGGGGCC 

>RXA00932 

ATGACGCCACAGAAACTTCACCGTTTTGCAGCCCTTTTAGAAATGGGTACCTGGACCCTG 
CTGATCATCGGCATGATCTTAAAATACAGTGGAGTGACAGACGCCGTAACCCCTATTGCC 
GGCGGTATCCACGGCTTTGGCTTCCTCTGTTTTGCAGCCATCACCATCACCGTGTGGATC 
AATAATAAGTGGACATTCCCGCAGGGTATCGCAGGTTTGATCGTCTCTGTTATCCCGTGG 
GCTGCATTGCCATTTGCATTGTGGGCAGACAAGAAGGGCCTCGTTGCCGGCGGATGGCGC 
TTTTCAGATCCGTCCGAAAAGCCACACACTTTCTTTGACAAGATCTTGGCTCAATTGGTC 
AGGCACCCAATCCGATCCATTTTAATTCTGCTGGTGATTATCGCCGTCGTCTTCTCTATC 
TTGCTGGCGATGGGACCACCTTATGATCCAGATGCCATCGCAAACACTGTGGAT 

>RXAO 0 9 3 2 - downs t r earn 
TAAACAACAGCCTCCTTCACATG 



>RXA00933-upstream 

CCGCGGGGCTAAAGCGCGCAAACGCCTACGACTGGTCGACAGTATCCACCCAGGTCATGG 
CAGTCTATGAAACCATTGCGATCGACAAAGTGAGGCTTGG 

>RXA00933 

ATGACCCTTGTTTACCTCCTCATCGCTGTCGTTGTCACCGCAACTGTTCTGTGGGCGTAT 
TTCACAGCACAACGCCTCAACCGGCTCCACATCCGCACCGACTCAGCAAGACAAGCCCTG 
CAAGCAGCACTGGATCGCCGAGCAGCACTAGTAGGTGCGTTGTTGCCCGATGCAGCAGAA 
GCCTCAAAACGCGCTGAGGCAATTCCCCTGGAATACTCCCGCTTCTCCCAACGCGCCCGC 
GCCGAACGAGAAATCTCTGAACTCATCTTGAAACAGGGGAAGACCCTTCCAGATTCCATC 
GTGGACGCTGCCACCCGCGTGGAATTAGCCCACCGCTTCTACAACGAAGCCGTCAGTGAC 
ACCCGCGATCTTCGAACCCGATTGATGGTCAGATCCTTCCGACTCGGCGGCACCGCACCC 
TTGCCGGAGTACTTCGAACTACTCGATACAGATCTGCTGACT 

>RXAO 0 9 3 3 -downs t r eam 
TAAATGTAAAAAAGCCTCCTTCA 



>RXAO 09 40 -upstream 

TGCTCAACGGCACGCTGAAGGGCACGGACATGGACATCATCACGGCAGGCGACCCGGACG 
TGGTCGCGGTGGACGTGCTGGCAGAGGCGATCTGCGCAAT 

>RXA00940 

GTGATTTTGGTGCTGCTGGAAGCTGAGTCAATGCGCGGCTACCAGATCATCACCACCATC 
AGTGAGCAAACAGAAGGTAACTGGACTCCAAGCCCAGGAACCATCTATCCAACCTTGTCC 
ATGCTTGAAGATGAAGGCCTGATTTCCATCTCCCATGAAATGGGCAGAAAAATGGCGCGC 
CTTACAGAAGAAGGCGCGCAGGAAGTGGCAAAGAACAAGGATGCGTGGGGATCAATTCTG 
GAGGCTTATCGCAATCCAGAATCCCGAGAGGTGCGGGTGTTTAACATTCGCTCTGAGTTT 
CACAAGGTCAGGGAAGCAGCGAAAGCTGCTCCCGACGATAAAGCAGAGCAAATAATCGAG 
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ATTTTAAGGAGAGCAGCAGATGACATCAAGAGACTA 

>RXAO 0 9 4 0 -downs t ream 
TAACCCCAGTACCATGCAGCTGC 



>RXA00943 

AAGCCTGGCGTGAAGTGGCGTGCAAeGAA-TGG-T-ACAAAGCGTGG CAAGAAGCAGCTGCAG 
CAGGCACTTTCAACCAAATCTGAGACTGAAAAGTTCGGTGAGAAGGCCTCTGATTGGTTC 
AACGATACTTCTGACAAGGTCACCGAGTACGCGTACACCGCTCAGGATTTTGTCGGTGAG 
AACAAGGATGACTGGATCAAGTCCGCAACCGAGACTGCTCACAAGGTCGCTGATACTGTG 
AGCGATTACGCTCACAAGGCTACCTCTTACCTTGAGGAGAACAGCGGTGACTGGCTTGAG 
GCTGCGCAGGCTAACGCCAAGACTGCTCGTAAGTCTGCAGTGAAGGCTGCCGGCAAGGCT 
CACGAAAAGGCTAACTTTGCTCTTCAGGTCGCAGAGGAAACCTCTGGTCGCGCCAACAAG 
AAGGCAACTAAGAGCTACGACAAGCTTCAGAAGCAGGCTGATAAGGCCATCGATCGTGCA 
CAGAAGAAGCTGAAGGGCATCGAACTT 

>RXAO 0 9 4 3 - downs t r earn 
TAAGTAACTTCTTCCTGATTGAG 



>RXA0 094 6-upstream 

GGGCCGGTGTGAATAAAACACCTTCCCCAAATAGACAGCATGGTCTAGATTAGCTTGAAA 
CGAAAGCGTACATTCGCAGCAACTAACGGAAAGCACACTC 

>RXA00946 

ATGACTCACACTCTGCAGGCAACTAATCCCCTTGATCAAACCGCTTGGCACGCTTGGCAT 
TTCTCCCGAAACAAAGAGGCCATCAGCCGCACCGGCGCCACCAGCCTGAGTGCCACAGAG 
TGGATTAGCGCCACCACACTCAAGGACGCGCACACTTTTCCTTCACTTCCCGGGCGATGG 
TATAAACGAGGCGGCGGGGTAGTGGGAGCACATTTACCACCAGCTTTCGCAACAACTGGA 
ACGGTGCAACTGCGCCCCGGTGAGCTCTTGATAGCGGAAGATTTCACCCTCACCGTCATT 
GAACGGCTTGGACAGTTTGCACTTCAGGTTTTTGATGCACGCAATCCGAAGCGTTTTGAA 
TTCCACTCCATCGCAGCTTTCCCACCGTCCGAGGAATGGCGGATTGAGGCTCGCTTCTTC 
CCGGAACCTGACACTGTTAACACCGCTGCAGCTGATGGAGTTATCGTTGCCACGCCTACT 
GCGGGTTGGGTGCACTTTTTGAAGGGCCGTCTGGATTACCGTCTTCGTGTAACCGTTCAG 
AAAAATAATCTACGGGCACTATTTAGCGACAATTCCTCGACGTTGGGCGTTTATCAGCAT 
CGTTTTGTCGACATCCCACGCCCTGATGCCGAGGGAAACACCATCATTGATTTCAACCGC 
GCTTATCTTCCCCCAAAGGCATTGAACCGAAAGTTCCTGTGCCCATCGCCCAGCCTGAAC 
AACCACCTGAATCTCACCGTGGAGGCAGGGGAGAAGTGGGTGGTTGCTGGAGGA 

>RXAO 0 9 4 6 - downs t r earn 
TAATACTTGCTAACCGTCCTAAA 



>RXA009 49 -upstream 

GCTCAAGGATCCTTCCTGGGCAAACCAAGCAGCCCTCGCACTAGGTGCGGAACCCAGGTA 
TGTTCACCAATACGACTACGTACTTTAAAGGAGAGTTGAC 

>RXA00949 

ATGAAGGTTTTCATCATCGGCGCTGCGGGTGGCATCGGCAATCGACTTTCCAGCCTGCTT 
CACGCCAGGGGAGATGCAGTTAGCGGCATGCACCGCAATCTTGAGCAGGCCTCAAAAATC 
ACAGACACTGGGGCAACTGCCGTACTCGGGGATCTCATCCACAACAGCACGGAGGAGCTT 
GCGGAGCTTTTCCGCGGTCACGATGCCATCGTATTTTCTGCAGGCGCCCACGGAACAGGG 
CAAGAAAATACCACGCTTATCGACGGCGCCGGCCTCCGTAAAGCCGCCGACGCTGCCAGC 
GCGGCCAACGTTTCACGCTTCATCTTGGTCTCTGCGTTTCCGGAATCCTCCCGCGGGGAG 
AACACCACCGAGAACTTTGAGCACTATATGAAGGTGAAGAAGTCCGCCGATGTCTACCTC 
AGTCACACTGACCTAGACTGGGTTATTGTCCGACCAGGCGTGCTTCAAGATGAGGCAGGG 
GATGGTTTAGTCACTGCTGGCTTAGCGATTAATTACGGCAATGTTGCTCGCGATAATGTC 
GCAGCGTTCATTGATGAAGCTCTGCATCAACCGCAGTTGTCAAAGATCATTGTTGAACTC 
ACCGACGGTTCAACTCCGGTGGCGGAAGCCGTAGAACGCCTCATCAAG 
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>RXA00 949-downstream 
TAAAGACGAAAAGAGGGAGAATG 



>RXAO 0 9 5 9 -ups t r earn 

TTTGGAGGCGGAGCATCATACCTTTTAATGTCAGGATCGTGCAGTGAAGAATTCAGGATG 
AATTACTCGCTGGAATATTGGTGGGGATAGAGTTGTTGTT 



>RXA00959 

ATGACGGTGATCGGAATTATTCTTGGCAGCCTTTTTGGCGTTCTTGCAGTCCTTCTCATC 
GTGGTTGGTGCTTTGGGGTGGGCGGCTAAGCTCCCTGGCAACCCGGTTGTGGGCATTCGT 
GTCCCTGAGGTGCGTAAATCCCAAGAATTGTGGGATATGGCGCACCGTGTCGCTGGCCCG 
TTGTGGGTGCTGTCGGGAGTTTCCTTTGTTATTGCATCGCTAGTTGCGTTTGTTGCTTCT 
GGTTGGATGTGGCTTGTTGTGGCGTTGGGTGTTGAGGCTGCCATCGCGTTCATTGGTATG 
GGTGCGGGTATGGCTGCGCATACTGGT 



>RXAO 0 9 6 3 -ups t ream 

CTGGCTCTGACGGCGTCGACTTGTTCTGCTTCTCTGATACACCAATTTTCGAGGCCCTTA 
ACCTCGCACGTACTTTTACTCCGGAAGGAATCTAGAACTT 

>RXA00963 

ATGCGTCTTGCAACAATCCGCACCAACGGCACCACCATTGCTGCTCGTGTTGAATCTGAA 
AACACCGCTACCACCATCGAGGGCTTTGCCAACGTCGGTGAATTACTCCAGGAATCCAAC 
TGGCGCGAGCTGGCAGAAAACGCTGCTGGTGAGGCTGTGACCTTTGAAAACAAGGAGCTA 
GATGCAGTAGTTCCAGCACCTAAGAAGATTGTGTGCGTCGGCCTTAACTACGCCAACCAC 
ATTAAAGAAATGGGCCGCGACCTCCCTGATACCCCAACCCTTTTTGTTAAGTTCCCTGAC 
GCGCTCATCGGACCTTTCGATGATGTTGTCGTTCCAGAGTGGGCTAACAAGGCTCTCGAC 
TGGGAAGGCGAGATGGCAGTTATCATTGGCAAGCGCGCACGCCGTGTCAAGCAGGCCGAT 
GCTGCTGAGTACATCGCT 



>RXA00969 

ATCCGACAGGAAGAGCGCGATGATGATGCACGTCTGATCGTGGTCACCCACTCTGCGCTG 
GAATCTGATCTTTCCCGCACCGTTGAACTGCTGAAGGCTAAGCCTGTTGTTAAGGCAATC 
AACAGTGTGATCCGCCTCGAAAGGGAC 

>RXAO 096 9 -downs tr earn 
TAATTTTACTGACATGGCAATTG 



>RXA00971 

AACCACGCCGAAGCCGAAGAACTCGACGAAGCCCTCTCCCCGCTCATTAACCGCCTCCGC 
GAAATGGGCTTTGACCCCACCGAAACCGAAGAAGCAAACTCCCTCGCTCTACACAGCTGC 
CCATTTGTGGTCAACGACAAACGCCCATCAGCCTTCGTCTGCGCCATCCACGCCGGATTC 
ATCCAAGAAAGCCTCGGTGAAAACAACCGCATCCAGCTGGAACTCAAACCACTCAACGCG 
CCGGGCACCTGTAAGGTTCACGTGTTCAGCGAA 

>RXA0 0 971-downstream 
TAATTGCTGCACTAATAAGGCCC 



>RXAO 0 9 7 3 -ups t ream 

TTGTTGGTGCAGGCCTTACAGCCATTGCACTGAGTTCCATGCTGTCGCAGCCAGTACAGG 
CCTTCACCATGACCATTGAGATGGTGAGTGTATTTTTCAC 

>RXA00973 

ATGAACCACTCTGACGACGATCGCATGCAAAAGTGGTTCCAGATCCGCCGCGAACTGGGC 
AAAGAAATTGTGAAACAGCTTCAAAAGGATCTGCCCGCAGTCGCCTCTGACATCGGCTCC 
ATGGTGTATTCCTCTGATCAAGTTCCCCTCGGAAACGCCACGCTCACTGCATACGGAGAC 
ATCGGCAACCGAGTCGCTTCCGCTGCAACAAGTGCGAGATACAACGTAGAGGAACTCCTG 
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GACGCAATCGAAAACGCACGATTTGCCATCTGGGTTCCAAATTACGACAACTCCTACTAC 
CTCTCCGGCGAGGAAGGTGCCGACGAATTCCAAACATACCTCATCAAAGATGCGTCAAGA 
TTTCTTGAATCCTCCGGGAATACTCCACCCGAGAACCCGCAGTACAGCGACTCCAAATTA 
ACCTTTGCTAGCGAACTACTCCCCTTCTACACCGCATTTAACAACTCGACCTACCCACTA 
CTTCATGCTTGTGTGCAAGGTGAACCAACTGAAGTAGACCTCTACTTCTACGAGCTCGAG 
CAGGCAGAATTGAAGGAAAAAGAGACTGCACAGCTCTCGAGTGGATCAAGTTTTGGCTCC 
AGT 



>RXAO 097 3 -downs t ream 
TAGTCAGAATTCTCCTAAAGGGC 



>RXA0097 8-upstream 

TCCTGGGTAGCATGGGCTTATGAGCACTGATAGCCAAAACCCTGTAAGAAAATCCTGCGC 
ACAGCCACATTCTTGTTCCCAAGAGGTGCGATTGAAAGCG 

>RXA00978 

ATGTCCAGGTCACCGCTTACTAAAGGTCTAAATCAACTTGAACACCTCGAGTTAGATAAG 
TCACTAACTGCGTGGTCGTGGGCAGAAGATGATCCTTTGTACCTCGCAGGTGAGAACTTA 
AACGGCAGTTACCTCATTGTCGCAGGACGAGTGCGGGTCTCTCGCGACACCATCGACGGG 
AAAGAACTCACCGTTGATATTGCAACGCCCGGCGATGTTATTGGTGCGATAGATACAGAA 
CCTCAGCCGGCAGTAGATTCCGCTTGGGCAATAGAAACCACCTGTGCGCTGTTTCTTCCA 
GCAACCGCGTTGGCAACTGTGATTGAACAGCATCCAAGTTTTGCTTTGGCGATGATTCGG 
ATGCAGCAGCAACGTTTGGCTACAGCCAGAGATCATGAAATTAACCTGACTACGACCACA 
GTTGAGCAACGAGTAGCTATTGCAGTGAGAACTCTGGGACGAAAAATCGGGCAACGACGA 
CCCGATGGAATCTTGCTCATTCAAGTTCGAATCCGGCGGGAAGATGTTGCGGGTTTAGCA 
GGCACCACCGTGGAATCTACTTCTAGAGTTTTGGCGCGATTACGTAAAGAAGGGGTCATT 
GATAGCGGTAGGGAA 

>RXA0097 8 -downstream 
TGATTGCCGTGGTCGATGAACGG 



>RXA009 86 -upstream 

CTACTTTGATAACACCGCCACCCAAGCCAAGCCGGAGTGATCTCCGTATCCTTTAAGGC 
>RXA00986 

ATGACTTTAAAAGATAAGTACGACACTGAAGTAGCTGTTTCTAATAATCAGGACAAGCAC 
CAAT-TTGAGGTCAGTTACCCTGAAGATGCCGTGACTGCTGGCTTTGCTGCATACCTTGAT 
AAAGGTGATTCGCGGATCTTCTATCACACCGTTGTTGGCGATGAATTCGGTGGCAAGGGA 
CTTGCGTCAATTCTTGTTTCAGAGGCGTTAAAAGCCACAAAAGAAGCTGGTCTTACCGTG 
GTTCCGGTATGTCCCTTTGTTAAAGGATTCGTGGAAAAGAACGCATTCGAGGGTTACCGC 
AAACCAAACCATGAGGATATGGAGCTGGTGAAGAGCCAGATG 

>RXA009 86 -downstream 
TAGAAACTACTCAACTTCCAGAA 



>RXA009 87 -upstream 

CGCGGGCTGCTTACCACGCAGCACAGCTAAGCTTTAAGGCCCTCCGGGGCCTTTTTTGCT 
TTTCGACGCCTACCTCCTTCGGAGGCGTATTCTGTCGTTC 

>RXA00987 

ATGCCTAAATCTCTGACCTTTGAAGACAGCATTAACATCGCAGCGCCCATCAATCAGGTC 
TACGCACTAGTTTCTGACATCACTCGAACTGGAGAATGGTCGCCCGTGTGTGAGAAATGC 
TGGTGGGATGAAGACGAAGGCCCCGTCGTGGGTGCGCACTTTACTGGCCGAAACGTCACA 
CCTGAGCGCACCTGGGAGACACGGAGCGAGGTTATCGTCGCAGAGCCAAATCGTTGCTTT 
GGTTGGAGCGTGACTGATGGAAACGTCAAGTGGATTTATTCCATGGAACCGTTAGAAGAA 
GGCACAGTATTGACTGAATCATGGGAATTTACCCCCAAAGGTCAACGATTCTTCCACGAC 
AAATTCGGCGACAAATCAATTGAAGAAATTGAAAAGCGACGCTTGGCAGCTATAACCGGA 
ATTCCAGAAACACTGGTTGCCATTCAGCGCATTCTGGAAGTTGAG 
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>RXAO 0 98 7 -downs t ream 
TAGTTTCTACATCTGGCTCTTCA 



RXAO 0 9 8 8 -ups t r earn 

TAGCAGAAGACACCGATGTACAGTCCGGATCAGGTGTTGTGATCACCGGTTCAATCGTGA 
^"GCCGGCGATGCGCGCACGCTGTTTGGAAAGGAAGC-TGC— . 

>RXA00988 

ATGAGCAAGCGTGAAGAATCAATTGAGTACGGACCATTAGGCAAAGGCCACGATCCATTA 
AAGGATCCCATGAAGGGTATCCGAGGTGTCATGGCCGGCACCTTAGTGATGGAAGCAATC 
ACCTTAGGTCTTGTTCTCACCGTGATTCTGCGCGTGGACGACGGCATCTACTGGACCACC 
TTCAACTGGGTCTATGTATCAGCAGTCGCGATCGCACACTTTGTTGCTGCATTTCTGCAA 
AGGTTTAGTTGGTCCATCCCGATGAACATCGTGCTGCAGGTTCTTGCACTTGCCGGTTTC 
TTTGTTCACCCCGCGATGGGCTTCGCCGCCATCATCTTCATCATCGCGTGGGCGTACCTG 
TTCTACCTGCGCTCTAATCTGATTGATCGCATGAAACGCGGGCTGCTTACCACGCAGCAC 
AGC 

>RXA00 9 88-downstream 
TAAGCTTTAAGGCCCTCCGGGGC 



>RXAO 10 05 -upstream 

TGGGCACCGTCAACGATTGGACTCACGAAAGCTCCGACGACTAGAAATAGTAACTGTGTT 
GGACACTTTTCACCTCCGCGTATTGAGCGAGGATGAGTGG 

>RXA01005 

ATGGAACTAGCCCGCGCCCACCACGCGCGGGCTGATTCATTCACCAAAGACCACTTGAAG 
CGTCGACAAGCGCATATCAAGCACCCCGTCTTCGACTTCCTCTTCGAGTACTACCCCGTG 
CGCGTCGCGCACCTAAAAACCTGGCACCCCGGCATCGGCGTGTTTCTAGAAGGCACACCG 
CCGCATGCCACCATGCGCGATTTTTTGCTTGTCGACGCCTCCCTCCATCACGCAGCCGGC 
GTCCAGCTTGACCTGGCCTCCTATATGCAACGCCGTGGGTCCTCTGTGCGCTACATCCAC 
GAACTGTTGTCCGCCACCCGCGACAACCACGCCCAATTTGATTGTTTTGGTCTGCACGAA 
TGGGCAATGGTGTACAAATCAAACGATCTCCGCCATGACCTTCCCCTGCGCCTTACCCCA 
TCGGAAACCGACCGTGTGGTGGAAAGCCACAACATCAAATGCACCCACTTTGATGCCTAC 
CGATTCTTCACCACACCAGCCATCCCGTTGAACCTCACGGTGTTAACCCGCGAAGATCAG 
CCACGCAACGATCAATGTGGTTGTCTGCATGCCACGATGGATCTATACAAATGGTCCGCA 
AAGCTTGGCCCTCTTGTGCCAGGTGATCTTTTCTTGGACGCGTTTGAACTAGCCCGCGAC 
ACCCGCATCTTGGACATGGAGGCTTCGCCTTACGACGTCCGCGGATACGGCTTTGGCTAC 
GTCCCCATTGAGACCGCCGAGGGCAAAGCCGAATATGTCAGTAGACAACGCGAGCTGTCT 
GAACGAGCAAAACCCATCCGTGACCGGCTTGTCTCCATTACTAAACAAGCTCTACAGGCT 
AGTATT 

>RXA01005-downstream 
TAGAAAATTAGACTTGTCAATGT 



>RXAO 1007 -upstream 

TCTGAACCAATATACCGATCAGTCTAAAAGTGTGTTAAGTTCTGGAACATAAATTAGCTG 
ACACGTAAAGTAACTTAAAGATTCACTGGAGGTAAGCCTA 

>RXA01007 

GTGTTTAAAAAGCACAGACACGGTCTCGGCTCCCCCGAAACCAAACCACGCTCAATAACC 
CGCCGGTTTTTCACCGCGGCCGCCGCTACGCTGGCAGGATTGGCAGTCCTGTCCGGCTGC 
ACAGCACAACCCTCACAAGCAGAAGACAACACGCTCACTTACTTAGAGCCACAGTTCTTC 
CGCACCCTGTACCCACCATCAGCGGGCTTTTACCCCAACGGCAGTGTGGTGAACAACATT 
GCAGACCGCTTGCTCTACCAGGATCCTGAAACCTTGGAACTCAAGCCGTGGATCGCCACC 
GAACTCCCAGAAGTAAACGAAGACGCCACGGAATTTACCTTCAACATCCGCACCGATGTC 
ACCTACTCCGATGGCACCCCGCTGACGGCTGAAAACGTGGTGAAAAACTTCGATCTCTAT 
GGCCTCGGCGATCAAGATCGACGCCTCACCATCTCTGAGCAGATCACCAACTACGACCAC 
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GGCGAAGTAGTAGATGAGGACACCGTCCGATTCCACTTCTCTGAGCCTGCACCTGGTTTT 
GCTCAGGCCACCAGCTCCTTCAACGCTGGCCTTTATGCCGATTCCACCTTGGAGTTCGCC 
AATGAGGATTTCGCGCCAGGCAACGCCCAAAACGTCATCGGCTCCGGTCCTTTCGTGATC 
ACCGATGAAACCCTAGGCACCAACCTCACCTTGACTGCGCGTGAGGATTACGATTGGGCA 
CCACCATCACGCGAACATCAAGGTCGCGCGAAGCTTGACGCCGTCAATTATGTCCTCGCG 
GGTGAAGAATCCGTCCGCATCGGAGCCATCGTTGCTGGCCAAGGTGATATCGCCCGCCAG 
ATCGAAGCGCCAGTGGAGGCACACCTGAAGGATGCAGGCATCCCGATCATCTCCGCAGCC 
■AC.CAACGGTG TGAACAACAGCTTCAACTTCCGCTTCAAAAACGAGCTGCTCTCAGACATC 
CGTGTTCGCCAAGCTCTGATCCACGCGATCGACCGCGAAAAGATCATGCGTGTGCTGTTT 
AGTGATTCCTATCCGCTGGCAACTTCTGTGCTTGCGCAAAATGCACTGGGCTACAAAGAA 
CAAGTAGATGCCTATGTCTACGACCTAGACAAAGCAACAGCTCTGCTTGACGAAGCCGGC 
TGGACCCTTGATAGCGACGGCATGCGTCGCAAGGACGGTGAACTTCTAGAGCTCACCTTC 
AACGAAGCCCTCCCACAGCCTCGTTCACGCGAAGTTGTCACCATGGTCCAAGAACAGCTC 
GGTGATCTGGGCATCAAGGTCAACCTCAACCCAGGTGACCAAGCAGCCCAGGACGCTGAC 
TCCAAGGATCTCAACAAGATCCAGGTTCGCCACACCATGGTGGGTCGCGCAGACTATGAC 
GTGCTGAAATCCCAGCTGTACTCCACCAACCGCAACGAGCTGTTGAACATGACCGTGGAA 
GGGGAGACCGCCGATATTGGCGATCCTCATTTGGAGGAACTCCTCATGGCTATTGCATCC 
AGCCCACGCGAAGAGGACCGTGCAGCAGCATCTGCCGCAGCACAGGATTACATCACCGAG 
CAGGCATATGTTCTTCCACTGTTTGAAGAGCCAGTTGTCTACGGCGTGCAGCCTTACGTG 
AAGGGCTTTAGCCCCGAAGTGATCGGCCGCCCCAGCTTCTATGAGACCTACATTGACCAT 
TCCAGCGACCATTCCAGTGAGGAGGAC 

>RXAO 1 0 0 7 - downs t ream 

T AAATG AC T ACC TC GC AG ATTC T 



; >RXAO 10 08 -upstream 

"! ATTTATGTTCCAGAACTTAACACACTTTTAGACTGATCGGTATATTGGTTCAGACCAACC 
^ TGTCTAATTGGGGTATTTATTTTAATGATCAGGAGTTTTC 

y >RXA01008 

GTGAGCACAACCGATAAGCAGGTAGCCATCGTTGGAGTTGGCCCCAGAGGTATTTCCATA 
3 CTCGAAAGGATCGCAGCAGCTCTCAACACAGTTTCCCGCCCCAAACAAGGCTTGACCATC 
n CACCTGATTGAGGATGCCCAGATGGGTGCAGGCAACGTGTGGCGCACTGATCAAACCCGC 
]l ACGCTGTGCATGAATACTCTGGCCGGTGCGGTGACATTATTCACAGAGCCAGGCTCTACG 

1 GTGAGCGCTCCAGTGGTGGAAGGACCACTGCAATTTGATTGGATTCGCCTGCTGCGCGGC 

2 GATGAGGATTTGAGCGGCATTCCTACAAAAGCCATCGAGCTGTTCCGCACCTACCCCCCA 
^ GCTGCATCCGTGGCGGAGGATTTCAAGGAAGAGCTAGCAGCCACTGTTATCCAGTCCAAT 
J CCTTCCCGTGCTCTTTATGGCGCATATCTGCGGTGGGCTTTCGATGTCGCTTTGCAGCTG 

TTGCCACAGTGGGTCAAGGTCGAGCAGCACCATGCGCGCGCGATTGGCATCCGCGAAGAT 
GGTGACCGCGATGTGATCACCTTAGATAATTCTGAGATGATTTCCGCCGATTCCACTGTG 
TTGGCTGTCGGCTGGCAAACCCCCGCCCCCAATGCGGAGGAGCTGTCCATCGCGGCTGCT 
. TTGGAGGAGAACCCTGATCTGGTGTGGGTCAAGCCCGGCAACCCTGTCGAGCAGGATGCC 
AGCCTCATTCCCGCTGGCGAACAGGTGCTTGTCCGCGGGCTGGGCATGGGATTTTTCGAT 
ATCATGGCGCTGACCACCATCGATCGTGGCGGCATCTTCCACGAGGATCCCAGCACCCGT 
TCCGGTTTGCGCTACGAGGCATCTGGTGAGGAACCACACTTTGTTATTTCCTCCGGGCGC 
GGCTACCCCTACCTGCCTAAATCCGATTACAAATCGCTGCCACCAGGGGCAAAGCTAGCG 
CGACTCAAGGCTGTTATCGCGGCGATCAACGCGCAAAATCGTGGTGTCGCATCCATCAAC 
TATGATGCGGAAGTGTGGCCAGCTGTTGCTCGCGACGCCTACGAAGCCTATTACGAAACC 
CTTGATCGCGTAAGCCCAGAATCTATCCGGACCGGTCTGGATAAAATTGTGGAAATTATT 
GATGAGGTGGACGTCGATAAGCTTCCTAAAGCACTCGCCGCGCACACCGATGACGTCTTT 
GACCTGCATGCTTGGGAATTTCCGCTCGCGGGAATTAATGAAAGCGTCGAGGCGCTGACC 
GCACGCATCGCGGACGGCATGGCCCGCGATATTCGCCATGCAGTAACGGCCTGGGACAGC 
CCGCTGAAATCCGCGCTGTGGTCCATTTCCGCCGCGCGCAAACCCAGCTCCATCCTGGGC 
GCGGAAGGCCGCCTGACCTTCGAATCGCGCCGCAACCGCTTCGCCGCCGTCATGGCGATC 
GGCCAGATGGTCGGCTCCGGCCCACCGCTTTTCCGCACCCGCGAACTTCTTGCGCTTGTC 
GACGCCGGCCTCGCTCACTTCGCCGGCGCCCGCCCCCGCCTCAGCGTGAGCGACGGTCAA 
TGGCAGATCTCCTCGCCCACCACCGGCGATACGCCGCTGAGATCGAAAGTGCTTGTCGAC 
GCGTGGATGCACAACCCAGATGTGCGTCGCAACGCCGACCCGCTAGCACTGTCTTTGGAA 
GATGCCGACCGGGTACGCCCCTTCAACGACTATTCCGTCGACGGAACCGCTGCCCCCACA 
GGCTCCCCCGAAGTTGATCCGGCAACCCGACTTTTGGTTCACCCCAACGGCAACCTCGAT 
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CCGCGCGTGCACCTGATTGGCATCCCAACCTATGGGCAGCTGGCCGACACCACCATCTCG 
CCGATGCCTGGAACCAACCCGCTCATGCTGCAAGAAACCGACAAAACAGCCGTTCACGTG 
CTAAAGCAGCTCGGCTTGATC 

>RXAO 1 0 0 8 -downs tr earn 
TAGGGTGAGGTGAGTTATTTAAA 



>RXA01011 -upstream 

CCCGCAAACCGATTTCACTCGCCGACTCATCGACGCGATCCCAGGATCGCGCTATCGTGG 
TGGCGAACTCAATCTTGGACTATAGGAGCAGATCTTAAAA 

>RXA01011 

ATGTCAGATCTCATCGACATGCTGGTTGGAGAAGACCTCCCACAGCTGCGTGACAACCGT 
CCCCAAGCTCGCGACAATGCACAAAAGAGCTTCGAAGCTCTGCTCGAACCGGTCAACCCA 
GGAACCTTCAGCTTCGGCGAGCGTTACGCCGTGGCCACCTATGTTGCAGGTTTGCACCAA 
TTCGCGCCAGCTGTAGATCTCTACCAAGATTTGCTTCTCGACGACGCCCCAACCACCCTG 
GCAAACGCCGTCTCCGATGCCATCGACGAGGGCCTATCCGCAGGCCCATACGGCACCTAC 
CGTGAACCTGGACTTGAGTCCGAATCAGAGCCAGGCGGATCTGTGCGCAACGATGCCGCC 
AAGCTTGGCGAGCGACTTGCAGCAGCATTTGATTACGCACACCTACTAGTTTTCCACCCC 
CGTGATTCCCGCCCCGAGGTCCTTGGTCGACTCTCCGGCGCTGGCTGGAGCGCGGATGAC 
ACCGTGACATTGGCTCAGCTGGTGTCGTTCCTGGCATTCCAGCTGCGTGTTGCCTACGGC 
CTGCGCACCCTCAAAGGTGAAGACATTCAGGTGAAAGCTCCTCGCCTGAGTATTCCTGAA 
GCGAAGTGGGAACTGTCCAACAACGGCTTTGAGATCTCCACCTATGAAGAACTCAACCGC 
CCTGAAGCGTTTGTGAACCACTCTTTGGGCTGGAAGCCATGGGTACCACCAGTAGCAAAG 
GCAGATCTCACCGAAGAACAGCTGGATTCTTTGATCCAGCCTGAGCGCGCTGATATGCCA 
TACTTCCGTCTCTTGGCACGCGATCCTGCAGCATTGAAGGCGCGTACCCTGACCGATCTG 
GATATCTTCTTCAACACTGACGGCGAAGGCCTAGGACGTGCAGAGCGTGAACTCGGCGCC 
ACCGTTACTTCCCGCTACAACGGCTGCGTGTACTGCGCATCCGTGCACGCAGGACGTGCT 
CAGGAAGAATCCGGTCGAGCTGATGATGTCAACGCACTGTTGGCAAGCATCGACTCCGAT 
CTGGGTTCTGACCAGTGGAATGTCATCCGTGACGCTGCTCGCGCACTGAGCTCCACCCCT 
GCTGCTTTCAACCAGGGATGCATCACCAAGCTGCGTGGCGTTGGATTCAGCGACCTGCAG 
ATCGTGGACTTGATCAACTCTGTGGCGTTCTTCAACTGGGCGAACCGCCTGATGTTGTCA 
CTGGGTGAACCCGAAGTGCCAAAGCGTTTCCTG 

>RXA01 Oil-downstream 
TAAAACGCATAACCCCGAATACC 



>RXA01016-upstream ~ ' ~ ' 

TGCCCGTCGAGGTGAACGCCCAAGAATAGTTCTCTTTCGTCGACTTCTCACGTTGATACC 
GCTCGGCATCATCCACCAAATTCTCCAGCCGGGTGAAGCA 

>RXA01016 

TTGTTGCCGTATGCAATAGTCGGCCTGGTCATTTTGCTGCCATCCTCCTGGTTGCCTCGT 
TGGGCTGTCGCAGTCCTTGGCGAAGTGTCGCTTGTGCCAGCGGTGGTTTTCGGTGGCGGG 
TTCCTGCTTATCCCCTCAATGTTCCTGATCGGTTCAGCGCTCGTTAGGTATGGAGTAGTC 
GATCGGGCAGAGAACGCACCGCGGGCTATGGGAGTCTTTTTCGCCGTAAGCGCAGCAATC 
GCTATACCTACGCTGATCATCCAGGCACGTGACATCACTTCTTCAGGCTTCTCGATCGTT 
TCCACAGTGGCGGGACTCGCGCTTGGCGGCGTCTACATTTCTTTAGTGTTGCTGGCCTTG 
CATACACCGATTCGCGGTGCACTCGCTGCAGTTTTCGCACCTTTAGGGCGTATGGCGCTA 
ACCAACTACATTGGTGCAACGATCCTCATGCTCATTGGCGGGCTAATCGTGGATCTTCCA 
CACAGCACATCATGGACAGCTACGGTGCTCCTAGCTGCGGGTATTCTCATTATTCAAGAG 
CTACTTTCTGCTTTATGGTTGCGCCACTACACACAGGGGCCACTTGGGTATCTATGGCGT 
TGGGTGACTTGGGGAAGCCGTTCCCCCTTCCTTACCCGTTCCGCATCA 

>RXAO 1 0 1 6 -downs tr earn 
TGACAGGTACGGAAGTGTCCTAC 



>RXA010 17 -upstream 
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GAAATTTGAGGGGGCGCTACCCTTAGAAGGTGCGCAATGACACCACGATAGTTCGCGCCT 
AGTGTGGATTGCTAGAAAACTTTAAGAAAGAGG7VAATAAT 

>RXA01017 

ATGGCTCAAAAAGTAACCTTCTGGTTCGATACCACCTGCCCATTCTGCTGGGTCACCTCC 
CGCTGGATTAAGGAAGTCGAACAAGTCCGCGATATTGAAATCCAGTGGGTTCCAATGAGC 
CTCGCTGTCCTAAACGAAGGCCGTGATCTCCCAGAGGATTACAAGGAGCGCATGAAGGCT 
"GCATGGGGACCAGCACGCGTTTTGGGAGG^GTCGCCACCGAC.CAT GCTGACAAGCTCGGC 
GACCTGTACACCGCAATGGGTACCCGCATCCACAACGACGGTCGCGGACCAATCGAAGGT 
TCCTTCAATGATGTCATCGCAGAGGCACTTGAAGAGGTCGGCCTAGACGCTGCACTTGGT 
GAAGTTGCAGACACCACCGAATGGGACGACGCACTTCGCGCATTCCACCAGACCGCAATG 
GACGAGGTCGGCAACGATGTCGGAACCCCAGTGGTCAAGCTCGGCGACACCGCTTTCTTC 
GGCCCAGTGCTCACCCGCATCCCACGCGGCGAGGAAGCAGGAGAGATCTTCGACGCTTCC 
TTCAAGCTCGCAAGCTATCCCCACTTCTTTGAAATCAAGCGCAGCCGCACTGAGAACCCA 
CAGTTCGAC 

>RXAO 1 0 1 7 -downs tream 
TAATTAACGCTGTCTCTGCTTAT 



>RXA01 02 1-ups tream 

CGAGAGGCTTTTTTGGCTCTAAGCCTTTTAGTCGTGCGAACGAAATCTTAAGCAGCCTCG 
GTGCCACCGAGATCGATTGGTCGCTGTAAGGTATCTGATT 

>RXA01021 

ATGTCCAGTTCCGAAAGCTCGCGTTCCGAAGGCTCGCAGCCAGCACCGTCTGTACAGCCT 
GAACGCCGTGCTGATTCAACGGGGGCTCCTGCGGCAGCTTCCAAGGAAGCTTCCCAACAA 
ATGGACGCTGCCGGAGTTCTTGAGTGGGCCAGGACCGCTGTCGAGCAGCTTTCTGAACGT 
CGTGCAGAGATCAATGCACTGAATGTCTTTCCTGTTCCAGATGCAGACACTGGATCAAAC 
ATGACCTACACCATGACAGCTGCGTTGGATGAAGCGCTGAAACTGGGGGAGTTGGGTGAT 
GTCGCAAGGATTACTGAGGCTTTGGCTGTTGGTTCTGTGCGTGGAGCCCGAGGAAATTCT 
GGAGTAGTCCTTAGTCAGGTCCTTCGCGCTATTGCTCAGGCAGCTGCTGACGGGGTTATT 
GATGGCCACACAATCCAAGAAGCGCTATCCATTGCTCGCTCCCTAGTTGATCGCGCAATT 
ACAGATCCTGTGGAGGGCACTGTTGTCACTGTGTTGCGTTCT 



>RXA01023 

CCAGCCAACGGGGGAATTAACAAAACCCCCATGATTATTGCCCTAGTGTTATCTATTGTG 
TTGGTTTTGGCGGTGCTGTTCGGCGCCCGAGTCCTCCTTGGCCCCGCCGGCCAGCAACAG 
ATAGCCATGAGTGGGCTTCCCGCCCCAGACGCAGAATCTGCTGAGTGCGCCGCATTACTC 
GAGGATCTCCCCGGCGAGGCCTTCGGGCACACCCGTGCAGAAATCATGGATCCTGTTCCA 
CCGGGCGCTGCCGCCTGGTCCACCTCAGACCTCGAGCGTGTGACGCTGCGTTGTGGCGTC 
GATATGCCATTCCAGTACACCGCGCTCGCCAACACCGTCGACGTCGACGGCACCACCTGG 
CTACCTGTCTCCGACATGACCCCCGGCTCCTCCCTGGAGACCTGGTACTCCGTCAACCGC 
TTCCCCGTCGTCGCCATCACCGCCGATGACATCAGCACCGACAGCGCCGACAACCCCGTC 
GACCCCTTCAGCAGCGCCGTCGACAAGCTAGAAAAGCGCGACGGCCAGCCCTTCGACGCC 
CCACTTACCGGCTTGAGCTCAGCCGGCACCACATGCACTTCGCTTTTCGACGCCCTCCCC 
CGCCAACTCGAAGTCGGCGGCGACGACGGCACAACGTACGAACGCATCGAGGAGGACCGC 
ATGCAGGCCGCCGGATACTCCGACGACGCAGTCGCGTGGGACACGCCGGGATTAGAACCC 
ATTGTGATCCGTTGCGGCGTGGAGCCTTCTGAGAACTACGCAGCCGGTGCCATGTTGCAG 
CAGATCGATGACATCCCGTGGTTCGAGGACACCATTTTGGCCTCCGGTACCACCTCGTCT 
ACCTGGTATGCCCTTGGACGCGAGATCGACATCGCCGTGTCTCTGCCTCAGGCTGCTTCC 
TCTTCCCTGATTACTATCTCCGGTTTCATTGAAGACACGGTTCCTGCGGAA 

>RXAO 1 0 2 3 - downs tream 
TAAGACATAAAAAATCGCCCCAC 



>RXA01028 

TTTTACCAAAACATTTTGGCCTCTTCACGCGGTTCTAATACCTTCCTATTCTCTGTCCCC 
TATATCCCTGCAACAGAAGGAGAAGAAACCCACCCTGCAACAGATACCAGCACTATTGCG 
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ACACCAACCTTGAGCTTTGATGCTTATGGTAATAAGGCCGAGGTCATGCCGACTCAATCC 
ACTGTGGATAAGCGCGTGCCCTCTTTGCTGCAGTATTACACGCGTACATTCCATGTGCGA 
CAAGATACGCAGCAGGCTGTCTTTGATGTTATTGGCGCCAACCCCGTGCTCATCGCCGCA 
GCAAAAGCTGCATCCATATCACCGGCTTCTGCTGATTCACGTAGAAAGAAGGGCCTGGCC 
TCCACCAACGCTGACCCAGTAGCCAAGCATGTACTAGAAATTGCAGGAGCTGATGTGGAA 
TCGCTGCGCCATGAAAAGGATCTCAAGGTCACCAAGCACACTGGCCAAGACCCAGCACTG 
CCTGTCGTGGTCTTTAACCAAACCATTTGGCATAACCCCAACGACGATGTGATTAATGCA 
TTACTGGGCGCTATTGAeeAGGA-TGQG-TACAT-TGACATGGCGAT CTCGTCCTACAACAAG 
TCCTGGCACAACATTATCCCGGCT 

>RXAO 1 0 2 8 -downs t r earn 
TAACTACCGCTGGGTAGACCCCT 



RXAO 102 9 -upstream 

ATGGGTGGTTGTCTTAATTAAGGGTGTTGCGTGAAACACGCAACCGGAGAGGAGGGTGAA 
GTGTGGGGTTCCTTGCGGGCGTATGTCCGGGGTGCTTGCT 

>RXA01029 

ATGCTTCAAACGATTTCATTCAAGAAACTTAATTTATTAACAACTCTTAAAAGAAAAGGA 
GAGCTGGTCATCATGATCACTCGTCACGATGTTCCCTACATCATCGCTCCGCCTGTCTAC 
GCGATCTTTGCGAGCCTGATGACCACGCCACCATGGTTTTATCGAACCACCTACACCATT 
GACGGTTTCGATTTTAAGATCAGCTGGGTCTACACCATCACCATCTACATCAGCCTCATG 
ATCCTCATTATCGGGTTCTACCAAGCCAATATGCGCAAAGCGTGCCCTTATGAGGAAGAT 
CCTTTGGTCGATATTTGGCACAAGGTGTGGAGCACTGCACTCTTTATCCTACCTATCGTT 
TTATCCATCGCGGTGTACTCACTGATCACACAGCGCGGGTTTGACTGGTATGTCATGGTG 
TTTATTCTCCCTGTAGGCTTGATGATCGCTTATGGATTCTTCAAGCCCTGTGATTGCGAC 
AAACACCGT 

>RXA0102 9 -downstream 
TAAGGTATACTTGTCCAAGACTT 



>RXA01031-upstream 

CAGCTGAACTTGATCATTTTGATGATCTGCCAGTACAGCGCCAAGAAGATCTTGGCACCT 
TAGTTGTTATCTCTGCTGTTCACGCAAGCGACTCTGCGGC 

>RXA01031 

ATGAAACTGCTGCAATACGCAGGTGGTGCTGTCTATGTCGATCCAGAAGATTCTGCGCAG 
TCCCAAGACCTGGATGCCAGCACTGCACGTGATGTTATCGACGCTACCAACACCGCCATG 
ACCACTATTACCTCTCGCCCCACCATGATTGTGCACCTGCACAAGGTGCGAAAAGTCATT 
GAGATTTTATGCAACCCTGCACTCGGCGGTGAACCTGTCAATATCGACCAGGACGAGACC 
GGAAAACAGGTGTACACACCCACCCCAACGCTTGTCGCCTATCGCTTTATCTCTGACAAA 
GAAATCCTGCTTCATTACCTGGCGCAGGCGGGTGTGCAGGGTGTGGAGGTTTTTGACGGG 
TCGCCTGACATGCTGAGCCGTTGGAATGCGGGACGCATTCCGGTCTTACTTTTGCAGCCT 
GCGTCTGCTGGTCACGGCTTGAATTTCCAGCACGGCGGGCATCGCTTGGTGTGGTACAAC 
CTGCCCGATAATAACGAGCATTATATGCAAGCGAATGCTCGTCTACATCGCATTGGTCAA 
AAGAATCCCGTGACCATTCACCGCATTATTACCGCTGATACTTATGATGCGAATATGCCG 
GCGATTCTGGCCGGTAAAGCAAATAGACAGCAACGTCTCATCGACGCCGTGCGCCGTGAT 
CCAGTC 

>RXA01031-downstream 
TAAGACCGGCACGATCGCACCGT 



>RXA0103 2 -upstream 

AGCTAATCAGCACCACCTACAACACCACAAACACACCCCAATCAGCATGATCGTGCCGGT 
TGGGGTGTGTCTTATCCCCTAAGAAAGTGACACCTTTACC 

>RXA01032 

ATGTCAGACCACGACGCCCCACAAACACCGATCCCCAAGGGGTTTTGGCAGCAGATCGAC 
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CACCAACTCGATCGCCTCGGCACGCAGCGCCCAGAGACCTTCGCAGCACTGCGTGACATT 
TTGCTTGATCCTGCCTACACCGCCATTGTTCATGACCGTAATCGCTACGGCGTTGTCACC 
TTTGACACCAACTCAGCCTTCTTCTCAGGCTCTGGCGGAGACAACGGCTTAGCCGACGTA 
CTCATTAACTGTGATTGGCGCATGACTGACTACCGCGCCGAGTACTACTACGTCATGACA 
CATAAATACACCAAGGAATCGTTTACCTATATCGAGGGCGACGTGAAACGCGGCGACCTC 
ATCCCGCCTAATAAT 

T^p[XA0r03'2~d'owns1:ream— ^ 

TAAGGACAACCGCCATGACTCAG 



>RXA0103 3 -upstream 

ACGTCATGACACATAAATACACCAAGGAATCGTTTACCTATATCGAGGGCGACGTGAAAC 
GCGGCGACCTCATCCCGCCTAATAATTAAGGACAACCGCC 

>RXA01033 

ATGACTCAGATCGCCATGTATCTCGCAGGACCCATGACAGGTATCCCTGAATACAACTAC 
CCCACCTTCCATGCAGCGGCTAATAAGTTCCGTGCAGCTGGCTACACCGTACTCTCCCCC 
GCTGAAGACGAATATGAATCCCAGCTCACTGCACCATTGCCTGAGAACGCTGAGCACAAA 
TACGACCACTACTTGCGTCTCGGTATCGAAAAGCTGCTCAAGGCTGATGCTGTCCACATG 
CTTCAGGGATGGCAGAGTAGCGCCGGTGCCACTCTTGAGCACGATATTGCACAGAAATTG 
AGGCTTGCCATTACCTATGAAGAACCACCAGCATCC 

>RXA0103 3 -downstream 
TAAGGCGCCTCCGGCATAGCGTA 



>RXAO 103 4 -upstream 

AGAAAGTATGTCAATAACTTTGACATAACCTAAACACAATAAATTATGTAGTATTATGTG 
ACACTAAGTTATTACATTTATTACATGATTGGTTAGGACT 

>RXA01034 

ATGGACATGGCCATTATTCAGTCGGTCGAATACACATCTGATGTCTCACATGAGCGCATC 
ACCAATGTCGTCTCTGTAGGCGTGGTCTACGAGGGTAAACAGTATGTAGTGGACCTTAAT 
GGTGACGACATTGATACTGAGCTCGATATGATCACGCTCAAAGAAGTCATCAAGATTGGT 
CGTGAGGAATCTGCACGCCAGATCCGTCGTGGATCTGTAGATGCAGAGCTGCACCGTAAG 
GCGCGTTTGTGGGCTATTGACAATGACATGGCCGTTGGTCAACGTGGTATCGTGCCACAG 
GAAATCATCGACGCGTACAAAGAGTACTGCGAAAAAGAAGGCATTCCTTTCGAA 

>RXAO 103 4 -downstream 
TAAGAGCCCTGTGGAGAATTGTT 



>RXAO 103 5 -upstream 

GGCAGTGATGCACCGCACTTGAGAAAAATAAATCATCTCAAGAAACAAACTAATACGTTA 
TTATTGTAATTTAATTAGAGAAAAGAAAGTGACTTTTAAA 

>RXA01035 

GTGCTTATTCGCATCGCCGAGCATCAAGGCCGGCTCCATGTCCATAGCCCCTACTCAAAG 
GCTTTTGCCGCCCGCGCTCGAAAGCTCAACGGTCTCTGGTCACCCGAAACGAAGACCTGG 
CATTTCAGCCCCGATAAAGAACAACCGGTGAGACGCGCACTCAAGGATGTCTACGGCTGG 
GATGAATTCACCACACCCGAGCTATGCACGGTGCAGCTCACTGTGACCCCAGAGGCAGTG 
CTCAACAAACACACACTCACCATCGCTGGTGTTACACTTCTGAGCCGTTTACGCAGAAAT 
TACTCGGTGTGGTTGGGTGATAATGTCCGCATCATCAGTGGCAATTTCCCAGAAGCAGCA 
GGATCACCCCAGTACCCCCTCATCATGGGTGTGAAGGCTCAACCCGTTGTTATCCATGTG 
CAGGAATTCCCTGTAGATGCTGTTTCGACTATTCCCCCGCGATTTAATCCTATTGTTATC 
ACTGCACCGCCGAGCATTGATATTGCTGCTCTTCGAGCTGAACGCGAACAGCTCACCCGA 
CGCATCAGCGAAATTGACAAGAAAATCGCACGTGCTGTGCATCCAACCATTCAGACTGAG 
GCTGCC 

>RXA0 1 0 3 5 - downs t r earn 
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TAATAATGATGCAGACTCTCAAG 



>RXA01 03 6 -upstream 

CTGAGGCTGCCTAATAATGATGCAGACTCTCAAGCGGAAAATTCCGCTCATCTCATGCAA 
TGACCTCAAAGAAGTGCAGTTACTTTTTCTTAAAGGTCAG 

>RXA0T0"3"6 

ATGCACACAGTCGGCTACAAGCTAGATACCGATCTTCGCAAGCTCACTAATACCGATGTG 
CTTGATCTTATTAACGCGCTCTTCGGCACCACTGTGACCAGCGCAGATGACGAAGCAGCA 
GATTTCATTGACTCTGATCCTCAGTTTGCAGTGCTCGTTGAGCTGGCCTACCACGACTGT 
GCACGCCGCGCTGCCATGGGTCTATCCAGGGTACAGCAGCTCATCTATGACAATGCGGCT 
AAATCAACCTACTACCGCAGCGTCGCAGCTAGACATCGCAAACACATCCGTGAACTCCAC 
GAGCAAACACAGCGAGATGGTATTCACTTCGACAACCCGTTGTCTCGTGCAGTCATCAAC 
GATCTCAGCATGTCCATGAACCGTGCTCGACTAAACCGCATCGCTTCATGGAAATCAGCC 
GGCGTACAGCGCTATCTCAACCCCACTATCTCT 

>RXA01 03 6 -downstream 
TAGAACCACACACAACCAAGAAA 



>RXAO 103 7 -upstream 
3 CGACTAAACCGCATCGCTTCATGGAAATCAGCCGGCGTACAGCGCTATCTCAACCCCACT 
3 ATCTCTTAGAACCACACACAACCAAGAAAGCAGTCACTAC 

=J >RXA01037 

5 ATGACCACCTCATCACCCCTTAAGTCCAAAAATTCCCTTAACGGCGCGCAGACCACATTT 
GTCCGCAATTGTGTTGCAGACGGCCCAACCGAGGTAAAAGCCACCATTGATGCACGTGGC 

2 GGTATCGAACAGCTCCGTGACAATGAGATTTCACAGCTCCCCGACAAGCTGTGGTTCAAT 
===5 AGCGCAACCTCCGCATCCAATGACGAGTTCACCACCGATAACATCCGACTTGGGTTGCTC 
J TACAACATGGCACTGAATAAGGCATCGGCTCATCGCTATGAGCTTGCTGCCCGCTGGTAC 

GCCATTGTTAGCCCTCAGCCATCGCAAGAAGCTAGCCACAAGCGCATCGCGTCCTGGCAC 

3 CTTACCCAGCTGCACGCACTGGTGACCCTATCTCGCACCCTAGGGGTCATCATTCCTGGT 
n GATGAGATCGACGCTCTAGCGCAGTCTATGGAGAATGCTCGTCAAGTTGGCACCGAGAAT 
\\ TGGTCCACTGTCACCATGCGCACCTACGTGACCAACCGCAAGGCATCC 

^ >RXA0 103 7 -downstream 

f TAATGACTCGCGATATTTTCCAC 



>RXA01 03 8 -upstream 

ACGCTCTAGCGCAGTCTATGGAGAATGCTCGTCAAGTTGGCACCGAGAATTGGTCCACTG 
TCACCATGCGCACCTACGTGACCAACCGCAAGGCATCCTA 

>RXA01038 

ATGACTCGCGATATTTTCCACGAGGCTGCAAAACTCATCGCACACCTGGGGTGGAGGGAC 
GCTTTTCCAGCACTACAGCGCACTGACCCAGCGCCAACACATGCTGTGCCGATCAGGGCC 
TTTGATCTCAAGGCGGGCGCCGTCATCACCGATGAAAATCGAAGCAATGCTTATATCTAT 
GACACCCTTGTCATCACGCAGCCATATAAGCACGAGTTACCTCATCAAAACACCCACCCT 
TTTGAGTGGGCCCTGGAACAAATTGCCACGCTTGATCCGGCGTTCTCGATCAAGCTCGAT 
CGCTCAGTGACCGTCCCTGAAATTGGACTCTACGCCCGCACACTGCATGACCTTAATACT 
CGGCATCAAGACTTCTTGGCACAGCGCAACGCCATGTTGCTTGTTGTTGCCCGTCGTGGT 
GTTGATCCAAAAAATATCGCAGACGTACTTGGTTTAACCACCAATCAGATACATCGGATT 
CTCAGTGCTACTCCGGCTGATTCCCCTACTGATTTAGGCGTTAACCCCGCCACAACAATG 
GGTGATGTAGTGAGGTTTATCAAGAAACGTCGCACCACTATGCAACTACGCGGCACCGCT 
GTCCGTGCACTGCTCTATCACGGCCTTACGCCGGCAGTCATCTCCCGACTAAGCGGCATG 
TCGCGTGCGGGTGTCATCAACGCAGCCAAGGCATTCCCCACCACCATCAACCACAAGGTC 
AAGAAAAGAAAGCAGCACTTCCATGTC 

>RXAO 1 0 3 8 -downs t r earn 
TAATCTCGGCACATACTATGCAG 
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>RXA0103 9 -upstream 

AAACCTATATGTTAATAGTAACAGAAATTAATAAGATACTAGAGTTTAATTTGTAGTATC 
CAGGGAACATTAAACGGGTAAAGGTAAAGGACAAACGAAC 

>RXA01039 

ATGGCGATTAAAGGCGeAATGeGGAAAAATCGAGTACCAGGTGTG GCAGCAGGTGCGTTT 
ATTGCTGCTGCCGTTATTGCAGGTGGATCAGGCGTGACCTTTCTCGCCCAAGGCGGTGGT 
GATGTCAATACAGTGGCCGTCGTCGAGCCACAGGACGAGGTAAAAAATCAGGTCGTGACA 
GAAACCGAAATTGTCACGAAGGTTCACGATCCTTCTTCATCTGACGCCAGTGATGCTGAC 
AGCAACACAGGCACCGCCGAAGGCGCAGACTCAGATCACAAAGAACCCCGTGAGCACGAC 
AGTGCTCAAGAGCCAACGGCTCCGACCGACCCCACCTTGACCATTACCGGCAACGGTGAC 
ACACCAGTATCAGCACTTGATGCTGTCGCAGGACCTGCCCGTCCAGGTACGGTGCACGTC 
ATTGAGAATGGCGAAACCTTGTCCTCTATTTCTCAGGACAGTGGTGTGCCGGTTGGGTTG 
ATCATTGATCGCAACAAGCTTGTTGATCCAGACCTGATCTATGCAGGCACGCCATTGGCG 
ATTCCGACTGAGCAGGAACTTGCTGCTGCGATACAG 

> RXA 0 1 0 3 9 - do wn s t r e am 
TAATGTAGTGGTAGAGGGTTAAA 



>RXAO 1040 -upstream 

TAATTTCTGTTACTATTAACATATAGGTTTTTTAAAGTTTCGTCTACATAAACCTGCAAC 
AGAAATCACTACACCCAGTTCTCGAAAGGCTTTTTCTCTC 

>RXA01040 

ATGACCTACCCAGTTACCCCTCAACCTGTGCAGCCAGCACCAGTCGCCGAAAAGATCAAG 
GCATCAAGCCTCAAAGAAGGCACTCAGGTATTTATCAAAGGTCGGGTTAATTACTCCCGC 
ATCGCAAGCTTTATTACTGGTACCGAGCGCGAAAACCGTAATCGCGACAGGCTTCACCCA 
ATCGAATTCGACTACACCTCCCTGACTTTGAGCCACCCTGAAATCATCTACGGCAACCCG 
CAACAAAAGACCAATGAAGAACTCTTCCTTGAGCAGCGAATCTTTGTCGGCAAGAAGCGT 
CCTGAAGAGGGTCCAAAATTCTCCATTGACAACAAGAGCAACCGTCTACCACAGGTTTGG 
GTGCCATCCACCAATGCTGATGGTACTTATGAGCAGCTTGAAGGTCTCGAAGGTGAGCTC 
GACGCAGGGCTCAACGTCATTATTCTCATCGAGTTCTATAAGCCACGTACACAGGTTAAT 
CGCGGCTCCCGCCTCAACGCCGTGTTCCTGCAGGAGCCCATTCGTTACTACACCCCTGGT 
TACAATGCAGATAAGCTCGCTGCCCTCGGAATCGTACTTAACGCACCGCCAAAGGACACT 
ATTCAGCTCGTTCCTAATGAGGTCGCTGCAGGACAAGACCAGTCCACCACCGATGCATCC 
GGTCTCCCGCTTCCAGGCCAGGGATATAGCGCACCTGATCAGCCATATCAGGCGCAGCCT 
CAGTATCAGCAGGCAACCCCAGCGGCTGCACCTCAGCAGTACCAGGCCCCACAGCCCCAG 
TACCAGCAGTCAGCTCCACAGGCACAACCTGCACCGGCACCAGTTGCGCAGTTCCAGCAG 
GCAAGCGCCTCAGGCACCTGCTCAGCCAGCACAGCAGCAGTATCAGGCACCACTTCCTGC 
CGG 

>RXAO 1 0 4 0 -downs tream 
TAATCCTCTTGCAGCAGGTCAGC 



>RXAO 1041 -upstream 

ACAGCAGGCAATGCCTACCCAAGCCCCACAAACACCGGCACAACCAGTTCAGCCACCAGC 
ACCACAAGCCGGTTCTGCATTTACCGATGCTCCGGGTGCT 

>RXA01041 

GTGCCACAGGCACCAGCAGTTCAGGCTGCTCCCGCTGTAGCTCAGGCGCCTGTCGCGCCA 
GTAGTTGATATGACCGAGCCAGCATCCCCATGGGATCTTCCAGCTGCACCTAGTCAGCCA 
GCGCAGCCAGCTCAGGGCATCACCTACCCGGCA 

>RXAO 1041 -downs tream 
TAACAACCAGCACAACCCTTAGA 
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>RXAO 1 0 4 2 -ups t ream 

TTTTTTCACCAGGGTCGAGGCGCGGTCTGTGTGCCCACCTCGACCCACTTTTCGCCCACC 
ACTTTTCGTCAACCTACCAACAACAAAGCCCAGGTCACTT 

>RXA01042 

ATGGTCAACCCTTTTCACACGCTTGATAACTCACCGTTTGATCCGGTGGCACAGTTTCCT 
GCGTTTTATCACAACCCGCTTATCAATCACTTGGGCCGCCGTCGCGCCTGGACAATCTCA 
-GACATCAACAAACGeceeATeAA-TGTGGAACAGAT-GCT-GACCACGGC CACCTACGGTAGC 
CCCGTTATTCATGGTGCCCGCATTGAAGACGCAGCAACCTCCCTACTTACCCTGGATGAA 
CTGCGTACACAGATTCCCACCGCTGCCAACAATGCGTTTTATCTCGATGCTGTCCAAGAT 
GGCTGTCTTATTTTAGATATTGAAAAAACCTGTCCCCCCGAGGTCGCAGCCACACTACTC 
ACGCTCTCCCCCACCGCCTTTTACACAGAGGTGTCCATGAGTGGTCGTGGCTATCACCTC 
GTTATGCCGATACCAGAGAATTTTGCAGCGTTTCCTGCCGTACACAACAAACCCAGTATC 
AAACACCCCAAGCGCTGGTTCGAAATTCTTACCTCACAGTGGATCACCTTCACCCGACAA 
CCAATCCCAGAGCATGTTCTCCATCACAGTGAATCTGCTAACACAAGTGCTGTGCCATGG 
TTGAATGATCAACCACTTACATGGGAAAACGTCTTTGCAGACTTAGCTAAAACTGTTGCA 
CCCAACTTAAAAACCGGTGCCGGACTTACCATCACACCCAATGCACTGATGCCACCAGAT 
CTCAGCGATGCTGAGCGCATTCGCGACGATGAAGTCATCGACTCGACCTGTCGATTATTT 
GCCGAACATTACTCGAAAACACTTGCGGACTTCTATGATGATGCATCCCGGTTCGAGTTC 
AGCCAAATTGGTGTCATTATCAATCTACTGCTCCCCACTATGAGGATGCATCCCACCACG 
ATCAGTCTCGACAAACCCATCAACTCCGATCACATCATCAGACTTCTGTTCGCTGTCGCT 
ACTCGCGTGATCACTCACCGCAGCAAACATGATGAGGAGCGATCTGGCGTTCCGTATCTG 
ATGTATCAGGTTATTTCCTGCCTTGACATGCGAGAACACCCCGACAATGGCGACTACCGT 
GTCGTACCCTCCCGGCATAATAGAGACCAACACAGCAACAACCCCTCAGCTCATGTGGTC 
CACCAACAACCACAACCCCAGCCCAGCGCAGCAGATTCGCCACATCACTACCGTGCACTA 
CCCCAAGAAAACACGGTGTCCGAACACAGTTTTAAAATCTATAACCCACCAGCCACACCC 
CCTCTAGGAGGTGAAAAT 

>RXAO 10 42 -downstream 
TAGATTTATTATTAAAACACTTG 



>RXA0104 3 -upstream 

TACTAGGTATAGCAACGGATTAAATAATCACTATAATTAATTCTTTCCGTACTCATTTTA 
ATCACTACCTATTCACCACTTGAACGGAGCGTTTTTCGCC 

>RXA01043 

ATGTTGAAATTCCGCATCATCTCCACAGTCACTACTGGATCTCAGCCAACTCCACGAAAA 
AGCTGGAGCCACCCCGACACCACTCTCCTGGTCACCATGGTCACTGCACCATCGCTGTGC 
TCAGCCATCAACGTGTGGAACGCAACTGAGCGTATTCCCGCTCAAAAAATCCTTAATGTC 
GAAGAAGTACACGTTCTTGGTGAGTGCAGCGACGCCATCATCTCTACGTCACTAACCAAA 
AAGGACAATCCGCACGCACTTGTGCCCGATGATTTCGACCAAATCGGCGATGTGTTTGGC 
TATGCGCAAGACAATGTAGCTGTTTTTGATGTCATTGTCGCAGCACTGGGCGGTGCTGGT 
TATGGCCTGCTACCCGGACTGGTCATGCACCACATTGATGAGCACACCGTTGCACTTGTC 
TTTGATACTGATTCCCCTACTGGGACGCATATCCTCGGTGAGCGCTGCGTGTACTCCGAC 
ATCATTCACATGACTGACGATAAGTCTGCCCGTGGCTGGGGTGCAGTCATTGCCATAGCA 
CGAGCCATCATCCTCAAAGTCGAACAGATCATG 

>RXAO 1043 -downstream 
TAGTACCCCACCATGACTCACTT 



>RXAO 1044 -upstream 

CAGATAGCCACTACCTACACGCATCTGTTGTGCTGAAACAACAGCGCGACACTCACTCTT 
CTCATTACTCAACAACTTACTTTTAAGGACTACATAACTT 

>RXA01044 

ATGTCTCTCTACCTTGACGACACTTTGTCTCGCATCGTTGAACTTGATCTCAAAGACACC 
CGCATTGTGCCGTTTCTTGCTGGTGAACCAGGTATCGGTAAAACCTCATTCATCTACGGC 
ATCGGCGAACGTGCAGGCTACAAAGTCTTCAGTATCTCGGTTAACACCCTTGCCGATAAG 
GGTGACCTCACGGGCGCTCGCACCCTGCAGGACCCTGCCGATGGCAAGTGGAAGCAGATG 
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TTTTTCCCGCACGCGACCTTCGTCGAAGCAAATGACTATGCACTAGCAAACCCAAACGAA 
ACGGTCGTCATTCTTCTCGATGAGATTAACCGAACTGATTCGGATGTCACCTCTGCCTCG 
ATGACTATCTCTACTGAGCGTCGCGTTGGTACCACCGATCTAGCACCCAATGTCCGCCTT 
GCTGTCACCGGAAACCTCACCGGTAATGTCACCCACCTTGATTCAGCATCTCTGACCAGG 
TTCTCCCTCTATGAGGTCAAGCCATCCGCAGAGACCTTCATGAACATCATGGGCGGCCGC 
CTCAACAAGTACATCCGTACCGTGCTGACCAAATACCCGGAATACATCTTCATGAAGCCA 
ACTACTGCTACTGCTCTTATTACCACTGGCGATGATGATGACGACCATACAACCAATGCG 
AAGCAAATGATGGAC-TTCAAC.GCT.GTGC TCGGTTCAGACCAAGACATGGTTCAATTTACC 
GCACCTAGAACTATCGAAGGTTTGTCCGTCTGGCTCAACAACGCCGATGATGACTTTCTT 
CGTCTACTTCTACAAGAAAAGGTGGATGGTCTTGCTCGATCCATGAGCTTGCTGCAGGCT 
ACGCTCGAATCTCACACCGGCGATACCGCTTTTACCGCAGAAGTCCTCAGCGAAATGACC 
AATGATCTGCTGAGCTCCGCATCGCAAGCTCCTAGTGGTCCAATCAAACCATTTGTCTAC 
GACCGACTCGCTGCTGCACCAAGCAATACTGTACTGGAACAAGAGGTTCACACACTCAGT 
CTCAATGACCGCGCCGATGTCTTGTTGTTTGCCCTCCATGACACTGTAAACAACGCTGCA 
CCAAGCATCATCGCTCACCTTGCATCTGAAGGCGTACTTGATGAACTGCCCAAAGACAGA 
ATCAGCAAAATTGTTTCACTCGGTCCTGTACCAACGGCAAACTATCACGCCTTGACCAGA 
CAGGATACAACGTTGACTCGAAATCTCGGTCCCGCTGTCTTGGGCTTCTTGGAAAGT 

>RXAO 1044 -downstream 
TAAAGCAATTTCCTAAGTACCTT 



>RXAO 10 45 -upstream 

CAGCTGAGGTAGTCATCTGTCTACCTGCGTGGAGTAGACACTAAATCCTGTCCACGCACC 
CTTACCCTTCTTGACACTAGTAATTGAAAGCGATCCCCTC 

>RXA01045 

ATGGTTACCTTCAGCGTCGCAAATCACGCGCCTCATACTTTTAGCCCATTCGATATTGAA 
CCACCACTCACCGGTAACGCCACCACCGACGAACATGGTTACGAACACACCTCAGTGCTA 
GAAAAACTAGCCTCCAACCACCTGTTCAATCCAATCAATCCGCAACACCCAGTCACTATC 
ACAGCCACCGAAAACGGATCAACCGTTGATCTTGATGCAGCAGCACTAGCACAACATCTT 
GCTCTAGCGATTACCCCAGACTCAATGCTGGCAAATCATCAAGGCTACAACCGTGACATG 
ATGGGTCTACTTTCGCAGCTTACTAACCATGTTGGCTTTGATCGCCGATTCATTGTTGAC 
CAACTCTTTATCTCCCAAGTGCTCAAAGCGAATCGTCTACCAGCACCGGCAAACAACGTT 
ATTTACACCGTGCCCAATGACGTTATCCCATCTGCTAAAGACATCTTGTCCACCACTGCA 
AAAATGAACAATCCACTGACAGTTACTGCAAGTGCCCCAATTACTGTTGACGACATTCAC 
ACAGCCTATGAGGTATTTTTCGCTTCTCTTGCCTCAGTGTTTTTCCCTTATACCTACGGT 
GCGGTATTCCTTAACAACGCAGAATTCGTTGAGTTTGTTGATTACCTTATTAACGAAGCA 
ACAACACTGCACTCGGCATCACTCATCTCCAACAACACCTTTAATAGGTTCCAATCAATG 
CGTAACATCTCCATTGATAATCTCACCGCCGAGTTTCTCTTACGCAAAAATGAAGCAGAG 
ACAACTGATGATTATTCATTCCCCCGCGTACTTGTTTCCCTGCTGCATTCTTGGGTGAAA 
CTCAATCACGATGATGCTCGTGCTAACAATGATGCACCCACCTGTGCACTAGCACCGTTT 
AGTGTGGCTCAATGGATCATGCCGGAGACCATTGTGTTTATTAATGCTGAAGCTCATGCT 
CATGCATCCTCCCAGGACATTGAGAAGAAATGGAAGGAAATTAATGCGGCGTTAACAGGG 
TCTATTCGTATTATGTCGCCAAATGCAATTTCCAAGCTGCAATCTGCTCAGCATCTCGGG 
ATGCAAGCACAAATGCAGGCCATGCGTGCTCGAAAAGATCACCACAACATGCAGAAGCGT 
TCCTCACAAGAAAACGACTTTTCCAAGGCACTCCCCTCACCACAGACTATCGTGCTTTCT 
GTCGCAGAGGTTCTGCGCAAACTCACTCACGTACGCCAATCGCACAACCCTCAGAAATAC 
CAGAAGAAGTCTCTGACCAGAGCTTCTCGCCGACACCCGGATAACCCTAATGTCCCTGGC 
ACCATTAAGAGCAAGCTCTTCTACCCTGACCTGCATGTTTATGTAGATACTTCTGGTTCG 
ATTAGTGAAGAAAGCTACCGCAACTCTGTGGTTCTGCTCATGCAGCTTGCCACCAAACTG 
GACATCAACCTCTATTTCTCCACCTTCTCTCACGTGCTCTCCGAAGAAGTACTATTGCCG 
ACCAAGGGTAAAACACCACAGCAATTGGCAGCTCTTATTTCGGCCATCCCAAAGGTCTCT 
GGCGGTACTGACTATCACCAGATTTGGGATTACATCCAGATCAATCCGCAGCGCCAAGAA 
CGCATGAATCTTGTGTTAACTGACTTCGGATTCATGCCGAATCGCGGCTTAAACATCGAC 
CACCCAAGTTCTATTTTCTACGTCCCAATCCTGCCTGACTACGGCAGCTGGTCAATGGTT 
CGAAGAGATATGTCTCATTTCGCAAATGAAATGGTTGACTTCGACCCCTATATCCACAGC 
CGACTACTCGGCGTACACGGAAAA 

>RXA0 1 0 4 5 - downs t r earn 
TAGCAGCTGATCCATCTAGGGTC 
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>RXAO 1 0 4 6 -ups tream 

TAGCGATCCTAGGCAAAATGCACCAGCTAACCCCACCGCTCAACCGCCATCTGCCCCCAC 
CTCACACTCATCACAGCAGGGTCTCCCTCCGGGCGCCATT 

>RXA01046 

ATGATCCCTTTTCCAGGGCAACCGCAGCAGCAAAGCGCACCCAATGACGAGACCCGTTTC 
ATCGACCTTAACGAACGTCATAAAGATGATGAACCAGCCCTGTTTC'G'CGATGATGTTATT" 
GATCAAACTCTCGCTATTTTGATCAGTAAAAATAAGCCCAATGCGCTACTCGTTGGGCCT 
GCCGGTACAGGTAAATCCCGTATCGCAGAAGATATTGCGCGCCGCCTTGCCAATGATGAC 
GTATCTATTCCCGATCAGCTTGTCGGCCACCGTATTCTTGATGTCTCCATTGCAGAGCTT 
GTTGCTGGTGCTGGCGTTGTTGGTCAGCTCAAGAAACGCATTCTGGATCTCATCAAGTAT 
GCGACCGACCCGAGTAACAAAGTCATTATCTTTATTGACGAGATTCACCAAATTGCTGGT 
GATCAGTCCAGTCACAGTGGATCGCAAGCCAAAGTTGCTCAGATTCTCAAACCCTATCTT 
GCCCGTGGTGACCTTCGTGTTATTGGTGCCACCACCACCCAGGAAGCTCGTGACTTCGAT 
CATGATCCAGCCCTCAAACGCCGTTTTAGCAGAGTAAATGTCGATGAATTTGATCGAGAT 
CAAACGCTCACTATTCTTCATGCTGCACGTGATGGTTACCTCAAACATTTCAACAACGCT 
GTCACGGTATCTGACGACGTACTGGGCTATGTCTACACCTACTCGCAGCAATTCAACCCA 
GGCAATACAGCACAACCTGATGCAGCACTGACGCTGTTTGATAAGGCGTTGGCTTCCCTA 
ACTATGGAGAAACAGCGTCTGATCAACAACCATGTCATTGCGCCGTCGCTCAAGTTCCCT 
GTGTCAGAAAGGCACATCCATAACACCGCTCGCAAACTTGCCTTTGGCTCTCAAGTGCCA 
GCCTCCATCAATACTGATGATGCTCGTGACAAACTCGAAACGTTGTTTGGTCAAGATCAT 
ATTATTGAGCCAGTACTCACCGCTATCAAGCGTGAACAGCTTGGTATTTTCCCTCGCACC 
AAACCATTGAGCTGGGTGTTTGCTGGTTCATCTGGTGTGGGTAAAACAGAAATGGCGCGT 
ATTCTCTCTCGCGCCATTAATGGCGGCGATCCCATCATTATCAATGGTCCCGAATACATT 
AGTCCTGAGTCCATTACTGGCCTTATCGGATCATCCGATGGCTATATCGGCTCTAATTCT 
AAGCGTGCTAAACCACTCGACCCGCTGATTTCTAATCCGCGTCAGGTGATTGTGCTCGAT 
GAATTTGAGAAGTCTCACCCTCATTTCCAGCAATTGTTCATGGCAGCTCTTGATACAGGC 
ACTATGGCGATGGCTAATGGCACGACATTGAATTTCTCTCAGGCCATTATCATTGCCACC 
ACCAATGCAGCCCGCGACAAAATCGGTCGTGACAGCTTTGGATTCGATTCAGATAATTCA 
GGTGTCCTCGGTTCTGCTCAAGCAGCAACTGATCCGCGTGCACAGGAACGCCTCAAGTCA 
CTGATGTCCAAGGATTTCCTGTTGAACTGCTCAACCGTTTCCAGAATATCTTTGCCTTCA 
ACCGCATTGATGCAGGCACCTACCGTGAGATTCTGGACAATCTCTACCAGCGTCGCCGTG 
ACGCCGTGCTGCTTAGCCACCCCGCATTACGCAGCACAGATCCCTGCAGATATTGATTCA 
GACACTCTTGATCAGCTGGTGGAAACCACCTTTATCTCAGATTTTGGTGCACGTCCTGCT 
GCACGCACCATCGAAGACCACATCGCATCCTTGCTGATG 

>RXAO 1 0 4 6 - downs tream 
TGACCAACCTTTTAGGAGTACAT 



>RXAO 1047 -upstream 

AACCACCTTTATCTCAGATTTTGGTGCACGTCCTGCTGCACGCACCATCGAAGACCACAT 
CGCATCCTTGCTGATGTGACCAACCTTTTAGGAGTACATC 

>RXA01047 

ATGATTGATACCACTGCTAACAGCACCTCAGGCACCCTACCTACACTCACTGCTGACCAA 
GCTGCGTTTATCACCGGTTTTTGCGAGGCTGCTATCTTCACAGCCACCGTCACAATAGAT 
AACGAACCTATATTTCTTGATGAAGCGTTCTTCTTAGGTCAAGAAACCTATACCGACATT 
CTCATGAATCAACTCCGCACCAATGAAGCCATTGTTAAAGACTGTCTCGACTTCTTCCTT 
GACAACTACACCACAATGAACAAGCTCATTGTTGATGGTCTATGCCCAGATTGGGAGCAC 
CACGGCCATGATTTCCTACTCACCCGTGACCATCATGGTGCCGGATTCTGGGATCGTGGC 
TACGACGAATACGGTGCCCAACTCACCGACAATGCCGAAAAATATTCAGAAAACTGTCTC 
AATTTCTGGATTGAGCCTGATAGTGACCCTCTCATTATCAACTTCGAGTACCAC 

>RXAO 1047 -downstream 
TAACACCCCTTGACCTTATTTTT 



>RXA0105 8-ups tream 
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CTCCCGTAATAGGGGTAATTTTGCAATTAACTGCGCTTAAAGTAAGAAACATTGCTAATC 
TTTATCTGGGTAATTAACAATCGATTTTAAGGATATTCTC 

>RXA01058 

ATGCGTAAACTTCGTACTGCTTCCGTTGCACTGCTGACCGCAGGTGCACTTGCACTGACC 
GCTACTCCTGCAATGGCTCAGTCCACCACCGGTTCTTCTGCATCTTCTCAGGTTGGCGAC 
GCACTC GGTGCTAGCGACTACGAGCGCGACATCTGGGGTTCCTCTAAGGACTTCGACGAT 
GTAACCCCATTCGGTTCCGCTTGGTAeGGeTAGAGCC-TGGCCGCAAC CGCAGTTGCTATC 
TCCGGTCTTGTGTACGCAAACCTTCCTGCAATCGAGCAGGCTGCTGCACAGGCCGGCATC 
AAGCTGGAGATCCCACGCTAC 

>RXAO 10 5 8 -downs tr earn 
TAATTGCCACTGCAATCTTAAAT 



>RXA010 62 -upstream 

ACAACACGACAGTTGTAACTAGTGGTTTCAACACCATTATCGGTATGACTCGTGGCGACT 
CGTATCTCTCTGATGATCTCGATGACCTGGGTTAAACCCG 

>RXA01062 

ATGAACGAGCAGGAACGAGAAGCCTTAGAGGATGCTGCCCTTGAGGAAGCTGCCTTAGCC 
GATGAATTAGCTGCATTAGAGGCTGAAGCTGGCGTACAAGGGTCAGTCGAGCCTTATGAC 
TATGCAGCAGACCTTGATGATGAGGACGAGTTTGATGAGGACCCTTTTGCTCAGGATGAA 
CCCCGTGACGCTGGTCCGCTAGGTGAGTTGAGCAGTGATAACCATGTCTCTGAGGCTGTT 
GCTGAAGACACTGGGACAAGTACAGAAGAGTCTGCACAAGAGGGCAGTCACGAAGAGTCG 
GTAGACAATCCCCGTGATTTCACCGGCACTGCGACAGCGGTGCGATCTTTTCGACCCAGA 
CTTCCCGTACCCAATGCACTGCGACCAGGACCACCCATCCGAACACAACCGGCAGTGAAC 
ACCGACATATATGATGGCGGGCAAGAGAATACAGCTGGCGCGACTGCCGCAGATGTGGGG 
GCGGGA 



>RXAO 10 63 -upstream 

ACTTTCTTGTAGAGGTCTGGGTAGTGGATAAGTTAATCAACTATGAAATAGACTAACTTA 
ATCATTAACATTAATGGATTTTCGGAGAATAGGGATAGAC 

>RXA01063 

ATGGCAGACGAGAAAAAGGTTCATGTACGTGCCACACTGCGCTTTGATTCAGACACCCAC 
CAGCGGGCAATTTATTGGGCAGATCGAAAAGGTATCTCGCTGAGCGCGTATGCAGAAGAG 
GCGATCAGAGAGAAGATTGATCGTGATAACGGTGTGCACGTTATTCCGAATTCACTGTTG 
GATAACCGCATGAACCAAATCATTGATCAGCTCAGCTCGTTTGGTCGTGAGTTGGCGAAC 
AACACGACAGTTGTAACTAGTGGTTTCAACACCATTATCGGTATGACTCGTGGCGACTCG 
TATCTCTCTGATGATCTCGATGACCTGGGT 

>RXA010 63 -downstream 
TAAACCCGATGAACGAGCAGGAA 



>RXA010 6 6-upstream 

AAACGTATTCCTTGACCTGCGCATCAAGGTGCTGAAGAACTGGCAATCCGATCCAAAGGC 
TTTGAACCGCCTGGGCTTCTAGCTTTAAGGGGGTGAGTTC 

>RXA01066 

ATGCGTAGGGACAGTTTTCGGGACCGCGCGCTAGTAGTCAAAACTTATGATTTTGGCGAA 
GCCGACCGCATTATTGTGCTGCTCACCCGAGACCACGGCATCGTGCGCGGAGTTGCCAAA 
GGAGTACGCCGATCCAAATCCCGGTTTGGGTCAAGGCTGCAGCTTTTTGTGGAACTCGAC 
GTGCAGCTCTACCCAGGTAGAAAACTGTCCACCATCTCTGGCGCGGACACCGTCGGCTAC 
TACGCATCAGGCATCATCGAGGACTTCACTCGGTATTCCTGTGCGTCCGCCATCCTGGAA 
ATCGCCACCCACATCGCAGGACTGGAAAACGATCCGCACCTGTTTGAAGAAACCACCCGG 
GCGTTGAAAAACATTCAGGACTCCCCAGAACCCATCCTCAACCTAGACGAGTTCATGCTC 
CGCGCCATGAACCACGCCGGCTGGGCACCAAGCCTTTTCGACTGCGCAGCCTGCGGCCGA 
CCAGGACCTCACAACGCATTCCACCCAGGCGTCGGCGGGGCAGTGTGCCTGTACTGCCGA 
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CCGCCGGGAAGCGCCGAAGTCCCACCAGAAGCACTACACATGATGTGGTTGGTCGCCAAC 
GGCCAAGCAGCCCGCATTCCCCGGGAACACCCAGAGCAGCAAACCACCATTCACCAACTG 
ACAACCGCGCATCTGCAGTGGCATATTGAAAGAAAGCTGCCCACGCTGGCGGTGCTGGAT 
CAGGCC 

>RXAO 10 6 6 -downstream 
TAGTGCTTAGGCTTAGGCGTCCG 



>RXA0106 8-upstream 

TGGTCTACCAAGACAAGCTGTTCCCTGATTTCACGCAGCAAGATCTGTACGACGCGGTCC 
TGGAATACGCCAAGCGGGATCGCAGATTCGGAAGCGCATA 

>RXA01068 

ATGCCCACCAACCAGCCGACGCCAGCCCAAATCAAACGCTGGCGCGGATACCTGGCCAAT 
GAGCAAGCAGAGGCCGCAGCCTACCGCGACCTGGCCAAACGACGCGAAGGCGAAGAGCGA 
GACATCCTCCTAGCGCTCGCCGACGCTGAACACCGACACGCCGCTTACTGGGTGGAAAAG 
CTCGGCCCTGATGCCGAAAACCCACCAAAAGCCGACGTCAAAACCCGCCTGCTCGGTTTT 
CTAGCACGCCGATTCGGCTCCGTGTTCACCCTGGCACTCATGCAGTCCGCCGAAACGCGC 
AGCCCCTACGACGACGATGCCGACGCCTCCCGCCAAATCAGCGCCGACGAACGCATCCAC 
GCCGAAGTCGTTCGAGGCCTAGCCAGCCGCGGCAGAGAACGCATGAGCGGCAACTTCCGT 
GCCGCCGTATTCGGAATCAACGACGGCCTGGTCTCCAACGTCGCCCTCGTCATGGGTGTC 
ATGGCCACCGGCGTGCCCGCCCAAATTGTTCTCATCACCGGCATTTCCGGTCTGCTCTCC 
GGCGCGCTATCCATGGCCGCCGGCGAATACATCTCAGTGCGCTCCCAAACAGAGCTTCTC 
GACGCCTCCCTCCCAGACCCCAAAGCCCGCGAAGCCCTCCACGCCCTCGACGTCGAATCC 
AACGAACTGGAACTCGTCTACCGAGCCCGCGGAATGAGCGAAGACGAAGCGCGGGCAAAA 
GCGTCACAAGTTTTCCAAAGAATCAGCGACCAAAAACGCATCAGCGACAACGTCCTCGGC 
AGCACCGAAATCCAAAGCGCCGGCTCCGCTCGTTCGGCCGCCACATTCAGCTTCCTGTCC 
TTTGCCATCGGCGCATTCCTCCCGATCGTCCCATACGTCTTCGGCATGGAAGGCCTCGCC 
GGGGCAGTGGTGTCCCTAGTCCTCGTCGGACTATCACTGATGGCAACGGGCGCGACCACC 
GGCCTGCTATCGGGAAAGCCACCGGGAATCCGCGCGGTGCGTCAGCTGTCGATCGGCTAC 
GGCGCGGCGCTGGTCACCTACGTGCTCGGCCTCCTGTTCGGCATGATCCTT 

>RXAO 1 0 6 8 -downs t r earn 
TAAAAGCTCTTGCTTCTCGACGT 



>RXA0106 9 -upstream 

TCCTAAGCTCTCTTGAGTACCTGAGACCTTCTCAGCAAAACACAAAGTGCCTTCACCCAA 
CCTGGGGTGGAGGCACTTTCTCATTGCTAAGGTGTGCATC 

>RXA01069 

GTGAACGATTTACCGAACCTACCAAAGCTGCCCTTCAACTGGACATGGGTGCTGGCAACT 
GTTGCCACGACAGTGGTGTTGGCGGGTATTGGTTTGTATGTGTATTACCCGTCGTTGCCA 
GATCCTATGCCGGTGCATTGGAATGGATCCGGGGAGGCGGATAATTGGACGCCTAAATCG 
GTGGGTTCGTTTCTTTCACTGATTTTGATAGGGCCAGGCATTATTTTGCTGACCCTGTCG 
GGTATGCAGGCGTTGCTGACCATGCAGTCTGGAGTGATCACGCAACGCGGTGGGGCGAAA 
TCGGCGAATGAAGCGCACCGGCAGTGGGAAACCTACAAGGCAACAAGCATGCACATGGGT 
TGGTACATGTTTGTGCTCAACGCTTTGATTTTGGTGATGATCCTCAATGAGTTCCGCCCA 
AACCCTCTGCCTGGTGGATTTATCATCGGGCTTATTGGAATTATTGCTGCCACGATTGTC 
CTGTTGGTTCTGATTGGAAAAACAACCACGAGTTTGGCAAAGAAATACCCCATGCCTGAC 
CAAGATGGAAAGACGTGGGGGATTTTCTACAACGATCCGGACGATAATCGGATCTTAGTG 
GAC 



>RXA01071 

AACATTCTGTACGCGCTGCTTGCTCTGTCTGTCATTGTTGCCATCATCGGCATCATCAAC 
ACCCTGGCACTGAATGTGATCGAGCGTCGCCAGGAGATCGGTATGCTCCGCGCAGTTGGC 
GTGAAGCGCGGACAGGTCCGCACCATGATCACCTTAGAATCTGTTCAGATCGCCATCTAC 
GGTGCTGTGATTGGTATCGCGATTGGTCTTGGTCTGGGCTGGGCCTTTGTGACAGTGATG 
TCAGGCGAAGGACTAGACGCTGCGGTTAGTATCCCGTGGGGTCAGGTCGGACTGATGCTT 
GTTGGTTCCGCTGTAGTCGGTGTTATCGCCGCGCTGTGGCCGGCAGTCAAGGCATCTAGG 
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ACACCACCTTTGGATGCGATTACCGAC 

>RXAO 1071 -downstream 
TAGTTTTAGCGGCAGTTGAATCA 



>RXAO 107 4 -upstream 

GGAA-TGAAA-TCAC-TGGGCGGGAGTT.CAC.CCT.CGGC GAGGAGCCTGAGCGCTACTAGCTTT 
GCCACATTTCACTAAACGCCCCGCACAACCCCAAGCAGCC 

>RXA01074 

TTGGCGGAAGCCGCAGGTCTACGCTGGCTCGCCGAAGCATCTTCAGCTGTGGCACAGGTT 
GTTAGCGCCGACGCAGAGCAGATCACGACTGTTGGCGTCGAAACGCAATTGCCCACACCC 
GATGCGGCCTTCAAGGCCGGCGAAGAGCTCGCCCGCATCCACCTTGCCGGCGCCCCAGCG 
TTCGGCTGTCCACCAGCGGGCTGGGCGGGGTTAAACTACATCGGCACCCAGGGACAAGCA 
TGCTTATCGACGCCCACCTGGGGTGTTTTTTACTCCCAGCAACGCGTACTCCCGTTTGCG 
CGCCGGGCACGCAGGCGAAATCACCTCACCGAGCACGCACTCTGGGTCGTGGAAGCCGCT 
TGTGATTTGATTAGCGAACTTCCCGATGACGTTCCCCCCGCCAGAATCCACGGCGACTTG 
TGGTTTGGCAACCTACTTTTTGGCACAGACGGGCCTGTGTTTATTGACCCCGCAGCTCAC 
GGCGGTCATCCCGAAACTGATCTCGCGATGCTTGATGTATTTGGCGCACCCTATCTCGAT 
GAAATCCGGGAAGGTTATCTGTCTATCAACCCGCTGCCAGACGGGTGGCGTGAACGCACC 
CCCATGCACCAACTCCACCCTTTGGCCGTACATGCGGCGTCTCATGGGCCAAGCTACGGC 
GTGGAACTACTCCACGCCGCCAAAGCGACACTCAAACTGTTGGAT 

>RXAO 1 0 7 4 - downs t r earn 
TAACGCCACCAATTTTCCTGCGG 



>RXAO 107 5 -upstream 

GCGGTGCGTGTTCATTAGCAGGTCAAGCGCGTAATTGAGGGCTAGACTGGTTAGTACCGG 
ATATTCTTTTTTTCTTTAGTTTGTGGGAGTGGAGATAACT 

>RXA01075 

ATGGACAATCCAGTCAACATCCTCAATGAGCAGGAAGCTTTGGAGCGCCTGCAGTCGGTG 
TCTCTTGGTCGCGTGGTGGTTCGTCGCAGCGATGAGATGGACATTTTCCCGGTGAACTTC 
ATTGTGGATAAGGGCGCAATTTACATTCGTACAGCTGAGGGCAACAAGTTGTTCAGCATG 
AATCTCAACCACGATGTGCTCTTTGAAGCCGATGAGGTCAAGGACGGAAAGGCCTGGTCC 
GTGGTGGTTCGTGCGACCGCAGAGATTGTGCGCAAGCTGGATGAGATCGCTACTGCCGAC 
ACTTTGGAGTTGAAGCCTTGGATTCCAACCCTGAAGTCCAACTTTGCCCGTATTGTTCCG 
AATGAAATCACTGGGCGGGAGTTCACCCTCGGCGAGGAGCCTGAGCGCTAC 

>RXAO 1 0 7 5 - downs t r earn 
TAGCTTTGCCACATTTCACTAAA 



>RXA0 107 6 -upstream 

TCCTCCCATTAAGCACCTTGTCTTCCGGAAGCTTCCACCCCAAATTCCAAACCCCAAATT 
CCATGCCCCGGATGGACATTTTTCATTACACTCGGGGGCT 

>RXA01076 

ATGACTCCAGCTCACATATTTTCTGAAGGTCCAATCAATAGTGTTGTTCTCAGCCAGGAT 
GAGGATGGAAATTTCACCACCTCCTACCAGGACACGTTCTCTGATCCATCATTTTTGGGG 
GAAGGTGACGTTCTAATTGAGGTTGGTTGGTCCAGCTTGAATTACAAGGACGCAATGGCT 
CTGAAGGGTGATAAGGGAGTGGTGCGTACTGTGCCACTGATTCCAGGTATCGATGTGGTG 
GGCACTGTGATCGAGAGCGCTGATCCTCGCTTTGGTCGTGGTGATGAAGTGGTGCTGAAT 
GGCGCTGGTTTGGGGGAGAACCGGCATGGAGGTTTCACGCAGCGGCTGAAAGTGCCGTCT 
GAACCGTTGCTGCATATTCCATTTAACTTCTCCGCGCAGCAGGTGGGTGCGTTGGGTACT 
GCAGGTTTCACGGCTGCGCTATCGGTGAATGCTCTGGTCGATCAAGGTATCAAACCGGAG 
GATGGGGAGATTCTGGTAACTGGTTCGACTGGTGGTGTGGGTTCGATTGCACTTCACCTG 
CTGAATAAGTTGGGATATACGACGGTCGCGGTGACGGGGCGTCGAGAAGCGCATGCCGAA 
TACCTGACCAGCCTGGGCGCAAGCGACATCATTGATCGCGCGGAGCTTTCTGAAAAGGGC 
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CGGCCGCTGCAGAAGGGGCGTTGGGCGGGTGTAGTGGATTCAGTGGGATCCCACACACTT 
GTCAATGCGATTGCTCAGACAAAATGGGGCGGAATTGTCACGGCGTGTGGCATGGCTCAG 
GGGCCGGATCTGCCGGGAACGGTGTTGCCGTTTATTCTTCGTGGCGTGCATTTGGTTGGC 
ATTAACTCTGTCGATGCACCCCGTGAGCTGCGTCGACGTGCGTGGGCGTTGCTGTCCGAG 
CATCTTGATACCGCGGTGCTAGATGATATGACCACTGTGATTGATGTCAAGGATGTTGCT 
CAAGCTGGCGAAGATTTGATGGCTGGCAAGCTTCACGGACGTACCGCGGTGCGTGTTCAT 

>RXAO 107 6 -downstream 

TAGCAGGTCAAGCGCGTAATTGA 



>RXAO 1 0 7 8 -ups t r earn 

ATCATTCACGAGCTCGATAGCCGACAGGTTTCTGAACTCACAGAAGCCCTGGCCAAAGTC 
TCCACCACCCGCAGCTAAAACTTTTTGAAAGGAGCTCATC 

>RXA01078 

ATGAGCAACGCAGTACCCCACAACGTTTCCTTCAACTTTGTTCCCCGCGCTTACCGTCCA 
GAAAAGCCCCGCACATTCGGCATGACAGAAATTCGTGCACCGTACTACTCCACTTTCGGC 
ACCCGACACCTCCAGGATGTCTTCGATGTTGCAGGCCAGTGGGTGGACGGCATCAAATGG 
GCAGGCGGTTCCTTCTCCCTGGTGCCGACCGAACAGGTGCGTGCTTTTAGCGACATCGCC 
CATGAAAACAATGCCTATGTGTCTTCCGGTGGCTGGATTGAAACTGTGCTTCGCTACGGC 
GACGACGCAGTTGATCATTACTTAAAGGAAGCCAAGGAAGTCGGCTTCGATGTTATTGAG 
£j ATTTCCACCGGATTCATCATGCTCAACACTTCAGGTCTTCAGCGCCTGGTAGAAAAAGTG 
■-2 GTCAAGGCAGGCCTCAAAGCAAAACCTGAACTAGGACTACAGATTGGTTCCGGAGGCGAC 
in TCTGGTGAGGCTGAACTTGCAGCCGAAGGAAAGAAAGACATTGGCGATCTGGTTGACCGC 
f 3 GGTAAAAAAGCTCTCGACGCCGGCGCATCCATCATCATGATCGAATCCGAAGGCATCACC 
fS GAAAACGTCACCGAATGGGATACAGGCGCTGCCGCGTCCATCATCAATGGACTGGGATTA 
J': GAAAACGTCATGTTCGAAGCCGCCGACGGCCCCGTCTTTGAGTGGTATGTCAAAAACTAC 
^,2 GGCAACGAATGCAACCTGTTCGTCGACCACAGTCAAATTCTGCAACTTGAAGGGCTGCGC 
CAAAACATCTGGGGCAACAAGAGCACCTGGGGACGAGTAATCAACCCTGCGCCT 

I y 

s >RXAO 107 8 -downstream 

£ 3 TAAATACCAGGTCAGGGAGGGCA 

>RXA01083-upstream 

GTCGACATACTGGCACGCAAGATCTGTGTACCCGGCCCACGTGCCTAAAACTAGGTGAGC 
Z GAGACCTTCGAGCAGTTCCTCGAAGGAGAGTGATCCACCT 

>RXA01G83 

ATGTTTCCGCGAATTCCGCTGGCAATGTGTGCTGTCGCAGCAATCCCTGCTGTTGTGCTC 
AGGTTTTCTGAGCTGTCGGCGTCACCTGTGGCGACCATGCTGATTTTTGGTACCGCAGTG 
GTTGCTGCCTCTTTTGTGTTGGCGTGGGCAGCTGAAGCTGTGCGCAAAGATATTTCTGGT 
GCGTTGGCAGTGGCCTTGCTTGCGTTAGTTGCAGTGCTTCCTGAATATGCTTCTGAAACG 
GTTGTCGAGCACACTTATCAAACATCGGCGGCGAAT 

>RXAO 1083 -downs t ream 
TAAGAAGGTGAACAGTTGACGCA 



>RXA01085-upstream 

GAAGGGTCGTAATGAGCGTTGCCGCAAAAACTTCAAAGGTGGTGGCACCAAAGATCTTAA 
GCAGACTGATCGGACCTTTGATCAGCTGCGAAAACAGCGG 

>RXA01085 

GTGACGGATAAAGCCCGCAACCGTGACGTACACAATGAGCAGCAACTGGCACGCGGTGAA 
ATCGGAGAAATGCGCTCACCGATGTGGGTTG^iGGTGGGTGCTGCGATTCTGGGCGTGTTT 
GTCCTGGTTGTGATGTGGCTGGCCTGGGGCGGTATCGGGCTGCTGATCCAGACCATGATG 
AATACTGGCTCACCTAATGACAAAGAGCTTTTTGATGAGCTTGGTGTGAGACCCTATTAT 
GTTGCTGTCGAACAGCAAATCGGCACCAGTAGTGCTCACACCACGTGCTACCAACCGCTT 
GATGAATTTGGCAATAATTTTGGCGACTGTACGCGTAGCGTGCCTAAAGAGCCAGTGTGG 
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TACGCCGATTATGTAGCTAGTGTGTTCGCAGAACATGGCTTTGATGCACCAGAACCTATT 
GATAATTCGGTGGGTAGCTGGCTGTTATTTGGTCATGTGGGCATTATTCGGGTGACGTTT 
GTGATTGCGGTTGCAGCGGGTGTGTATGCGATGTCACGCGCAGCAATGATGCGTCAGCTA 
GAAACACAAAACGTCGCTGTGGACACCACCGATATTAACCAGCACACCAATGACGCACGT 
TTGGCGATTCCGCAGGAGATTGTGCGCGATTTGAGTCTGTTCCCCGATGTCGGTGCACAC 
TCACCAGTCCAGCCCTCAAGCATGATTTCCCATGTGATGCTGTCGAATAAGGGCTTGAAA 
AAGGTGGATGTAACGCAGTTTGCACAGGAGACAATTATCGACAATGACACTGGTGAAATT 
GTGTCTGAAAAGGGTGAAG-TGC-T.C-TAT.GACGGT_GCA GGACAACCGATCACAAAGAGCTTG 
CCGATGATTGACAACGAATTTAGCCATGCGATTTTTGACAAATCAGATGTCCCGAATCTT 
CCCGAGCTGCGACGGTTCTTTAATCCAGCAAAGATTGAGTGGAATCCTGGTGGTAGT 

>RXAO 1 0 8 8 -ups t r earn 

TGCCTTGAGTCTAATTCTCCCGCCCGTGCGATGGGTTTAAGCTGGACTGATAAACCTTTT 
GTGAACCGAATTTTTTAACTGATTTGAAGAAGCGAGAATA 

>RXA01088 

ATGGGACTGTGGATCGATGCAACCGCTGGCGTTGCAGGGGATATGTTGCTGGGAGCACTC 
ATTGATGCAGGTGCAGAACTAGAAAAAATCCAACAGGTTGTGGAAGCAGTCATCCCCGGT 
GACGTGCTCTTGCGCACCGAAGAGGTAGTGCGCCAAGGCCAACGAGGCATCAAGCTGCAT 
GTGGACGCACAACATGAACACCATCATCACCGCCACTTAAGCACCATTAAAGAACTGCTT 
GTCAATGCTGACATCCCTGAACAAACCAAGCAGGATGCCTTAGGCGTTTTTGAACTCATC 
GCTATCGCTGAAGGAAAAGTCCACGGCATCGAGCCGGAGAAAATCCACTTCCATGAGGTA 
GGAGCTTGGGATTCCATCGCAGACATTGTGGGTGTGTGCGAAGCGATCAGGCAGCTTAAC 
CCAGGTTTGATTGCTGCATCTCCGATTGCTTTAGGATTCGGACGCATCAAGGCAGCTCAC 
GGAGATATTCCAGTGCCAGTTCCAGCCGTGGCAGAGCTGGTGAAAGGCTGGCCCACCCAA 
ACCGGAGCTCTTATGGAGAGCACCGAACCTGTTGGTGAATTAGCCACCCCAACTGGTGTT 
GCGTTGATCCGTCACTTTGCCACCCAAGATGGCCCTTTCCCAGGTGGCATCATCAATGAA 
GTTGGCATTGGTGCAGGAACAAAAGATACAGAAGGCCGTCCAAATATAGTGCGCGCAATT 
TTGTTCAACACCTCTAGGAGTAACCCAGATACCCGCACACTGGTGCAATTAGAAGCCAAT 
GTTGATGATCAAGACCCACGGCTGTGGCCAGGAGTAATAGAGATCCTCTTTGCCGCTGGC 
GCAGTAGATGCATGGCTGACTCCAATTTTGATGAAGAAGGGCCGTCCTGCACATAGGGTG 
TCAGCATTGGTGGATAGCTCCGAGGTGGAAGCAGTGAAAACCGCATTATTTGCAGCCACC 
ACGACTTTTGGGATCAGATCATGGGAAGTCGAACGAGAAGGCTTGGACCGTCGTTTCGAA 
CAAGTCGAGGTGGACGGACACACCATCAACATCAAAATCGGTTCCCGTGATGATCAAGTA 
ATCAGTGCACAGTCCGAGTTTGAAGATATTCGGTCTGCAGCGGTGGCCTTGGGAATTTCA 
GAGCGGGAAGTTGTGGCAAGAATTCCGCAAGGCACCACCGAG 

>RXA0108 8-downstream 
TAACAACCAAAAGGTCGACTGCT 



>RXA010 91-upstream 

TCGTCGGAAAAACTGGCGATACTATTGATAACGGGCATGGGTTCACCTTCGATAAAGCAC 
GGTCTATGCTGGACTATCGCCTTTTGACACGAGTATCGCA 

>RXA01091 

ATGGTCCCGAACACAGTCCTTATCCATGACGAAACCGCCGATCTGGCGACGCAGATCCAG 
CGGCTGGAACATATCATGGCGTGCCTGCGCGATCCGGTCAGCGGATGCCCGTGGGATATT 
GAACAGACCTTTGCCAGCATCGCGCCCCACACGATTGAGGAAGGCTACGAGGTTGCCGAC 
GCCATCGCGCAGGAAGACTGGCCCGAGCTACGCGGCGAGTTGGGCGATTTGCTGTTTCAG 
ACCGTGTTTCACGCCCAAATGGCGCGCGAGGCAGGCCATTTCGCTTTGGTTGACGTGGTG 
AAGGCAATTTCGGACAAGATGGTTTTGCGCCATCCGCACGTGTTCGGCGCGCAGTCGAAC 
GCGAAATCCGCCGACCAGCAGGTGAAGATTGGGAAGTCATCAAGGCGCCCGAGCGCGCGG 
GCAAAGCGCAAAAGGGCGTTTTGGATGGCGTCGCGCTGGGACTGCCTGCCC 

>RXAO 1 0 9 1 - downs tr earn 
TGATGCGCGCGACGAAGCTGCAA 



>RXAO 1 0 9 2 -ups t ream 

TGAACCCATGCCCGTTATCAATAGTATCGCCAGTTTTTCCGACGAGATGACCCGCTGGCG 
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GCGTCACCTGCATCAAAACCCCGAAATCAGCTTTGATTGT 



>RXA01092 

GTGGAAACTGCGGCCTTCGTGGCCGAGCAGCTGCGCAGCTTCGGGGTGGATGAAATTCAC 
ACCGGCATCGCGAAAACCGGTATCATCGCCCTGATTCACGGGCGCGAGGCTGGCCCCGTC 
GTCGGCCTGCGCGCCGATATGGACGCGCTGCCGCTGACCGAGATTACCGGCGTCTACTAT 



C3 



>RXA0109 6-upstream 

ACCGTGAAACAAACCGGCGGTGCGTGCCACACTGGTGCCCACACATGTTTCGACAATGAC 
GTTTTGCTGTAAAAGCAACAACGATTAAGGAAGAAATCTT 

>RXA01096 

ATGAAGCCACGCGTGCTGTCAGCATTAGGCATTGGAGCTGGCGCCCTGGTTGTCTGGATC 
AGCTCACGCATGAACTGGGTAACCATCGAGGCTTTCGACGATAAATCAGGTAGTGTCACC 
CAATCTATTGTGGGTGCAACCTGGTCTACAGAAATCATGGCGCTTGCACTTGCTTTGCTC 
GCTGCCTTCGCCGCCGCGTTGGTGCTCAAGCGCATGGGTCGGCGCATCATTGGTGGTATT 
TCGGCGCTGATCGCGGTGGGTGCCAGCCTGTCTCCACTCGCGCTTCTCACCCAAGACCCA 
GACGCAGAACGGGCCCGAACCCTGCTGACCTCCGGTGTGGCCTCACAGAAGGCTAATTCC 
GGAACCCTGCTGTCTGATTGGGCGGAGATCATCAATACCACCACCCATCCACTGGCGGCA 
GTGGTAGCCATGATTGGCTGCGCGCTAGCCCTAGTCGGCGGCGTTGTCCTTGCCATGCGC 
CCTGCCGAGGACACCGCGAAAAGCAATCAGTATGAGCGTAAACAGGCTCGCGCTGAGAAA 
ATCCACACCGATTTGGCCCAAGATCCAGACTCCGGTCGTGTGATGTGGACGCACTCGATG 
AAGACATTGACTTCACCGAGAAGACTCAGAAATCCAAAGAAACCCCAGGTCAAAGCTAGG 
GTGTGGCACCCTGATTTCTTTCGCCATGTGTGTTCGGGA 

>RXA0109 6- downstream 
TAACCTTAAACACAGCATTGGTT 



LU >RXA01102 -upstream 

B ATTCTATGGTTGTTGGGAGAGATGACTTAATTTGGAATCACGGGCTTTAACACGCGCTGA 
1 3 CATTGAGCAACTTCCCAGC ATGTGG AAAAGCCCAGGTTTC 

piJ >RXA01102 

Li GTGGCTGTCCTCGTGGCGGTTGCAGCAGCGTTCGGCAGTTGGTCACTCCTTCTTCCCGTC 
^2 GTACCGCTAGCGGTCCTCAACAACGGCGGATCAAGCGCTGTCGCCGGTGCCACCACTGGC 
L3 ATCTTCATGGCAGCTACAGTGATCACTCAGATTTTCACTCCCGCTGCGCTGCGGAAAATT 
£3 GGCTACACCCCAGTGATGGCTTTCGCCGCATTCATGCTGGGTGTGCCAGCCATCGGGTAC 
ATCTTCAGCGTCGAGCCAATTCCAGTGCTGGTAGTGTCCGCACTTCGAGGAATTGGGTTC 
GGTGCGCTCACCGTCGCAGAATCTGCGTTGGTGGCTGAACTCGTTCCCGTACGCTTCTTG 
GGCAAAGCTTCTGGAATGTTGGGCGTATTTATTGGCCTTTCCCAAATGCTTTTCCTGCCT 
GCCGGGTTGGCGTTAGGTGACCAATTTGGCTACAACGTGGTCTATGTTTTAGGTGCCGTT 
ATCGCACTAGTTGCAGCGGTGATGTGTCTGCGTATTCCGCAGGTTAAGGCAGCGGCAAAG 
CAGCAACCACAGGTGAGCGAACAGGAGCGTTCTGTTTCCACCTGGAAGTTGGTGCTGGTT 
CCCTCCTTGGCTGTTACCAGTTTGTCAATGACTTTTGGCGCAGTGTCTTCATTCCTTCCA 
GCTGCAGTCATTGAGTTAGATCCAGGATTAGGTGCTGCATTAGCGGGTATTATTTTATCC 
ATTACCGGTGGTTCTTCAATGGTGTTCCGCTACCTGTCCGGCGTTATCGCTGACCGCCGC 
GGTGTGCCTGGTACCACGATGATTCCTGCTCAGATCATTGGGTTCTTAGGTGTCGTTTTA 
ATCACCGTCACAATCTTCCAAGGCTGGTCCGTGTGGCTTTTGATTATAGGTGCAGTGATG 
TTTGGTGGTGCTTTTGGCATGGTGCAAAACGAAGCGTTGCTTTCAATGTTTTTCCGGCTT 
CCTCGCACTAGAGTCTCCGAAGCCTCCGCCATCTGGAATATCGCCTTTGATTCGGGAACA 
GGAATCGGAAGCTTCCTCCTTGGCATAGTTGCCGCATCGCTTGCTTACAGTGGTGCTTTT 
GGTTCCGGAGCCGTGGTGATTTTGTTTGGAATCGTTTTGACCACCGCCGATCGAATCATT 
GGGCGGCACCGCATTACTGAATACAACAACACCCGCGCGCGTTTGCGCCAGGTGCCAGTC 
GCTCGGCGTGCAGTGCAAGGGCTGCGCAACAGGCGCAAAGATCGC 

>RXAO 1 1 0 2 - downs t ream 
TAAAACGCTTTTCGACGCCACCC 
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>RXAO 11 03 -upstream 

CCGAAGCAGAGTACAAGGCTGTTGCCCGTGCGCTGCGCGGTGCCGTAGAGATGGATCCTC 
GTCAAACAGGAATCCCATCCACTAAGGGAGCGCTCTAGAC 

>RXA01103 

ATGAACTCTTCTCCCATCTCTGATATGGTCACTGCGGCTGTGCAGAACGAACCAGATGCG 
GGCGACCGATGGTTTATTTATGGTTTGTTCCTCATCGCCGGGCTTTTCTTTGGCGGTGCC 
"TCGTCTGCATATAAATCAGAAAAeAAAA-TGGTGATGGT-TGCAGCCG 

CTGGCAGTGGCTGGAGGAATTCTATGGTTGTTGGGAGAGATGACT ~ 

>RXA01103 -downstream 
TAATTTGGAATCACGGGCTTTAA 



>RXAO 11 07 -upstream 

GGGTACATCAGAGTTCATTTGAATTAGACTTAAAACTTAAAATGACCACCCCAGATTTAC 
CTGAATTAAACCCGCTTTCACCTTTGAGATACTGGAAGGA 

>RXA01107 

ATGGATTTCACCTCTGTGAATGATCGAAACGTCCCTGCACCCAACACCTCCATTCCTTTC 
CCAGTTGACCTGAATCGAGTGACGGAGGCTGTTGATTCCTTGGGCTACCACTATTTGAGC 
TCAGAAGATCGCATCATCGTGCCGTGGCAAGATCACCGCATTTCGATGTACTTCAGCCAC 
GAATCAGGGCAAATGCTCACCATCCTTGGTCGCACGCGCCTTAATTTGGACATGTTTGCC 
ATCAACGATGCGGCGCGAGCTGTCACCGAATGGAATGCCGAACGCATCGGGCCAACAGCC 
CTCGTCCATCTGGGCAACGACGGCGAAGTGGAATTGAAATTCCGCACGACCATCTGCATC 
GATGAAGGGTTAAGCACCCAACAGCTACGCCAATTCATCAACCTGTCCTTGGACACCACC 
GCCATGGCTGTGACCTATATTCTGGAGCGTTTTTCAGAACTTAACTTCAGCGACACCGGA 
AGCCCTGACGACACGAACAATGCCGATGAACTCAGCGACGAACAAGACCAAGCAGATCTC 
GTAGAGAAAATCCGGGGGCTGTACGTTCCCACTCCAGTTGAAGAGCTCATCGAATCCCTA 
GAAGACGCAGAGTGGGAAGAATCAGACATGGCAGACGAGGATGCAGAAGACGACTACCTA 
GACGATGACTCAGAAATCGAATGGGAAACAGACGATGACTACTTCGAACCTGAAGAAGTC 
GACATGGACGAACTCCTCAACGGTTTCCTCGAAGATTCTGACATCCCCCAGGAAGTCACC 
TTGGAACGCATTCGGGCACAACTGCATGCCATCGGCGTGGTAAAAACGAGCGGCGAAGAC 
GATTTCATCATCGCGTGGATCAACGAAGTGTTTTTAGGCTTCTTCGTTGATAATGGCCCC 
ACTTTCCTGGTGAAAGGTCACTGGGATCCCAGCATGGACCCCACACGCGACTTCATGAAA 
CTGTTCATGATGTGCAATCAGTGGAACGAAAACTCTCTGACTACCAAAGCTTTTTGCCAT 
ACTGATGACAAGGGTCTCCAGGTCCGGGTAGAGTTCGCGGTCTCTGTCGCTGAAGGCCTC 
AACGACGATCAACTACAGCACAACATCGCACTGTCAATTCATCATATTTTGCAAGCGATT 
GATTCCATCAGCACAGAAGCCACTGGATCATCAACGGTGGAATGGCCGGAGAAAAACCGC 

>RXAO 1 1 0 7 - downs t ream 
TGATCATTAAGGTCTTCCAAGAA 



>RXA0 11 08 -upstream 

GTGGCCAGTGGAAGTTCTGCGACTAATCCACAGAGCTTAAAACTCCGGTTGTCAGTTCAG 
GTTGCAAAGTTAACAGTCAACGGCTGTATTCTTTAGAGCC 

>RXA01108 

ATGACATACCCCGGCATCACCTCTGACCACAATCCTTATGATGGATACACAGGCGATGAC 
GGGGCCGGAAACAAGCGCAACCTCCCAAACCGAAAGAAAATAAACAAATCGGTGGGAGTT 
TACGCTGGTGTGTTTGCCCTAACATTGGCTTTATACGCCATTGGGGGAGCCGCATGGGGA 
CTGCTCCGACCCACTTATACCGCTTATGTTGAAGACGCTGAAACAGCCTCCATAGCGGTG 
GAAACCAACACTTCTTTTGCCGGCTATGCCTGGTTTGCGATCGCCACCGGTGTGCTTGCA 
GCAGCAATCGCATTATTCGTTTTCCTGCGCACCCCTCAACATCGAGGCCCAGTTATGCTC 
CTATGGCTGGGAATTGTATCTATCGCAGGTTCCGTGGCATTCCTGGTGTTTGGAAACGTG 
GCCTCGACGATGCTTCATGGTTCACCATCTGATTACGCCTCAGCGATCGGTGCGTCTTTC 
CAGGTAGCACCCACTATTACCCCTGGTGTTGCGTTTGGGGTCGCTCCATTTTTGAGTGTG 
TGCATGTATTGGTGCGCGGCATTTGTGACACCTGAAGAAGAGATAGACCAGGACGACGCA 
GGCCAGGGGACTTCGAAAGCATCGGGGTCTGAGATGACTGGGGCTAGTGGC 
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>RXAO 1 1 0 8 - downs tr earn 
TAGGGGCTAGATGTGCGCAAACA 



>RXA01109 -upstream 

GGGTCGTCAGCTAGATTGCTTTGCTAGGGTAATCTGCGTGAACCGTCCGGGAATTTTTAA 
GTTTTCCGGAGCATGTeGATGATTTATGAGGAGCAGAACT 



>RXA01109 

TTGTCTATTAGCCTTTCCTCAAAGAAGGTTGCTTTCGCAGCACTCATGGTCACCCCACTT 
CTCTTGACCGCATGTGGCAGTGATTCATCTGATACTGAAGCAGCCTCATCCAGCGCAGCG 
ACGACGACAAATTCTTCCTCATCCAGCGCAGCGACCTCGGCGGAAGCAGCAGAAACCACC 
TCGTCCGAATCTGAATCTTCCGAAGCAACAACCATTAACGAAGAGCAGCAAGCACAGCTT 
GATGTACTGTCTCAAGAGCTGTCTGAGAACCCAATTACCTTCGCTGAAGCTGCGCCAGTT 
GAAAACGGCGAGACCGCTTCCCCAGAAGACACAGCTGCCATCGAGGCTCTGGTTCGCGGA 
TACACTGACACCAACACCTTGCGTAGCTCCCTTGCGTACACCATCAACAACACCTGCACC 
CGCGTTCTTGAAGCCAGCGGCGCTGACGCTACCCAGCTTGATCTCAACACCATCCCTGAT 
ATCCCACTGGGTGGCGAAGGCACCGGAACTGTTGATTCCATCACCGATGTTGTGGTCAAC 
GGCCAGGAAGCATCCGCATGGGTCGTAGCAACCGCCGGTGGAACCACCGACTCTGCAACC 
CAGCGCTTCTTCAACGAAGGTGGCCAGTGGAAGTTCTGCGAC 

>RXAO 1 1 0 9 - downs tr earn 
TAATCCACAGAGCTTAAAACTCC 

>RXAO 1 1 1 9 -ups t r earn 

CCGTAAAGACGTTGGCGAAGTCATCATCAACGGTGCCGTTGCCCGTGGCGAAGCCGAACC 
AGAGATGTTGGAAGCTGTCGCAGAAGAAAAGACCGCGTAG 

>RXA01119 

TTGGCAGGAGTTATCACCGGCTTTGCCATCATCCTGTCGGTTATCGGCGTTGGATTTCTT 
CTGGCAAAGCTGGGGGTCATCAATGATGACAAACAGCGCTTGGTGTTAAACCGCATTGCT 
TTTTATGCGGCAACTCCAGCGCTGCTTTTCAATGTCGTTGCCCGATCAGATCCCAGCGCG 
TTGATCTCACCGGTCATTGTGGTGACATTTGTGGCCACGATCGTCACAGCAGCTGTGTAC 
TGCGTGATTTCGGCGATTTTCTTTAAGAAGGATATCGCCACTACGGCGACAGGAGCTGCG 
GCTTCTGCCTACGTGAACTCCAACAACATTGGCCTGCCGGTGTCTATTTATGTGCTGGGA 
ACAGGCGCATATGTGGCACCGATTCTGGTCATGCAGATGGTGATTTTCGCGCCCATGATC 
CTGGCCGCGCTGACCTCTGGTGATGTGAAAGGCTCGCGCGGGCAAAAAATATGGGCTGCG 
GTGAAAGGTTCACTGCTCAGCCCAATTGTGTTGGCCTCTATCGCGGGCCTGATCGTGTGT 
CTGTTAGAAATTCAGCTGCCAGCCGCAGTCATGGAACCCACCATCATTTTGGGCGGCGCA 
TCCATTCCGTTGATTCTGATGAGCTTCGGCGCATCATTGCCCTCAACCAACGTGCTGGCT 
TCCAAGGCGGATCGCCCCAGCGTTCTTACTGCTACTGCGATAAAAATTGTGGGTATGCCC 
GCCATCACTTGGCTGATCGCCAAGGCGTTTGGTCTGGAGGGCGATTACCTCTACGCCGCT 
GTTATTTTGGCGGCGCTGCCCGCCGCGCAGAATGTGTACAACTACGCGGCGACGTACCGC 
AAGGGCGAGATCGTCGCCCGCGATACGGTCTTCCTCACCACGTTCCTAGCGCTGCTGGGC 
ATGCTAGGAATCGCGGCCCTATTTGGTCGC 

>RXAO 1 1 1 9 - downs tr earn 
TAGGGCTTCAGGCTGCTTTTCGA 



>RXAO 112 1-upst ream 

AAAGATTTACTGCGTACAACTCTAACCAACAATATTGGCAATGGGTTGTTCCATCTTAGC 
GCTTTACCTGTGAACTCTGCAGAGCGGTACGCTTAAGCTA 

>RXA01121 

ATGAATCCCGAATTTATTCACGGCGCAACCGAAATTGAAACCACAAACAGGGGCCTTCGC 
CCGCATCGACTCAGCAAAGAAATAGTAGAACGCTACTGTGATCCCCAGTTTAGCGCGATG 
GAACGCCAACCATCGGGCGTGCGCGTTGTGTGTCGCACCACCGCCACCTCCGTCACGCTG 
ACCACGTATTCCACGCGGGTGGTGTACCTCGATTCCGGCCGGCCGGGCGGCAAGATTGAT 
GTGCTTATCGACGGCGCCCCCACATCTTCCACGCCAACTTCCGGGGGCGAGACCACGGAA 
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GTCAATTTCATCACCGGCGCCACGGAACGGCGCCTGAAAGATCCGCAGGTGCTCACAGTG 
GATGGACTTTCAGAGCAGGAAAAGGTGGTGGAGTTCTGGCTGCCTCACAATGAAGAAATT 
GAAGTGATCTCCCTTAAAGCCAACGCAGCTTTAAACACTGTCGAAGACACCCGTCCCGTG 
TGGATCAATTACGGCAGCTCCATTAGCCACGGTTCGGTTGCCACTGCCCCAACCAAAATT 
TGGCCAGCCATTGTTGCCCAGTCCAAAAACTACAACCTGCGTAACTTCGGTTTTGGTGGC 
AGCGCCATGTTGGATCCTTTTATGGCGAGGCTAATCAGGGATACTCCAGCTGATCTGATC 
ACCTTGGAAATTGGCATC 



>RXA01 12 2 -upstream 

TATTCGACCAAGGCTGAGCAAAAAGGCGCTAAGCTGTGGGGAGATCGCAAGCCCCTATCC 
GGCCTCTACTAAGCCCCGAAGTTGAAGGGAAACTCCCCCA 

>RXA01122 

ATGCCGTTTCCAGCACTGTTGTTGCCGCTGATTTTCTGGACAGGAATTGCAGCTTTGTCC 
TCTTGGGCGGTCAGCCGTGCACTTCCGCTGCGCGCCGATAATTCCATTGAGATTGATGCG 
CCGGTGGAAAAGGTCTGGGATTTCATCGAGGAGACCAACCGCGTGCCGGAGTGGAATGAG 
CACATTCTGTACGTGCAGGCGCCTGGTGAGATCGAGCAGGGCATGAAGCTCAAGATGAAA 
ACAAGGCACCCAGAGACCAATCGCCTCACTTTGAAGTTTCGCCCCACCATCGACGTGCTG 
CGTCCACACCGTGAATTGACGTGGTCCACCAAAATTGTTGCGCGTTGGCTGCTCACCGTC 
ACCGACACGATCGAGCTGAAGCCTTTGGAAGATGGTCGCACTGAGGTGGATCAATCAATG 
TCCTTTAGTGGCGTACTATCCCCCGGAGTGCCCTTTTTGGCCAGCATCAGCAGGATCAAA 
r 3 GAGAACTC AAACCGCC AGTTGAAAGC ACTGATCGAAGCCGAG 

>RXA01122 -downstream 
TAAACCTCCAACCCCTACATAAC 

ih 

>RXAO 112 3 -upstream 
1=3 AAAGAGCAGTGATTTTTCCCGATCCCCCCCTGGCCGCCTAGCGGAAATTATTGATACCGC 
I y GTGGCGGTTGGTGGAAAC ACGTGGCTGGGCGAATGTGAGC 

>RXA01123 

ATGCGAACCCTGGCCGCGGAGCTAAATATCAAGGCGCCGTCGCTGTACAAGCATGTAAAA 
ACGCGCGAGGATATCGCCGCACACATCGCCACGAAGGCATTTATTCAGCTGGGGCAAAGC 
CTGCATGAACATTGTGAAAGTGTGGAGGATTTGCTTGCGGAATACCGCTCCATGGCTCGG 
GAAAATCCAAATATTTACCGGCTTCTCACCAGTTCAGAGTTCCCCCGCGAGCTACTTCCA 
GAAGGCCTAGAAACTTGGGCAGGAACGCCATTCTACCTGGTCACCGGCCACGATCCGATC 
AAGGGTCAAGCACTGTGGGCATTCGCGCACGGCATGGCCATCCTGGAAATCGACGCCCGA 
TTCGCCGGCCCCAACAATGGATCCCCCGCGGATGGCGTGTGGGAGATCGGCGCGCGGGCA 
TTTGACACACAAGTATTCGACCAAGGC 

>RXA0112 3 -downstream 
TGAGCAAAAAGGCGCTAAGCTGT 



>RXA01127 

GGAATTGGCCTCGCAGCATCCGGCAACATCGATGCCACGGGCACCAACCCTTCCATGTTC 
GAGCCAGTCCACGGCTCTGCACCAGATATCGCAGGCCAGGGAATCGCAGACCCAACGGCA 
GCAATCCTATCCGCTGCGATGCTGCTGCGTCACTTAGGTGATGAAGACAACGCAGTACGT 
ATTGAAACAGCCATCGCAGCTGATGTGGCTGGCCGAGATAACTCTCAGCCGATTTCTACC 
ACTGAGGTGGGAGACCGCATCGTCAAGGCGCTGCAAAGC 

>RXAO 1127 -downstream 
TAAATTTCAACGCCGACCCCCTT 



>RXAO 112 8 -upstream 

ATTCGAGTACAAATAAATTTGAGAACAAAAAGATGGGGGGAAATATGTTAAAGTGCGTTA 
TATTGCTTTAGCGAAAGTAACTTCCATGCATCAACGTTCG 
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>RXA01128 

ATGAGCTTCACTTTCATTCGTACTTTTTTCGTACTTTTTGGCATCACGTTGTTAGTGTCA 
TGCGTTCCAGAGCCTCCTGACTCCTACACTAAAGAATCCACTGTGCTGCGGTATCAGGTC 
TCTGATTTCAATCTAAACTTCGTGGAATTAGCAGTTGCGCTTGGGTATTTGAACAACATT 
GAGCTCCAAGTAGTCGGATCTGTACAAGGCGGCGTTGAGTCCATTGAATCGCTCAAAAAG 
GATGACATTGACTTCGCGGCAGTCCCCTTCATTGGCCTTGTTGCAGGAGAGATAGCCACC 
GGTGCGCCCATCAAAGCAGTGGCCGCAAGTTACGGAATTTCCCACGATTCTTCTTCTGCA 
-eTTeTAGTGG-T-T-AAAGACAG-TGAGATACACGAAG.TGCA CGATCTCATTGGCAAAACAGTT 
GGCATAAACACCCTCGGTGCTCTGGGATCTGCGATGGTTGAGCGTCATCTATTCGACGCC 
GGTCTCACCGAACCTGAGATCGTGAGCGTCACTCAACGTGCATTACCCGGTGAGTACTTA 
GAACAACGCCTCTACCAGGGGCAAGTTGATGCAATTTGGGTCACCGATAGCGCTAAACAC 
CAAGCGCTTGAAACTGGAGATTTTCGGATCTTGGCAGAGGATTCAGACCTTGTGCAGGAA 
CTCAACACTGGCTGCATGGTGGTGTCGCAAAAACTCATCGACGAGCACCCCGCAGTGGTT 
GGAGAATTAGTGGATGGAGTAGCTCAGGCAATCGAGTTTGAACGATCCCACTCCCCTGAA 
GAAGTGCGCGAAGTTTATTTCAACTACCTCGAAGCCCATGGTCAGAGTGATAGAATATCC 
AGCTTTAGATATTGGGAGCATTCGGGCATCGCAACCCGAGGTGGAGTGCTCAGTGATAGG 
GAGTTCAGCATGTGGTCCCACTGGATTGACCGCCAATACGACGTCCCCGATATCAATCCA 
GCAAGTATTTACACCAACCAATTCAACCCATACCGAAAAGTAAACCCCTCGCCA 

>RXAO 112 8 -downstream 
TAAAAGGCAAGGGGGTCGGCGTT 



>RXA0112 9 -upstream 

CAATATAACGCACTTTAACATATTTCCCCCCATCTTTTTGTTCTCAAATTTATTTGTACT 
CGAATGCAGGATTTCGAGACAATGAGGCAGTTTTTCTTTT 

>RXA01129 

ATGGTTAATCTCATGTCGGTCGAACTCGAAGAAATCCGCGATTTCTTAGCAGGATTTGAA 
CCTTTCGCGCAGCTACCAGCCGAGGAACTAGATCAGTTACCTGGAAAAATGAGCTTGCGC 
TATTTTCGGCGTGGGGAAGAGATCATCCCAATTGGTGTGCCCAATCATTACATGGGGGTA 
ATCAGATCGGGTGCCATTGATGTTCTTGATCAGGAGGGCGTACTGCTGGATCGCCGTGAC 
GCGGGGCGCTCGTTTGGCTATTCCACGATGGGGCCAGAACGAAATTCTCGGTACCGTATG 
GTTGCCGTGGAAGATTCCTTGGTGTTGCGTCTGGGGCGTGATGATTTTGATGAGTTAGCC 
AAGCGCAACCCTGATCTGAACCGTTACTACTCCAGCTGGTCGAAGCGTATCCGGGCCGCT 
GCTGATCAATTGCGCCAAGAATCTAGTTCGAAGGTGCTGCGCACGAAGTTGGGGGAGTTC 
AAGATCGCCAACCCGATTTCCTGCAGCCCGGACACCACGATCATGGATGCTGCCATCAAG 
ATGCATGAGTTCGGGGTGTCTTCGTTGCTGGTGCAGATCGATGGGGAACTCAAAGGCATC 
ATCACCGATCACTATATGCGCAGCAGGGTGGTGGCGAAGCATTTGGATATTCAGCTGCCG 
GTCTCTGAGGTCATGACGGTGGATCCGCGTTGCGCGACCTCGCAGGGGTTGGCTTTTGAG 
GCCATGTTGTTGATGTCGGAGCTGCGCATTCACCACTTGCCGATTGTGGATGATGGCCAA 
ATCTCCGGCATCGTCACTGCAGCTGACATCATGCGCTTGCTGCGCCACGATCCGATTTAC 
CTCACTGCGGATCTGTCGCGAAAAAATACCGTGGAGGAATTGGCCAACACCTTCCAGTCG 
GCAGCGGAGGTGGCTTCGAGATTTATTGATCGGGGAGCTTCTGCGGAAGAAGTCAGTAGC 
TTGCTCACCGTGGCTGCGGATTCTTTGGCAAGAAGGCTCCTTGTGCTGGCGGAGCGGAAA 
TTTGGTGCACCGCCAGTTCCGTATTGCTTTGTGGTGGTGGGCTCGCAGGGCAGGAAAGAA 
ATGGGACTGGCCTCTGATCAAGACAATGCCCTTGTTCTGGACAATTCCTACAATGACCGC 
GAGCATGGACAGTATTTTGCAGCGCTGAGTGAATTCGTGTGCCAGGGCCTCGACCGCGCA 
GGACAGGTGCTGTGTCCGGGTGACATGATGGCATCCAATCCGGAGTGGCGGAAAACTGCT 
GACCAGTGGATCTCCACCTTCCATTCCTGGATTACTGCGCCGGAGCCGGATGCGTTGCTG 
CATGCCCAGACATTCTTTGATTTCAGGGGAATTTACGGCGACACCGAGATGGCTAAGGAT 
GTCCACCAAAATGCGGTGAATATGGCCAGGGGTGCGCGTCGCATGCATGCACACTTGGCT 
AGTCTTGCGGCCCGGCGCGATCCTCCGCTGGGGTTTTTCCGTGGTCTTGTGGTGGAGCGT 
TCTGGTGAATACGGCGCGACGATGGATATTAAGAAGGGTGGCACCGCGGGCATCGTGCAG 
ATGGCGAGGCTGTATGCGCTGGCCACGGGTAGTGATGCGATTGGGACTCGGGAGCGGTTG 
ATTGCTGCGTCGGGCCATGGTCAGGTGTCGCGTAAGGGTGCGCAGGATTTGTTGGATGCC 
TTTGATTTCTTAGCGGCGATGGCGTTCCAGCACCAGGCGCGGTTGATCAAGGTGGGGGAG 
AAGCCGAACTATCACATTGATCCCAAGACGTTGGGCAAGATGGATCGGGAGCATTTGCGC 
GATGCATTTTCCATTATTAAAGATATGCAGTCGGCGTTAGCTACTAAATATCCGGTGAGG 
AACATC 
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>RXAO 112 9 -downstream 
TAGTGTTGGGGCGTCGAAAAGCG 



>RXAO 1131 -upstream 

GAATTCATTCAAGGTGGTAAGGCGGTTTTCGCTCTTTTAATACAGTTTTAAAGGTAGATT 
TGGGAGAGAAGATTTCCCTTAAGAAAGGTTCTTAACAACC 



>RXA01131 

ATGCCGCCTGCGACGCTGTTCAATGTTTTGACTTCAGCTGGACTTGACCCTCACCAGTCA 
GGTGATGCCATTGTTGTCGAGTCTGCCCATTTCACATTGACGTTCACGTGGGATGAGTGG 
CTGCGAGCTCAAGCGACGTGGGTGGGGGAGTTGAGTGCGTCGGATTATGTGCGTTCTATT 
GTGGCGATTAACTCTGCCCATGATGCACGGGCAACGCCGAAGATGATGTTGGATGCCCCG 
ACTGGTCTGACAACGGTGCTTAAGGCGGATAAGGGTCAGTTGCAGGCGTTTGCCGTGGAG 
GCGCTGCCGATTGGCGATGGCCTCAGCGAGGCTCAGTTGGCGGGGTTTGTGGCTGCCGCG 
TTTGATGGCGCCATCGACCTCACTCGTGAGTTTCATGCACTTTACCCGGAGCGCTCGCCG 
CAGGAGCGCGGCGCAATGCTCAACATTAAGCTTGTCGACGCCTC'CCCCTCTCAAACAGTT 
ACGCCCGTGCGAGTAGCTAACTGGTTCATGGATCAGGGGGTGGAGGAAGTTCCTTATGAT 
GCAGCTTCTGGGCGCATCAGCTTTGAGCTGGGTGACACCCCAGTGGATGTGATTTTGGAT 
GATCCCGAGTTGTTGAAGATCCAAGCCGTGGTGGTTGCTGACCGCGATGTGGAAGCCACT 
GAAGTTTTACATTTGTGTAATCGAGCGAACCTGGATTCTGATCACTCCACCATTTTTATG 
CGTTCGGATGGGGATGATGTGGATTTCGTCGCCACGGTTGCGGTGCCGATTCGTGCTGGT 
CTGAACGATTTCCAGTTGAGTCAAGCCCTGCATGATGGGGTAGTGGGGGTTGTTGGGCAG 
GTACGAGCTGTGATCAATCAGCTACAC 

>RXAO 1 1 3 1 -downs tr earn 
TAGTGAAGTCCATATAGTGAGAA 



>RXA01134 

AGTGCAACCCAAGACACCGGAGTGTGGAAGGGTATCTTCGCACTGCTCATGGGCAGGGGA 
GCACGCGACTGGCGCACCGGACAGCAGTTTGATCGCTGGACTTTTGATGAGCTGGGTTGC 
AATTTCCACCAGATTTTCCCCACCAAATGGTGCAAGGAACGCGGCATCGATCCTGTCCTT 
ACGGAATCAGTACTGAACCGCACCCCGATGGGTCGCCGTACCGAAGTAGTCATCGGCGAT 
ACCCCTCCATCCCGCTACCTGTCTCGTGTTCAATCCAAGTCGCTCATGGGTGATGAGGAA 
TTCGATCAGATGCTGGATACCCACCTGCTCAGCGCGGAAGACCTGCACAGTTCCAACACC 
ACGCACTTCTTTGCTTCTCGACGCACCAACTTCATCGACATGGTCGAGGATGCCATCGGT 
AAAGCGGTGATCAGGGACGTCAACGAGTCAGATCTCACC 



>RXAO 1 1 3 7 -upstream 

TCGGTTTGAACGCAACTGCTTGCGCTTGGGTGAGCTTTGAGGATGTCTTCATTCCTGGGG 
CTCAGATTCTAAGCCACGATTTCCTTACCTTGTGGCATCG 

>RXA01137 

GTGCGCCCAACCTTCGTGATCCTACGGATCTCCGAATACTTCGGTGTCGCTGAAGCTGCG 
ATTAATGCAGCCACTGGACGTCTGACCAGCCTCAGCGAAGTGTTTATCGACAACGCTGCC 
GAGATCCAAGACAACCTTTCTTCGCTGGTCGCGCTTCAGAAAGATTTGGCAGAGCGAGTC 
AACGTTGAAGGAGTCAATCCTGTTACTCCAGTTGATCTACTGGAACTTCGCCTCGGTTCC 
GCGCAGCTGGCCGTTGCTGCAACTGCCATTGAGGTTCGTGTTGCTGGAGGAGCAGGTTAT 
GTAAAGTCTTCATCAACGTCTCGTCGTTTCCGTGTTGAAATGGGAGCTTGCACGGGTCCG 

>RXAO 1 1 3 7 -downs t ream 
TGATCTACAGGCCACGCAAAACT 



>RXAO 1140 -upstream 

TATCCAACTTCCCGATTTTCAACGGGATTACGCTTGGGATGTTGATCGCATCCGAAGCCT 
TATAACCACTGTTCTTCGTGGTTTTCCAGTAGGTGTGCTG 

>RXA01140 
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ATGGCACTAGACACCCGCGGCGAGGAAATGCGTTTCCGGCCACGCGCGCTGTCCGGCGCC 
CCAGATACGGGCAAGGATCCAGGTCTTTTGCTTCTCGACGGACAACAGCGCCTCACCACC 
CTTTATCATTGCTTCAGTGGCGATGGCTATGTAAATACGGTGGACTTCCGATCAAAGAAA 
GTGACCCGGAAGTTTTATATTGATGTTGCTAAGGCTGTTGAATCTCCGGTCATGTCCGAT 
GAGGCTATTTTTTCAGTCGACGAAACCGGCAAAATCATCTCCCACTTCGGTCCAGTGATC 
GACGGCGGCATCACCGATTTAGAAACAGCACTTGCTCATGGTTGCCTTCCAGTTTCTGTG 
CTGCTGGATGATAACGGCACTGATTTCCTCTTTGACCTCGCCGATATGGCAGGAGAAGGC 
GCTCGCGAA"CACGCGAAGCGCTTeeAATGAGAAA-TCGT-TAAGAC.^ 

ATCCCAATGATCCGACTGGATCGTGAAACCGCCAAGGGTGGAATTGGTTCCATCTTTGCT 
CAGGCCAATAGCTCTGGCTTGCAGATGGATGTCTTTGATTTGCTCACCGCGGTGTTCGCA 
GCCGATGAATCGGTGGAGACCGAATTCTCACTGCGTGATGACTGGGTGCGGGTTGAACGA 
AACCTTCGCCAACACTCCGCACTTGATGGCATCGGCAGCACGGAGTTCCTCACCGCAGTA 
GCCCTGTTGGTCAGTGCCCGCAAGGGACATGCGTCTGGTTACCGTGAAGATATCTTGAAC 
TTGACG 



>RXA01 14 8 -upstream 

ATAGAACAAGGGTAGCCAAATTCTTGGAAACAGCGCGGGCCCCCGAATCCACAATGCGAA 
TCCACAATGTCACCTGAAGCCGTTAAAGTAGGTGATCATT 

>RXA01148 

ATGACCAGCCCAGTTGAAAACGTTAAGAAAAAGCCACGCCCATTGGCGCTGTCACCGTCG 
CGCGCCGGGGATTACCAGCAGTGTCCCCTGTTGTATCGCTTCCGCGCGATTGATCGCCTG 
CCAGAGCCTAAGACCGTCGCCCAGGTCAAAGGCACGTTGGTGCACGCTGTGTTGGAATAT 
ATGCACAAGTTGCCGCGTGAAGAACGCGAATATCCAGCCATGGTGAAGCAACTCAAGCCC 
ACCTGGGCGCAGATGTGTGAAGAAGACGCAGAGCTCAAAGAGCTTGTTCCAGAAGATGAG 
CTTTATGATTTCCTCGTGGATTCCCGCACCCTGCTGCGTGGCTACTTTGAAATGGAAAAT 
CCTCAAGGTTTCGACGCCACCGAATGCGAAATGTACGTGGACACTGTGCTGCCCAACGGC 
GTTCCTGTTCGTGGTTTTATCGACCGTGTGGATACCGCCCCACCGGCCAAGTCCGAGTTA 
TCGACTACAAGACTGGCAAGAAACCAAAGCCGCAGTGGAGCCAGCAAGCGCAGTTCCAGA 
TGCTGTTCTATGCACTGGTCTACTGGCGCATGTTCAATGAAATCCCAGCTCAGCTTCGTT 

>RXAO 1 1 4 8 -downs t r earn 
TAATGTACCTCAAAGTCAACGAT 



>RXA01153 

CCGTTTTTAAGCCCGATCGTTACTTCCACGCACGCGGTGGTGGCGTATTCCACCGCGCGT 
GGATTTGGTGAGCACCGGGTGCGTTGGGACTATGCGCAAGAGTCCCCACTGCGCGATACT 
CGTGGCTTTGATCTGCGCCGATACCACCAGGCCCCTGTGGTGGATCCGCACGCCATTGGT 
GTGGCCAACGTGTTTGTGCCCAATGGTGCCAGGTTTTATGTCGATCACGCGCACCCGGAA 
TACTCCTCCCCAGAGGTCACCAATGCGTGGGATGCCATGGTTTACGACGCCGCTGGTGAC 
CACATCCTTATGCAGGCCGTCTCTGATGTTGCGAGTTTCACCAGCCAGAATAGGTCTGTG 
TTGGACGGCCATGATCCGTGTCCAGCTTTGAAAATCTACAAAAACAATGTCGACGGTAAG 
GGTGCTAGCTACGGGTTCCACGAGAATTACCTCTACTCACGTGAGACGGATTTTGATGTG 
CTGGCTCAGGCATTGATCCCATTTTTTGTGTGCCGGCAGGTCATCATCGGTGCCGGACGT 
GTG 



>RXA01154 

GAGGGCATTATCAACACCCGCGATGAACCACACACCGACGCTGATCACTGGGGTCGCCTG 
CACGTGATCATCGGCGATGCCAACATGTCGCAGACTGCGAATTTCCTCAAATTCGGCATG 
ACCTCCCTAGTGCTGGATGCCATTGAGGCTGGGGTGGATTTCTCTGAACTCAAGCTGAAG 
AACGCAGTGAGTGAAGTAGCAAAGGTCTCCCATGATCTTTCCCTTACCCACCAGCTGCGA 
TTGGCGGATGGTTCAGAGCTCACCGCTATTGATATTCTGCGCCGCTATTTGGACAAGGTG 
CAGCCGTTTGCAGAAACCCCAGTGGAACAGCGTGTCACTGCGCTGTGGGGTGAAGTGCTG 
GGGCTCCTGGAGAATGATCTGCTCTCCACCAGCCATCTCCTTGATTGGACTGCAAAACTT 
GCCCTGATCAAGTCTTTTGAGGCGCGTGGGCTGTCCATTAACGATCCCAAGATGTACCTC 
ATTGACCTGCAGTACAGCGATATTGATCCACAGAAGAGTCTGTATCACGCACTGGTATCC 
AAGGGGCGGATGAAAACACTGTGCAGTGCGCAGGACATTGCAGATGCAGCGGCCACTTCA 
CCG 



Appendix A, page 142 



Attorn jacket No.: BGI-129CP 



>RXAO 1 1 5 5 -ups t r earn 

ACAGCTTGCTGGATGAAATCGACGGACTGTTGGAAAACAACGCCGAGGAATTCGTTCGTT 
CCTATGTACAAAAGGGTGGCGAATAGTCACTGTGAGTACC 

>RXA01155 

GTGGAATCCGCATTGACCCGeAGGA-TGA-TGGGCAT-TGAAACGGAGT ATGGCCTCACCTTT 
GTTGATGGTGATTCCAAAAAGCTTCGCCCAGATGAGATAGCTCGAAGGATGTTTCGTCCC 
ATCGTGGAGAAATATTCCAGCTCTAATATCTTCATACCCAATGGTTCCCGGTTGTATCTT 
GATGTGGGTTCCCACCCGGAGTACGCCACCGCCGAGTGTGATAATTTGACCCAGCTGATC 
AATTTTGAAAAAGCTGGCGATGTTATTGCAGATCGCATGGCTGTAGATGCCGAAGAGTCG 
CTGGCGAAAGAAGACATTGCTGGGCAGGTGTACCTGTTTAAAAACAATGTCGATTCCGTG 
GGCAATTCTTATGGCTGCCACGAAAACTACCTTGTGGGTCGCTCCATGCCGTTGAAGGCG 
TTGGGTAAAAGGCTGATGCCGTTTCTGATTACCCGCCAGCTCATCTGCGGCGCCGGCAGG 
ATCCATCACCCCAATCCTTTGGATAAAGGCGAATCCTTCCCCTTGGGCTACTGCATATCC 
CAGCGCTCTGACCACGTGTGGGAGGGCGTATCAAGTGCCACCACTAGATCACGCCCCATT 
ATCAACACCCGTGATGAGCCACATGCGGATTCCCATTCTTACCGCAGGCTGCACGTGATT 
GTGGGTGATGCCAACATGGCAGAGCCCAGCATCGCGTTGAAGGTCGGCTCCACGTTGCTG 
GTTCTGGAAATGATTGAGGCAGATTTCGGTTTGCCCAGCTTAGAGCTTGCCAATGATATT 
GCCTCAATTAGGGAAATCTCCCGCGATGCAACAGGATCCACACTGTTGTCCCTGAAAGAT 
GGCACCACCATGACTGCCTTGCAGATCCAGCAGGTGGTCTTTGAGCATGCCTCGAAGTGG 
TTGGAGCAGCGCCCCGAACCAGAATTTTCTGGCACCTCCAACACAGAGATGGCCCGCGTG 
CTGGATCTGTGGGGTCGCATGTTGAAAGCGATTGAGTCCGGTGATTTCAGCGAAGTGGAT 
ACAGAAATTGACTGGGTGATCAAAAAGAAGCTCATTGATCGTTTCATTCAGCGCGGCAAC 
CTTGGGTTGGATGATCCAAAACTTGCCCAAGTGGACTTGACTTATCACGATATTAGGCCA 
GGTAGAGGCCTATTTAGCGTGCTGCAAAGCCGCGGCATGATCAAACGGTGGACTACTGAT 
GAGGCGATTTTAGCTGCGGTGGATACCGCTCCTGATACAACACGTGCTCATTTGCGCGGG 
CGAATCCTTAAAGCGGCGGATACTCTGGGAGTACCTGTGACTGTCGATTGGATGCGTCAC 
AAGGTCAACCGACCGGAGCCACAATCGGTGGAATTGGGGGATCCT 



>RXAO 115 6 -upstream 

AAGAACTAAGAAATACCGATTTACGGCAGGAGA 
>RXA01156 

GTGAGTGTAGTGAACGCAAAGCAAACCCAAATTATGGGTGGCGGCGGACGTGACGAGGAC 
AACGCCGAGGATTCCGCACAGGCATCTGGACAGGTTCAGATCAACACCGAAGGTGTGGAC 
AGCTTGCTGGATGAAATCGACGGACTGTTGGAAAACAACGCCGAGGAATTCGTTCGTTCC 
TATGTACAAAAGGGTGGCGAA 

> RXAO 1 1 5 6 - downs t r earn 
TAGTCACTGTGAGTACCGTGGAA 

>RXAO 115 8 -upstream 

TAGGACGTTCAAGGAATTGGCTGAATCAACAAGCGCCAAGGTGGTTAAGCGCCCTCGGCG 
AGTTATCTCAAAAAAGAAGAAGAAGTCTCCTACGGGAGAG 

>RXA01158 

ATGTCCATTGTTGAGCACATCAAAGAGTTTCGACGCCGACTTCTTATCGCTCTGGCGGGC 
ATCCTCGTGGGCACCATTATCGGCTTTATTTGGTACGATTTCTCATTTTGGCAGATCCCC 
ACTTTGGGCGAGCTGCTGAGGGATCCGTACTGTTCTCTGCCTGCTGAATCCCGCTGGGCC 
ATGAGCGACTCAGAGGAATGTCGACTGCTCGCAACCGGCCCGTTTGATCCATTCATGCTT 
CGCCTTAAAGTAGCGGCGTTGGTGGGTATGGTTCTTGGCTCACCCGTGTGGCTGAGCCAG 
CTGTGGGGCTTTATCACCCCAGGTTTGATGAAGAATGAGCGCCGTTACACCGCAATCTTC 
GTCACGATTGCTGTTGTGCTGTTTGTCGGCGGTGCTGTTCTTGCGTACTTCGTCGTTGCA 
TATGGTTTGGAGTTCCTCCTTACCATTGGTGGAGACACCCAGGCAGCGGCCCTGACTGGT 
GATAAGTACTTCGGATTCTTGCTCGCGTTGTTGGCGATTTTCGGCGTGAGCTTCGAAGTT 
CCACTGGTGATCGGCATGCTCAACATTGTGGGTATCTTGCCTTACGATGCCATTAAAGAT 
AAGCGACGCATGATCATCATGATTTTGTTCGTGTTCGCTGCTTTCATGACACCCGGCCAG 
GATCCTTTCACCATGTTGGTGTTGGCGCTTTCACTCACCGTTCTGGTAGAGCTTGCCCTG 
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CAGTTCTGTCGCTTCAACGACAAACGCCGGGACAAGAAGCGCCCAGAATGGCTTGATGGC 
GATGACCTCTCTGCATCACCACTGGATACTTCTGCTGGTGGAGAAGATGCTCCAAGCCCA 
GTCGAAACCCCAGAGGCGGTGGAGCCTTCGCGGATGCTGAACCCAAGTGGGGAGGCGTCG 
ATAAGCTATAAACCCGGGCGCGCCGACTTCGGTGACGTGCTC 

>RXA0115 8-downstreain 
TAGGGCCTAGCCAGGTACCCTTA 



>RXAO 1 1 5 9 -ups t ream 

CATCAATCAATGTGCAAGGGTTTCATTTCTGGAAATCGTGGTCACCCCACATTCACCAGT 
CATGAACAAGCTTGTTTAATGTGAATTTGGAGTAGACCAC 

>RXA01159 

ATGTCCCTCGGACCATGGGAAATTGGAATCATTGTCCTGCTGATCATCGTGCTGTTCGGC 
GCGAAGAAGCTGCCTGATGCAGCTCGTTCCATCGGCCGTTCCATGCGCATCTTCAAGTCT 
GAAGTCAAAGAAATGAACAAGGACGGCGATACCCCAGAACAACAGCAGCAGCCTCAGCAG 
CAGATTGCGCCCAACCAGATCGAGGCTCCTCAGCCAAACTTTGAGCAGCACTACCAGGGA 
CAGCAGGTTCAGCAGCCTCAGAACCCTCAGACCCCTGACTACCGTCAGAACTACGAGGAT 
CCAAACCGCACCTCT 

>RXAO 1 1 5 9 - downs t r earn 
TAAAGTTGGGCAGTTTGCATCTA 



>RXA01160 

AAATCATCCAACAAAATCAGCGACCTTGCCCGCCAGCTTAATCTGTTGCCGTATTTCACC 
AGGTATAAAGGCCGTACCGTCATGGAAGCAGCGCGCGATCTTGGCCAACCCTCCTCCCAA 
ATCATGGAAGACCTCAACAGATTATGGATGTGTGGTCTGCCAGGACTTCTTCCAGGTGAC 
TTGGTGGAGCTTGATCATTCCTTTAAGGAAGTAAAAATCCACAATGCTCAAGGCATGGAT 
AAACCCTTGCGCCTCACACCAACTGAAGCCGGTGTTTTGCTGCTGACACTTGAATCCCTG 
GAATCCCTCCCCGGTATTGCGAAACAGGAAGCGGTCGTATCTGCTGCGAACAAGCTACGC 
GCCATCATGGGGGAGTATTCCTCGACTGTTTTCGACTCCACTGGAGAAGACCTCGATGCT 
GAAGTTCTAGAGATCATCCGCGACGCCATGGATTTACACCAGCAGGTCAGTTTTGAATAC 
CACTCGCACAGATCAGACAACACCAGCCTGAGGCAAGTCAGCCCTGCTCATATCTTCACC 
CATGAAGGCGAAACCTACATCAAAGCCTGGGAAGAAGCTGTGAACCAATGGCGGACGTTT 
AGGCTTGATCGCATCCGAAGCATTGTGCTTCTTGACAGCAAAGCAGTGCACCCGGCGCGA 
GGGGTTTCAGTATCCACGGACGATCCTTTTGAGTTCGCAAAATCTTCCGATATTGCCACG 
TTATTGCTGCGTGAGGACGCAATGTGGTTAGGCAATTACATGGCCATGGAGGTGGATGAA 
ACGGTGGAACCGATTCGCGATAGCGACGGATTCAGCTGGCACACAGTCCACTTTCCGCTG 
CTTTCTAGGGATTGGTTCGTCCGATTCGCGATTGGCCATGCTGAGCATTTGAAAGTAACT 
AGTCCCGAAGATCTTCGGAAATGCATAAAGCAAAAGGCTTTTAGTGGTTTGTCAGCGTAT 
GATCATCACGTAGAG 

>RXA0116 0-downstream 
TAACACCCAAGAGTAAGACGCAA 



RXAOl 163 -upstream 

ACCGTACCCACAGACACACCAGAATTAACAGAAACAGACTGAAAAACAACATCGCTCGAC 
ATGCGCGTAATCCTAACCCGCGCACACTAATGTGGCCGAT 

>RXA01163 

ATGGGCTACACCAACCTCAACGACACACGGGTCTTGCGCGCCGGGTCATGTGATGCCTGG 
TGGCGCACGATGTCTCCGCTAGTGCAGCAGGGAAGTGAGGCAGTCTTTCGGCGCATCATG 
GGTCTCTCGCGGCGTCCTGATCGGAAACCTGGCTTTGACGATGTCCCACATTTCGGCGCA 
GCTGTTCGAGTTCCCGGTCTAAAACACGGCACGTTGGTCAATGCTGCACCCTTGAAAGTT 
TTGGGCGCACGGGGCGAGCCCAACCCCGCGAGTTCGTACCGTTTTGAATACATCACCGGT 
GATTCCGCAGGTCGAGCCATCACTGCGACCGGCGCTGTCCTCTTTTCCACACGCCCCTGG 
ACAACCGGCCCGCGTCCCGCGATCGCCATGGCTCCATCCACCCAAGGCGTCGCACAGCAC 
TGCGATCCCTCCCACACCTGCGCCATCGGACTCAACGCATTCTATGACAAACCCTTCGAC 
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GCAATCATTGCTTACGAACTCCCCGTCATCCTCTGGTTTCTAGCTCACGGACTTGACGTT 
GTGTTCATCGATTACCCCCGCGACCCCGCAACCGGCGTCCAATACTATTGCGATTCCATC 
GCTGCAGCTAAATCGCTTCTCGACGCCGTCCTCGCCTCCAGACAACTCGGCCTTTCACCG 
GAAGCACCGCTTGGCCTGTGGGGATTCTCCCAAGGAGGCGGCGCC 



>RXA01165-upstream 

AGACCACT.CACATTG CACATCTGCAGCTGCCAGGAAGTCTCCACCCAACAGTTTTCTAGG 
TCACAGGGATCCATTAGCCATTTGGTCCTTGTCGAAAGGT 

>RXA01165 

ATGGTGGGGCATGTGCCTGCAGCAATAGCAATCCCATATTTCATTATTGAGATCCTCGCC 
TTCATTGGTGTCGTCATGTGGCTCGGTTTCGGCTGGGCTTTGGGTCTCCTCGTATTGTTC 
TTCGTCGGTGGACTTCTTCTAGCCGGCGTGGAGCTTCGTCGCATTAGTAAGAGTGCCGCC 
ATTCATCAGGCTTCGGGCCAGGGAAGTGCGGGAGCGATCGCCGGAAACATTGGGCTGACC 
GCAGCTGGTGCCATTTTGGTGGCCATGCCGGGGTTTGTGTCTTCGATTATCGGTTTGTTG 
TTCATTTTTGCACCAACCAGGGCGCTGTTCCGCAAGGTTTTGGCCAAGCGCATGCGCAGT 
GCCATCGAGAACCTAGGTGTGCGTGGTTTTGAAGCCGTTAATGGTTACCGCACCCAGGCA 
TCCTACGGAAACTTCGGAGCGGCATTCAATGGTGGTGCGCAACAACCATCAAATGAGCCG 
ATCGTGATTGATGAAGACGAGATCCAAGCCTGGACTTCTGATCTCAAACCTGAAGATTTC 
ACCAAAGGTAAAGATGAATCCGACGGTGAGAAA 

>RXAO 1 1 6 5 - downs t r earn 
TAAGTGACACTGTTTGTTCGGCT 



>RXA01166 

CTCACCGGAGTGATTGCCTACGCCATCGCGGGACTTGCAGTGAACTCTTCAGAGATGTTT 
GAGGAAATCATGTCGGTGTTAAATGAACGCGGAGTCAGTGATGTGCTGAAAAATATCACC 
AGCTGCGCGGGAGGTTCCTTGTTGGCCAGTGGCTACTCGTCTTCCCGCGGGTGGACACAT 
CAGGGCACGCCGCTGGCAGACATTCTGGACGATCTGCCACTTGTTGTCGCTGAGTTTGGG 
AAGCAAAAGCTGGGTCGTGTGGCGCCAGAAATCCCAGTGCTGTTGTGGGGCTCTAAAAAT 
GATGATGTCATTCCCATTGATCCCATTAGGGAATTGCGTGATAGCTGGGCGGACAAGGGT 
ACGCCATTGACCTGGCATGAATCCCAAGCGCCGCGTGTGCCAGGACGCACAGGTCTCAAC 
CATTTCGGGCCCTATTTTAGAAACCTGGAAAAGTACTCGGGATGGCTCATAGATCATCTT 
GTC 

>RXAO 1 1 6 6 - downs t r earn 
TGAGTGCCGTTTTAAAGGCTCGG 



>RXA01167 

CCTCGCCAGCTCGTGAAGTACAAGACCGCAGACGGGGAAATCTATGAGGTTCCCTTCGCT 
GATGATGCGGAAATCCCCGAGGAGTGGATGTGCAAGAACGGTAAGCTAGGCATCCTCATG 
GAAGGTGAGGGAGTCGAGTCCAAGCCGGTCAAGCCTCCACGTACTCACTGGGATATGTTG 
CGTGAGCGTCGCTCAATTGAAGAGCTGGATGTGCTGCTGGAAGAGCGCATCGAGGCACTT 
CGTAAGCGTCGTCGCAATGCAGCGAAACTGCTGAAGGCTCAGCAAGAGGCTGAAGAAGCA 
GAAAAGGCAGCTGAAGAGGTT 

>RXAO 11 67 -downstream 
TAATCTTCCTGCCTAAGTTAGAA 



>RXA01169 

ATCCCCGTCTTCCTGGCTGTTTTTGTGGGTTCAGATGCCCTTGGCTCAATCTCTTTCGGC 
CCATTTGTAGAAGCATTTTTCCTCCTGATTCTCATTCCACTTGTTGCTGCTGCGGGAACT 
CAGCAAGTGGCAAGAAAGTGGCAGGTAGGACGTACAATTATGGCTGCTGCAGAAGCAATC 
ATGGTGCCTTTAATGATGCTGACGTTGTTCGCTGTCATCGCATCGCAAGTGGAAGCTGTG 
AGTGGTCAATTCACCGATATCGCCACAGTAGTGCCACTATATGTCGCCTTTTTGATGGTG 
ATGATTCCAATTGGTGGCGGGATATCCAAACTCGGTGGCTTAGGTTTCAAAGAGCAACGA 
GCCATCGTTTTTAGCGGAGCAACCCGTAACTCTTTGGTCGTTTTACCTTTAGCGTTAGCA 
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CTTCCCGCAGGCCTGGAAATAGCGGCCGTCGTAGTTGTCACTCAAACCCTCGTGGAACTG 
ATTGGCATGGTTGTCTACGTGCGCATCATCCCTTTAATTTTCCATGAAAAGCAGACATAC 
AGGAAACTTTCAGGCATAGGGGAGTCA 

>RXA01169 -downstream 
TGAAACAGAACGGCAAGCTAAGG 



>RXAO 117 0 -upstream 

TACAGGAAACTTTCAGGCATAGGGGAGTCATGAAACAGAACGGCAAGCTAAGGTGACATA 
GTCACTTAAACTAAACAAGAAGGGTGGAGGACCCAAGCAC 

>RXA01170 

GTGAGTCTTTCAAACAAAGCTAAAGGAATCGTTGCAGTAATCATCGTCGCCTGGATCGTC 
GCGATGGCTGGCATGGTCGCATACGCGTCAAGCAATAATGCTGATAAGACATTTCCAACT 
GCAGGTGCGCTAGAACAAACCGTCGCAGCATTTGATAGGCAAGGCCTTCAGGTCTCTGCA 
GTCGCACTGGCAGACATCTACGGCGATGAATACGTCTCCGCGGCGATTCTGTGCGAAGGA 
ACTCCAACCGCAACACTCGAGCAGTCACTGGGCGTAGACCTGTCTGAGCTGAACCTGGAC 
GAGTCTGGTGTTCCTTCGGGCGTGTCCTACTTGGCTCTGTCCAATCAGGATGGGGAAGTT 
GTCTACGACAAGATTGATCGTGCCAACGTTGATCTCTGCGCAACGCCACTCAATGGTGCT 
TTCAGCGCTTATTCATTGATGCCAGTTGCCAAGGTTGGCGAGAACTCCTGGGCGATCGCC 
GOT 

>RXAO 117 0 -downstream 
TAGGGTTTTAAGGGTCAATCCGC 



>RXAO 1171 -upstream 

GTAGAAATTTTCCATGCAGAGGAAAGCCGATAATGGGGCAGAACCCCTTCCCGCCAAAAT 
^ ^ GAG ATAATGTAC ATTATCGGACAATTATCCATATCTGGCC 

s >RXA01171 

£3 ATGTCGCAGGCCGCTGGTAAGTTTAAGCCCATGACTTCAACGCTCGCCGAATCAACACTT 
f?l ACATCCCTTAAAGAACTTGAGGATCCAAAGATCCTTTCCGTCAATGAACGCCACGGCGAT 
GATCACGCAGTGAACCTCACCAAGCTTCGCGCCGTTGCCAAAGAGCTGAAAAAGAACCAG 
LI CCGCTGGCTCGTGAGCTTTGGGCAACCGACGATACAGCCGCACGTTTGGTGGCGTTGCTT 
^2 ATTTGCCGACCCAAGGAATTTGATCAGTCTGAACTCGACTCGATGATCCATGAGGCTCGC 
£3 ACGCCGAAGGTTCTTGATTGGTTGATCAATTATGTGGTCAAGAAGAATCCTCATTGGAAC 
E3 GATCTCCGTGTGCTCTGGCTTGAAGATCCCGCCGAGAATGTTGCGGCCGCCGGCTGGGCT 
CTCAACACTCATGCCGTTATCACAAAGCCGGACGCATTGGACGATTCCGAAATCCTTGAC 
ACCATTGAAGCTCAGATGAAAACTGCCGAGCCTCGCGTACAGTGGTCAATGAATGAATGT 
TTGGCGCAAATCGGCATCCATCGTCCAGAGCTTCGTGATCGTGCCATTGCCATTGGTGAG 
CGCCTGGAAGTTCTCAAAGATTATCCGACCCCTCCAAATTGCACCTCGCCTTTTGCTCCG 
ATTTGGATCGAAGAGATGGTTCGCAGGAAAAAA 

>RXA01171-downstream 
TAACCGACCTGTTCCCTATCTTT 



>RXAO 117 3 -upstream 

AGATCTGTTTCTATGTATTAAAGATCACACCGAGTGGTGGAATTTCCTCAAGTGATTTAC 
CCACAATGGACTTTGTTGATACCCAATTCGAGAAAGGCCA 

>RXA01173 

ATGCACGTGAGCACTCTTCCAAACAAGAAACTGCGTACTCGCATTTTCGCAGGCACCGCT 
GCCGTCGCACTGTCACTTGGTGTTGCGTCTTGCTCAAACGCAGAAGATGCTGTGGATAGC 
GCAACAGATGCTGCCAACTCTGCAACCTCCGCCGCGGGATCTGCAATTAACGATGCCACC 
GGCACTTCCAGCGCATCCACCACAGAGCCTTCCGGAACCTCTGGATCCGACTCCGGGTCT 
GACTCTGCTGGAGGAGACACCACTGAAGTAGAAAGCGCCGATGGGTCCACCATCAGCATC 
CCAACTGCCGTCGTCACCGCTGCAAATGCTGCAGGATTCAGTACCCCGGAATCCGTGGAA 
GAAGGCCCGAATGGTGAGTCATTGGTGACGTTCCCTGAAGGCTACATTGTTAACTCTGCA 
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GAAGGTGGTGCACAAGCACTGGTCGGCATGATCGGTGAAACCTGGATCGGCGAAGGCGGA 
CTATCCGCGGCAGTGGGTCTCCCAACTGGGCCTGAAGAAGCAACAACAAATGGTTGGACT 
CAACAGTTCACATCTGGAGTAATTAGCTGGCTTGATGATGGATCAGGACAGTTCGCAGCT 
TCTGTTGAACCTGCT 

>RXAO 1 1 7 3 -downs t r earn 
TAAGGGAATCTCACCTGGCCTCC 



>RXAO 117 4 -upstream 

ATATCGCAACCGCTGTTAATGAAGAGGAAGAGGCTCGCGATATCGCGAAGCTGTGCCAGG 
AGATGGTGGAATTAGCTCGGAATATTGAGAAGTTGAGGTA 

>RXA01174 

ATGAGCAACATGCAGGGAAACGATTCCAAGAAATCTAGCGGCGCGAGTCGTGCGGAGAGC 
CCACTGATCAAGTTCCGGACATTGATTATCGTCATCTTTGTCATCTTGATCGTTGGTTTG 
GCATCTATTGCAGTGGGACCTGTCGTGTACCAGCTCATCATGGGACCTGGTGTGAAAACC 
GAAGGAATCCAGGCTGATGGCGCAGCACCTGCGTCCACCGACATGAACGGCACCTGGGAT 
GTTGCCCCAGGGAGTATTCCAAACACCACCTCAGCTGGATTCACCTTCGCTGAGATCCTG 
CCAGGCGAAGAAAAGATCACCTCCGGCTCAACCACTGGTGTCACTGGCGAAGTGGTCATC 
GAGGATAACTCCCTGATCTCTGGTCTGATTACCGTCAACATGACTCACATCACCACCGAT 
CAGGAAAAGCGCGACATCAACGTGCGCACTAAGCTCTTCCACACCGATCAGTACCCAGAA 
GCAACCTTTGAGGTTACCGATTCCGTTGATCTTTCTGCGCTCCCAGACACCGGATCCATT 
GCTCAGGTTGTCATCCCAGGCGAGTTGACCATCCACGGTGAAACCAAGGCTGTGGAGCCT 
ACCTTTGATGTACTTCGTACTGGTGACCAAGTTATCGTGGCTTCCGATATCGAAATCAAC 
CGCCTCGACTTCGGTGTAGAAACCCCAGAGTTCATCGCCGCAAAGATCAATGAGACCGGC 
GAGATCAACGTCCGAATCGTATTGGAGAAA 

>RXAO 1 17 4 -downs tr earn 
TAAACCATGATGGCATCACGGAT 



>RXAO 117 6 -upstream 

GAGCTGTGCACCTTGTGACCTTTTGTGACACTGCTCAATGCTTTACGGCTACGATGAACA 
ACAAACCGACGTTTTCGACGCTGTGAAGGACTAATTGCTA 

>RXA01176 

GTGCGTTATTTTTACGATACTGAGTTCATTGAAGATGGGCGCACGATCGAATTGGTCTCT 
ATTGGAATCGTCGCAGAAGACGGTCGCGAGTATTACGCAGTTAGCACACAGTTTGATTCC 
TCCAAGGCGAACGCTTGGGTGCGCGCCAACGTGTTGGACAAATTGCCTAATCCTTCCTCC 
AAAGTGTGGAAATCTGCAGACACTATAAAGCGCGAAGTTTATGAGTTTCTCACCTCCACC 
GGACCAACCCCTGAACTGTGGGCCTGGGTGGGCGCATATGACCACGTGTTGTTGGCACAA 
ATGTGGGGCGATATGGCGGGGCTTCCTCGGGAGATCCCTCGTTTTACCCGCGAGCTTCGC 
CAGTATTGGGACATGGCTGGCCGCCCAACGCTGCCAGAGCTGCCGAACGGCAACCACGAT 
GCGTTGATTGATGCGCGTCATAATTTAGCCAAGTTCAAAGTGTGCATGGCAGCGCTGCCT 
TTGGGTAAAAGGGATCGCGTCTCT 

>RXAO 1 1 7 6 - downs t ream 
TAGTCGATCTGCTCCCATTCCAT 



>RXAO 117 7 -upstream 

TGTTCATCGTAGCCGTAAAGCATTGAGCAGTGTCACAAAAGGTCACAAGGTGCACAGCTC 
AGTTCCTTAAAAACCGCTGGATACGGATACACTATTTTTC 

>RXA01177 

ATGCACGGTGAAAAACTTGTGGATGGCACTGAGGGAAATCTCAGTCAATTCCAATGGCGC 
GATATGGCTACAAATCAGACGCTGAGAAAAGCACTGTTAGTGCTTTCTACCATCGCTCTA 
CTCTTGACTTTATGGCCTTCAATTTTCAATGTTCGGGCCATCGAGTCTTTTGTTTTCTTC 
TTCCATATTGATACTGACGTGTACCGCGCCGGTGCTAATGCATTCTTGCATGGCGAGAAT 
CTGTATACCCAGGACTACCAAGTTGGTAGCATTCAACTTCCCTTCACGTACCCACCGATT 
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TCTGCTGCGCTGTTTGTTCCACTTGCAATCCTTGCAAGCAGTGTAGCCGGAATAGCATTA 
ACGCTTATTTCCACGGTGTTGCTGTGGTGGAGCGTAGCTATCGTCTTGCGCCGAGTGCTC 
AAGGGTCTCACGGATGCTGATTCCAGGTTTGTGTCCTATTTGATTCTGCCTATGGCATTG 
TCCACGGAACCTGTATTCCAGACCCTGCAGTTTGGCCAGGTCAACATCATTTTGATGGCG 
CTGGTTCTCATGGATACCTTCACCAAAAAGCCCTGGTTGCCACGTGGTTTTTGGATTGGT 
TTGGCGGCATCCATCAAGCTGACCCCCGCAGTCTTTGGCCTTTACTTCCTAGTGAAGAAG 
GACTGGAAGGGC GCTGGAGTAGCAATTGCTTCTGGCGTAGGTTTTTCCGCCTTGGCGTTT 
ATCCTCTCACCTTCAAGTTCCAAGATTTACTGGAe-TGAAACAC-TCAACGACC CTTCTCGC 
ATCGGCAACCTATCTTATATTGCTAACCAATCTGTGCGTGGAACGCTCAGCCGAATGATG 
CATGAACAGCAGGATCTCGTCGAAAAGCTTTGGCTTGTGGCAGTTGTCTTGTGCCTTGCC 
GCTGTCGCCGTCGCCATGTGGCGCGTGGTACGCGCCGGCAACCCGTACGGCGCCGTCATG 
CTCAACTCGTTGATTGCTCTGCTGTGCTCCCCTGTTTCATGGTCTCACCACTGGGTATGG 
CTGATTCCAATCGCTATTGGTTTGGGGGCAAGTGCGTGGAACCAGCGGCGGACTGCTCCA 
GGAATTGCCGCGACGGCTGGAGTCTTGGCGCTTCTGACCACGATTCCGATGTTCATCACA 
ACATTTTGGAACATGCCATACGATTCAGAGTCTTACCCATTTTGGCCATTGATTCTGCAG 
CCGTCGGGCAACGCGTATGTAGTAGTGGTCATCGCTATTTTGATCGTCGCGATTGTGAAT 
CCAACAGTTTTGGGCAGTGGCAATAAAGCTGTTTCAGGCCAGGCAGAGAAGAAGTCCTCC 
CCTGCGTTGCTTGTTGTTTTAGCGATTGCCATTTTCTACCTCTTTGCCAATATTTGGTTT 
AAGGGAAACAATCAAAACAAAGCGCTCATTCAGTACCCACTGCAGACTATGGAAGGTCGC 
GGTCTCACTGACTTCGGCGAGCTTATTTTTGAATTCGCGGCTTCCTCCAACCAGCTTGTT 
TCCCTCTGGATAATCGGCGCCCTCAACGCCATCGCATTGGCTATTACCCTGTGGTTCCTC 
CTTCAGCGTTTTGCTGGGAAGAAGAGCTCCTGGCTGATTTATCTCAGCACCGTGGCTGTT 
GCGCTGATGATGTTCTCAGTGCAGGATGCCTTGCAGTTTGGTTCGCTGACTCTCGTTGCA 
CTCGCATTGATCACTGTTGATGTGTTGAGTGTCAGAGAGATTGGCCGCCGCGGGCTGCTC 
ACAGGACTTGCAGCAGCCCTGTTTGGATGGCCAATTCTGATTGTTATCGGATTCCTCATT 
CACCGACGTTATGCAGCAACAATCACAACCACTGTCACCGCAGCTGTGCTGTGGATCTTA 
GGAATTCTGCTCAATCCAGACGCCTTCAACCTCAACCTGCTGCGTCAATGGTTCAACGGG 
CGCGATGGTCGGGACAATTTGTCCTTCTATGCTTTCCTTGCCAGGTGGGTCAGCGAATCC 
CCAGCA 

>RXAO 1177 -downstream 
TGATGTTCGTATGGTTCATCGTC 



>RXA01 17 8 -upstream 

TCAACCTCAACCTGCTGCGTCAATGGTTCAACGGGCGCGATGGTCGGGACAATTTGTCCT 
TCTATGCTTTCCTTGCCAGGTGGGTCAGCGAATCCCCAGC 

>RXA01178 

ATGATGTTCGTATGGTTCATCGTCGCCCTAGGACTTGGTGCCTGGGCAATCCACCGCACC 
TGGTCACATGGATTCAAGGACCTCTCCGTTGCACTGAGCATCGCACTACCAACCTTGGTG 
CTCCCCATAGTGGAACTCCACCACCTCGTGCTACTTCTTCCACTGATCGCAGTGTTGCTT 
CGTCAAGGACGCGTGGCAATTTCCTACCTCATCGGATTTATCTACCTAGTCTCATGGACT 
CCGCAACACCTGTCCTACTCCACGGTATTCCCACTTAATGATCCAGCACCAGAAGGGTAC 
GTCGCCCACTTTGGATGGTATTTACTCGTTGAACCAATGGCGGTAGCACCGGCAGCTATA 
ATCCTCGGAGCATTTATTGCCTGTGCTGCAACCACACCTAAAACAAGTCAGCTCGTGCAG 
GTCGACAAGTCAAGCGCGGAAAACACCAAG 

>RXA01 17 8 -downstream 
TAAGCCTTACAGTCCGACAGCCT 



>RXAO 1184 -upstream 

TAAAACACTTCTGAAACTACAGCTGACGTTGTGGGGAAGAACTATTAAAGGAAATAAAGC 
GGCAATAGTGATGATGTCGCTGATATCTTTTTACGCCTTG 

>RXA01184 

ATGGGTTTGTTTGGTTTCGGCATCTTTTTGGCTCTTGGGCTTGGGCAAGACCACATGGGC 
ATCCTTGCTGGTGTTGTCTCGGTCGGCATGGTGGCTTATTGCATTGCTGCGTTTATGTGG 
CCGTCAGGTGAGGGGCAGCTGGATCCGACTGCATTTTCCACCATGCCGCTATCGGCGAAG 
CAATTATTGCCTGGATTCGCTATCGGTACGCTCCTGCAGTCACGGGGGATTATTGCGGTG 
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ATTTGTACGGTGGCGACATCCATTATTGCTGCGGTGTTTTTACCTGTTGGTTCGTGGCCG 

ATGATCGTGTTCATGATGGCGGTATCGCTGGTTACTACGTTGCTTTTGGGTGAGTTGCTT 

GGGGCGTTGACCTCGGGTTCTTCTTCTAGGGTGAGTAATGATCGCCGTACAGTTCTTACT 

TCCGTTGTCTTCATGGTGTTTGTTGTTGGCTATAACATGCTGATTGGCGCGGATGGAATG 

AGTCGAATCGATGCCATTGGGGCTTATACAAAGTGGACACCATTTGGGGCGGGTGCAGGT 

GCTATTGAGGCTTTTGCTGTTGGTTTGTGGGGTGAGGCAGGCCTGTTAACATTGCTGGCT 

TTTGTTTATGTTGCTGCTGGTTTCTGGTTATGGTCACAGCTGATTAATCGCGCGCTCACT 

GCGCCGCTGWCCAAGGTGGGCAAGGGeAAAGeGGT-AAAGACAGCGCCGGT.GA ^ 

AAGGTTCTCTTTCTGCCAGGTATTCCTTGGTCAGTTGGAGGTGCCATTTTCTCGAGGTCG 

CTGCGTTATATGTTCAGGGACTCCAGGTTGTTGGGATCAATGATTGTGTTCCCGCTTCTT 

GGCGTGCTGTTTATTTTCCAGAGCTTCACCGTTGAGTTTTTCATGATCTATGTTGGGTTG 

ATCATGATGGCAGTGTTCGCAGGATCCGTTGCTACCAATGATTTTGGCTATGACGGCCCT 

TCGTTGTGGCTAAATATCGTTGCTGGTGTCAAAGCCCGAACGTTGTTGATGCCCAGGCAC 

TGGGCATCAATGCTGCCGGGAAGTGTGTCAATTGTGGTGTTTATGATCATCACCATTGTG 

CTCGCGGAGAATAAGACCACCGCTGTGCTGATCTGTTTTATTGGCCTGGGGATCTTTATC 

TCCAGTGCGGCTGTAGCGTTGTTGGTCACCACATTTAATCCGTATCCGACTTCTAAGCCA 

GGCACGAGTCCTTGGGGCGATCGAAGTGGCTATTCCGGTGCTGCGTTCGTGGGAGCATTT 

GCCGCACTGTTACTGGGATGGATCCCGACGATTCCTACTATCGCATTGGGTATCTTTGGT 

CTGGTTACCGATCAGATGTGGATGATCATCCTCGCGGAGGTGCTGGCCATTATTCTCCCA 

GTAGCTGTGTACATCGGCGTTGCTAAGGTGTGTATTCGCAAGGTGGAGAAGGATCTTCCG 

GAGATCTTCGACAAGGTGAAAACTCACGTGAAA 

>RXAO 118 4 -downstream 
TAGAAAAATGCGGGGT 



>RXAO 1 1 8 6 -ups t r earn 

TTGCTCATACAGCCATTGAACTCGTAGAATCACCGTTCCGCCACCCAAATCAGCCCAATA 
AGTTCAACAATTACATAACATCTGAAAGAATAGGGACATT 

>RXA01186 

ATGGCTACACCTGTACCACTGGTTTTTAACGCACCTAAGCGTGGCATGCCCCCAACCCAC 
TTTGCGGATCTTAATGATGAGGCTCGCATTGAGGCTCTTAAAGAGCTCGGCTTGCCCAAA 
TTCCGACTCAATCAGATCGCTCGACACTACTATGGTCGCCTCGAGGCTGACCCACTCACT 
ATGACGGACCTGCCTGAAGGTGCTCGTCAAGAAGTCAAGGATGCTCTTTTTCCAACGTTG 
ATGTCTCCTCTGCGCGTCGTCGAAACCGATGACGATACAACTCAGAAGACGTTATGGAAG 
CTCCATGATGGCACTTTGCTTGAGTCTGTTCTCATGCGCTATTCAGATCGCTCCACGCTG 
TGTATTTCTTCGCAGGCTGGTTGCGGCATGGCGTGCCCATTCTGTGCAACTGGTCAGGGC 
GGTTTGGACCGTAACCTTTCAATCGGTGAGATCGTGGATCAGGTTCGTAATGCTGCTGCA 
ACGATGCAGTCAGAGGGCGGTCGTCTGTCCAACATTGTGTTCATGGGAATGGGCGAGCCT 
CTCGCTAACTACAAGCGCGTGGTGTCGGCTGTTCGTCAGATCACGCAGCCAAGCCCTGCG 
GGCTTCGGCATTTCCCAGCGCAGTGTGACTGTCTCCACCGTGGGCCTCGCTCCAGCTATC 
AGGAAGCTTGCCGACGAAGAGATGTCCGTAACTTTGGCAGTTTCCTTGCACACTCCAGAC 
GATGAGTTGCGTGACACTCTCGTGCCAGTCAACAATCGTTGGCCTGTCGCTGAGGTACTG 
GACGCTGCTCGTTACTACGCAGATAAGTCTGGCCGTCGCGTCTCCATCGAGTATGCGCTC 
ATTCGCGATGTGAATGACCAGGATTGGCGCGCAGATATGCTGGGCGAGAAGCTGCATAAG 
GCTTTGGGCTCCCGTGTGCACGTCAACTTGATTCCATTGAACCCAACTCCTGGTTCTAAG 
TGGGATGCTGCACCAAAGGCTCGTCAGGATGAGTTTGTGCGTCGTGTGATCGCCAAGGGT 
GTTCCATGCACTGTGCGTGATACCAAGGGACAAGAAATCGCTGCGGCTTGTGGACAGCTT 
GCTGCGGAGGAATCTGCT 

>RXAO 1 1 8 6 - downs t ream 
TAAGCCCTCAAAGCTCAAAAGCC 



>RXAO 11 87 -upstream 

CTATTCTTTCAGATGTTATGTAATTGTTGAACTTATTGGGCTGATTTGGGTGGCGGAACG 
GTGATTCTACGAGTTCAATGGCTGTATGAGCAACAGACCT 

>RXA01187 

GTGGATCCATTTGAGACCAACCCAAACGACCTTCCCACCGGTTTAGACCCAGCATACGAA 
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GGTAACAGTGAGTTAAACCCGCTTGGAGGAAAAAATATTCCCGACGAGCCTGAGGTGACT 
GCAAACACACCTGCAGTTCAAGAAGAACCTGCTTACTCGGAGCCAGAAACTGCCGTTGAG 
TCGAAGCGTCAGGCGAAGCAGAACACAAAGAAGTCCGAACCTGTTGTGGCTCCAAAACAA 
ACACTTGCCGGTGGCACGTGGGTAGCTCTCATCGTAGGCGCACTTTTGCTAATCCTACTG 
TTGGTCTTCATCATGCAGAACCAAACCACCGTAGAGCTTAACCTTTTTGCGTGGACCTTC 
CAATTCCCAGCCGGAATCGGTTTCCTACTAGCAGCCATTACCGGTGCATTGATTATGGCG 
CTTGGTGGTGGCGTGCGCATGTTTGAGTACCGTCGCAGT 



>RXAO 1187 -downstream 
TAAGAAAAATCCGT 



>RXAO 1 1 9 5 -ups t r earn 

GGTTTCGCGCCAGGCGACATTGTGAGTAGGATCGTCTAAAATCGTTTTCTTATCGCAGGA 
AGGACTCAAAAAGGCCGTGGAATATTTGACCTGGGGTTTG 

>RXA01195 

GTGATTGTTGCAGTGTCGGCAGTTCTTCTTGCTGCCTGGCGGTTTTTCACCTTACGTTCT 
CGGGGAACCACTGTGATTCTGCGTGAGTTGCCACAAAGCGGTGTGCATGGCTGGCGCCAT 
GGATCATTTCGCTACAACGGCAACGACTTGGAGTACTTCAAGCTGCGCTCTTTGTCTCCC 
ATGGCTGACCTTATTTTGAACCGCCTTTCAGTAACTTTGCTTGATCGTAGAGATCCAGCT 
GCTGATGAGGCGGTTTTTATGTCTCAAGGCTTAAAAATTCTGCACATTAAATCCAAAAAT 
GATCAGATTGAATTAGCTTTGGACGCCCACGGGGAGATGGCGTTTACTGCCTGGTTGGAA 
GCAGCACCAGATGCGCGGGCGGAGCATTCATTGAATCCACGTGATTTCAACCGCTTTCGA 
GCCAGCAAAGACACCCGCAAAAACCGC 

>RXAO 119 5 -downs tr earn 
TAAGTAGACGTCATTGTTATGGT 



>RXA0119 6-upstream 

GGGCGGAGCATTCATTGAATCCACGTGATTTCAACCGCTTTCGAGCCAGCAAAGACACCC 
GCAAAAACCGCTAAGTAGACGTCATTGTTATGGTGGGTGC 

>RXA01196 

ATGCGTTTAGTCATCGCCCGTTGCTCAGTTGATTATGTTGGCCGTTTGGAAGCTCATCTT 
CCGTCCGCCGATCGCCTTTTGATGGTTAAGGCGGATGGTTCTGTATCCATCCATGCCGAT 
GACCGTGCCTATAAGCCACTGAACTGGATGACACCTCCATGTTCTTTAGTTGAAACTCCC 
ATCACTGATGAAGATGGTGAAGCAACAGGGGAAAGCCTGTGGGTGGTGGAAAACAAAAAG 
GGCGAGCAGCTTCGAATTACTGTGGAAGAAATTCATTCGGAACAAAACTTCGATCTAGGC 
CAAGACCCAGGTTTGGTGAAAGACGGAGTGGAAGATCATCTCCAAGAGCTTCTTGCAGAG 
CACATCACTACGTTGGGTGATGGGTACACATTGATTCGTCGGGAGTATCCAACAGCTATT 
GGGCCTGTCGATATTTTGTGTCGCAACTCTGACGGCGAGACTGTCGCTGTGGAGATCAAG 
CGTCGTGGTGGCATCGACGGCGTTGAGCAGTTGACCAGGTATTTGGAATTGCTCAACCGT 
GATGAATTGCTCAAGCCTGTTCATGGAGTGTTTGCAGCCCAGGAGATTAAGCCTCAGGCA 
AAGACTCTCGCGGAGGATCGTGGCATCAAGTGCGTGACGTTGGATTATCAAGCGCTTCGT 
GGCATTGAGTCCAATGAGCTGACATTGTTC 

>RXAO 1 1 9 6 - downs t r eaiti 
TAAGAACATGGGCCGAAAAAATA 



>RXAO 11 97 -upstream 

AGCAACAATCATATCTGCCACCCTACCTTGGGGTTGGCATGTGATGACTAGCTTGCCCAA 
TCCTCAATATTCCCCCACCTGCTATGCCTAAAATTAAGCC 

>RXA01197 

ATGTCTACCGAACAGTCTTTGAATATCCCCCACGAATACGTCATCTGCCTCGATCATGTT 
GGCATCGCCGTCCCTGACCTCGAGGAAGCCATCGAATTTTACCGTTCCGCATTCGGCTGG 
GTAAACCACCACCAAGAAATCAATGAGGAACAAGGCATTTCAGAGGCCATGATCGGCCCC 
AAAGACATTAAAAGCACAGAAGGCATGATTCAGCTCATCGCGCCGCTCAACGAGGACTCC 
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ACAATCGCCAAATTCCTCGAAAAGAAAGGTCCCGGCATCCAGCAAATGTGCCTGCGCACC 
AACAACATCGATGCGCTCTCCGAGCACCTGCGCCGCCAAGGCGTGCGCCTGCTCTACCCC 
GAACCCAAAAACGGCACCGGCGGTGCCCGCATCAACTTCCTGCACCCCAAAGACGCGGGC 
GGCGTGCTGCTCGAGATCACGCAGCCTCAAAGC 

>RXAO 1 1 9 7 - downs t r earn 
TAATTGCTTATCGACGCTCCCAG 



>RXA0119 8-upstream 

TTCGGTAGACATGGCTTAATTTTAGGCATAGCAGGTGGGGGAATATTGAGGATTGGGCAA 
GCTAGTCATCACATGCCAACCCCAAGGTAGGGTGGCAGAT 

>RXA01198 

ATGATTGTTGCTTTTTCTGTAGCCCCGACTGTTACTGATAATCCAGATGCTGAGATGGCC 
GATGCGGTCACGGAGGCGATTCGAATCGTCCGCGCATCGGGTCTGCCTAATGAAACTAAC 
GCGATGTTCACGCTCATTGAGGGGGAGTGGGATGAGGTGATGGCGGTGATTAAGGAGGCC 
ACTGAGGCGATCTCTAGGGTATCTCCGCGTACATCGTTGGTAATTAAGGCTGATATTCGT 
CCGGGACACACTGGCCAATTGACGAGGAAGGTGGAGGCGGTGGAGGAACGCCTAGCTAGG 
GAT 

>RXAO 119 8 -downs t ream 
TAGCTTTGTACTTAAACTTGTTG 



>RXAO 12 0 6 -ups tr eam 

CCGTGCCAGTGATGAAAAGCCGGCGAGCCGCCAAACTTGATTAAGTGATTGTCACTTTGG 
ATTGTCATATTGGGCGAATAAACCGGTAGGATTCCCCTTC 

>RXA01206 

GTGAGCGCCGAAAATACCGAGAACACAGATTCCCCATTTGAAATCTCCGAGTTTGATGAT 
CACCGACGCCCCCTCCAGCGGGCCCTCAAATTCGGTTCCATCGCCCTAATTGTCTTCACC 
CTGATCTCCCTAGCGATCTGGGGTGCAACTCGTGGCGTACCCGGCGTATCAGCAGTTGTT 
ATCGGCGCAGCAGTTGGCGCAGGCTTTGTCCTCTTAACGGCTCTCAGCGTCCTGTTTACA 
ACTAATTCCAACGTCACCACC 



>RXAO 12 07 -upstream 

CTTCATGATCTCACCGGCAGAGCGCGTTTTGTTACAGCGCGTAAACTGTGACTTTGAAAA 
ATTTTTGAACAATCCGTACACCAACTTCAGGAGAAAAACA 

>RXA01207 

GTGAGCAGAATCTATGACTGTGCCGACCAAGACTCCCGTGCAGCAGGCCTAAAGGCGGCT 
GTCGATGCAGTCAAAGCCGGTCAGCTCGTTGTCCTTCCCACGGATACCCTTTATGGACTC 
GGCTGCGACGCTTTCAACAACGAGGCAGTAGCCAACCTTCTGGCCACCAAACACCGTGGC 
CCCGATATGCCCGTTCCAGTGCTCGTCGGCAGCTGGGACACCATTCAAGGACTTGTGCAC 
TCCTATTCTGCGCAGGCAAAAGCGCTTGTGGAGGCGTTCTGGCCTGGTGGACTGTCCATC 
ATCGTTCCGCAGGCACCAAGCCTTCCGTGGAACCTTGGCGATACCCGTGGCACCGTAATG 
CTGCGCATGCCACTGCACCCAGTTGCCATTGAATTGCTGCGCCAAACCGGACCAATGGCT 
GTCTCCTCCGCCAACATCTCCGGACATACTCCTCCAACCACCGTGCTGGAGGCTCGTCAG 
CAGCTCAACCAAAATGTCGCTGTCTACCTCGATGGTGGCGAATGCGCGCTGGCCACCCCT 
TCAACCATCGTGGATATTTCAGGCCCCGCACCAAAGATTTTGCGTGAGGGTGCCATCAGC 
GCAGAACGCGTTGGCGAAGTACTTGGAGTGTCGGCAGAAAGCCTGCGC 

>RXA012 07 -downstream 
TAAATGGGAGTCGGTTTCGCGGG 



>RXA01210 

GTATTCCCAGTCGGAATCCCTTTGTTGCTCTTTCTCATCGGAAATGGTGGGGCAGCAGAG 
TCCGCGAACTCCTTCGACTACTTCGTCATGTACACCCTGCTATTTGTGCAGTTCTACACG 
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GTGCTGTCCATGGCAACCACCCGCCGTGATGAACGTGTGCTGAAAAGGCTGCGCACGGGA 
GAAGCCCGCGACATCGATATCATCGGTGCCATCTGTTTCCCCGGCGCGCTCCTCACACTG 
ATCTTCACCGTGGTGATCATTCCATTGCTCATGGTTTTGGGAGCTCCCGCGCCCATCAAC 
CTTGTGCCCATTGTGTTTGCCGTACTGATCGGACTACTTCTTTGTAGTGCTCTTGCCTTG 
ATGACCAGCGGTTTCACCCGAAACGCCGAAGCCGCACAGATGACCTCCATGCCCGTGTTC 
ATGCTTGCGATGGGTGGACTTGGATCAATCCGCTTCGTATTCGGCGACAGCATTGTGGCT 
GATATCTTGGCCTACACCCCATTCGCCGCGATCAGTGACCTTGTCCAAATCGGCTGGGCT 
GGCGCCACCTTCGCCGAC 

CAAGACATGCTCATACCACTTGGAATTCTGGCAGCGTGGACAGCTGCAGCGGTGTGGGCG 
GCGAACCGCTACATGCGCTGGGACTCGTACCGC 

>RXAO 1 2 1 0 - downs t ream 
TAAGCCTGCAGCCGACGGGATTA 



>RXA01 2 13 -upstream 

AACTCTGGCAACAACATGCGCCTTCACTCCCTCAAACAAATTTTCATAAACACCCCACAT 
CATATCAACCAAACGGTGTAGTTCTTCTAAGCTTTCACCC 

>RXA01213 

ATGACAAATCCCACAGAGGAGCGCAACGCACGCCGCCTCATTTGGGCCAACGGCCTGCAA 
AACATCGGCGATCAAATCGTTGCCGCCAAAACAGTCCTGCCCTGGTTGCTGCAAGCCGCT 
GGCGCGCCGGGCTTTTTGCTGGCGCTTCTGGTTCCAATCCGCGAAGCCGGATCGATGCTG 
CCGCAAGCTGCCATTACTGGCTGGGTGCTGAGGCAGACGTCGAGAAGCAAAGTCTGGGTG 
ATTGGCTCGAACGGCCAGTTCGTCTCGGCGCTGGGTATCGGCGTGGCTGCGCTGTTTTTG 
CGTGGGTGGGCGCTGGGCATCACGGTGATCGTGCTGCTTGCGGCGCTGTCGCTGTTTCGA 
TCGATGTGTTCGATTGCATCGAAGGATGTTCAGGGCAAGGTGATTTCCAAGGGCAAGCGT 
GGGCTGGTAACGGGCCGCGCGACGGTGATTGGCGGTGTGATGGGCCTGGTTGCAGGCCTG 
GCGATCGCTATTTTCTTGGGCTCGCATTCCCCGACGAGGGTGCTGGCCGCAGTGGTGATC 
GCGAGCTCGTTTAGCTGGCTGTTTGCCTCCATTGTTTTCGCGCGCATCGAATACGCGAAG 
CCAGCGACTCCAAAAAACGCGCCTTCCGCAAACCCGTGGGTGCGTCGCTGCATCGCCGCA 
TTAAAAGATGATAAAGCTTTTCGACGTTTCGTTCTGGTTCGCTCAATGATGCTGGTGACA 
GCACTCTCCACGGCTTTCATCGTCGCACTCGCCGCTGAATCCGGAAACAGCATCGACTCC 
TTGGGATTCTTCCTCATCGCCTCCGGCTTGGCGTCCATGGTTGGTGGCCGAATCTCTGGA 
ATCTGGTCGGATCATTCCTCCAAAAACGTCATGGCGGGCGGTGCCCTATTCGGTTCCATC 
GTGTTAATCCTCGTGGTGCTCAGCTCCGCGTTTGCACCCGCGCAGATCAACACGCTGGTG 
TTCCCGTTGAGTTTCTTCCTCATCACCTTGGCCCACACCGCCATCCGCGTGGCCCGCAAA 
ACTTATGTAATGGACATGGCTGAAGGTGATCAGCGCACCCGCTATGTTGCCGACGCCAAC 
ACACTAATGGGTGTAGTTTTGCTCATTGTTGGCGCATTATCTGGCTTCATTGCAATTTTC 
GGAAACGAAGCCGCACTGCTCTTCTTGGCGGCAATTGGCCTGCTTGGAACCATTAGCGCC 
CGTGGCCTCAAGGAAGTATCCGCCGGA 

>RXAO 1 2 1 3 - downs t r earn 
TAGTTTTACAACTTTTCCACCCA 



>RXAO 12 18 -upstream 

CTAAATATGCTAGCACGATGGCCAAACCTAATCCAAAAACCGGCAGTATACTGATTGGGG 
TCACATTAGCCAAAAGGCACTTTGAGGAAGTGGAACTCCT 

>RXA01218 

ATGGCACGACTTCAGCACGACATGATTTTCATCAACCTACCAGTATCTGACCTTGCAGCA 
TCTAAGCGTTTTTATGCAGGTCTTGGCTTCAAAGAAAACACCGTCTTCAGTGATGAGCAC 
ACTGCATCTTTTGAGGTCAGTGACGCCATCGTGGTGATGCTTCTGGAAACCGCGCGCTTC 
AGTGATTTCACTAAGCGCCCCATCGTGGAGAAGAACGGCTCCCGCGAAGTGCTCAACTGC 
CTGTCTGTATGTTCCACCGAGGATGCGGATGAGTTCGTGCGTCGCGCCCAGGAATTCGGA 
GGCACGATCACCCGTGAGCTTGCAGCGGAAGGCCCCATGTACGGCGGAGCTTTTGATGAT 
CCAGATGGACACGGTTGGGAGCTGATGTACTTCGATCCAGAGGCACTCGCTCAGATGATG 
CCTGAGGGC 

>RXAO 1 2 1 8 - downs t r earn 
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TAAATATTCTTCAGGGCTTCTCG 



>RXAO 1 2 2 9 -ups t ream 

TAGCCCCGAAAGACGGCGAGGGTTGGCTCTGCTTCGTTGTGGGAAAACTAGGCCCTTAAT 
AAGCTGTGCTTATAGGGTCTCCTGCACCGATAAAGGACTG 



>RXA01229" ^ 

ATGATCATCTCCACTAACACCGCTCACCCCCTGCACGAACCGCACGTACCCAGCCACCAC 
AATCGTATGAATACTCTGCGTGCCGGTGTGCTGGGTGCTAATGACGGTATCGTCTCCATT 
GCTGCGCTACTGCTCGGTGTGATCGCCACCGGCGCCAGTGACACCGTCGTGTTCGGCGCT 
GGTTTGGCCTCAACGATCGCGGGGGCGGTATCTATGGCTCTCGGTGAGTACGTCTCTGTC 
TCCTCACAGCGTGATACCGAACGGGTGCTCATCGCAAAAGAAGCGAAGGAGCTGGCCGAA 
GACCCGACGGCCGAGCACGTCGAGCTGTCGGAGATCCTACACTCCTACGGCATCTCCCCT 
GAGACTGCGAACCAGGCGGCCACCGAGATCGGGCAGGGCGACGCCTTGGGCGCCCACCTT 
CAGCTCGAGCTCGGTATTGATAATGAGCAACTGACCAGCCCCTTGGCCGCCGCCTTCTCC 
TCGGCCGTGGCTTTCCTGCTCGGAGCACTGCTGCCGATGGTGTCGGTATTCATCGCCCCT 
GCAGGCTGGGACGCCGGCGTGGTCTTCGTAGTCACGCTGCTGGTCCTGGCGGTGACCGGG 
TTCATCTCAGCCCAGATCTCGGGTACCTCCCCAATGCGCGCGTGCGGGCGCTTGGTGATC 
GGTGGTGCCCTCGGCCTGGCCCTAACCTACGGT 



>RXAO 12 31 -upstream 

CCTGGGACGTCTTCCCCGAGGCGTGGGAnGACATTGAAGGTTTACCTGGGCTTTCGTGCC 
CCAGGCATCGAGCACTTCACCCCCCTATGACGCCTTGCAA 

>RXA01231 

ATGCTGGGCTACACCTTCGTCATCTTTATCCTGGCGCCGTTTCTCATCCTCACCGGAATA 
GCGATGGCCCCGGCCATCCGGTCCCGCTTCCCGTGGTACGTCAAACTCTTCGGCGGCCAC 
CAGGGTGCACGTTCCCTGCACTTCATCGCCATGGTGTTGATGACGGGCTTTGTCATCATG 
CACnGTCGGCCTGGTTTTTTGGTCCATGGCGACTACAACATGGTCCACATGGTCTTCGGC 
GATATGAACACTGACCGTGCGGCGCAGGCCTACATCATCGTGATCACCACCATCGTCAnT 
GGTGGTGTTKTTCTGRATCGKGCTCAGTATATTKGTMRCTGGCTKACCGRGMCCGCGCCM 
WGCGGTTYACCGCCAGCWTCATCKGAGWTMGGWCGCAAAATCTTTNCTCAWCCGGCTGCG 
TCCCCGGATGAGCAGGCAGAnnAnCACCTACACGGACAAGGACATCTCGCAGTTCCACTG 
GACCAATGGCCTGCCGCCGACCGA 

>RXAO 1 2 3 1 -downs t r earn 
TGATGAATCCCCCGAGTGGATCG 



>RXA012 3 4-upstream 

AGAAACAATAGCCAGACCCAGAAGAGCAGACTGGAGAGCTTCGAGGATTTAGTGCTCCTG 
TGCATTTATTCGGGTCACTTCAACGTTGAAAAGCATAGGA 

>RXA01234 

ATGTGGAAGTTCATGAAGACTCAATACGTATGTACCACTTATTTCATCGCTGCACCCGAG 
GATGAAGACGAGGCGTACCAAACTTATCGCAGCCGAATGAACTCTTTGGCAGCATTGAAC 
GGCGCTGACGTAGTTTCAGTGGCAGATGGCCTACGGATGGAAGTAGACCAGGATATTTGG 
GGAAGCCTTGCTGAGCAGTATCAGATTGAGCAAGAAGGCCTGTATCCCACTGGTCACAAC 
TTGTACTTTGTTGTCACCGTGGTGAACCTAGATGATTCAGATGAGGTTTATGACCGAACA 
ATGGAGCATCTGATTATGGATGACCCTTATGTGCGAGTGGATCGTTTCCCAAGCACTGTC 
CATGCCAGCACCCAGATCATGTTG 

>RXA0123 4-downstream 
TAGAAAAAGAAAAAGCACCACCC 



>RXA0123 7-upstream 

AAACCAAAAATCACGACGCATTAAGTAACAGAGACTTAAATTAAGAACTCCGAACAACAA 
CTTCGGATTGTTTCATTTTTGAGGATGAAAGAGCTTTTCA 
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>RXA01237 

ATGAACGTACAGTTTGAATCAGACATGGCCGTCCAACCAGGAAACACCATGGAAGCTACC 
GTCACCGACATTCGTGATGCCAAGCGTAAAACAACCCAGCTTGATTCAGTAACGCCGTTT 
AAGAAGAATTGCCCGAGCCGCACCTTGCTCGACACCATCAGTGACAAGTGGGCGGTGCTG 
ATCCTGCTCAGCATGGAAAATGGTCCACAGCGCAATGGTGAAATCAAAGATCAGGTCCAA 
GGAATTACCCCAAAGATGCTCACCCAGCGTCTTGGAGTGTTGGTGGAAGACGGACTGGTC 
ACTCGCACCTCCCACGCAGT TGTGCCGCCTCGTGTGGATTATCAGCTCACCGATCTGGGT 
GCTTCTGTCATTGAGCCTTGCCGTGCGATGTATTCCTGGGCAGTGGAGAACATTAAGCAA 
GTGGAGGCCTACCGCTCAGCA 

>RXAO 12 3 7 -downstream 
TAAGAACACTTGGCAAACCTCAC 



>RXA0124 6-upstream 

GGGAAGGAGGAGAAGGCTGCTGTGAGCTCTGCAGCCCCCGTCCGCTGACTTTCAATGCTT 
CATGGACTCCCCGATACACAACCTCCGAAAGGGAACCCCC 

>RXA01246 

ATGAAGCGCACTATCACCATCGCCGCTCTCGCCTTGACCTCCACCCTGGTTTTGTCCGCC 
TGCGCAGATAACACTGAGGGAGAAAACACCGACACCACGACCATCGCCACTACGTCCGCC 
CCCGACACCACCGAAACGACCGGGGCCACCACGGATCCTGAGACAGAGACGGGGGCGGCC 
GGAGAGGTCTCCGCCGAGCACAATGATGCGGACATCATGTTCGCGCAGATGATGATCCCG 
CATCACCAACAGGCCGTGGAGATGAGTGAAATCCTCCTGGCCAAGGACGATATCCCGGCC 
GAGGTCATCGAGTTCACCCAGGGTGTTATCGATGCCCAGGGCCCGGAGATCGACCGGATG 
AATACCATGCTCGAGACCTGGGAAGAAGATCCGGTCACCGGTGATATGGGTGAGATGGAC 
CATGGCGGGATGAGTGGAATGATGAGCGAGGAGGACATGACAGCCCTCGAGGACGCCCAG 
GGCACCGAGGCTGCCCGGCTCTACCTTGAGCAGATGACCGCCCACCATGAGGGCGCGGTC 
GATATGGCCCGCGATGAGGTCACTGATGGCCAGAACCCGCAGGCCATCGCTCTGGCTGAG 
CAGGTCATTGAAGATCAGGAGGCCGAGATCGCCGAGATT 



>RXA012 4 9-upstream 

GAATTGACGTGGAACCGAGCAGCGATCGCAGCCCGCCGCCCTTACCCTCGCCCTCACGGG 
GTGTTCGGCCGCCGACCCGGAACCCACCGCCGACGGGACG 

>RXA01249 

GTGTCCCAGGATACATTCCTGACTACCCATGGCCTGGCCGCCATGGACGCGGTGGAGATC 
ATTGATCACCTCGACCGGCAGAAGGTCACTGAGCGTCCCACGGATCTGATCGCCTCAGTG 
CGTGCCGATGAACTGCTGCTCTCGAGCGATGACCAGGAAGTCGTGGTCGATCTTCCCGAC 
AATCAGACGTATGTCTCGATCGCACCCTACCTCAACTCCACCCACGACTGCTTCTACCAC 
AGCCTCACGACCTGCCTGGGGGATCTCGACAATGAGGATATCCATGTCATGATCACCGAT 



>RXA012 51 -upstream 

TGTAAGCCGAGAGCGAACCTGCCAAAAGTAAGGGGCGGGTTCGCGGTGACGTCGGTAGGA 
TCGAGCGAAGAAACCAACAAACTTCTTAGGAGCCATTCTC 

>RXA01251 

ATGACCCAGCCAGATATGTCCCAGATCCTCGCCCAAGCTCAGCAGATGCAGGCTCAACTA 
CAGGCCGCTCAGCAGGAAATCCTGGCAACCACCGTTGTCGGAAATGCAGGAAACGGGCTG 
GTTACCGTCACTATGGCCGGCAACGGCGAGGTCTTCGCAGTGACCGTTGACCCAAAGGTC 
GTTGACCCTGAAGATGTCGAAACCCTACAGGACCTTCTGCTCGGTGCATTCAAGGATGCC 
CATAACAAGGTCGCAAACGTTGCTGAAGAGAAGATGGGCCCACTATCCCAGGGCATGGGT 
GGCCTCTTC 

>RXA012 51 -downstream 
TAATTAGTTGCTAAACGCAGGGC 
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>RXAO 1 2 6 3 -ups tr earn 

AGTGGCCTTTGGAGTTATTTTGATGACGGTATCGGCGACTGCTGGGATCCTCCTCTTTTT 
ATCTCCAAATAGAAGCCAAGCTGCGCCACCCCAATTTAGT 

>RXA01263 

TTGACCCCGTATGATCCAACCGCTGTAAATAAGGAGTCGGAAAAAGAAGCAGCAAAGAAT 
^CTGTTTGGCGCTGAGGCGTTGAeAG-TGGA-TGGGGATGCCGGT.GAGGTT GTTGATCGAGTA 
GATAATTTTTATCCGACGACTGCTAAGGCAAAACGAGATTACCCAAGTAACTATGCAGCG 
GGTTGTCACCAAGAAGTCAATGAGACTAGTCCTGAGTCATGTGTTTATGGTGATAAAAAT 
TCTGATTTTTCTGTAGCACTTGTCGGTGACTCCCACGCTGGTCATTGGCTTCCTGCCTTG 
GAACCAATTGCTGAAGCACAGGGGTGGAGATTGGAAGTTTATACAAAGTCACAGTGTCCA 
CTCATAAGCACTGCGATCAAACTTGGTGAAACTTTTTATGCAGAATGCTATGAGTGGAAT 
GAAAAATTACTTGCTAAGCTAACTGGACCTTCTGCACCAAATCATGTGATTGTAAGTAGC 
CAACGTTACGCTTCTGCAAATCCGTTAATCGATAGTGTCGCGACGGGAACCGTTTCCGAA 
GGATATGAAATGGCATGGAATTCATTAAAAGATGCAGGTGTTTCTATTTCTGTACTTCTT 
GATACTCCTCGGCCGCAAATTGATATCCCAGAATGTGTAGCATCAAACCGCGATAATCTC 
TCAGAATGTTCAGTTCACCGGAGCGTTGCGCTTGGGACTGAAGCTCATCCTCAGCAAAAA 
ACTGCAGCTCAAAATATAGACGTGCCTGTATTGGATTTGAGTAATTGGATTTGTCCGGAA 
GAATATTGCTCCGCTGTTATCGGAAATGTTTTGGTATACAGGGATTCACATCATTTGACC 
GCTACGTATGCTCGTAGTCTCTCTAGCGCATTATGGAATGAGTTGGTTGCCTCAAATGGT 
GAGCCTTTTAAG 

>RXAO 1 2 6 3 - downs t ream 
TAAGAGGTAGTTGTTCAAGTAGC 



> RXA 0 1 2 6 6 - u p s t r e a m 

GATTGTGAAGTTTTATATCTGTCATATTCTGGTGATTTTCGCCCTGCTCATGAAGTGGCG 
GACGAGCAATGGCCCGATATAGATTTAGTAAGGAACTAAA 

>RXA01266 

ATGCCAAAAGTAAGTGTGGTTACTGGTTTTTATAACCGCTGTGAGCATTTAGAACGAACC 
ATTGAGTCTATTCTTAACCAAACTTATAGCGATTTTGAATTAATTGTTTTTGATGATGCA 
TCGACAGATGGAACAGCTTCACGATTGTTAGAGTTAAAAGAAAAATATGATGATCCGCGT 
TTCCGATTTATCATTCATGAAGAGAATAAAGGTTTCGTAAAAGGGTTATCAGAAGCAATT 
TCTGGAGCTAAAGGGCAGTATATTGCAGTCCAGGGATCAGGCGATGTATCTCTTCCTCGC 
CGTTTAGAGCTTCAGGTAGAGTTTCTAGACGCGAATCCTTCGGTAGGTGCTGTGGGTGGT 
GCTATCTATAATATTCAAGAAGATACGGGAACACGCAACCCACAGAGATTTGAAAAGCCA 
ATTGCTACATTCGATGATTTATTGACATCTAATCCGTTCACTCACGGAGAAGTGATGTAT 
CGCTTAGACCTTTATAAGAGTATAGGTGGGTATCGAAGTGGCTTTACTTTTGCTCAAGAT 
CGTGATTTATGGTTGAGGATGGCGAAAAAAGCAGATCTGGGTATCATTCCAGATTTTCTT 
TATCACCGTTACACACTTTTAGATGGTGTCTCTTTCGTCCCGGATAAAACTATACGTCAG 
CGATGCTTTTCAGAAGCTGCGGTGCGACTGGCATTAATGCCAGAAGAGGAAGGAGCTTTA 
GCCTACTCTAGGCTGGAAGCTGAAGGGCCTACTGCCGTAGTTCCTATCGCTGATAGAGCT 
GTTCAGAAATTTGTCCCTAAAGCGGCTATTCGCTTATGTCTATATGGTGCTCCGGAAACT 
GGTTTACACATGGCTCGAGACTATATCCAGAACCCTCTGCGCCGTACCATAGTTGTAGTT 
TTGATCAGCATCTATTCGTCTAGATTAATTAAGCCTCTTCAAGATATTCTATATAAGTCT 
ATTTTTAAGGGGGTCTCGATTTCTAAACCTATTAAGAGTTCACTCGTGAAGTTTACAAGA 
AGAATTCAAGGGAAG 

>RXAO 12 6 6 -downstream 
TAGCGAAAAACCGCATCTACCAA 



>RXA012 67 -upstream 

TGCTAGTTTTAAAGAGGCGTTGAGGGGTAGTATCGCGTAAGTTTATTAGTGGTTAGCGTA 
GATTTTTCGAATTGAAGATGTTTCTGAAAGGTATTTAGAT 

>RXA01267 

ATGTATGCAGAAATTAATGGCGGTTTTATTCCAGAGGGCACCGTGCGGGTAAGCGGCGCA 
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AAAAACTCTGCTACTAGACTTCTCGCGGCGGCACTGCTAACCGATGAGGTGGTGCATCTT 
GGTAATTTCCCAACCAAGCTTGTGGATGTTGAACATAAAATTCGCTTTATTGAAGAGCTT 
GGCGGAAAAGTGCATGTCGACCATGATGAGCAAATTTTAGTAGTTGATGCTAAGGATCTT 
GCAGCGCGAGAAATGACTACTGATGAACTGAATATTCCGATTCGAACTACTTATCTCCTA 
GCAGCAGCGCAGATTGGGCGTGGGGAAATTGCTCGAGTTCCTTTTCCTGGGGGGTGTGCT 
ATTGGAGGAGGTCCTGCTGGCGGACGAGGATATGATCTTCATCTTATGGTCTGGGAACAG 
CTAGGTTGTAAAATTCTTGAAAAAGATGATCACATTGAAGTAACTGCACCCCAGGGCTTT 
ATCGGGGGA'GTTATTGACTTTCeTATTTe-TAG^GTGGGAGGCACTGAA AACGCGTTACTA 
TGCGCAAGTATTGCTTCAGGGGATACTAAAATTGCCAATGCTTATATTACCCCTGAGATA 
ACTGATCTTATTGAACTTCTGCGACGTATGGGTGCGGAGATCACTGTCTACGGTACCAGC 
CGTATTCATGTAAAGGGTCGAGCAGGTCTTTTGCAGGGCGCATATATGGACGTAATGCCG 
GATCGTATTGAGGCATTGACGTGGATCGTGTATGGAATTATTTCAGGCGGAAGGATTACC 
GTCGAAGGTGTTCCATTTAGCTCGATGGAAGTTCCTTTTATCCACCTTGAGAAGGCTGGA 
GTGGATCTTTTCCGTAATTCAAGTTCCGTATATATTACACCAGAATGCTTGCCTTCAGGC 
TCAGTTCAGCCATTTGAGCTAGCGTGTGGAACTCACCCCGGAGTAATTTCGGACATGCAG 
GCACTTTTTGTTCTTTTAGGATTAAAAGGTGCAGGAACTTCACGCGTCTATGACTATCGA 
TACCCAGAAAGAATTGCATTTGTTGAGGAATTGACAAATCTAGTTTCGGGCGACAAATTA 
AGTGCAGAGGCTGGCAAGATCACTATCCAGGGAGATGCTACTTTCCGGCCAGGATATGCG 
AACTCAACTGATCTACGTGGTTCTATGGCTGTTGTTTTAGCGGCGCTTTGCGCTGATGGA 
AAGTCCACGATTAATAACGTCCATATGGCGTTACGTGGGTACAACGAGTTGGATAAAAAA 
CTTCGTTTACTTGGTGCGGATTTAACTATCAGAGAAGGCGAAGTTCCTTCACCT 

>RXAO 1 2 6 7 - downs t r earn 
TAAGAACGAAAGTTTTACATTGA 



>RXA012 68-upstream 

TACCGATGTTAAATCATTATTTAATTGGGTGCTATTGCTTAGGAAAATTCGTCCAAGAGT 
GCTGATAGTTGGAACTCCGAAAGCTTCATTGCTGGGAGTC 

>RXA01268 

GTGGCAGCACGAATTGCTCGAGTGCCACGAATTGTCTATGTGGCACATGGGCTGCGCTCT 
GAAACTGTTTTAGGCTTAAAAAAGAAGATTCTAGTGTTTTTGGAATATTTGACCCAGTTG 
TTTGCACATCAAACTTTGGCTGTAAGTCATTCTCTGAAGAAAGCAATTGAAGATGCGCAC 
CCTCGTTTTAAAGGAAGAGTGCAAGTCTTAGGTTATGGCAGTATGAATGGAGTTGAGCTT 
GATCGCTTTAGAGTTCCATCCCTTGAAGAGAAATTATCTGCTCGTAATGCTTTAAACCTG 
CCTAGTAAATCTGTCATTGTTGGTTTTGTCGGCAGAATAAATAAAGATAAGGGAGGAGAT 
CTTCTCGCTGCTCTTACAAAACATGAGGCTTTTACCCGATTGCGACTGCATCTCTTAATT 
ATTGGTGAATTGGAAGACGATGACTTGCGAGAAGCATTCATTAAATTAGTTAATGAAGGG 
CAGGTTACGATTACAGGATGGATTGATTTCCCTGAAGAACCATTAGCTGCAGTTGATGTT 
TTGCTTCACCCAACTCAGCGAGAAGGTTTAGGTATGTCTTTGCTGGAAGCTCAGGCTATG 
GGAGTGCCTGTATTGACGAATGCTGTGACTGGAACAGTTGATGCAGTAACAAGTGGAGAA 
GGTGGCTTTTTTGCCGATGACGATTCTGTTGAGTCCTGGGTTTCTAAGATTGATTTATTA 
GTTTCCGATCCTAAGTTAAGAGACCGGATGGGACGTGCTGGTCGCCAGTTTGTGTCAGCT 
CGTTTCAATCGTGATGATGTCGCAGCTCGTTTCAGTCATTTCGTGGAACAATTCAAAAAA 

>RXAO 12 6 8 -downstream 
TAGGGCTCATTCAATTTCAATAT 



>RXAO 12 71 -upstream 

GTGAATCCGATGCCGGACAGATCGCAGCAACTCAATTTGGAGATTCAGTTTTAGCCTGGG 
TTGGCGAAACCCAATTTATTTCAAAAGATGGTGGACAAAC 

>RXA01271 

ATGGCAATAAGCATTGGTAAAGCAGGACAGAACTTAAAAGGGTCAGTGCCTATCGGAAAA 
GTCCTTTTTCTCATTGATGCCCTTGCCTGGATTTCTGCACTATTTATCGGTGTGGTTTTG 
CGGTATGAATTCAATCTGAGTTCTATCAACTGGAGTGCGTTTGCATGGTTCGGGCTTGCT 
GCAGTTATTTTGCAGTTTGTTCTCGGACTTTCTCTCCATCTTTACCGCAAGGGATTACGT 
CACCTTTTCGGTAGCTTCGAAGATACACTAAACGTTTCTATCTCGGTCATTGTTGTCGGT 
GTTGTCCTTTGGATCGCCTCACTATTTGTTGGTCAGCGTTGGAAAATCTCACGCGGTGTC 



Appendix A, page 156 



Attorn Macket No.:BGI-129CP 



ATGCTGCTAGTTATCCCGCTTGCTCTCGTATTCGTATTGGCAGTGCGTTATCTCGCGCGT 

ATGCGAGTTGAGCGTTTTCGTCGTCCGGCTGCGGATTCCACACCAGCATTGATTCTTGGT 

GGTGGATACATCGGTACCAACCTGATCCAGTGGATGATGTCCGATCCTAAGTCGCCTTTC 

CGCCCAGTCGGCGTTATTGATGATAACCCTGAATTAGCATGCCAACGCGTACGTGGTGTG 

CCGGTTCTTGGCAAGTTTGATGATATCGCCCAAGTTGCATCAGACACTGGCGCAGAACTT 

CTTATCGTTGCTATTGGTGATGCCGACTCTGCACTTTTAAGGCGTGTCCAAGATACCGCT 

AATAAAAATGGTCTTTCAGTAAAGGTAATGCCGGCTATTGACCGCGTCGTTTCTAAGGGC 

GTTCGTGGAAACGATTTGeGTGATGTGTGTAT-TGAAGAT-T-TGCT.TCGAC^ 

GAAACCAATGTTTCAGAAATTACTGGCTATCTAACAGGTAAGCGTGTTCTTGTTACCGGT 

GCAGGTGGGTCAATTGGTTCCCAGCTATGTACGGAAATTGCCAAATACGGACCTGCTGAG 

CTTATGATGCTTGATCGCGATGAGACTGGTTTGCAGCAGGTTCTGATTAACGTTGCTGGT 

AACGGTTTGTTGGATACGGATGCTGTGGTTCTTGCGGATATCCGCGAAGCAGACGCGATG 

AAAGAGATTTTTCTCAAGCGTAAACCAGAAGTTGTCTTCCATGCAGCAGCATTAAAGCAC 

TTGCCAATGCTGGAGCAGTATCCAGATGAGGGCTGGAAAACAAACGTTCTAGGAACTCTT 

AACGTTCTTGCTGCCGCAGAAGCTGTTGGTGTTGAGACTTTCGTCAATATTTCCACCGAT 

AAGGCAGCTAATCCAACCAGCGTCTTAGGGCACTCAAAGCGAGTCGCTGAAAAGCTGACT 

GCCTGGTATGGACAGAATTCCACCAGCAAGTACCTATCGGTTCGATTTGGAAACGTCATT 

GGTAGCCGTGGATCGATGCTCCCGACTTTCACCAGGCTAATCATGGAAGATAAACCGCTA 

ACAGTGACGCACCCGGATGTCACTAGGTTCTTCATGACAATTCCTGAAGCTTGCCAATTG 

GTCCTGCAAGCCGGTGGTATTGGACGTTCCGGCGAGGTTCTCATCCTTGACATGGGTGAG 

CCTGTAAGCATCCTTGAAATTGCACAGCGCATGATCGCAATGTCCGGTAAAGATATTGAC 

ATCGTGTTCACCGGCCTTCGCGAGGGCGAAAAGATGCACGAAGAGCTGGTTGGTGATGGT 

GAAACCGAAGATCGTCCATTCCACTCAAAGATTTCGCATGCACATGCAGAAAGCCTCGCT 

CCTAATAATCTCGATAGAGATCGATTTATGCAACGTGCTGGAAAACTAGCTTCAACAGAT 

TCGGAGATCATC 

>RXAO 1 2 7 1 -dovms t r earn 
TAAATGACTAATGAACGAATTTT 



>RXA012 7 3 -upstream 

GACCTATTCAGCGCTGGATTTTTTCTGGCATTTTCTTGGCAGTCAGTGAGTTGCTAACGT 
TCTATTGGTTAAAAATTGATCTGCAAGAGGACTGCAAAAT 

>RXA01273 

ATGGAATTAAGGGAATACGCGACAATCCTGATGAAGAATTGGGTGTTGATCGTTATCGCA 
TCCATTCTTGGAATTGCAGCGGGCGCTGGTTTTTCCCTTCTAGCTACACCGGAGTATCAG 
TCACGTACTCAGTTGTATGTATCGGTGCGGTCGGGGGCTGGGACAACCTCTGACATGGTT 
CAGGGTGCTAACTTTTCGCGTCAGATTGTGAATAGTTATGTTGATGTCATTAAGACGGGT 
GTTGTTCTAGAGCCGGTTGTTGATGAGCTTGGTCTGGAGTTGACGGCTAACCAGTTGAGT 
TCTCATATCAGTGCGGCTTCTCCTGCTGATACTGCGTTGATCAACATCACTGCTTCTAGT 
CCTTCTCCTCAGCAGGCGGCTGAGATCGCCAATGCAGTGGGGGAGAGTTTCAAGAATGTG 
ATTCAGACTGAATTGGAACCAGACTCCGGCGATGGCATGAGCCCGATTAACCTGACTACT 
ACTCAGGTGGCTCTGGAACCATCTTCTCCGGTCAGTCCTAATGTGATGATGAATATCCTC 
CTCGGCCTACTTGTAGGTCTTGCAATAGGTGTTGGTATTGCAGTGCTTCGCGCGGCTTTG 
GATACTCGTATTCATTCCTTGCGCGATATTGAAGAGGTTACTGATAAGCCACTTTTGGGC 
GGAATCATTGCGGATTCTGAAGTTGAGAAGCACCCGTTGATCATTAAGCACAAGCCGCAT 
AGTCCTATTGCGGAGTCCTTTCGTGCGTTACGTACTAACCTGCAGTTCCTTAACGTCGGC 
GGCTCATCTTCAGTATTTGTTATCTCCTCTGCTAATCCTGGTGAGGGTAAGTCAACCACT 
TCTGTAAACCTAGCTTTGGCGCTTGCAGAGGCCGGCTCCCGTGTAGCGCTGATCGAAGCT 
GATCTTCGCTTGCCACGAGTGAGCAAGTACCTCGGAGTTGAGGGCAACGCAGGTCTGACT 
GACATTCTCATTGGCAAGGCCGAGGTTAATGATGTGTTGCAGCGTTGGGGTAGGACTCAG 
TTGTACTATCTCCCGGCAGGGCGCATTCCGCCGAACCCGAGTGAGTTGCTTGGTTCAGCT 
GAGATGGACAAGGTCATTGCGGAGCTTGAGGAAAGCTTTGATTATGTGATCATCGATGCC 
CCTCCGGCGTTGGCGGTTACCGATGCTGCAGTTATTGGTCATGGCAAGGCTGGCATCCTG 
ATTGCGGTCTCCGCAGGTTCTACAAAGAAGCCTGAGTTGGAAGCTACGCTGTCCACGCTT 
GAGAATGCGGATGCCAATGTTGTTGGCGTTGTCGCTACGATGCTCCCGCCTAAGTCTGTG 
GCTGGTTATGGCTACGGAAATTACGGCTACGGCGACACCTCCAAAATCAATGCCCCTAAG 
CCCGACAACACCGAACTAACCACCACCGATGCTTCCAAGGCCAACAATGAGCAA 

>RXAO 12 7 3 -downs tr earn 
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TAGCTTCACTATTCTCACTGTCT 



>RXA0127 5-upstream 

CGCCATACTAGGCTCGGCCTTTTCGACGGGAACTCGGATAGGCTTCTGTAAAACCATCCC 
CGTTGAAGAGAGACTCGTGGCTGAAATAACCACCCCATTA 



>RXA01275 

ATGGAAAAAATTCGCTCACCCGCAGTCCAATCAGATGCACTGCAGGTTTTTAAATCAGCA 
CTTGCTGCGACAGTCACGTGGTGGATTTCGGTTAACCTCCTTAACTCCCAACTACCCTTT 
TTAGCTCCCTGGGTAGCGTTAATGACGATGCAATTCACCGTCTACCACACCTTTATCAGT 
GGAATTCAGACTGCAATTGCTTCTGTCATCGGAGTTGGACTTTCCTTTGTCATAGGCACT 
TACTTAGACGTAAGTGTGTGGACTTTTGGCCTTGCAATGGTCATAGGATTAATAGGTGCA 
CGAGTACCAAAGCTCCGCGCGGAAGGAATAGGTATTGCTACTACATCCATTTTTCTTCTT 
GCCTCCGGGTTTGATGATCAACAACCCCTTCTATACGACCGTATTTTAGAGATCCTGCTC 
GGCGTGGCTGTTGCCATAGCCATCAACCTCATCATCTTTCCTCCCTTACGCGACCAGGAG 
GCAAACATGGTGGTAGGAAACTTAGATCGGAGGATGGGTGAGGTTTTACAAAAAATGGCC 
GATGAGCTTGCAGAAAAGTGGAATATCGACAATGCAGATGAGTGGCTGGAAGAAATTAAT 
TCTATTAACAATGACCTAGAAAAAGCGTGGCACTCCGTGCGGTTCGTTCGCGAAAGCCGT 
CGAGTTAATCCTCGTAAAATCCGCATCCAAGAGGGCCGCCCCCAGCCTACGGAAACAAGT 
TATGAATCAAACCTCACCAGCATTGATGAAGGGATCGCTCATTTACGCCACCTTGCCCGT 
ACTCTTCGTGATACCCCGATTATAGATTCCGACTGGGGATCCAGTATTCCAGCAACAGTG 
GGTATCCCTTATGCACGATGCCGGAGCTTTGCTCGCAGATCCGAATCAGGAAATAGATCC 
TATCCGCGACCGGCTCTC 

>RXA 0 1 2 7 5 - downs t r earn 
TAAACTTTCAAGTGAGATGAGTG 



>RXA012 7 6 -upstream 

CTAGATGCCCGGAAAATAGCATCTCCTATACACCCAAAAAAAAGGGGAGCGCTGACAGAA 
AATAGTAATAATTTTGACAGCTCGTGCAAAGATGATTGGC 

>RXA01276 

ATGCGTAAAACCCTCATCACCATGCTCGCGACCACCGCGATCGCCTTTTCCGCCATCTCA 
CCAGTGCAGGCGCAAACCGTGGACACAGACACTGACGCCTCCGTGTCATCTGAGCTGAGC 
AGCGGCACAAGCTCAGGAAGTTCAGAGGATTCCGAAGATTCTGACATCTCCAACCGGGAC 
ATCATCTTCGGCATCGCAGCTATCGCTGCAGTCGGCGGACTTATCGCAGGTGGTGTGCAC 
TGGGCAGTACAACAGCGCATGATCCCAAATCCCCTCCCAGGAATCATTCCAAATCCCCCT 
GCACTGGCACCTCAGGCGCCTGCCCCAGCACCTGCTCCCGCTCCTGCCCCTCAGGCAGTC 
GCGCCCCAGGTTGTCGCTCCCCAGGTTGTCGCGCCTGCTCCAGCCCCAGTACAGACCAAC 
CGCACCTACAAAAACTGCACCGAAGTATGGAACGTCCTGGGAAGGTCCATCCGCCAAAGC 
GATCCAGGCTACGGCACACACCTCGACCGCGACCGCGACGGCATCGGCTGCGAATCACGC 
CCTAGG 

>RXAO 12 7 6 -downs t ream 
TAGTTTGGGTTTTGGGGATCTTC 



>RXAO 12 81 -upstream 

GGACAACCTCATCAAATGCAAACATGCGCCACCGCGTCCCGGAAAACCAGGGGCGATACC 
GCGCTTGAGTGCGAGGTGCCGTCAATTCCCAACTACAAGA 

>RXA01281 

GTGGGACTCAGCCGTTCACATTATCAGCTAGCCGCAGAAAACACCAAATCCCTTGTTAGA 
ATGGTTCCCATGACTGTTCCTCAAGGAAACGAACCAGCAAAGAAGCTCGCCACTGACCTT 
AACCGAAACCAAGTCGTGGATGAACTTTCTGCAGCTGTTTCCCGAGGTCAACTCACTTTG 
GAGGAATTTGAAGATGGCTCCTCCAAAGCATGGAATGCCCGCCACTTAGACACTCTTGTA 
GAGCTGATCTCTGATGTGAACGACAATCCCTACACTCTGCTTGGTCAGCAATTTCCCGGC 
GCCTCCTATGCGCCGGCGGCCTACGAGACCACTCCCCCAGCGATGCCCAATGTGTCAGAT 
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CCTGTAAATATTGTCCGCAACAGGATTACCGGCAACCCGAATGGCTCCAAAATGTCGGTC 
TCGTTTATGGGTGGCACCGTGCGCAAAGGTGGATGGCATGTGCCTAATGTTCACACATCC 
TTCGCCATGATGGGCGGCAATCAGATCGATTTGCGCGACGCCTTCCTGGAAAGCGACCGC 
ATTCAGATCAACGCCTACACATTCATGGGTGGCATCGAGATTATTGTTCCCGAGGGTGTT 
TTTGTCATTTGTGATGGCATGGGCATTTTCGGCGGCTTCGAACAGTCTGTGGACAAGGCC 
GGTGCACTCAATCCCGCGCGCCTGCCAAGCAACGCGCCCACGGTCCACATCAAAGGCCTG 
GCGTTCATGGGCGGAGTCAGCGTAGTCACCAAGAAAAACATT 



>RXA012 81 -downstream 
TAAAAAGCTTGTCGACGCGCCCC 



>RXAO 12 82 -upstream 

CAGGATGGGTCGGAACGTTCGCGTCGTTTGCGGTGTGGTTCTGGGTCATTTGGTGGGCAG 
CGGTAGGAAATACAAAAAGCCCACTCTAAGATGGCAGGGT 

>RXA01282 

ATGGATGAGCTGCTCAAACAGGAAGTCAAGGATTTCCTCACCACCAGGCGTGCACGGATT 
ACGCCGGCCGCTGCGGGACTAGAAACGCAGCCGTGGAGTGATCGTCGGGTGCCGGGGCTT 
CGGCGGGAAGAAGTCGCGGATCTGGCGGGCATTTCTTTGGAGTATTACATCCGGTTTGAG 
CGCGGAAATCTCAAGGGTGCATCGCCTGAAATATTGCAATCGTTGGCTAAGGCTCTCCAA 
CTGAGCCCAATTGAGCGCGAACACCTTCACAATTTGGCTTATCGCGCCGACCATCCGCGC 
AACCTACCTAGTGCAGAGACCCCAACGGCACCCCTCCAGGACATCGTTGATGCGGTCACA 
GATAAACCGGCGTGGATCCGCAACGAGCAGATGGATATTTTGGCTACAAATCGGCTCTGC 
GCGGAACTTTACGCCCCGATTTTCAAGGATCTGCCCGATCGGCCCAACACTGCGCGGCAT 
TGCTTTATCGGCGCAACAGCCTCCGAGTTCTGGGTGGACCGGGATCAGTTCAGTGCGGAG 
TTCGCTGCCAAACTACGCCTCGAGTACGCCCGGCGCCCCAGCGTGCCAGGTTTAAAGGAG 
CTTATCGACGAGCTCCATCAGAAAAGTTCTGTTTTCCGCGATAATTGGGCGTCTGCTGAT 
GTTTTGTCATTCGGCTCTGGCATCAAACGTTTCAGGCACCCAACACTGGGGGAGCGGGTC 
TATGAATACGAGACGTTTAATCTCAATAGTGCACCGGGGTATGTGTTGAGCATTTACTTT 

>RXA 0 1 2 8 2 - downs t r eam 
TAGGTGGTGGAGGGGCGCGTCGA 



>RXA012 9 4 -upstream 

ATGAAGGGATACCGCTCCTTTTCGGGGGTACAGCACTCCAGCAAGACTCATTCGGCTCAG 
TTAGAGTTCACCACAACGACTCAAAAAAGAAAGTGGCAGC 

>RXA01294 

ATGTCTACGATTCCTGATGTTTTCACCAGTGAAGTGTTCCCTGAAATCAGTGGCACCAAA 
GAATTCCGTGGCCTGACTTATATGTTCTTTGATCAATTCACTTTGCCCACCGCAGAACAG 
CTTGAGCAAGCTAAAGCAGCTGGCTGGTCACTGATCACCTGGGGATGGTGGAATAGCGAC 
ACCGATCTTGAGGATGTCGAATTGGAAGACATCACTAATGAAGGCGACAGCCTACCAAAA 
CTCACGGATGAATTCGCTGTGTCTTCACTGAGCACCTTCGATCTAAATTCCCAAGGTCTG 
CCCAATGATGATCGTGAGCCGCAACCAATTGAAGAAGCCGACTCACTAGATGACATCTTC 
TCCGAGGAAGAGGGCTGGGGTCTAATGGCAATCAATTGCCCGAATTGGCAAGTCCCAGCA 
GCGTGTGAATGGCTCGGCTGCATGAATGTTGGTGAACCATTTGAAATGTCACACGTACTT 
AGGGTGTGGCAGAACAGTTGGGGCGTCGAGGCCCTGGCTTTTGGTGGTGAAGAAGACGAC 
GCGGATCTGCTGCTTCGAGTCCCTGAAGAAAGCGAAGAGCTACTGAAGGCTCTCGCAGTC 
GCTTCTGACCAAGTCACTACCTACAAGCATGAAGATCTGGGATTCTTAGCTAGTCTTTGG 
TTTGAC 

>RXAO 12 9 4 -downstream 
TAACTACAATCAATGTCATGACC 



>RXA012 95-upstream 

TTTCTGGTGTTACCCTCGGGTAATTGTAAAAAATTCATTGATTAAAAACGATCAGCCAAT 
TGGCATGCTCAGACTCCTTGTGAAGAAAGTGACAGTTTCG 
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>RXA01295 

ATGACCGAAAATCTTGATAATGCGTTGCTATCCATGCGGATGAAACCTGTACAAATGGCG 
CTTATGACACTGGGCTACAACCATGACATGGCGGTGACCGATTCCGGTATGGAACTTATA 
GTGCGCCGCCCAGGGCTGACCGTGAACTTCAACTTGGATTCGGTCACCTTGTGCATCGTC 
GCTGATTTCATGTGGCATGGCTGTGTCCCTGCAAAGAAACAGGCAGAGTACCTGCGGGCC 
GCTAATGAATTCAACAGGCCAACCCGTGATCTGCAGGTGGTTTTAGATGAAGCTGATTCA 
AAGAACATGACTGTGCGAGGTCGTGAATTCTTCTTCTCAAGCGTCGGCGCAACGTGGGAA 
CAGTCGG CAGAGTTCGTGCACTACTGCATGAATGATGTGGCAACGACTTTCGTGTCTTGG 
TGCGAACAAATCTGGCCGAAGTTTTCCCCTGAACGCGTAGAGTTCAACGCAACTCCTCCA 
GATGTGGATTTCGAGTTCTCTGAAGATCAACTCAAAGAAGGCAATCCCTTCGGGCTGATT 
GACGAACCCACCCCGCTGGTTTCTTTGGATCGTATCTACCAACAATACGAATTAATGGGT 
GCGGATCAACTCAAGATGGGGGAGGACTTCGTTGAGTATCTGCATATGGGTCAACGTGTC 
AGTGCATGGTTGACCGATGGCAACAACGGCAGCGATCGAAAAACCCTAGCGGTGTCTTCC 
GGTACAGGTGTGAAAATCAAAAACAAGAAGCAACTTCAGGAACTTCTTGGACTGTGCAAC 
CTGTACTCGAAAGAACATGTACTGGTCACAGTATTTGCGGAAGAGATCGAAAACGGCGCA 
AGGTGGGGTATTTTCGCCGAAGCACGCATCGATCTACCGGCAGGGTTAAACGATCATCAG 
TTGTGGGTATTCCTCGCCAACTCCAGCAAATGGACTGCAGAGGTGTGCCTGACCGTGGCA 
CACCGACTGCAGAAC 

>RXAO 1 2 9 5 - downs tr earn 
TAAAGGCAGAACTTAAGCGTTCA 



>RXA012 9 6 -upstream 

TAAAACTCCTGTTCGAAATTGCCCAGACAGGTGTCCACCAACACTGCTACATTGCATTGG 
AGATCCAGAATCGATCACTCTACGACCAGGAAAAACTTTC 

>RXA01296 

ATGTCCATCGAGCAAGCAATCACTTCACTCTCCGCAAGAGTGCGGGAACTAAAGCCCATC 
ATCGAGACTGAAGAAGCCACCAAAACCGCACTGATCATCCCCTTTATCAGCAACGTTCTC 
GGCTACGACGTCACTGATCCTCGTGAAGTCATTCCGGAATACACTGCTGATGTTGGCGTC 
AAAAAGGGTGAGAAGGTCGACTTCGCTATCAAAACCGGCGATGATTTCCACTTCCTCATC 
GAATGCAAAAAGGTCGGCTCCCCACTCAGCCTCGATCACGCTAACCAGCTCGTCCGCTAT 
TTCAATGTCACAGACACCGAATTTGCCATTCTCACCAACGGCGAAATCTACCAATTCTAT 
GGACAACTCGATGCAGCCAACCGCATGGATGCAAAACCATTCATGACCTTGGATTTGAAC 
AATATTGATGCCCGTCAGTTCCCTCATTTGGAAATGTGTACCCGCAAGCATTTCAACCCA 
CAAGCGCTAGCCGCCAACGCTGAAGAACTGAAGTACATTGCTGAATTGAAGAAAGTCATC 
GCGAATCAATTCCAAGAACCTGACGTAGAAATCGTCAAGATGCTTGCGGCGACAGTCACC 
ACAAAGCGTATGACTGCACAAAATCTGGAATTCTTCACCCGCTTGGTTAATACTGCGTCT 
TCCCAGTTCCTCAAAGACGAGGTCAATCGTAGATTGCGCTCCGCCCAAGTCTTTGAGGAT 
CCTGTCCAAACACAAGGTGCTGATGCAGAAACACCAGCAGAGGACGAAGCAGTAATCGAA 
GAAGTGGTTTCAGAAATCGTGACGACAGAAGAGGAAATCCACGGTCATTCAATTGTCCGT 
GCAATTTGCTGCTCAGAGGTATCGGCACAAGAAATCACCATGCGTGACGCAAAATCCTAC 
TGCGCTATTCTCTTCCAAGACAACAACCGAAAGCCAATCGCCCGTTTCTACTTTGATCGC 
AAGATTCCACGCATCGGCATCTTCAATGCTGAAGGCGAGCAGGAACACTTTGATTTGGAA 
TCCATCGAAGATATCTACAACCACGCTGATCTTCTGCATTCCCGCGTCGTAGCATTGAAC 
GCT 

>RXAO 1 2 9 6 - downs t r earn 
TAAGTTCTGCCTTTAGTTCTGCA 



>RXA01301 

TTCCTCCGCCTAGAAGGCATCGAACCTAAAGGTCCTGCCCGCGCCTACTACTTTGGCGAT 
GTCTCTGACACCGTAGACATCCTGATTGGTTTCCCCGTCAGCCCCGCGCAAGCAGAATCC 
CTGCGCCGCGGCGCATTGAGCCAATCCGGTGGCGACATCGATGACGTTGTCCTCCACCAC 
TTCCGCGACATGAAAACCATGCACAGCCGCCACTCCGGCCCCTTCGATGGAGTCGAGCGC 
GTCTGGGACGAAATCCTCGATGAAGTCGAAGACCTCGGATGCACTCTGCCATCCAGCAGC 
ATCGGTTGGGAAGAATACATCGAGGGCCCAGCCACCGCTGATACCTGCGACCAACTGGCC 
TCTGAAGTTTATGTTCAGGTGTGCCAAGCACCGGTGAAGTCTGCA 
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>RXAO 1 3 0 1 - downs t ream 
TAAAGATTCACCCGGAATTTCCC 



>RXAO 13 04 -upstream 

ATGCAGGTAAACGAATTTGTGCTTATATCAACATTCGTGATTCGGCAAAATTAATTAAAC 
TGAAAAAGGGGATTAATTACCCCCACTTGAGGAGAAATTG 



>RXA01304 

ATGCCCGCACAGAACAAAAACCTCCCAGGATCCGTCATCGTTGTGTCTGATCGGATTAAA 
TCGGGAGAAAGAATTGATAAAGCAGGACCCGTAGCAGTAGACCTTCTTCAGGAATCAGGC 
GTGGAGATTTCCACATTCACCGTCGTGGAGGAGGGCTTTGAACCTGTCCATCAAGAATTG 
GTTAAGGCGTTGGCGCGCCGGGATCGCGTCATCATCACCATCGGCGGAACGGGCGTGGGG 
CCTAGAAATCGGACGCCGGAGGCCACAGAACCGCACATCGATACGCTACTGCCGGGTCTG 
ATGACGCAGATTTTGTTCTCTGGACTGTCCAATACCGCGCAGGCGGGGTTATCTCGGGGG 
CTGGTGGGCTTGAGTGCTCGCGATTCCACGGCCGCGCTCATCGTCAACGCGCCGAGTTCT 
TCCGGGGGCGTGCGCGACGCGCTCGGGGTGGTCTGCCCGCTTTTCGGTTCCATTTTTGAG 
CGTCTT 

>RXAO 13 04 -downstream 
TAAAAGATTTTTGCTTATCGACG 



>RXA013 06-upstream 

CGTGCCTGTAAAATGCGCTCGCTCTGCTGAAGACCACCCAGACAATCACCCCGCTCCGAA 
GGAGAATCGATAAGCC 

>RXA01306 

ATGACTGAATGGTATGTCGTTTTACCCGCCACTATTCTACTCATCGCGCTGTCTGCGTTT 
TTCGTCATCATTGAGTTCGCTTTGCTTGCAGCTAGGCGGAACCGGTTAGAGGAGACTGTG 
GAAACCTCGCGGTCTTCCCGCGCTGCGTTGCGAAGCCTCAATGAACTTACTCTCATGCTC 
GCGGGCGCGCAGTTGGGAATCACCATGGTGACTTTCGCGTTGGGTGCTATCACGAAGCCG 
TGGGTTCATTATGCTTTGATGCCGCTCTTCGAATGGGCGCGTATACCGCTGGTTATGGCA 
GATGTCATTGCGTTTATTTTGTCGCTGTTTATCGTAACGTTTCTGCACTTGGTCATCGGC 
GAAATGGCTCCGAAATCCTGGGCAATCGCGCATCCGGAGACGGCACTTCGAACTATCGCG 
ATTCCCGCACGGGGCTTCATTAACCTGTTTCGTCCATTGCTGCAGTGGATCAACAAAATG 
GCGAACGATTTGGTCCGCAAAGTTGGTGAAACTCCCGTTGATCGAGCTGCAGCTGGTGGC 
TATGACACCGATACCCTCCATGCCCTCATTGAGCATTCCCGAGAAACTGGCGCTCTGGAT 
CAGCAATCCGCCGCCCAAATCAGCGGAATTATCAAGCTGGATAAAATCACGGTCGGTCAA 
ACCCTGACCGCATCTCCATTTACGCACAGCGCCAGCGCCACGGTTGCTGAGGTGCAAGCC 
GCAGCTCAGCGCAGTGGCAGCTTGCGTGTGCTTATCGACGCCCCCTCCCACCTTTTCCCA 
CACGTCATTCATGTGCGAGACACCCTTGGTGCCTCGCCAGACGAGAAGGCTTCGAAGTGG 
TCTCGCCCAATCCTCACCGTTGCTGAGACCGACACGTTACACCAAGCGCTGGAATACATG 
CGGGAGCATAACGAGCAGATCAGTGCGGTGCTTTCCGCTGATGGGAAAACGGTGCTTGGT 
GTAATAACTTGGGATCACATCTTGAAATACCTGTGGCCTGCATCGGTG 

>RXA013 0 6 -downstream 
TAGCTAATTTGAGGTGCGCTGAA 



>RXA0 13 10 -upstream 

AAGGAACGTGCGCGTGCAGCTTTCCGAGGCAAAGACGACTAGTCTTTAATCCAAGTAAGT 
ACCGGTTCAGACAGTTAAACCAGAAAGACGAGTGAACACC 

>RXA01310 

ATGTCCTCCGCGAAAAAGAAACCCGCACCGGAGCGTATGCACTACATCAAGGGCTATGTA 
CCTGTGGCGTATAGCTCTCCACACTCATCCCTCGAGCGCAGCGCAACCTGGTTGGGCATG 
GGATTCCTCCTCACTGCTCTGGCAGGCGTTGGCGCAGTCCTCTTCGCAGTCGGCGCAAAC 
AGCGTTGGCCAGCAGCAGGAACACTGGGTCCTCTACAGCATCATCGGTGTTGTATTCGCC 
GTTGTCTGCACAGTTTTGGGCACCGTCCTGATCATCAAGGGCCGAGCACCTTACAACCGT 
TACGTCAAGGAAACCGGCCGTACGCAG 
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>RXA01310-downstream 
TAGTTTCTGTATGCAGGTTCTTT 



>RXA01313 

GCCCTACGCCTCATTTCACAGCTGCTTGCACCATCTGCGGCGTTGAATTTTAAGTCCGAG 
CGCAATGCCGTCGACGTGGCAAAACAeATGGTGGGGAGCCAGGCCCAACAA CGCGGTTCC 
GCACTCGTTGCGCTAGACACCCGCTCGGAAAACGCCGACGCCGCCACGGCATTAAGAAAG 
TCACTGCTCATCCGCAGCTGGACGCAGCGCGGCACCCACCAAATACTTGCCGCCGAAGAC 
GTCCGCTGGATGACGCTACTATGCTCCCCACGCATCCTGGCTGCTTCAGCCAAGCGCCGC 
TCCAGCCTTTCGCTTGATAGCGCCGCAGTCCAGCGCGCCCGCGACGCACTAACAACCGCC 
GCCGAAAAATCCCCCGTATCCAGAACCCAGGCCTACGAAATTTTCCGATCCGTAGACGTT 
GACCCCGGCGAGCACAGAGGCCAACATTTACTCCGGCATTTCGGTGGCGAAGGTGACATC 
GTACAAGGCCCGCCCATCGGAACGGAAGATTCCTTTGTGCTTCTCGATTCCATCTGCCCC 
CTTTCCCTAGCACTTAACGGCGACGAAGCGCTCACAGAGATGACCCGTCGCTACTTCCAC 
TCCCGTGGTGCTGCCACTGTGAAAGATCTGGTGTGGTGGACCGGACTGACTGTGCGTGAT 
GTAAAGAAAGGCATCGCTGCCGTGTCTTCGGATGGACTGATTCACTCTGTTGAAGGCCCG 
AATGGTGAAGAAATGTGGATCCCTACCTGGGCAGATGATGTCACAGACGCAGAGGTTTCT 
GATGCACTAGCGTTGGAACTAACCCTCCCCGCCTTTGATGAATACCTACTTTCCTACACC 
GACCGCAGCCACGTCATGGATCCCGAGCACCTTTTCAGCATCGGTCCCGGCAAAAACGGT 
GTGTTCAAACCCTTCAAAGTAGTTCAGGGTGAGGCACTGCCGGTT 

>RXAO 131 3 -downs tr earn 
TAGCCCAGCAAAATCTTCACTTG 



>RXAO 13 15 -upstream 

CATGTGCGGTTGTGTCCTAAGTCATTGATGTCACCTAACGCCCCTAAGTTCACTCGGTGC 
AATATTGCACTGAGTGCAAGTTTACACTAGGTTTACTTCA 

>RXA01315 

GTGGATATTGAAGAGCAGCCCTCGTTAAGAGAAATCAAGCGCCAAATGACCCTGGAAGCG 
ATAGAAGATAACGCAACCAGGCTCATTCTGGAGCGTGGCTTCGACAATGTCACAATCGAA 
GACATCTGCGCAGAGGCAGGGATATCCAAGCGCACATTCTTTAACTACGTGGAGTCCAAA 
GAGTCTGTGGCCATCGGGCACACAGCCAAGCTCCCAACGGATGAAGAACGTGAAGCATTC 
CTGGCTACGCGTCATGAAAATATTATCGATACTGTATTTGACCTGGTAATCAACCTCTTT 
GGCAACCACGACAACTCCAAGTCTGGAGTTGCAGGCGACATTATGCGTCGACGCAAAGAG 
ATCCGGGTGAAGCATCCAGAACTGGCAGTGCAACATTTCGCCAGGTTCCACCAAGCACGC 
GAAGGGCTAGAACACCTAATTGTTGAGTACTTCGAAAAATGGCCAGGCTCCCAACATCTA 
GATGAGCCTGCAGATCGAGAAGCAATCGCCATAGTTGGCCTGCTGATCTCGGTCATGCTT 
CAAGGTTCTCGTGAATGGCACGACATGCCACAAGGCACGCAAGCTGATTTCCAAGCCTGC 
TGTCGCAAAGCAATTAAAAATACTTTTCTTCTTAGAGGTGGATTTTCAGAA 

>RXAO 1 3 1 5 -downs t r earn 
TGACATCACAGGTCAAGCCGGAC 



>RXAO 13 16 -upstream 

AAAGCGCAAGGCTAAGAAGGATTCCCCAGAACCAGGCGATGACGATATCATCGATGGAGA 
AGTAATTCCTCCGCAGAATTAAGGAAGTCGGTTTCACCCC 

>RXA01316 

ATGGATATTTCCATGCTCAACGTAATAACGAGCTACACCATTTGGGCCATTTTTGCCATC 
ATCGGCATCTGCGGATTCGTTGGTGCCTTCTTGGCAGCCACCACCAGAGAAGATGCCTTT 
GAGGTTGCTGATCGCCAAAAGAAAATGGTGTGGGTAGCAATCCTTATCGCATCCGGATTT 
GTCCTCACCGCGCTAGGTCCATCGATTCCGATCCTGCCATGGGTCGCCATCATCATGATC 
GGCCTGTACTGGTTTGATGTTCGCCCGCAAATCAAGAGCATCCTTGAAGGTGCCGGCGGC 
TGG 

>RXAO 13 1 6 -downstream 



Appendix A, page 162 



Attorn «>cket No.: BGI-129CP 



TAAAAGCTCCCTGAACTGCGAAA 



>RXA013 17 -upstream 

ATACATCCGCCTTAATGGCACAATTGTAGGTGCATTAGCAGGACTGGCCATTTACGCTAT 
TTCCCATATCCTCTTCGGAGCTTAACTAGGAGTAACCATC 

^RXA0T3T7~ ^ ^ 

ATGTCCGATGCAAAAGACGATTCCATCTTGTCCAAGTGGAGCAATGCAGCTTCCGAGCTC 
AGCGGTGCCGTCAGTGGAGTAGCGAAGAAGCTCCGTGAAGAACTCTCTGAGAAGGAAACC 
TTCAGCAAGCTTAAAACCGAAGCCAGCGAAGCCGTCGATCAAGCAAAGTCCGGCTCCTAC 
CTAGATGCCGGTAAGGAATTCGCCCGCGACGCCGGATCCATCATCAAAGATGCAGCCAAA 
ACCGTCAAAGGTGCCGTCAGTGATTCCGATAAAAACGACGTGAAATCCGCCTTCGGTAAC 
GCCGTGGAAGCTTCCCGCGACAAGTTCGATGACACCCTCGAAAAGCGCAAGGCTAAGAAG 
GATTCCCCAGAACCAGGCGATGACGATATCATCGATGGAGAAGTAATTCCTCCGCAGAAT 

>RXA013 17 -downstream 
TAAGGAAGTCGGTTTCACCCCAT 



>RXAO 13 18 -upstream 

GGACGCGTTCCAGAGAAAAGTGCAGGCATAACCCCTAAAATACCCTGATCTTCCCCCGTG 
TCCTGCCCCCGTGTCCACCCCTGCGTACATAATAGGACGC 

>RXA01318 

ATGGGAAAACATGAGGTTGCTCAGCAGACGGTTCCGGGTCCTTCGCCGGAAATGGAAGCG 
CAGCGGCGTAAAGAGTTGCGCAAGCACAAGGCCATTGCCACTGGCCTGTTGATTTTTGCT 
GCCGCTGTATATTTTCTTTGCCGTTTCGTGGAGACCCGTCCGGGTGAAACTGCAGCGTGG 
GTAGGTTTTGTGCGCGCTGCGGCAGAGGCCGGAATGATTGGCGGGTTGGCCGACTGGTTC 
GCGGTCACCGCGCTGTTCCGTCATCCATTGTGGCTGCCTATTCCGCACACTGCGATTATC 
CCGCGCAAGAAAGACCAGTTAGGTGAGGCCTTAAGCGGGTTTGTGGGGGATAACTTCCTA 
AATGCCCAGCTCATTACGGAAAAAGTCTCTCAGGCGCGGATCCCAGAGCGCGCCGGGGAG 
TGGCTCGCCCAGCCGGAAAACGGGGAGAAAGTTTCGCGCGAAGTCGGCAAATTGACCGCT 
AATATTGTGCGCGCAATCGATCCGTCAGATGCTGAAGCGGTGATTAAATCTGCGGTGATC 
GACAAGCTTGCGGAACCCACCTGGGGCCCACCAGCTGGGCGGTTGCTGGAACAACTCCTC 
GCCGAAGGCAAAGCCGAACCAGTTGTCCAGGAACTCGCGCAGTGGCTGCACAAAAAGGCG 
TTGGGCTCCGAGCCGCTGATTGATCGCCTGCTCAACGAGCGCCGCCCGATTTGGGCGCCG 
AAATTCACTGCGCAGCTGGTCAGCGGCAAAGTCTATGACGAGGTCATAAAATTCACTGAA 
GCCGTCGCTGCCGATCCTAACCACGAGGCCCGCAAATCGCTGCGCCGATTCCTTAATAAA 
TTGGCGCAAGACCTGCAGCATGACCCAGGCATGATTATTAAAGTTGAAGAAATCAAACGC 
GACATCATGGGCTCCGGCGCCATCGCGCAAGCCGCGCCAACCATCTGGGCGTCAGCCTCC 
GAGTCGCTCATTGAATCCGCAGAAGATGAGTCATCAATTCTGCGTCGCAAAATTGCCGAA 
GCAGCTACCAGCTGGGGTCAAAGATTGCTTGTCGACGACTCCCTCCGGCATTCACTCGAC 
ACCCGGATTACCGGCGCCGCTGCTTTCCTCGCCGACAATTACGCCCCCGAAGTCACCGGC 
ATTATCTCCGAAACCATTGAACGATGGGACGCTGAAGAAGCTTCAGAGAAAATCGAACTC 
ATGGTGGGCAAAGACCTCCAATACATCCGCCTTAATGGCACAATTGTAGGTGCATTAGCA 
GGACTGGCCATTTACGCTATTTCCCATATCCTCTTCGGAGCT 

>RXA013 18 -downstream 
TAACTAGGAGTAACCATCATGTC 



>RXA013 2 2 -upstream 

TGGCCTGCCCCTGAAACTTTTACGGCTTTCAGAGCGCAGGGCATCATTTTCTTGTGTCGC 
CAACACTTGAGAAAAATTGCGGAAAAGGACACTGCTGTTC 

>RXA01322 

ATGAAACTTGCACCTCGTATGCGGATGAGGAGCCCCAAAACTTTCGCGGCCCTCGCCTCA 
CTTGCTTTAGTCATAGGTCTCGGCCAGGTACCGATCGCCCAAGCTCAAACCGAGTATCGA 
ACCGCCTCCGACGGTTCCCTGAACTGGGGATTTAGGCAATCGTTCCGCAATTACATCCAA 
ACCGGCGTGGCCAAAGGTTCCATCACGCTTGGCGACGGCGCATCCGACAACGGTGGCAAC 
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TTCGCATTCACCCCACGCACCAACGGCACCACCGTGACCAGCGATTCCCAAGGCACCGTG 
GAATTCAACGGCTCCGTGCACTTCCTCGGACACCAGGCAGAGGACAAATGGATCCTGGAC 
ACCACCATGTCTGACATCAAAATGGTGTTCAACGGATCCTCCGCGCAGCTAGTTGTGGAT 
TTGGTTGCCCGCGAATTC 



>RXA0132 6-upstreain 

■CCGGCTGGCGCTGAGGAAAGG-T-TGGGAGGGGCCTCCCCGAAACT 

>RXA013 2 6 

TTGCGCGAACGACTACTTCAAAACAATGGTGGCGAAGTCATCGACAATGAAAACAACGAC 
TGGATTCTCCATCCAGTTCGTGATGACAGCGACCGAAAAAGGCTTGTCCGAACTGCCAAC 
GACATCATCCGCGAGACCGAATCTGCACGTGAATGGGACAATTTCCCCGAAAATGCGATC 
GCAATTGCAAATGACGGAACGGGCGACTTAATAATTCTGCTTCCCGACGATGATGCTTTC 
TACATCTGGTCGCACGAAGATGAACCCCTGATCGAAACTGAACTTGAGGATGCC 

>RXAO 1 3 2 6 - downs tr earn 
TAAAACAGCTGGACAGAATTCGA 



>RXAO 13 3 0 -upstream 

CCGTCCGTTTTCCTGGTGGGTCGGCCCCGCATCCAGCCCTAGAAATATCGGAGAGCTGCT 
CGTTGAGGCCCAATGAAATGCCTCCGAAACAGAAACAGGC 

>RXA01330 

ATGTGGAAAGACTTAACCGAACCGCTGCCCGAAGCTTGCGCTGAGGGCTTAGAGATCCGG 
GTGGTTAAATCTCCCGAAGAGCTGGCAGATTACGCTGCAGTTCTTTCTGCGAATTGGAAT 
CCACCCGCCGAAACTGTGCAGCGTTTCTATACCGAAGCAGCTGAATACGCACTGAGAAAG 
AACTCGCCCGCACTTTATCTGGTGGGTTATGCGGGCAACCGCGCAGTGTGTTCTGCGGAA 
GCATTCATACACGCGAGCGTAGTTGGAATCTACAATATCTCCACCCTTGAGCACAAACGC 
CGGCGTGGCTACGGCGGAGCCATCACCTTAGCCACGTTGCATACCGCACGTAACGCAGGG 
TGTGACACCGCCGTGTTGCAAGCTTCCGAAGATGGTGAGCCCGTTTATCGCAAACTAGGA 
TTCACCGACTGCGGTCGATTTACTGAATACTCTTTG 

>RXAO 1 3 3 0 -downs t r earn 
TGATTAGTTAGGGACCGTATGCG 



>RXAO 1 3 3 1 -ups tream 

GCCTCGGACTGGTTAATCCAACAGCCAGGTGGAGCTGAC 
>RXA01331 

ATGAACATCATGGGTGACCCCGCAGATGGTAACGGCTGGATGTATGCCTACAACGGCTTG 
CACTCCGTGGCCCGCCACTATGCATGGCCAGCAGCAGGCGAAGGCTCTGCCACCGCGATG 
CTGTTCTGGTGGCCTCAACTTCTAGGTGTGGGCACCGATGAAAACCCAGATCAAGTCAAC 
GATGTGGATCAGGCTGCTCGTGATCTCAACGTCGGCTACTTCATGATCAGTCCGTGGACG 
TTCTGGGATTTCCAGATCCCCAACTTCCGCCAGATCGATCTGCTGTGGCAAACCCCAGGC 
GTGACACCGGTGTGCAAGAAGGGCGACTCGGTGATCTTCGCAGTCAACGATATGTTCACT 
GACGCCGAACTGGATCAGATGCGTGCACCTGGTAATTCTCCAGAACCACTGCCAGAGCTT 
CCTACCTTGGGCGAGCTTGGGTTGGCTGAAACTGAAGACGAGGTAGATCAGACTTATTAC 
CATCGTCCAACGGTTCCTGCTGGTGTGAACTCAGAGATGCCTTCAGCCGAAACTCTGTAT 
GCACCGGATCCAACGAAGCCGCATACGGTCCCTAAC 

>RXAO 13 31 -downs tream 
TAATCACAAAGAGTATTCAGTAA 



>RXA013 33 -upstream 

CGCCCTTTAAGGCCCGTAAAGCACTCCACAACACTTCACGGCAGGCCGTAATTTCCCTGT 
GAGGTACTTTCTTGCAAGTTGTAGCGCACCGCCGATACCA 
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>RXA01333 

ATGCCTGGCGGGTGCTCCGGTAACATCGTCCGCATGCTGCCTAAATCCCGGATTTTCTCC 
GCAATCTTGCTCGGAATTGGTGTGGCACTTGTGGTCTGGGGTCTGGTGGCTCCGCGCTTT 
GTGCACGCTGATGGCCGTTTGCCTCTTGATTTGGAGGCGACGACGTACGTTCTCCATGAC 
TCTGACGCTCAGACCACTATTAATTCTGATCCGTTGGCCGGTGTGGTGACTACGCCGGTG 
ACTCGTCAGTTGCATTTTGAGGTGATGGATCCTGCGAGTGCTGATGATGCCACTATTCGT 
ATTGGTGATTCGATGTTGCGTGGTAATCCTGATACTCAGGGTTTTGAGCAGGAACGGCTC 
CTGTeAGeGAeTGTGTGGAGT-T-TCCGCATTGAT.CGCAC CTCTGGTGAGGTTTTGTCCGAT 
ATTGCGCTGACTAATCAGTTGGCGAGCCCTACGGTGCAGTATTCGGTGGATGGCATTTGG 
TTGAAGTTCCCAACTGACGCGCAGGAGACCACTTACAACGTGGTGGATCCGGTGCTGAGG 
TCTGCGCTGCCGGCGGATTTTGTGGAGTCCACGGAGATCGATGGCCGTGAGGTGCTGCAT 
TACCGTCAGGTGATTGATAACGTGAATGTGGCGGAGTATTTCGCGGATGCCAACAACACC 
ACCACGTTGACTAAAGAGGATGGCGGTACCACGACGGGCTATTTTTATCACAATGTGACT 
CGTGATTTTTGGGTGGATCAGCGTACCGGTTTGGTTGTCGATCTAGCTGAAAATATTGAT 
GATTTTTACGGCGACCGCAGCGGCCAGAAGTACGAACAGAAATTGCTTTTCGACGCCTCC 
CTCGACGATGCAGCTGTCTCTAAGCTGGTTGCACAGGCCGAAAGCATCCCTGATGGAGAT 
GTGAGCAAAATCGCAAATACCGTAGGTATTGTGATCGGTGCGGTATTGGCTCTCGTGGGC 
CTGGCCGGGTGTTTTGGGGCGTTTGGGAAGAAACGTCGAGAAGCT 

>RXAO 13 3 3 -downs tr earn 
TAACCTGCTGTTCAAATAGATTT 



>RXA013 3 6-upstream 

CATGGCATCCGCCTCCAACGCGCCGGGCGGGGGAGTCCACGGAATGCCCGGCTGGTGGGC 
AGCGCAAGCCGTTTTAGCAGATCACAGGTAGAATTGCGAC 

>RXA01336 

ATGGAGCCCACCGTAAAAGCCAGCGCGCGCCACACCATCCACGTCACCGCCGACACCTGG 
CGCATCCGCCTGAGTGCCTCAGCCCACTCACACCCCAACGACGCGTACGCGCGCCGGGCT 
ACGGCAATTTCCGCCATAGGCAGCGTGCTTATCGACGTCCCCCTCCAAGGCGAACGCATC 
TCTGAATCCACTGCATACGACGGCCAAATCAACGCCGACTGGAACGCAGAAGTCACCGGC 
ACCGATGTGAACATCGCACGCGACATCATCTCCCGGCTCGCAGCGGTGCCAGACGTTCAA 
GTCGACGGCCCGTTGTGGTCCTTGAGTGACAGTTTGGCTGCAGAGGCTGCTGTGGAGGCA 
TTGCAAGGTGCTGCCGACACTGCGCGGAACACCGCGACCGCCATCGCAGAATCCCTCGGC 
GGGCAGCTAGGTGCACTTCTCTACGCAACAACCGACACCCACAGCTCCACACCGATACCA 
GCACGCGCAGAAATGATGGCAGCAAAAGCCTCCATACCACCGCGCACACTCGACCTAGAA 
CTCGCCCCCTCTGACATCGAAGTCACCAAAGAAATCGCCGTGACCTTTGAATTCCTTGCA 
GGC 

>RXA013 3 6 -downstream 
TAAACCGCGATTTGGTATTTCGG 



>RXA013 3 7 -upstream 

GCTGGCTATCCTCAATTCCGCTCGGGTCGCACTGCCACGCGGAGCGATTAGTGATTTTGA 
TACGCAAGAAAAAGTTTCTTAGCAGGGTAACCTAAATGTC 

>RXA01337 

GTGACATTTCGAGGCGGAAACACTGGCGCAAAGCACGCGGTCGTTGTTGGTTCTGGCCCC 
AATGGGTTGACCACGGCGGCGGTGCTGGCCAAAGCAGGTTGGCAAGTAGATGTGTATGAG 
GCGGCGCCAACCCCTGGAGGGGCGGCGCGCTCAGAAAGCGTTCTGGGGGAGGGGACTATC 
AGCGATTTGGGTGCCGCAGGGCATCCTTTCGGGGTGGCAAGCCCAGCTTTTCACTATTTG 
GGTCTGGAAGATCACGGCCTGGAATGGGCGTATTCTCCCTTTGCGATGGCCCACCCGTTA 
GATTATGGCAGGGCCGGACTGCTGGAAACGTCACTCCCAGAGACCGCCAAAAAGCTTGGA 
CCTGATGCACGTCGTTGGAAGAATTTGCACCAGGGCTTAACCAAAAACATTGATAAACAC 
TTGGCCAATCTATTAGGGCCGGTGCTGAAATGGCCAGCACATCCGATTCGGATGGCAAAG 
TTTGGCCCATTTGCGTTGCTGCCCGCGAAACGTCTAGCCAGTGCCGCTTTTGAAACAGAA 
GAAGCCCGATCCCTGTTTATCGGTTCGGCGATGCACTCGGTGACTCCACCACACAAGCCG 
ATGACCGCATCACTTGGATTGCTTTTTGGCGCTCTGGGGATGTCGCGAGGATGGCCGGTT 
GCAGTTGGGGGAAGCGGACGGATCGTCGATGCTCTGGTCAATGTCATAAACCATCACGGT 
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GGCACCATTCACTGCGATTCACAGATTGATTCCCTCTCACAATTCCGCGACACCGATGCC 
ATTATTCTGAACCAAACCCCCTCACAGGTGCTGAAACTCAAAGGAACTGACCTTAATGCA 
GGGCTTCCGCAACGCATGAGCACCTGGAAACACGGACCAAGTTCCTACAAAGTGGACTAC 
CTCCTTGACGAACCAATTCCCTGGAGCAATCCCCAGGTAGGCCAGGCCACAACCGTCCAT 
GTGGGCGGAAGCTCTGAGGAAATCGCTTTCGCAGAAGCAGAAGTCGCAGCGGGGCGGATG 
CCCGAACGCCCGTTTATCATTTTGTGCCAACAACAAGTGGCGGATCCTTCACGCGCCCGG 
GAGGGGCGCCACGTCGTGTGGGCCTACGCGCATGTGCCGCGGGGTTTCGTCGATAAGCGA 
GCTGCTTTATTAATCACTGCGCAGATTGAACGCTTCGCCCCCGGTTTCCGTGATCGCATC 
GTGCATTCAGTGGATACCAACGCGGAGGATTTAGAGGCGTGGAACCC^CAATCTTGTTGGC' 
GGAGACATCACCGCAGGGTCCGCGCTGCTTCGGCGAATGCCGACCAAAATCGGCGAGAAA 
ACGTACATGGCATCCGCCTCCAACGCGCCGGGCGGGGGAGTCCACGGAATGCCCGGCTGG 
TGGGCAGCGCAAGCCGTTTTAGCAGATCACAGG 

>RXAO 1 3 3 7 -downs tream 
TAGAATTGCGACATGGAGCCCAC 



>RXAO 1 3 4 2 -ups tr earn 

GATGAGTATTCTCTCCGAGGCAACGAAGTTAATATGTCCATGAGGGCGAAGTTGTAGACA 
ATATTTGGCCCATATGGATAATTGACAGGAGTTTAACGCC 

>RXA01342 

ATGGAAACCCCAACCCAAGACATGGATGTCCGCTGGTTATACACCCAAAGCCAGCTCAAA 
CTCCGCGAAATTCTCCCCACAAACAAAACCTTCGATGTCATCCAAATCAGCGAACTCGTT 
GACCCCACCGACTTCATCAGGCCCAACAGCGTGGTCTTATCCGTTGGCATCGCCTTCGCA 
GAAACGCCCGACGGGCTTCGCGATTGGGCACACCGACTCGCCGACGCAGGGGTCATCGCG 
ATCGGGTTCGGCTCCGGCCTCACCTTCCCACAGGTTCCGCAGGCGCTTATCGACGCCTCC 
CTCCACCTTGGCCTCGGCCTCTTTGAAGTCCCCCGTGAAATTCCATTTATCTCGATCACC 
TCCAGCGTGCGTGATGAGCAAACCCGCCGTGCCGGCCGCCTGCAACAAGAACTCCTCCTG 
GAACAGGAACGGCTTAACTCCATCGCCATCTCCGGTGGCATCGAAGCCCTGTGCCGTGCT 
GCCGCCGACTATTTGGGTGGTGCAGTAACCATCGTGGACAGCGACGGCCGCGTGGCTTGC 
TCTATTACCACCGATGACCTAGACGCACTCCCCCAAGCTGTCTCGCGCCTGAACGGATCC 
AGTCAAGCACTCACGGATGCCACCAACTTTGGATTCATCCACCGCATGACCCGCTACGGC 
GACCGCCACCACGTGCTCTCAGTCCTTATGCCCACCCGCCCCACAGACCAACACCGCGCG 
CTGATCAGACACTGCGCAGGCCTTGCCGATATTTTGCTCCAACGCCCCGAAGCCATGCGC 
GACCGAGAAATCGAAGTGCGATCACTTGCCATGTCACTACTTCTGGGTCGAAGCGACGAC 
CTGGCCACCATTCACCGCGTGTTCGCTGACATCACTGATGCTTCCGGAAATATCCGCCCC 
ATCCTCATCACCGGCAACACACCCCAATCAGTACGAAAAGCACTCTCCAGTGTCGCCACC 
GCACTGTACAAACAGGAACGAGCACTAGCTCATCTACGCCTCGCCGAATCCACCGAACTC 
CTCTTCCTTCGCGGAAGCCGCAGCGTGCACAACATCGTGCAACTTTTTGGTACTGCCGCA 
AGCGGAGTTCGCCTCTGCATTGGTCTGCCCACCCGAGCGGAAAACATCGATAAGAAACTC 
ATCCGCGAACTCACTGCCACCGCAAAAACCCTACAACTTGGAACCCACGCCGAACCCCGT 
GACGGCACCTTGCTGTGGCTCCAAAACCCCGAGCTGCGCAAAATCCTTAAGATCCGATCC 
CGCGACACCTACGACCGTCTCCTCGACCACGACCGCACCAACAACACCGAGCTCGCCCCC 
ACCTTGGTGTCTTTTACTCAGCACAGCGGACATATAGGCGACACCGCCAAAGAACTGGGC 
ATCCACCGCCACACCGTGCGCACCCGCATGATCCGCATTGAAGAGATCTGCGAAATCGAC 
CTCAATGATCCACTGACCAGAGCGGAGCTGCTCTTAGTGATCGCAACGAAGGAGGGAGAC 
GTCGAAAAGCAA 

>RXAO 13 42 -downs tream 
TAAAAAGACCCCATGCAAAGCAT 



>RXAO 1 3 4 8 -ups t ream 

ATGGGACAATGAGCACGTGACTCTACGATCTGCATTACTTGCGCTACTAAGTTCCGGACC 
ATTGACTGGGTATGACGCCTCCCAGCGATTTGGGGCCTCG 

>RXA01348 

GTGGGCTTTGTGTGGAGTGGTTCCGATTCGCAGATTTATCCCGAACTTCGAAAAATGGAA 
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GCCGAAGAACTCCTCGTGGGATCCGATGTTCCCTGGGGCTCCAAAGGCGCCACCAAAACC 
GAATACGCCTTGAGTGAAAAAGGCTGGGAAGCGCTAAGAAAAGCGTGGTACGAGCCAGTA 
ACCTACGGTCCCACCAGAGATCCTGCCAGGCTTAAAGCCGCCTATTTTGAGGTCGGTACA 
AATGGCGATGCACGCCGACATTTAAGGGCGCACATCGCTCATTTTGAACAGCAGAAAATT 
CAATCAGAATCAATGATTGATGAGCTGAAAGCAAAAACTCATCCAACCTTGGCACGGCGA 
CTTGAGCGCTCCCCGAAAAAGGAGCACGAGCGAATAGTCGCGTTTAAAGTGCTTGCCTAT 
GAGGGGCAGATTGCACGCGCTCAGGCAGAGATTGAATGGGCGGAAAAGGGCTTGAAACTA 
CTCGATACCCTT " ^ 



>RXAO 1 3 4 8 - downs t ream 
TAGTTTTCGAACACGTCCGTATC 



>RXA013 49 -upstream 

AGTTGTCAGCTGGGATTTGCCGATGGTGTTATCTTTGATATTTACCTTAACCCCGTTTCT 
AATTCACGTTTTCTCGTTACCCGAAAGGAATTGATCGATT 

>RXA01349 

ATGGCGACATCACGTCGAGATGCCGAAAACATAGACCAGGCCGGTAGCGAATTCATTGAA 
TCTGATTCAGGACACACCGCAACCCCTGAAGAGGTAGTAGCCACCGCTCTGACATTTTTT 
GCAGAGGATGGTTTTAGCGAAACCAAATTGGAGAAAATCGCGAAGGCATCTGGCATGTCC 
AAGCGCATGATCCACTATCACTTTGGCGATAAGAAAGGCCTGTACATCAAGGCTGTTTCC 
TACGCGTTGCGATTGCTGCGCCCAGAGGCTGAAGCGATGCAACTTGATTCCGCGGTACCA 
GTTGATGGTGTCCGCAAAATCGTCGAGGCTTTATATACCTGCATCACCAAGCACCCAGAA 
GCAGTGCGCCTGCTATTGATGGAAAACCTGCATAGCCAAGACAGCGTGGATTCCACCGCG 
GCATATTCCGATGAATCCAATGTGCTGCTCAACCTGGATAAGCTGCTCATGCTTGGCCAG 
GATGCCGGCGCCTTCCGTCCTGGAATCTCCGCAGAAGACGTACTGGTTCTTATTAGCTCC 
CTGGCCTACTTCCGCGTATCCAACAAGGTCACGTTGAAGAACCTCTACTCCCTTGATTTG 
GAATCAGAGGCCAATATTGAAGGCATGAAGCGCATCGTCGTTGACACGGTGCTGGCATTC 
TTGACCTCAAATATTCAAAATTCTGGCAACTCCAGCTACCTGGTTGTTGGTGGCAAGACT 
GCAGAACCAGAAACTGATGACAGCGTCTACAGCTTTGATACGGACGTGTTCGAAAAC 

>RXAO 13 4 9 - downs tr earn 
TAAAGGGTATCGAGTAGTTTCAA 



>RXAO 13 57 -upstream 

ACGGCGCAAGTCCCGAGCACAGATATAGTTATGCAAATGTGGCCAAGGCACACCAAGAAT 
GGCTACACGCTGCAGATAATGACACGACGGAAGGTGGAGC 

>RXA01357 

ATGAGCGCTGAAGAACTCGACAACTACGAAGCAGAGGTTGAACTCTCTCTTTACCGCGAA 
TACCGCGACGTAGTCAGCCAGTTTTCCTATGTTGTAGAAACTGAACGTCGCTTCTACTTA 
GCAAATGCAGTGCAGCTTATTCCACACAACAGCGGAAACGATGTCTACTACGAAGTCCGC 
ATGTCTGACGCCTGGGTATGGGACATGTACCGCTCAGCACGCTTCGTTCGCTACGTCCGA 
GTGATCACCTACAAGGACGTCAACATCGAAGAATTAGATAAGCCTGACATCATCATGCCT 
GAG 

>RXA013 5 7 -downstream 
TAGTTCTTAGGTTTAAAATCGCT 



>RXA013 59 -upstream 

GTTGGACCTTGTGCGATTTGGATGGGGAACAGCAGCCCAATCTTGACCATATTGCGCGAG 
CCATGGAGCTTCGGGGCACTACATACAGTGAGGTAGCAGC 

>RXA01359 

ATGATTGACTCCCGCTTGCTGGCATGGGCGTATCTCTCAAAAGTGGTGGAGGGTCCCAAT 
GCACACCTGCAAAAGCTCCTGAAAGAAGGTCATGATGTAGAGCGGATCGCATTTGGTATT 
AAACACCGCGAAGAGTGGATTGGCGAAGGTCTGCTGAAAAACACCGATTCCCGGTACTCG 
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ATTGATACCGCGCAAACTGATCTGGAAACTATCGCCAAACTCGGTGGGCGGCTCATCACA 
CCTGAAGACGACGAATGGCCGATGGAAGAATTAGACCATGCTTTTGGATTTGCCGCTTCT 
GGCATGAGTGATCATGTGCGTACCTATCAAGATGATGCGCTGCCACCGCATGCGTTGTGG 
ATTAGGGGAGGAAATCTCAGAACACTCAGTGCACAGTCCGTCACACTCGTGGGCACCAGG 
GCAATAAGCCAATATGGCACGGAAGTAACTCGGGAATTCACCCAAAACCTTGTGTCTCAT 
CAGTGGACAATCATCTCAGGTGGTGCCTTGGGAGTTGATAGCGTCGCCCATAGTGAAGCC 
GTACGTGCACAAGGCTCCACCATCGCGATCGCAGCATGCGGATTGGATCGCTCGTACCCC 
XGCCA~CAATCGAGATCTGTTeAAeeAGA-T-TGCCAAATCCGGAAAGG GGGCGTTGGTGAGT 
GAATATCCACCGGGAACTCCACCTCAACGCCACCGCTTTCTCACTCGCAATCGTCTCGTT 
GCTGCTCTATCTCAAGGAACTGTCGTGGTGGAGGCAGCCTGGAGGTCAGGCGCGCTAAAC 
ACTTTGAGCTGGTGTGCTGGTTTAGGCAGGATTGCTATGGCGGTCCCTGGGCCGGTAAAT 
ACTGCTGGATCACTTGGGTGCCACGAAAGGATTCGAAACGGCAGCGCACAAATGGTCACC 
AGTGCGGATGACGTTCGGTCACTTCTGGGTGCAGTGGGTGCAATGGATAGCCAAACTCAG 
TATGAATTAAACTTCGCGGCCACTCCAGTACAGGGTTTAACCAGAAATGAGCTGCGAGTT 
TTTGATGCGTTAGACGACCGAGGAGAGGGGAGGGAAGCGGCGAGTATCGCTACCGAAGCC 
GGGTTGACCTTGCAGTTAACAATTTTCCTTCTCATTGCATTGAACAAGCGCGGAATCGTG 
AAACGCGACGGAACTGCTTGGTCGAGAAATGCGGAAATGCCA 

>RXA013 5 9 -downstream 
TAAAACCTGGGGGTTATATAAAA 



>RXA01362 

ATTAATGAGTTGATTCTTTTTGACGTACACGACTTGGTTAAATATGGCGTACATGTCTAT 
GGCGCTCCGCAGGAATCTATTAACTTTTTAAGTGCTGCGTCGCTTTATCACCCACAAACA 
GTGCTTGATTCATTTGATCATGACGGTTCAGGTAATCTCCCTGGTCTTAAAGACGACAAT 
GGCAACTGGGACCGTCGCCCACACAAGGACCGTATCCAACTGGTCAATGCCGATACTTTG 
ACGGTGTGGAAGTCCATCCTGGAGGATGAACAAACGCCATACTTGGATACCCGCATGGTT 
TATACCGTCAACACGGAAGCAGCAGCAGCGTTGGAAAAGTTGGCTTCTGCACCTCGTATC 
AAAGAACTCGGGCTGCAGTTCTCCAGTGGCTGGAATGAAACCACCGATAAGAAAAAGGGA 
TACTTTGACGTTGGTTGGGGCTACCCAGCTTCCTGGTCTGATGCCATTTTGCAGGGGCCG 
CACCTGGGTGTTGCTACACCAATGATCAAGCAGCCCAATCCGACAATGAAGCATAATCAA 
GATTGGTCTGAAATTGATTTCGAGGCCATTCCTGCAAACTTCATACCTGCAACGGCGTAC 
CAGCCCGATCGCCAAACAAAGCCCACTTATGATGCTGACTACGGCACCTGGACTTTCGGG 
GACAAGCAGGTACCAGTTGCAGACACTTTCCGAATTGCATGGAGGGAGATGGCTGCCACC 
ACGGGATTTAGGACTGTCTACCCATCAGTAATTCCACCGGGAGCCAACCATGTGCACACA 
GTTAATAGCGCTGCATCACGTTCAAACTTAAAAACCATTCTCGTTGGAGCACAGCTTGGT 
GCAATTCTAAGTGACTATTTTGCTCGGTCCTCGGGTTCAAGCCACATATTTAACGACATT 
GTTCGCAAGATTCCACTTCCAAATTTCACATCCTTGGAAAAGCAGTTCGCCCGCACATAC 
CTCCGCCTCAACTGCCTGACCTCAGCTTATGCCCCATTGTGGGAAGAGATCACCGGTGAG 
CCGTGGGATGTTCAGGTGCCTTTGCGCAATGCCGAGCAACGTCGAGCAGCGCAAAACGAT 
ATTGATGCCATGGTGGCATTGTCTTTGGGTATTAGTGCTGATGAGCTGTGCATGATTTAT 
CGCACTCAATTCCCAGTGATGCGTAGATATGATCAAGAAGATCATTTTGATGCCAATGGC 
CGTAAAGTTCCTAAAGAGATCATCAAGCTGCAGCAGAAACTTAAAGATGGCCAAGAGCTC 
AGCGTGGAAAAGCGCACCTGGGTGCATCCCCAATCAGAAGTGTCCTATACCTTTGAATAT 
CCTTTCCGGGTGTTGGATCGTGAAGCTGATCTGCGTGCTGCATATGCAAAATTTGAAAAC 
CAGCTTAAGGAGCCA 

>RXA013 62-downstream 
TAGAGCGCTTATGTCCTCACTCA 



>RXA01364 

ACGGGCACCCACCTTTATGATTCCCTGCAGCTGCTGTTCACTCTGGTGGATAAAGGCCAC 
CACCCAACAGATGCTAAGGCTGTAGCTTTTGATGCCGAGGCTGGAGAAGAAGGCCTGCAC 
TTCCGCAACCTTTCAGCGGATCTCTTCCTCCCTGCAGCCACAGAACTTATTGATCGAGTT 
GGTCTTTCCAATGAAGCCCTAAACAAGGTCTTGGAAAACCTCCTGCTCTCCCGGGTGCAA 
TCCGGTAAAGACCGCGGCTTTATCTCCTATGCCACCTTGGGTGTTACCGAGCTTGGCCAA 
GTTTATGAGGGTCTGATGTCCTATACCGGCTTTATCGCCCAGGAAGATCTTTTTGAGGTT 
GCACCACATGGCAAAGCCGATAAAGGTTCCTGGATGCTCCCGGTCTCAAAGGCTGATGAA 
GTCCCTGCCGATAGCTTTATCGAAGTTGATCAAGAAGCCCCTGGTGGCGGCGTAATCAAG 
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GTGCGTAAACGCCACCCGCGCGGATCATTTGTGTTCCGTCAGTCCTCTCGTGACCGCGAA 
CGCTCAGCGTCCTTCTACACCCCACAAGTACTCACCAGCTTTACTGTCACCCAGGCTATT 
GAAGAACTCCAGGCATCAAAGCGCATCACCACAGCCAATGATGTTCTCAGCCTCACCATC 
TGTGAACCTGCCATGGGTTCCGGCGCCTTCGCTGTGGAAGCAGTACGCCAATTAGCAGAG 
CTTTATTTGGAATTGCGCCAAGAAGAACTAGAGCAGCAGATTCCAGCGGAAGACCGTGCC 
AAGGAACTCCAAAAGGTCAAAGCGCACATTGCGCTGCACCAGGTTTATGGTGTGGACCTT 
AACAGCACTGCTGTGGAGTTGGCGGAAATCTCGCTGTGGCTAGACACCATGAATGCAGAA 
ATGGA"CGCACCTTGGTATGGeeTGeAGG-TGGGTAATGGTAA 

CGTTCGCTGTATGCACCTAGTCTGCTTAATAAAAAAGCCTGGTTAACTGCTACTCCAACC 
CGCTATCGGCTTGATGATATCGCGCAGGCTATTGATGAAAACAAAGCAGAACCCCTCTTC 
AACCACGGCATCCACCACTTCCTCTTGCCCTCTACTGGCTGGGGAGCCACTGCAGATGCC 
AAAGATCTTAAAGATCTTATGGCTACTGAAATCAAGGAGCTTAAATCTTGGCGTACTTCC 
ATCCGTGCGTCTTTGAGTAAAACTCAGATTAAGCAGCTCAATAACCTTGCCCTACGCGTG 
GAAACACTATGGCGATTTGTGCTGATGCGTATTCGCATTGCAGAATCCCAGATCTCACGT 
AGCACTACTCTCTGGGGTCAAGAGCCAGCTGAGGTTTCGGAGGTTGTCACACGTGAGCAA 
ATTGAACAAGACCTCTTTGGCAATATTGATGGTGCATATAACCGTCTACGCTTGGTGATG 
GATGCTTGGTGTGCGCTGTGGTTCTGGCCTTTGGATGCTGTTGCTACCGCTGAGCATCCG 
GAGCGTCCAGCCCTTCCAGATCTTGATGAGTGGCTAGCCACCCTGACGGAGATTCTGGGT 
ATTGATCTCCCTCTGAAGTCCAAAAACGAAAATCAGATTGTCTTAGGTCCAGATACCAAT 
TGGCTAGCCATTAATGATGCCGAGGCTACTGATCTTGGTTTTTCTGGGGCATTGAGCTTT 
GAGCGTGTTAGCGCGAATCACCCGTGGATCAATGTTGCCCGCCAAGTGGCTAAACAACAG 
AGCTTCTTCCACTGGGATCTAGACTTCGCCCACGTTTTTGCCAAGGGTGGATTTGATCTG 
CAGGTTGGTAATCCACCATGGGTGCGACCAGATGTGAACTTTGAGGATCTGCTTGCTGAA 
CATGAT 



>RXA013 66-upstream 

ATGCATGAAAACAAATTCTATGTGTGTTGAGCTGCCAAAAGGGGTTGGCGCGCCGATGAT 
GACTGTCCAAACCTAAACCAAAGGTCTAAACTTTGGCTTC 

>RXA01366 

GTGAGTCAGTTTCGTCGTTGTTCCCGCCCTGGTTGTGGCAAGCCTGCCGTCGCAACCCTC 
ACCTACGCATATTCGGATTCCACTGCGGTGGTTGGTCCTTTGGCGCCTGCAGCAGAGCCC 
CATAGTTGGGATCTGTGTGAGCATCATGCCGAGCGTATTACTGCGCCCCTTGGTTGGGAG 
ATGCTGCGGGTGAACGACATCAAAGTCGATGACGATGAGGATCTGACGGCTCTTGCTCAG 
GCTGTTCGTGAGGCTGGACGCACTGTGAGTGGTCTGGTTCCTGAAGACGAAGTGGGCGGC 
AACCATCCGGTGAACCGGAGTGCGCGGATCGCGGAACAGAAGGTTCACCGCAGGGGTCAT 
CTCTATGTTGTGCCTGATCAGGACGAATCA 

> RXA 0 1 3 6 6 - downs t r earn 
TAAGGTTTGCTATTCGGATTGGA 



>RXA013 67-upstream 

CGCGCCAACCCCTTTTGGCAGCTCAACACACATAGAATTTGTTTTCATGCATACGAGAAC 
TTTCCGCAATCGGCACGGACGCGGTCTCCGCGGCCCACTC 

>RXA01367 

ATGCCCGTCGAAGTTCCCCGCCACGCCTCTAGACGCCAAGCCTTCGACCGCGCAGTCTTA 
GAGGCCTACTCCCCTCTTTACGGGATTTACCAAAAAGAGCTCAGCAATCTAGACATCGCT 
GTCGATACCGTTCCTCGCATGCGACTCAGCGCCGACCTTGCCATTCTCCCCGATGAAATC 
ACCGCCGACGGCCCCGTTCCACTTGGTCGCGTCATCCCACCGGCGATCGATACCAAGGGA 
AACCCCACGAGAGCGCGCATCGTTATTTTCAGAATGCCGATCGAGCAACGAGTCACCAAC 
GCTGTGGAACGCCACGAGCTATTGACTCATGTTCTCACCTCTTTGGTGGCGAACTATCTG 
AATATTGATCCACGAGACATCGATCCGGGATTCCAGGATCTC 

>RXA 0 1 3 6 7 - downs t r earn 
TAGCGTGGCCGGTGCACCATGGG 



>RXAO 13 7 0 -upstream 
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CTGTCTGAATCGTGTGGGCGTTAGATGAATTGTTATAAACCGGATGTTTAACGGAATTTA 
ATACGTGTCTTATTACGCGGACTAGAAAGGTTTTAGGGAC 

>RXA01370 

ATGGGTGCATGGGACGATGCAATCTTGACTGAGGAAGTCAACGTTGATTTTCTCGACGAG 
ATCTCAGAATTAGATACTCAAGACATTCTTGAGGCGTTGGAAGACGCATGTTTGCTGGTG 
GTTAACCAGGACAACGCCACTGAAGACGAACACCTCAACGGTCAGGCGGCTGCGACGATC 
GCGGCCATCATGTTTGGCGCTCCATATTeTGGGGGGGAGGTGC-TGGAGAA TTACCCATTT 
ATCCGCGAACTCGTCGGTGAGGGCTCTGAAGCTCTTCGCGGTGCTGCAGCGCAGGTTTTG 
GAAGAGGCAGATGTGGAATATGACCTCGAAGCTTATTTAGAGGCCCTCAAC 

> RXA 0 1 3 7 0 - d o wn s t r e a m 
TAGCCCTCCACTAAACAGCTTCA 



>RXA01372 

CAGGACACCTTCGTCCTTCCCACCTTGCCCACGGCCGCAGGCTTGTCGCCTGCCCGCATC 
GTGGCGTCGATAAGCACTCTTTTAGATCTTTTAGAAGCAGACCCCAGCATTATTTCCGAC 
CGCTTGGAACACCTCGCCGACTGCATTGATGAGGAAGTGGAATCGCTATCGCCGGAACGT 
GACGAACTAGTCAATCCCGGCCGAAAACTGCGCGCATACGTAGATCACGCACGGATCGTG 
CATACCGGCCGAACTGATGTGGGACTCGCGATTGCCAACGTTATCGCCCCAATCTGGACC 
CGACGAGGCCTGGTATCAGCCGTGCTGGATTTTCCCGAGCTCATGGAATCATTGCCGGAA 
3 CTCCGCGGACCCGAGCCAATTACCGACGATATATTCCATGACCCATTCATAGATGACGAA 
3 CCCGGGGTGGTACCGTTTAGGGCTGTTGTCTGGGCCGAAGAGGAACCCGGAATCCCCGAT 
S GCCATGGCGCAAAGCTGCGACGGACCTAGCAAAGGGGCGCTGACACAAGCACTGCGTTTG 
=5 CTGGTGCGCGGACAGTCAGCCACGACCTATTCCATTGAAGAAAAGGACTTG 

' I >RXAO 13 7 2 -downs tream 

y TAAATGGAGCTATTGGAAGGCTC 

y 

>RXA01378 

3 CATGTGTGGATTTCACCAGGTGCGAGCAATCCGATCAAGGATCGCCTCTTCCCTTGGACA 
fi TTGGTGAAGGCTTTTCTCTCCTCCCCTGCAGCCTTGGGCGAAACAGTGTCCAATCGCCTC 
\\ AAAAAGGCCTCTGCACCAGAAGAAAAACGCGCCCTAGAAACCCTTTCACAACTTAATTCT 
^ GCGATCACCCCGCAGACCTCACAGAAGTACCAATCTCTACTGAGCTACCTCGGTGACATC 
^ GGAGTGAAGAAGAACTCCGATACCCGCGTGGTGATTTTCTCTGAGCGTGTCGCTACTTTG 
f CACTGGCTGCAGGAAAACCTCATCCGTGATCTCAAGATGCCACCCAACTCTATTGCTGTT 
3 ATGCACGGCGGTCTCCCCGACCAGGAGCAAATGCGCCTGGTGGATGAGTTTAAAAAGACG 
GATTCTCCCATCCGCATCATGATCACCGGCGATGTTGCCTCAGAAGGTGTGAACCTGCAT 
ACTCTCTGCCACAACTTGGTGCACTATGACATCCCGTGGTCACTGATCCGCATTCAGCAG 
CGCAATGGCCGTATTGATCGTTATGGTCAAACCCACAACCCTTCCATCGTTACCTTCTTG 
CTCGATCCCGCCGAGGATTCCAAAGTAGGTGAAGTCCATGTGCTGGAGAGGCTCATGGAG 
CGCGAACATGAGGCGCACTCTTTGCTCGGTGATGCCGCATCTCTCATGGGCAAGCACTCT 
GAGCGTTTGGAAGAAGAAACCATCCGCGAAGTCCTGCGCGGTGCCCAAAACTTTAATGAT 
GCAGTGGCTGATCCAGCGGAAGTCCTAGAAAACCCAGCAGGCCTAGATGATATTGATTGG 
TTGCTAGCCCAAATCGCCCAAGCCGATGCCAAGGCAGAAACAGAAGCAGAAGCAGAAACA 
GAAAACCAAACAGCACCAGATGCAGCTTCCAATAGCACGCAGCATGCACAACGCCGGTTG 
TATGCACAGGAAAGCTCTTTCCTCTATGACTGCCTCCTCGAAGGTTTCAATAACGTACCG 
GAGGATTCCATCAACCGCGGTGGCGTGGGGTTCAAAAAACACGATAATGACATCGTGGAG 
CTCACCCCCACCGATGATCTGCGCCGTCGTCTAGATTTCCTCCCGCAGGATTATGTGGCT 
GCTCGGAAAGTTAAGGAAGATCTCCTACTAGCTTCCACACTGATGCGTGGCCAAGAACGC 
CTCAACGCTGCGCGCACTGGTGAAGATGGCAGTACCTGGCCAAGTGCCCACTATCTAGGC 
CCCCTGCACCCAGTCACT 



>RXA01379 

CTAAATGTTGAAGAGTGGATCAGTGACCACTACCTCACCAATGACGATGCCAAAGGTGCC 
TCATTTTCCAAGCGGGTGCGCGAGCGCATTAAAGAATGGAAAACCACCGAGGACGCAACC 
CAGCAGAGTGGCCCTTTAACTCGTTTTTCCAGCAACCGCCTGCAGTTGCAGCATGCTCTT 
TCTGAGCTTGACGACGCCACCACCGCCGCCAGTTTAGTGGCCTCTGCACTGGGGTATGGT 
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GTCCCCAGCGCGCGCCACGCGCAGCGCGGCTCCGACACAATATCCTATTCCTCTTGGGTG 
GGAAATGCCGGCAGTGTGGAATTTCTTGCAGCGACTCCCGCTGAAAGCTTTGAAGAGAAC 
TTCCGATCCCTTCCCCTTGAGCCAGTAGCGGTCAATGACAAGCCCCAGGATATCACCGCA 
GCCAAATTGGTGGGCCAGATTTTCCTTAGTGATACTCCCCCTGCTTTTGTTGTTATCACC 
GCTGGTAAATGGGTGGTTTTAGCCGAGCGTGAAACCTGGCCTCTAGGCCGCCACCTAGCT 
ATTGATATTTCCCTGGTGGTGGAACGTAATGACACCAAAGCCCAGGGTGAGATGCAGCAG 
ACGGTCGTAGCACTAGCCCGCGAAAATACCGAGCGTGCCGCCGATGGCACCACCTGGTGG 
GA?^GAAACCATTGAGCAATeeeGeGAAGATGC-TG-T-CAAGG_T_T TCTGGCGAGCTACGCAGT 
GCGGTGCGTGAATCCATTGAAATCCTGGGCAATGACGTGCTCACACGCTATGAAGCTAAA 
GAGCTCTCCACCGCTGAGATCGACGGTGGCGAGCTAGCTAAGCAATCTTTGCGCTATCTC 
TACCGCATTTTGTTCCTGCTTTTTGCCGAGGCTTCACCAGAGCTTGAAATCCTGCCAACC 
GGCACCCCGGAATATGACGAG 



>RXA01380 

TCGCTGATTTTGGGATGCGACACCAAGGCTCGCCTGGAGGATCTGTACCTGCCGTTCAAA 
AAACGGCGCAAGACGAAGGCCGATATCGCTAGGGAGGCGGGCCTGGAGGGGCTCGTCGAT 
AAGCTTATCGACGCCCCGTCCCTCGACGCCGCAGCGCAGGCAGCTGCATTTACGACTGAG 
GGCTTTGAGGATTCCAAAAAAGTTTTGGATGGCGCTCGCGCCATTTTGATTGACCGCTTC 
GCGCTCGATGCCGATTTGGTGGGCGAGGTGCGTGAGCAAATGTATCGCGCGGGTTCCATG 
GCGGCATCGGTGGTGGCGGGCAAGGAGCAGGAAGGCGCAAAGTTCAAGGACTACTTTGAG 
TTTTCCGAACCTTTTGACAAGCTTCCATCTCACCGAATTTTGGCGCTGCTGCGCGGTGAA 
AACGAAGGTGTGCTGAGCCTCAACCTCGATGCGGGCGACGACATAATCTACGAAGGTTTG 
ATCGCCGACCGATTCTCCCTGGACACCCACACTTCTAGCTGGCTGGCTGAGGCTGTGCGC 
TGGGGTTGGCGCACCAAACTGTATGTGTCCTCCGGATTGGATGTGCGCATGCGTCTGAAA 
GAAAAAGCAGAGGAAGGCGCACTCGATGTGTTTGCCACCAACCTCCGCGACGTTCTCCTT 
GCAGCTCCCGCTGGTCAGCGCTCCACAATTGGCCTTGACCCGGGATTCCGCAACGGTGTG 
AAAGTAGCTGTCGTGGATTCCACCGGTAAGGATGTTGCCACCACGATCGTCTACCCACAC 
CAGCCCCAAAACCGCTGGAAGGAAGCCGTATCCGAACTGGCTAACCTGTGCGCGACCCAC 
GGTGTGGAACTCATGGCGATCGGCAACGGAACCGCCTCGAGGGAAACGGAAAAACTCGCC 
GGCGAAGTAGCTGACATGATCAAAGCCGCAGGTGGCACGCGACCAACCCCCGTGGTGGTC 
TCCGAATCGGGCGCATCCGTGTACTCGGCATCACCGATCGCAGCCGAAGAATTCCCCGAC 
ATGGACGTCTCCCTCCGCGGTGCAGTTTCTATCGCGAGGCGACTCCAGGATCCACTGGCG 
GAGCTCGTCAAGATTGAGCCCAAAGCCATCGGAGTCGGCCAGTACCAACACGATGTCAAC 
CAGGTTGCACTTGCCAAAACCCTTGATGGTGTCGTCGAAGACGCAGTAAACGCAGTCGGA 
GTTAACCTCAACACCGCATCCGCACCACTTCTTACCCGAGTTGCCGGAGTGACCTCCACC 
TTGGCAAACAATATCGTGGCCTACCGCAACGAAAACGGTGGATTCTCCTCCCGAAAAGAA 
CTGAACAAAGTTCCTCGCCTGGGACCCAAAGCCTTTGAACAGTGTGCTGGCTTCCTCCGC 
ATTTCTGGATCCACCGACCCTCTCGACGCCTCCGCTGTTCACCCCGAGGCGTACCCAGTT 
GTTCGCAACATTGCGAAAGCCACAGGATTGGATGTCTCGGGACTGATCGGAAACTCTGCG 
GTGCTCACCAAATTGAAGCCCGCTGATTTCGCTGATGAACGATTCGGCATCCCCACCGTC 
ACCGACATCATCGCCGAGCTGGATAAACCCGGACGTGACCCCCGCCCAGAATTCAAAACC 
GCCAGCTTCAAAGAAGGCGTGGAGAAAATCTCCGACCTCACACCCGGCATGATCCTGGAA 
GGAACTGTCACCAACGTTGCGGCGTTCGGCGCATTCGTTGACGTGGGAGTGCACCGAGAT 
GGCCTCGTTCACGTTTCCGCGATGAGCGACAAATTCATCTCCAACCCCCACGAAGTTGTT 
CGCTCTGGTGAGGTCGTGAAGGTAAAGGTCATGGAAGTTGACGTCGACCGCAAACGCATC 
GGCCTTTCCCTCCGCTTGACCGATGAACCCGGTGCCCCAGCTCCGCAAAAGCGCGGAAAC 
CGACCAGCCAAACAGCAGCGAGCTCCGCAAAAACAGTCCGCTAAGCCCGCCACAGGTTCC 
ATGGCAGATGCTTTACGACGCGCCGGCCTCGGTGGC 

>RXAO 13 80 -downstream 
TAAGGCAACTTTCAAACCAAGCG 



>RXAO 13 83 -upstream 

CTTCGAAGAAGACGATATCCCCTACGAAGTCGACGTGGATGACTTATTTATCCTCGGTGG 
CTTAGACAACTTCATAAATCCCCTTGGAGTGATTGAGATA 

>RXA01383 

ATGAATCTCCACTCCTTAGAGATTCGCCAAATTTCATCCGGCACAATTTCAGAACGAAAA 
ACTTGGATCTTTCCCACTGCTGCTCGCTCATTCAATCAAAATCTAGTACACCCGCAAAGC 
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ATTGAAATCGATGCACAAACCGGCGTTATTTTGGCTATGGAAAACCGACTACAACGTACC 
GAAGTTGAATCAGTAGAGTACCCAACGGATCTTCCTAATCCTGCATGGACAGGTCCAGCC 
ATTTCTTGGCCACTAAAAGACCCATCAATCGATTTCCCTGACCCGCTCCCCCACAGCATT 
TCCGAATTACCACCTCAATCCGATAATCCTCGGCATTTGCGAGTATCCATCAGCTTAGAT 
GCAGTGGAAGGTGCTTTTCCGCGCTACCGGATCGGAGATTCAATACGTATTCCGCTTGTC 
TTTGCCCGGGACACGCCCTTCATGTCCGGCTTAGAAACAACACGTCGCGCCTGGATTGAG 
GCGGCCACGGAAATGGACATCCATAACACATGGCCCATAATCCTCACCGGTGACGGCTGG 
"A"^CTGCACTCTCTCATTGAGAeAAAGGAATACGCCACGAAG_C_C GAGTTAAAGGGATGGTTT 
TTCCACAGTTTGTTCGGCAGTGAAATGCCCTTGACTGATCTGAAGATTGAACGAATCTAC 
GGAGGCCTGGGTACTTTCGACAGCGGAGCCACCCGGTGGCAAGAACTCACAGACACAGAT 
GATGCCTACACAGAAAATGGCAGCTGGCTGTTGGAAGTTATCGTCGATGCCACCCTTGAC 
GGTGCAATTCCACCACCACTTCAGCCACAACAGTTTGAAGCATCCATCACTCACATCGTC 
GATGAGCAACTATGGGTCCTTGGGCAGATGCTTCCAGTTCTACGATGCTGGGATCTTGAA 
ACCGGAAAATACCTGGGGCAAACCTATGTACCTATTTCGGTTTCTCATAGTTCTCGGCTT 
CAGTTTTCGGAAGGGTTGATTCACGATTATGAAAATGCCTGGTCGCTGAATCCTGGGGTG 
CGCATGCTTGCGGAGCCACAGCCGTGGATAGAGCCTGTCATTGAACTCGACGTTCCAGCG 
CCATGGGAATTACAAGAAAGCTTCCCCGATGGGCTTTACTTCCTAACTGATGGCAAGCAA 
ACA 



>RXA013 84-upstream 

ACTGTCCCTCACTCTGCGAGCAGCCATTGCGCTATCGGCAGCTACCTGCAAGGTGCGCTG ' 
GTGGGAAGCGTCGACAAGCATCTTTAAGTAGCGTTGATGT 

>RXA01384 

ATGCGCTCACTTCAATCGGTCCTTGACCTGCTGACTTCTAAGTCCAAAGTGGCTACCAAA 
ATTGTGGTGGAACGAATTGAAAAGCATCCTGTTCATGGATTGGGATGGATGATGTATCCG 
CCATTTCATCCATGGACTGATGCTTCGACCTTGACGATTGAGCGAAACGGAACCAGTCGG 
CGCGCGAGTCAGAATGGCGTTGCGGTTCTTCATCAGCATGAGCAAGTTCAAACTATCGGT 
CTAGCCAGCTATTTTATCGACTCCAAGATTTGGGTAAACGAGCTGGCTGGCCTTGATCGT 
ATCAACATTTCTGAGAGTGAAGTTGCTGGTCGTGACGTATTAGTTCTGCCGTTATCTGAT 
CTGACTTTAAGCATCGATGCGAAATACGGCGTGGTTTTGGCTGCGGAAGACAGCGATGAA 
TCAGTGCGCGCGGTATCCGTGGAGTTCCTGGACCAGTGGGTAGATGAAGAAGAACCCCCA 
GCGGAAGAAGTGCCTAAATATACGGAAACCAGGGAGGAACTTCCTCCACTTGAGATTCCT 
CCGGCTCCTTCCGGAAATCGTAATCTCCGAGTTCTGTGCACGTGGGGAGCGATGGAAGGA 
ATTATTCCTGAGTGGAAACCCGGCGATCAAGTTTCACTGTTTTTGTCTTTCGACCTCGAC 
GATCCGCCGTTCGAACAGCTCAAAACCACTCGTCGCGGGTACACCGAACCTGGCGAGATT 
TATGGAAACCAGCGCAGCTATAAATTTCACGCTGATGGTTGGAACGCTGTTATTTCCGCC 
AAAGTGCCACTGCGCACCGAAGAAAACCTCACCGGCTACTTCACCCACAGCTCCTACGCG 
GACACGAGCCGCCGCACGTCAGCGGTCATCACCGCAGTCTACCGCCACGGTAAGGACGCA 
ATTATCGACGTGACCCTCGACGGTGCGAAACCTCCTAGATATCAAGAATCCTTGGATTGG 
AGCAGCACCAGTACCTGTGACGGTGAAACAATCTGGCTGTCCGATAAGAGCTTGCCCTTC 
GTCCGCGGTTTCAATGTCTCCACAGGCAAGCTAGTACACGAGATCTCCATACCCACCTTC 
AATGAGATCGCCCTCGAATCCGGCAATAGAGCCCGCGCAGCGAAAAAACTTTGGGAACTT 
CCAGATCTTAAAGAGGCAACCGACCCTGTCCCAGCGATCCCCGCGGGCTGGAAACTACAC 
AAAAGATTCGGGAAAAACTTCCATATCGTAAGCGCTGACAACGGAACCTGGAAACAAACC 
ATCCTTAGGATCAAACCCTTCAAAGCAATTGAGCTTGATCTTGGATACGCCAAGATTTCG 
ACGATTTACCAATACGGTGAACGAATTTATCTGCGTTCCGATCTTCACCAGATCACGTTT 
AATCAGGATCTTGAAATCCTCAGTGTAGAGGTCCACGGAAATCCCGATGCAGGTTATTGG 
CCACTTTCCGATCTTCCACCAGGGGATTCTCCAACGCTGGGATTTCCTATCGGATCACTC 
ATGATGTTCCACGAACAACAAGATATCTACGCTTTCCACGATCCTAAAACAACAAAGCAA 
CTAACAACTGTGAACTTGCCCAAAAGGCAGTTTGAAGTGGAATATGCTTCTCAGAACAGA 
ATTGTTATTTCGCTGAAAAATCCAGAAAGCCGCCTCATTGACAAACTGTTGGTGTGGGAA 
CCACAAACCAGGTGGCGGGAACAAAACCTGGAGAGC 

>RXA 0 1 3 8 4 - downs t r earn 
TGAGCACGGTTTGATTAACGTCG 



>RXA013 90-upstream 

CGTCCAGATAATCAATCTGCGAAGCCAGTGGCTTCCGAAGCTCCAACAACTATTACGCCG 
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GCAAGCTCTGGTGCATTAGCATCCGATGCTCCGACGTCTT 
>RXA01390 

ATGTTCAGGCGCAGCCTTCCCAGCAACAAGACATCCTCAGCAAGTTCCGCCAGCTCCGCC 
GACACAAGTTACTCAGTCAGATTAGGCCGTCCTGAAGAGCCTGGTTACCAGCCAGAACCG 
TCTTATTCGGAGCCTTACACTGACTCTGATTTCGCGCCAGCAGGTGCGGCCGCTGCGGCA 
GCTGCAGTAGCTCCACCAATGATTGCGGAACAGCCACAAATTGTTGAAGATGCCCGCCGA 
-GGTACCCTCGAT.T.TCGGCCT GTTGATTATCCGCGCAGTCATTGGTGTCTATTTGATCGTC 
CGTGGAGTCTTTACATTCTTCACCCTTGGAGGATCTGCCGGTCTTGCTGGCCTCGAGGCA 
GAGTTCGCTGGTTACCAGTGGCCTGAAATCCTCGCGATCCTGCTTCCATCTATTGAACTT 
GCGGCTGGTGTCTTCCTGCTCCTTGGTCTGATGACCCCAGTGGCAGCAGCGGTAGCCACG 
GTGGCGACATCCTTTACCACCCTTCACCAAGTCAACACTCATGAAGGTGGTTGGGGTGAA 
CTTAGTGAGCCATTGATGCTGGCACTGATCCTCACTATCGTGGTTGTCGGACTTCAGTTC 
ACCGGCCCCGGCAAGATTTCCCTTGACTCTGGCCGAGGTTGGCAAAGCGTCCACTGG 

>RXA013 90-downstream 
TGAGCTCGTGGATCTTCGTGGTC 



>RXAO 1 3 9 1 - ups t r earn 

ATGGTGTGAAACCATCATGGCTCGATCACAAAAAAGAACACCTGCTATCAGGTCAACCAA 
AAAAGTTAAAAGTGTAATATCCAGCATCATCACGATTGCC 

>RXA01391 

GTGGCTGCAGTCGCTTTTGCAGCTTACGTTATAGATGGTGGGGTAGAAGAGGCGTCTGGA 
ACACCGACGTCTTCGGAAAGCTCGGTAGCGGCAACTGCTCCAGCGGCATCTAGCGAGACT 
GCGGCTGAATACCGTGCGATGCTCGCTTCCCTTGACGTTAAAGGTCGTGCGCCAGGAACA 
GGATATGACCGCGAATTATTCGGACCAGCATGGACCGACACTGTTTCCGTGGAATATGGA 
CACAATGGCTGCGATACCCGCAACGACATCCTGCAACGCGACCTGGATGACATCCAACTT 
CGCGAAGGCACCAAGGATTGTATCGTCACGAGCGGCCTGCTCAGCGATCCATTTTCTGGC 
GAACTTATTGATTTCGTTCGCGGTGAACGTTCCGGCGACGTGCAGATCGATCACCTGGTC 
CCATTACATGACGCATGGGTCAAGGGAGCACAGCAGTGGGATGAGCAAACTCGAAAGAAC 
TTTGCCAACGATCCCGACAACCTTCTCGCCGTTAAAGGTACGCTTAACCAGCAAAAAGGT 
GCAGGCGATGCAGCAACCTGGCTTCCACCAAACACAGCTTTTAGGTGCGATTACGCAAAG 
AAAATCATCACCGTTAAAGATCGCTACAACGTGTGGGTGACTGAGGCTGAAGCAAGCGCC 
CTGGAACGCCAATTAGATACGTGTGCTGCA 

>RXAO 1 3 9 1 - downs t r earn 
TAACAGTCACATAAGCATTTGGG 



>RXA013 9 6 -upstream 

TCACCAACCCACTTAACTTCGAGACCTTCGATTCCCTCGTCGTTCCAGTTGGTTCTTCTG 
CAACCGCTGAGATCCAGGCTCAGCTTCAACCTCCCGCGTT 

>RXA01396 

TTGAAGGCTTTCAACACCAACTTCGCAGCCACTTTGGCTACCGGAAAGGTTGGCGATATC 
ACCACCACCGTTTTAGTTGCAGGCGATGATGAAGACGCAAAGAACGCTCTTATCACCGAC 
GTCAACGCTGGCGGCCTCGACGCCCTTGACGCTGGTTCCCTCAAGCGTGCACACGAGCTT 
GAAGCAGTTGGTTTCCTGCAGCTCACCCTTGCAGGTTCCGAGAAGATTGGATGGACCGGC 
GGATTCGGCCTGGTCAAG 

>RXAO 1 3 9 6 - downs t ream 
TAACACCCAGCCTCAAAAGCACT 



>RXA013 97-upstream 

TGAGCTGCTAAAAGTCTCGCATTAAAGGACTGCTTCCCTTCGGGGGAGCATTTCTTTTTA 
ACTAATTACTTGACACGTCAAGTAATTAGGGTCTAGTGTT 

>RXA01397 
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GTGTTCATGATCAAAGAACTGCTCAACAAGCTCTTCGGAAACAAGAAGGCTTCCCCGGCA 
ATGACACAATCTGAAACCATTTCACACAAGGAGAACAACACAATGACCACTTACACCATC 
TTCGGCCGCGGCAACATGGGCACCGCAATCGCAGGCGTCCTCACCAAGGGTGGTGCAACT 
GTAGAACACATCGGTTCTGCAGATTCTGACATCGCAACCATCAACGGTGACGTTGTTATC 
CTTGCTGTTCCTTACCCAGCAGTAGAGTCCATCATTGCAAGCCACAAGGATGCTCTCGCA 
GGCAAGACCGTTATCGATATCACCAACCCACTTAACTTCGAGACCTTCGATTCCCTCGTC 
GTTCCAGTTGGTTCTTCTGCAACCGCTGAGATCCAGGCTCAGCTTCAACCTCCCGCGTTT 



>RXAO 1 3 9 7 - downs t r earn 
TGAAGGCTTTCAACACCAACTTC 



>RXAO 14 00 -upstream 

GAGCAGCTATCACCCTTATGCATCGGCTCCGGGTGAGGCGGTGCCGGTGTCCTTTGATCA 
GCAACGACATGTGGGTGCCGGCGAGCGACCGGGTAGTTGG 

>RXA01400 

ATGGCGATTAGTGTTTCTATGCCTAAGGCGATCAGCCGTGAGGAATTGGAGCGCGCGTGG 
CTTGAAGTGATTGAACGGCACGGCACCTTGCGCACAGTATTTAGCACGGGAATGGGTGGG 
GAAGTGCAGCAACACCGCATTGATGTGGGCCCGGGAAAATGGATTGACCACGCCGTTGCG 
CCTGGTGAGAGCATTAATGAGGCGTTGCGGGCGGTGTTGAATCGGCAGTGTTCGCCGTAC 
TCGAGGCCATCGCATAGTTTGTGCATTATTGATGCGCATCCGCGTCCCACGGTGATTATT 
GGTAGTGATCATTCGCATGTGGATATGTGGTCCATGCTGGTGATTGTGCGCGATTTGTTG 
GCTGCGCTCGATATGGAACTTCCCGTTGAGCCGCCGTTGGCGTTTGAATCGCACACCGCG 
GAACTCCTCGCGGCTCCACCTGCACCGGAGCGGATTCACCAGCGGTGGCGTGAAATTTTG 
GAAGCTGGTGGTGGAAAAATGCCTCAGTTCCCGCTTCCGCTTGGCGATGCCATCTCCATG 
CCTGAACGCGTTGAAGTCCGCGACATTTTCGGGGTCAATGGCTTGGCGATTTACTCGGCA 
CGCGCCCGCGCACAACAGGTAAGCTCCCTGGCCTTGACTATTTCAGTGATGGCTGATGTT 
ACGGCGGCGCTGGCGGACCTTCCGTTGCGTGCTGTATTCCCAGTCCATAGCCGTTTCGAT 
CAGCGCTGGCACGATAGTGTCGGGTGGTTTATCTCCAATTCGGTCATTGAGGTGCCAGAT 
TCCGATCCTCACACTGCAGCCCAAGCTGTTCGCGAGGCTGTTTCTTTGGGAAGCTACCCG 
CTGGCTGAGCTGCTTGAACCGTGGGGTGGCATGCCGGAAACGCCAGGAATGTTTGCTATT 
TCTTGGCTTGACCTGCGCCGACTCCCAGTGAGCATTGACGATATTGGCCTCCAAGCCCAG 
TATGTCAGCGCTTCACTGCGCACCGATGGTGTGATGCTGTGGTTTATTTTGGATCGCTCC 
GGCGCGCACCTTCGCTGTCGTTATCCTGACTCTTTGGTGGCGCGGGAAAATGTAGGCCGC 
TGGATTGATGCGATTGTTGCTCAGATGCGCGCCGAAGCTGGGACGGTGAATCTGCAGGCC 
GGCGGGGAACAGCTGACACTTCGGCATGGAACTCGCGCCGATATTTCCGAGATCGCCCCG 
CTACTTGCCCGAAACGCAGCTGACCCTTGTGAGCTGGTGGATCTTGAACATGCCCTTGAC 
CTGCTGACACACGAGTCTTCGCATTTCCTGGCGGTGGTTCGAAACGCTCGTGGCAAGATA 
ATCGCAGCGATGCAGTTGACTATTGTTCCGGAGTTTTCCCGCGGTGGTGCGCTTCATCTT 
CACATCGAGGGGCCGTTCATTATTCCGGAATATCGCACCACCGATTTGGATAAAAAGCTG 
CGCGCCTGGGCTGTGGAGCATGGGCGTGCGCGAGGGGTGAAGGTTGAGGAGGTGGTGGGA 

>RXA014 00-downstream 
TAGTTGGTTTATTGGCGCCTCGT 



>RXA014 01-upstream 

TGCCAAACGGAAGGTTTAATTGGTCTACATGTGTCAGTCTCATGGCACTATAATAGACCT 
AGTATCTATAGATTGATAGAAAATAATTTAGGAAGTTTCC 

>RXA01401 

ATGAACTCTCCCCTACAACACAGCGCCTTCCCCGTCCCCGGCGCGCAACTCTCCACCTCA 
TACAGCGACGAACACGGCCAAGCCGTCATCCAACTTCACGGCCTCACCTCCTCCCGCCAA 
CGCGACCGCCTCCTCGACCTCGACCTCGGCCGTGGCCTTTCCGGCACGCGCCTTTTGCGT 
TACGACGCCCGCGGCCACGGCACCTCCACCGGCCGCGCTGCCTCCACCGATTATCAGTGG 
GACACCCTAGCGGGTGACCTT 

>RXA0 140 1 -downs tream 
TAATGCTTCTCGACGCCCACTTC 
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>RXAO 1402 -upstream 

CGCTGCCTCCACCGATTATCAGTGGGACACCCTAGCGGGTGACCTTTAATGCTTCTCGAC 
GCCCACTTCCCCACGAACAAGTCCACGGCGTCGGCCCCTC 

>RXA01402 

ATGGGTTGCGCCACCCTCCTCAAAGCCGCGGTGTTAAACCCCGACCGCTTCAGTGGATTC 
ACACTCATG'CTCCCA'CCCACCGeeTGGGAA-TGGGGAAAAGCCCAAGC.C.T CCGAATACCTA 
TCCCGAGCAGAATTCCTAGAAACCCACGGCATGGACGCCTTCCTCAACGCCGAAAAACTC 
CACGCCCAACCACCAGCAACCGTAGGAACCCCCGACACAGTCCCCGACATTTCCGCCGAA 
CTCCTCCCCTGGGCTTACCGAGGCGCCGCCCAAAGCGACCTCCCCTCAAAGAAAGAAATC 
GCCAAAATAACAGCCCCCACCACTATTCTGAGCTGGACCGACGATCCCGGACACCCCGTA 
TCCACGGCAATCGAGCTAACCCGCCTCATGCCAAACGCCCAACTGCGCATTGCCACTACC 
CCAGCGGAAGTCGCGCGGTGGCCACAACACCTTCGCGATGACCTGCAGTTGGAC 

>RXAO 14 02 -downstream 
TAAAAACCTTCATTATCTGGTTT 



>RXA01403 

CCGATCACCTACATCGACGGCCATCCATATGTCGATGGCGCGGTCGGGGAGACCGGCGGT 
TTGATGCTACAGCCGGCCATCGATGCGGGCTTCACCCGCTTTTTCGTTATCGCCTCCCGT 
CCGCGCGATTATTGGCGCAAGGAGATCGGGCGCCCGGGTTTCATCAAAGCTGCTTTACGA 
CGTTTCCCCACAATCGCCGACCTCACCATCGCGCGTCCTGCACTGTATAACTCGGTAAAG 
CAACAGATCCTCGACCTAGAGAAACAAGGCAGCGCCTATGTGTTCTTTGCGGACAACATG 
AACATCCAGAACACGGAAATCAATCTGAAGAAACTCCGTGCATCTTTCGATGCAGGCATG 
CAGCAGACCCGCAAAGATTGGCCGGAGATCATGAGCTTCCTGAACCAAACCAGA 

>RXA0 14 03 -downstream 
TAATGAAGGTTTTTAGTCCAACT 



>RXAO 14 05 -upstream 

AATTAGACGTCTGTCTCTAGGGATGCCGCATCCCGCCGGCGCTCCTAGAGTCCGTTTGTA 
AAACCTAGAATTCCGAATACGTTCCGAATAGGGTGGGGGT 

>RXA01405 

ATGAGTAAGATAGTTGATCTGCGCTATGGGACCCGGCGTTCCTCGGAGTTGAGCAAACGC 
TCTGCTGAAGTCTTTGCCGAAGCTGAAGAACATCCCATTACTGTGACACGTCGTGATGGT 
GAAGCGTTGGTATTGATGTCGCAGCGCGAAGCTGACGGGCGAGCCCGCCTGCTGGAGTTG 
GCTGCACAGTTAATTACTGTGGCCACTGATCATCAGGGCACGTTAGCCGAACGTATGGCG 
AAAGTATTCCCGTGGATGCTGGCCCTGTCAGTGGCGGATCGTGAGGCGTGTGCCCGTGAG 
ATTCTTGACGCTGCACGAGCATCGTTTGCAACCGAACAACCTCACCTCGCTCTTACTGAA 
CTGACCTCATGGAAAGAAACAGCAGCAGCTGTTGCTGCTGGATTGAGTAACACTGATCTG 
CAGTGGTACGACGATCCGCATCTGGTGGAGCGTCCC 

>RXA0 1 4 0 5 - downs tr earn 
TAAGCGTGGCTGGAAAGAAAAGC 



>RXA01409 

GATTTCCCCGACGTCACCGCACGTTTGGGGTATGAATACATGCAGCTGACCCCTCATGTA 
GATTTCGGTCCTTTCTTCCGCCACCCCAAGGCAGACGATGATCTCGTGGCAGCCCTGAAA 
AAGCGTGCCAAGGATGCCGGAGTCACCATTCCTGCACTGTTGCCAGTGCAGCGTATTTCC 
TGGCCGGAGGAAACCCAGCGTGTTGCAGCAGTACGCAACATCAAGCGCATCATCCAGTTG 
GCCGTTGATCTGGAAGTAGACACCCTCAACACGGAGTTTTCTGGACGCCCAGAACGCTCC 
GAGGATTCCGAAGATGCCTTCTACCGCTCCATGGAAGAACTCCTGCCAATCCTGGAAAAA 
GAGGGCATCAAGTTCAACATCGACCCACACCCTGATGATTTCGTGGAAAACGGTATTGAA 
GCATGGCGAGTCATCCGCGGTCTGAACTCCAAGCAGGTGGGCTTTGTTTACGTGGCACCT 
CACTCATTCCACATGGGTGATCAGGCTGAGGCAATCCTGCCAGCAGTAGGCGATCGCCTT 
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GGGGCTGTGTACCTGTCAGATACCTTCGACCACCACAAATCCCACGGCCTGCGCTACATC 
ACTAACCCTCCAGGCAACGCAGTGCGCGTGCACCAGCACCTAAAAATCGGTGATGGCGAT 
GTGAACTTTGAAGAGATCTTCTCACTGCTGCGCTCTACCGGTTACCTTGACCGTGAAGAT 
GCACTGTTGGTCTCCAACGTGTTTGCAGAAGATGAAGCAGCAGATGAAGTATCCCGCTAC 
CAGCTGGAGAAAATCCGCTCACTCATCGAAAACGCA 

>RXA014 09 -downstream 

TAGAGTTATCTCGAAACTACeAA- 



>RXA01 413 -upstream 

TTTGCCCTATTGGAAGAAGTAAATTCCACACCTTCACTTTCCAATACTTCTTTTGGTGAG 
CGGGTTTCCTCAGCGTTTAACCATCTGAAACCATCTGAGA 

>RXA01413 

TTGACCCATCTGTTCTTAGAACTCGATGAGCGTTTAGTACTGGGTGTTCAGCAAGATGGT 
TACCAATGGACTGAGCATTTGTTCCGGCTGCCACTGCAACATCTCCGTAACTCGCCCAAT 
GACCTGCAGGGATTGAAGATACGATGGTGTGAACTTTATTCCACAACGGGGAAAGATCAA 
GGGGTAGAACTTCTGCCTCAAGCAACCGTCGTTACCCCAAATAACTTCGAGGCTTCCACC 
CTCTCCGGCCTTGAGAAGCTTGAGACCGTCGAGGACCTCAAGGAGGCTGCCCGCCTCATT 
TATGAGCAAGGCCCCCAGTACGTAGTCGTCAAGGGTGGCATGGACTTCCCCGGCGAGAAC 
GCCGTGGATGTGCTTTTCGACGGATCCTCCTACCACGTCTTCTCTGAGCCAAAGATTGGT 
GAAGAGCGCGTTTCCGGCGCAGTCTGCACCTTCGCAGCTGTTATCACCGCAGAGCTAGCA 
AAGGGTGCTGAGGTTGTAGACCCAGTGGCAACCGCAAAGCGTGTGGTCACCCGTGCGGTT 
CAAGATGCTGTTGCATCCAACGCACCTTTTACCTCCGTATGGCTTGCTGAGGACAACAAG 

>RXAO 14 13 -downstream 
TAGAGTTTTAAAATACCGATCAA 



>RXAO 14 14 -upstream 

TATTGCCTAAGTAGACCAATAGGTCTATGCTTCATAGAACAACTAGTTCATAAGTGATTA 
GTTTTAAGAATTTATTACCTCTCTACAGGAGAACCCAGCG 

>RXA01414 

ATGGCCGTTTTTGATTTCCCTAACCCCGTTAACGAATATGCAGCTCGCTGCACTGCGGGT 
TTGGTTGTTTTGCTGAGCGCCGCCACGCTTTTTGCCTCTGGTGACCTTCGTATTATTTTG 
GCAAGCATCTTGACCTTCGGCTTCGCATTGCGCGTGGCCGGCGGACCCCGTTACTCCCCC 
TTTGGACGTCTTTCAGTACACGTACTTGTACCACTGCTGAAGAAAGCACCGATCCTGACC 
CCTGGCCCACCAAAGCGCTTCGCGCAGACCATCGGCCTGGGCTTTAGCGGTACTTCCCTT 
ATCCTTATGGCCTTTGGATTTAACGTTGCAGCTTCCGTAGTCCTAGTCATGCTCATCGCA 
GCAGCCACCTTAGAATCCGTCTTTGGTATCTGCCTCGGTTGCTGGGGATTCGGCAAGCTC 
ATGCGCTACGGCGTCATCCCAGAAGACGTTTGCGAGCAGTGCTTCCAGAAGGAATCCTCC 
CGCACCGGCTGGCTCGTTAGCCTGAAG 

>RXAO 14 14 -downstream 
TAGCACTTCGAATCTAAGACCAC 

>RXAO 14 17 -upstream 

AGCCTCCCCAAGGCTGGTTAGTCCCACTATCCTCTCAGAGAGAAGCAAAACTGAAATAAC 
TTCAGCCTCAGCTATCCCCGCAATTTAAGGAAAATAGGAT 

>RXA01417 

ATGACTGACAAGTTTGACAGAGTCCTTGCTGTAGAGGTGTGCATTCAGGAGTGGATCGAC 
GAGCAAAACCTCACGCTAGAGGTGCCATTAATGATTGCACGTTTGCAGCTTAGAGACGTC 
GCGAAGGATATCACTGCTGTTCACGAAGAAAAATTCTACGACCTCACTGATATCGATACT 
GATGCCTTTGTGAAAAACATCAAACTGGGATGGAATGAACGCTTGATCAAGAAAAGCCTC 
TTTCCACAACCGGACGTGCATAAACAACATTTCACAGAAACTGAACATGGCATTGACGCG 
ACTGTGACGGTCTGGTCGAAGGGCTTCGATCCGGAAAGTGGCCCCGACTTCTTGGTTTCC 
TATGTGGATGGTCTTTGGTCAGCCGATATTAGAAACCGCATCACGAAATTTCAGAATAGA 
GAAATCGTTAGCAAATTCTATTTTACTCCAGAACATATTAAGGAGGATGGAGATTTCTCC 
GCAGAGATTTTTATTAACCGACCAGAAAATGACGACGACTCACAAGATTTGGTCGAGGTG 



Appendix A, page 176 



Atton^M)ocket No.: BGI-129CP 



TGGACTGATCAAGACACCAGATACTGCGGTGAAATGATCATCTATTTCAAATGGCTC 

>RXAO 14 17 -downstream 
TAAATTCCACTTTTCTGCATCAG 



>RXA01421 -upstream 

"T^ATGCA'CGTGCAGAAATeGTeGGGGGTGGGTGGCACCCAT,CT.G.TTA AGGGAGACTCGG 
TTACTGCAGGGATCCTGCGAGATCGAGTAAACGCCTAAAG ' 

>RXA01421 

ATGACGTCGAAAAGCATTAGCGGCAAGCGCCCGAATCTGCCGTCGCTCACTGGAGCGCGG 
TGGCTCGCGGCGCTCGCTGTTTATTTTTTGCATGCGTTGGTGTTTTTGTCGGTGTATCCG 
TTCCAGCAGTCGGAACTGTTTGCCACAATCCATAAATTTGTCCCCATGCAGCTGGGTTCA 
GCTGGTGTAACCTTCTTCTTTATCTTGTCCGGATTTTTGATCTATTGGTCAAATAGCCAG 
CTCAAGGGCATGAAGAATGTGCTGTATTACTGCAAGCGCCGCATCACCAAGATTTATCCC 
ATGCACTTGATTGCGTTGCCGATGTTTATTGAGGCGTCGGCGAAGTTCACGACTACAGGC 
ATTACCTGGGTGCTGATTTTGCGCGAG 

>RXAO 1 4 2 1 - downs t r earn 
TAAAGCTGTGGCTGCGGAATGCG 



>RXA01422 

TTCGGTGACTCCCACACCTCTGGCACCAATGCTCCATTCCGTACCGATGAGCGTGGCTGC 
CTCAAGGGTGCAAACAACTGGGCAGATCAGCTGCAGTCTCAGCTGGGACTTGGCGCGGGA 
GACCTCATTGATGTCTCCTGCTCCGGTGCATCGATCAACTCTGATGGATTCCACTTCTCT 
GATGAAGTCCGCCATGCTGAAGCTCGTGGCGCAATCGGCCCAAACACCACCGATATTTTT 
GTTCAGTTGGGCAAGAATGATCAGTGGGGCCTTTCCAATGTGAACCTTCTGCAGTCTGTT 
CAGACCTGCTTGACTGATGTGTTCGCTGGTTGTGGCGATGCTGCGGTTGCTGCTGGCAAG 
ATGCAGGATCCAAATGCAGTTACTGCTGAAAACTATGCAGAGCGCATGAAGCCAGTCATT 
GACTACTTGAAGTACTACGCACCAAACGCAGAGATCACCTTGGTTGGTTACCAGGAATAC 
ACCGCTCGCAGCGGAAGTCAGGTATGTGTTCGCCTTGGTGGAACCCCACTGGTGAAAAAT 
GATGCACCTGCGCTGGTTTCGTTCATGAACAAGTTGGACATGGCGATTGATGGTGCTGCT 
GGAATCCTCGGCGTCAGCCACGTTGATCTGCGTAGCGCGACTGAAGGGCACGACAGCTGC 
TCCAACGATCCTTGGGTCAACGGTGTCTTTGATGCACGTGCAGAAATCGTCGGCGGTCCG 
TGGCACCCATCTGTTAAGGGAGACTCGGTTACTGCAGGGATCCTGCGAGATCGAGTAAAC 
GCC 

>RXAO 142 2 -downstream 
TAAAGATGACGTCGAAAAGCATT 



>RXA0142 5 -upstream 

AGTCCCTATTAATCCCAAGGAGTTTCGACTCACAGTGCTCAATTTCATTTATTGGCCAAT 
TTCGGCCATTCTGTGGTTCTGGCATAAAGCGTTCAGCTTT 

>RXA01425 

GTGCTGAGCCCAGATTCCGGAATTACCTGGGCCTTGTCGATCATGTTCTTGACCTTCACC 
GTGCGTATGGTTCTGGTCAAGCCGATGGTCAACACCATGCGTTCACAGCGCAAGATGCAA 
GACATGGCTCCAAAGATGCAGGCCATCCGCGAGAAGTACAAAAATGACCAGCAGAAGATG 
ATGGAGGAGACCCGCAAACTTCAAAAAGAAGTGGGCGTTAACCCCATCGCAGGCTGTTTG 
CCAATGTTGGTGCAGATCCCAGTGTTCCTGGGTCTGTTCCACGTGCTGCGCTCCTTCAAC 
CGCACCGGTTCTGGCGTTGGCCAGCTGGAAATGACCGTTGAGCAAAACGCGAACACCCCG 
AACTACATCTTCGGTGTCGACGAGGTTCAGTCCTTCCTGCGTGCAGACCTGTTCGGTGCG 
CCACTGTCGTCCTACATCACCATGCCTGCTGACGCGTTCGACGCGTTCCTTGGCCTGGAT 
GTCTCCCGCCTCAACATCGCGCTGGTTGCAGCTCCAATGATTTTGATCATTGTCGTGGCA 
ACTCACATGAACGCGCGTCTGTCCGTCAACCGCCAGGAAGCTCGCAAGGCAGCCGGCAAG 
CAGCAGGCCGCTTCCAGCGATCAGATGGCCATGCAGATGCAAATGATGAACAAGATGATG 
CTCTGGTTCATGCCAGCCACCATTTTGTTCACCGGCTTCATCTGGACCATCGGTCTTCTT 
GTCTACATGATGTCCAACAACGTGTGGACCTTCTTCCAGCAGCGCTACATCTTCGCCAAG 
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ATGGACGCTGAGGAAGCAGCTGAGGAGGAGGAAAAGCGCGCAGCAAAGCGCACTACCGCT 
CCAAAGCCTGGCGTGAAGCCAGAAAACCCCAAGAAGCGTAAGAAG 

>RXAO 1 42 5 -downs tr earn 
TAAAACTTCACTAAAAACCGCCA 



>RXA01 42 9 -upstream 

GGTAAGAAGAAGGGCAAGCTCGTGGTGGAATTCGGCGACAAGGATGATTTCGAGCGCATC 
ATGTCCTTGATCCAGGGCCAATAATTTTAAGTTTGGCGCC 

>RXA01429 

ATGCTCCAGGCTTCCCTTTTCCCGATCGTGCAGGAACACATAGATTTCCTGCACCCCCAG 
GCCCGCAAGTCGGTGTTTTGGGAGCTCGCACCTGAGGTTGCAGCTAAAGCTGATCCGGTG 
TTTGAGAAGGAAGCCTGGCTGTCCACCACGCTGCTGGAATATGAATCCTGCGGTTTCAAC 
ATTGGTTACCGCAATGGAACTCCGGCGTTGGCGTCGGTCATTTTCTGCGAGCGCGATGCC 
GCCCCGGGCGCGAAGGCGCTGCCTACGGCACCGGTGTCTAGCGACGCTGCGATCATCAGC 
AGCCTGTTCATCGACGAGGTTTTCCGGGGCACGGGCATGGAATCGGCGCTTCTCGACGCT 
TCCCTCATGGAACTCATTCGGCGCGACTACCCAGCCGTTGAGGCGTTTGGATACCGCTCG 
GAAAACACAGAAGCGGATGCGATCGCAGCTAGGCGTTTAGAAATCGGCCTGATTGATGTG 
GAGGCGTTAGAATCAGCCGGTTTCGAAGTGGTTGCTGACCATCCCGTGTTACCCCGTCTG 
CGGATGGAATTACCACCCGCAACGGTGCTGCTCACAGCTAAGGATGCCCAGCGACTCCTT 
CAAGAGATGGGCGCGATT 

>RXA01 42 9 -downstream 
TAGCCAGCCTGCTCTGATTGCAA 



>RXA01434 

GTCACCGACGGCAACACCTCCACCGCATGGACCTCCACCGGCGGCGACGGCCTCCTAGTT 
GACCTGTCCACGCCTGCCCGCCTCGACCGCGTCATCTTGACCACCGGCACCGGCTCCGAC 
AGCAACGTGACCTCGACCGTGAAGATCTACGCATTCAACGACGCCTCACCACACTCCCTG 
TCGGAAGGCATCGAGATCGGCACCGTGGATTATTCCGGCCGCAGTCTCAGCCACAGCATC 
CGCGATTCCTCCAAGCTTCCGGGTCAGGTGGAATCCGTGGTGATTCTGGTCGATGAGGTT 
CGTTCCTCACAAACCTCAGACACCAATCCACAGATGCAGATCGCTGAAGTACAACTTGTT 
GGTTGG 

>RXAO 1 4 3 4 - downs t r earn 
TAAATTACGCGTTTGTGATTGAC 



>RXAO 1 4 3 9 -ups t r earn 

GTTAATCCACAGCGCCCTGTGTGCACTCTATTAGTGAATATCCGGTGAATGCTCGTCCCT 
CGACTGTCTACTTAGTAGGTTTGCAGGCTAGTCTTTTGTC 

>RXA01439 

ATGACCCGATACTTTGCAGTTTCCAATCTTCAGGAGCTTGGCTCCCTCGAAGTACACAAA 
TTGTACAAACTTCGTGTAGATATTTTCGTCCACGAGCAGCAGACTCCGTACGCGGAGATC 
GATGACACCGATGCTGCCCCAACCACCAATCACATCCTGGTTTGGGAGCGCGCCGACGCC 
ACCCCAACCAACCTCATCGGCTGCGCACGCCTCGCGCCCATCACCGCCGCCGAGCTTAAG 
GCGTACACCGGCAAGGGCATTTCGCTTGACGACGCCACCCCGCTCTCACAACTCGGCCGC 
GTAGCGGTGGCACAGGAAGGGCGGGGCTCGGGGCTCTCAGGTGAGCTCATGCGCAACGCG 
CTGCGTCTTGCATATGAGCAGTACCCCGACCGCGATGTTGTCCTGACCGCGCAGAAGCCT 
TTGGTAGATTTCTACGCAGAATACGGCTTTGAGGTCTTGGGTGAGGAATACCTTGACTCG 
GGTGTTCCTCACCTTCCGATGTTGCTCAAGGCTGATGAGCTTGAAAGGTTCTCAGACCTA 
GACGCC 

>RXA01 43 9 -downstream 
TAATCCGTAGTCACTGGAACTCA 
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>RXAO 14 4 0 -upstream 

TTGATGGAACCACCCTCACGCTGACCACGCCTCAGGGGAATCAGTATTGGGCAAACACAC 
ACGATTTTGGAGCCGGCACACACTAATTTTAGGAGCACTG 

>RXA01440 

ATGAAAACCAAGTGGTTAGCGATCATTCCATTCGTGGCGCTTGCGGTGGTTGCATGCTCT 
GATACGCAGC CGCCGGTTACAGAAACAGTGACAGAAACCGCCCCGCAACCTACTTCTGAA 
ACGGCAGCGCAGl::CArCACAACCCACGAeAeeTGGGGAAAGGACCACGCAGCAGGCAGAA 
GGTATCAACTTGACGCCTCGCTACACTCGCCAAAATGTGGGGCACTTTTCCAGTGGTTAT 
CAGCCTGGACAGGTGAGTTTTTCCTCAGCTGATGGAACCATTAAATGTGAGTTTCGCCCC 
ATGGAACAGGACGCACCTATCAACCGGGAGCCCTCCACCGATTGGCGGTTGAGTTTCGTG 
CAGGGTGCGTGCCAATTCGACGATGGTTACGTAGTGGCGGATACAAATGTGGAAAACAGA 
CCAGGTTTTGCTGAGTACACCACGGCGATTTCTCATGTCATGCCGGAAAATTACACCACG 
TTGCCGCCGGGAACCTACATCGATTTACACACCATGGCTTGTTTCACCGAGTCTGCCGAT 
GAAATTTCCTGCATTAAGTACGCGACCAATGAAACATTCCGCATCAGCGCGCAGGGTTTT 
GAGATGCTCTCAAATGCCCAGCGCGACGCGGAACTAACCACACAAGGTGGCTTGTACCAG 
GCATTTTCCAACATCGCGGAATTACGGTTCAGTGACGGCAACGCCATGTCATGTTTCTTT 
GACGCGCCGGGATCGCAAGATTTCTGGTGCCAAACACTCAGCACCCCCGGCTGGGACGAC 
GGCAGCAACCTCATTCATTTGACGGTCACCGGCGGAAAACTCAGCCTGATGGGCACCCAA 
GTGGGCAACCCCGGCCTCGACTATTTCCGCGGCCGCCAGCTCATTGAGGCGCCAAATTCG 
CTTCTCGACGCCTCCCTCTCCGTAACACTCGACGGCGATCGGGTGCGTTTCCGCACCGCG 
ACCGGCGAGGAGATGTGGGTGAGTTCCAGTGACTACGGATTAGGCGTC 

>RXAO 1 4 4 0 -downs t ream 
TAGGTCTGAGAACCTTTCAAGCT 



>RXAO 1441 -upstream 

TTATAACAATTAGCCGTGAGGGTATTAATCAAGGTTTCGGGAGACTAACGTTTTAGAAAC 
AAGTGGACTCCAGCACACCTCGTGAGATGGCAGGTTCATC 

>RXA01441 

ATGGCTAGAACGACAACAGCGCACGCAGTTCTCATGGCGCTTAGTTCAGTCGGGCTTTTG 
ATGCTCCAGGCCTGCTCCGAACAGGAACAAACCCCAGAACAAACGCCAGCGCCCACCCTG 
ACTTCGCAGGCTCCCGAGACTCCTCAAGCCTCAACAACCTCCTCAGCAAGCTCCACAGCA 
ACTCCCATAGCAACTCCCATAGCAGCCACCGAGTTGGATTATCTCCACATCGATCCAGCA 
ACGTATGACATCGGTGTCCAAGACCAAGAAACTGCCGTATTTACCACTGGCGATGGGATC 
ACAGCGCAGTGTTTCTTCGAGGCAACACCGGGGGAGACCAGCTATCAGATCAAGGAGTTT 
GATTTCGACGAAACTGCGGGAACGTGCGCTTTTGGTGATCAACACATCAGCGTCACCACG 
GATGAAAATGTCCGGGAACGCTTTGCCGAATTGAGTGAAACCGAAGAAGAATTACCAGAA 
GCGCAAGCGACTCTCGATGTTGGTGAGATGGTGCATCTTGGTCACATGGGTTGTTGGGCG 
CCGAGTGTATCGGAGTTTAGTTGTCTCGATTTCGCCTCCAACCAGGCGTTCACCATGAAT 
GAACAGGGCTTCCATGAGCTTGATCCTGCAAAAGCCACTGAGCAGCTAATTAATTCGAGT 
GGCCAGGTTCAAACGTTATCGAAAATGACGAATTTCCAGTTCACCGATGGCACCAGCATC 
ACCTGTGTCAGTGAGTTGCAGGCGGAAGAGTTCTTGTGCCACAACAGTGGTCCTGGAGGC 
TGGTCAACTTCAGCTGGCCCTGCCAACACCCTGTGGTGGAATCTGAACCAGGCCGACTCC 
GAGTTTGAGGGTGCTCGCCCCACGAATCCAACGCAAAGCGTTTATAAATCTCAACAAATA 
TTCGGTCCGGGATCGTATCTCCTCGCGAACGGTGTGAGTGCAGAATTTGATGGAACCACC 
CTCACGCTGACCACGCCTCAGGGGAATCAGTATTGGGCAAACACACACGATTTTGGAGCC 
GGCACACAC 

>RXAO 1441 -downstream 
TAATTTTAGGAGCACTGATGAAA 



>RXAO 144 5 -upstream 

GAGTCTCGAATGTATAACGAGTTTGTTCCTAATAACTTTATCATTAACTATGCCTGCAAT 
AGGCTTGGGAAATTTTGGCATCCAGGTAATCGCGCTGTCA 

>RXA01445 

ATGATCCCACTTATTAATGTACGTTTTCCCGTTGCCGCCTTACCTCTCGCATTAGTGGCG 
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ACTGTATGGCTTAATGCTTGGGCAGACCATCTTCTCCTAACTGGTTTTATTGTTTATCTT 
GCTGTGGAATACGCAACAAGCCGTGGGCGCTTCGCTCTCGCATTGATTTTGGGAGTTGAA 
TGGATCTTAATTGCTTATGGGGTAGCTTTGGAAAGGCCTCTTGAGGCTAAAGACTCTCCA 
TCTCTCATTACCGAAATTTTGCTCATACTTGTAGCAGCTGGCACAGGGGCAGGTCGGTGG 
AAAATTTTGAGTGAACGCAAGCAACGTGCAATTACTCAGCAGGAAATCATCAAAAAAATC 
CGTACTGATATAGCGCACTATTTGCATGACAGTATGGCAAGATCGTTGGCAATAATGATA 

GOTCAATCAAAGCTGACTGAACTAGAGCCTGATCCAAAAAAGATTCAAGAAAAACTAAAC 

AGTATTGCCAAAATTGGACAAGA'GGCAGTGGeTGATTTGGA-TCAAOT 

GTGGTCGAGGAGTCTGCTGAAAAAGCCACAGCGTTTGGAGCATGGGCTGCAGTTTCTATT 
CATGACACGGTTAATTCTGCCATTCAGTTATTAGTAGATGCAGGACATGTCGTTTCCTTT 
GACAGTAGAAAAAAGAACTATAAGCTGGACCATATTGCTGAAACGGCGTTTGCTTTAGCC 
TTCAATGAGGCAGTCTGTAATGCAATTAAACATTCTCCGCCCAAGGCAAACGTTACTATT 
CGCATAACAGAAAAAGCACAGTCTCTTCAGATTCTAGTAATGAATCCTATTGGAGATTGG 
CATGCAAATGGGGAGTCCGCAATTCCAGGTGTGGGCATTGGCGTAGAAAGCTTAACCAGA 
AGGATACGTAATATTAAAGGACAGGTCTGTGTGACTTCACTGCAAGGATACTGGAAAGTA 
GTTATTTCACTACCTTTGAAATGTGAGGATTCT 

>RXAO 1 4 4 5 -downs tr earn 
TAAATTGTCTCTATTTGTTGAAC 



>RXA01447-upstream 

TCCATGAAGTTGGAGTATGCACGCGTGTGCGCACACAGACGTTATTTCATCTTACTATCC 
CATGTGAGGTTTTTAATCATCGCGATACTAAGCTTGCGGT 

>RXA01447 

ATGCGTCTTCTGGTTTTGCGGTGCGATGCCCCACACATCAACGAATTCCCTGCCCTTTCC 
ACCTCTGTGGAGATCCACGATTTGCCTGCGGTGCCCACCCGAAAAGACCTCAAAATTCTT 
GATGATGTGGCCTTTGATGTGCTCCCTCAGGATCCCACGCCTTCTCTCGATGAGATCGCC 
AAGCAGCCTGATGTCGAGCATTTGAGCAGCCCTAAGTTTGCGCCACAACAGCCTGAAACC 
CGTTTGCGCATCGTGGTGATCGGTTCGGATGCAGCGCTGTCTGCGGTCCTGACTCGTCTC 
ATGCGCGCCGATAATTTGTGGGCGGAGATTGGATTCGTGCCCGTTGGTCCTTCAACGGCT 
GCGAAGAACTGGGGTCTGCCCGCCGATGAGGCTGCCGCGCTTGAGCTCGCACTGACCGGA 
TTGGTCAATCCTGCCCCGCTCATCCGCGATGACGTTGCGGTCGCCGTCGCCGGTTCAGCC 
ACCATCACCAACTGGGAGCCGGGTGAGATCACCGGCGAAGTCATCGTCGATGATCATGTT 
CTCATCCGCCACGAGGCTGCCTCGAAGGCCCCACGCCGTGGCGTCTACGGTGCCCGCTTG 
GTGCCGATGCTTGACGCCCCAGGCATCGCTGCGGTCATCATGGACACTCCCCTGCCCGGC 
GAGGTGCCCTCCCGCAGCCTGTTCCCTCGCCCCTCGGGCTCGGTTATTCCAGAGAGCTTT 
TCGACGGGCCGTGCCATGCAAGCCGGCGGCCCCTCGCTACAAATCCGGGTTGACGGAATT 
TCCCGCAAACGTAAAGTGGAGCGCGTTACCTTCTATCGACATTTGCGCGATCTCCAAATC 
GTGCGGCCG 

>RXA0144 7 -downstream 
TAAAACAAGGAGCCAGCATGGCA 



>RXAO 1 4 4 8 -ups tr earn 

GCCTCGTTTGTTTCACCGGCACCGTTGGTGAGTAATCAG 
>RXA01448 

ATGGCCATTGGTGGCATTTTGATTGCCACGATGTTCCCGCCAGGTGATGGTGGAAGCATT 
GACCGTATGATCGACGCCTTCATTGGTGGTGGCGTGGGAATTTTGGTCATCGCACTTCTT 
CCCTCATCTCCTCTTGACGCAGGCCGGCATCAAGTGGCCAACGTTTTGGGGATCGCAGCT 
AGTGTGCTGGAAGACGTGGCAGCTTCCCTAAAAGCCAAGGATGCAGCCAAACTCAACAAT 
GCTTTGGAAGCATTGAGAAGGTCGCAGGCGTCGGTGAACAAGCTGGAAACTGCGGCATCT 
TCAGGCAAGGAAGCAACCACCGTATCGCCATTTTTATGGGGAGATAGGGCCCGCGTGAGA 
TCGCTGTATCGCATTCTGGCGCCAGTGGACAACGTCATCCGAAATGCTCGAGTCCTTGCG 
CGACGGGCAGTGGTGCTGACCGAAGACAATGACACCGTCAGTGATGAACAAATCCACGTG 
ATTGAGGAAATCGCAGACATTGCACTGCGACTGTCAGACCTTTATGAGCACCACAAAGAA 
ATCAGTGAAGCACTGGAAATTCCTGAGTTGGTTAACCGACTGCGTCAACTGGGCAGTGAA 
GTGGGCGAGGACATCGCCGAAGATCGAGTGCTATCCGCACAAGTAATTTTGGCGCAATCG 
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CGATCCATCATTGTGGACCTGTTGCAGATCTGCGGCATGTCCAGGGAATCTGCGGTGGCA 
GTGTTGGTTCCGACCTCAGAGAGTCCGGCTTACCCTCCGGAGCTGTGGGATGACGAAGAC 

>RXAO 1 4 4 8 - downs t r eam 
TAGCCTTTTATCGCGGTTCGGTT 



>RXAO 1 4"5 

CCGCCAAGAAGGTAAGGACTACGTGATGGTCGATGGCGACGTTGTGGAGTTCCGGTTTAA 
CGTCTAGCGTTATTGACGCTCCTCGTTATACGCTGGTCTC 

>RXA01452 

GTGATCAGATCGTTCGCCGACCGCGACACCGAGTTGGTCTGGTTGCGTGAAGGTGCGAAA 
CGCGTCGATCCGCGAATACACAAAGTGGCGAATCGGAAGCTGCATCTGCTGGACGCGGCG 
ACGACCCTCGATGCTCTGCGTGTGACTCCGGGGAATCGCCTGGAAACGCTCGAGGGTGAT 
CGAGTCGGTCAGTACAGCATTCGAGTCAACGACCAGTGGCGGATCTGCTTCCGTTGGAAC 
GACTCGGGCCCCGAAAACGTCGAGATCGTGGATTATCAC 

>RXAO 1 4 5 2 -downs t ream 
TGAGGAGGAGACGATGGCTCAGA 



>RXAO 1 4 5 6 -ups tream. 

AAGACAATATCCTTATATGTACGTGATTATGCGTTTCTCCCCCACTCTACGGTTTAATCA 
CCTATAAAGGCCAACAAGTAGTTCACAAAAGGAAAAAATT 

>RXA01456 

ATGAACGATTCCATTTTTAGTCCCCAAGCACTGAATAAAGCGATGCTCGAAGCCGTCGAG 
TTTATCCACGCCGAAGGTTGGGACGCCGGCCCTACCCTGTTCGCATTGGTCCCCACTGAA 
ATGCTGGTGGATACTCTTGATGAGGCAGCTGACGACTCCCCACTAACCCTTGTTGTACAG 
GACAACCTCCCTGACAACTTGCTGCCAGGTTCCGAAGCGTTAGGTGACTATGTGTCCCGT 
TTGGCGTGGCCAGCAGAGATTGCCGGCGCGGTGTTGGCTCAGGAAATTATGTTCACCGAT 
GCTGCCGTTGCAGGCTCAGAACCACGACCCGCTCGTCTTTTTTCCGGCGTTTTGCGCGGC 
GAAGCAGAACTCACCCTTCTGCAGCTTCGCCCCACCGAAGAGGAATTGGCAGAACGCGGA 
CCGTTTGCTGAAGATGAAATCGAACTGCGCGGCGGCCCAGGGGTTGCACCGGGTGTAATC 
GCAGCACTGCGCTACACCCTCGAAGCGGACCCAGACGAAATC 

>RXAO 14 5 6 -downs tream 
TAAAAACTGACTTTTCGTCCAGG 



>RXAO 14 57 -upstream 

GAAGCGGACCCAGACGAAATCTAAAAACTGACTTTTCGTCCAGGTTCGCTAGGATAAATT 
AAGTTAACCCCGCCCACAATTTATTTGAGGAGTTCACACT 

>RXA01457 

GTGGCGTCCACCCCGCACAAGCATGTCCGCGTTGCACTGGGATTAGTGGCGCTCATTCCT 
CTTTTAGCTGCATGTACGGGCGGCGGATCCACCGAAACTTCCACTGAATCCACGGCAGAA 
ACAACTCCTGCGACAACAACGGAAGCAACGACAACTCCTGCTACCACTGCTTCGTCTTCA 
GTAATTGAAACGACAGAGTCAAGCACTGCCGAAACGTCGACGAAAGAGAGTGGGGAGACG 
TCGACAAGCAAACCTCGTATGACCAAGGACGTTGAAGTCGCCTATAAAGCTTTCTCCTCG 
CTCGCGCCCGTCGAGCTTTTTGAGCAATTCGAAACCTGCGACCCGTCAGGGGTCGAGGAT 
TCCTTCGCGTGCAACGGGCCGGAAGTTGGCCAATTCCAATTCTTTGACAATGCGTCGAAG 
GCCACGAGCACGACGCAGCTGCTCACGGAACTGCGCAGCTCACGCGTGGTTGAGGATTCC 
GGATCCAAGGTTGTGGGCTGGACCACGATTGGCACGATGTCGATTATCACGGTCGTTGAT 
AATGACCAAGGCCTAGTGCTGCAGCAAATGGTGTCCTCCGACAAAATCGATCCGGAGGAA 
CGCATCTACGAACTTGGGCTGTCGACACCGAAGGACACTGAAGAGTCCTCGGAAGAAACC 
TCAGCGTCTAAAAAC 

>RXAO 1 4 5 7 - downs t r eam 
TAGCCACACGTCTGGAAATCAGA 
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>RXAO 145 9 -upstream 

GATTCGGCGATTCACGAATATCCACCCTACAACCTGTGTTCGCTTACAGCGTTGTTCGGA 
TCGTAGCAATAGGAAATAGTTGCCTTGTAGATTGGTAAAT 

>RXA01459 

ATGAACTCTAJj^TGGCTTTGGTTTeTGT-T-T-TGGCAACAA 

CGCAACAACGACCCATTCGGCCTTTTCGGTGGCAACTTCGGATTCGGAGGACAAGGTGGC 
GCTGGTGGCCCCGGCGGATTAGGCGATATTTTAAACCAGTTCGGCCAGATGCTGTCCGGA 
ATGGGAGATTCGATGAACTCCCCCGAAGCAGCAGGCCCGGTTAATTATGATTTAGCAGCA 
CGCATCGCCCGCCAGCAGATTGGTCGCGTAGCGCCGGTGAAGGATTCTGAGAAGGAAGCA 
GTCGAAGAGTCCCTTCGCCTTGCTGAACTCTGGCTCGATAACGCCACCCAGCTCCCCACT 
TCCGGGCACCGCGTCGAAGCGTGGAATCCAGAAAACTGGTTAGAAAACACCCTGCCTGTG 
TGGAAGCGTCTTGTCTCCCCTGTTGCGGAGCAAATGAACAAAGCCCAATTAGAAAACCTC 
CCTGAAGAAGCCCGCGAGATGATGGGCCCGATGTCTTCTTTGATGAACTCCATGTCTTCG 
ATGAACTTCGGAGTTCAATTAGGAAATGCGCTGGGCGACCTCGCAAAGCAGACCCTCACC 
GGCTCTGACTTCGGTTTGCCTATCTCCCCAGTCGGCGTATCTGCCGTCCTGCCCGGCAAC 
ATCGCCGAAGCATCCAAAGGCCTCAACGTGGCACCGCAAGAAATGCTCGTTTACATCTGT 
GCCCGCGAAGCCGCCGCCAACGCCTCTTCAAGCACGTGCCGTGGCTTGTCGAGCGCCTCG 
TTTCCTCCGTTGAGGAATACGCCGTCGGCC 

>RXAO 14 5 9 -downstream 
TAGAAATCGACACCTCACACATT 



>RXAO 14 6 0 -upstream 

GCAACATCGCCGAAGCATCCAAAGGCCTCAACGTGGCACCGCAAGAAATGCTCGTTTACA 
TCTGTGCCCGCGAAGCCGCCGCCAACGCCTCTTCAAGCAC 

>RXA01460 

GTGCCGTGGCTTGTCGAGCGCCTCGTTTCCTCCGTTGAGGAATACGCCGTCGGCCTAGAA 
ATCGACACCTCACACATTCAAGAGGCCATGGGCAACTTCCAAATGGACAACCCAGATCCT 
GAACGCCTCCAGGAAATGATGAACGAACTCCAAGGTATGGACCTGTCCCCACGCATCGGA 
TCCCGCAACGCCAACGCAGTATCCCGCCTGGAAACTCTCCTCGCACTCGTCGAAGGCTGG 
GTCGACATCGTAGTTACCCAAGCCCTGAGCGAACGCATTCCATCACCGACGCCA 

>RXA01460 -downstream 
TGAACGAAGCCTGGAAGCGCCGC 



>RXAO 14 63 -upstream 

ATTAGAACAAATATTCGTTAGAACACTTGTTTGTTTTGATTTGTGTGGTTAGGGTGGGTG 
CTAATGAGTTAAAAAGGGGAAATTTAAACCATTAGGGGGC 

>RXA01463 

ATGGAAATGTCATACTTCAGCCATCAGGACCCAAATAATCCAGAGAGTCACATCAACTTC 
ACCATGGCGCAAATGGAGATCCAGCGCTGGACTTTGCTGATCTCAAACCCAGAGGCGGAC 
GCTAGCACTCTTGTCATGGAGTTGAAAACCGTCACGGGGGAATCCAAGCATTTTATCAAC 
CAGGCTATTAACGCCATGTGGGCTTTAATGAAGCTGCCCATTTTAAGAGTGGTGGTAGAA 
ACTCACTTCCACGTTCGGATTCCGTACCTGGCCCGCATTATGCAGGCAGTCAAGCAGGCT 
AAACCGGAGTTGTGGGATGAGTTGGACCATCGCATTGCCGAAAAGCTGACACCGCGCATT 
GCTGGCCAGGCACTGATGGAAGCCTCCGCACTTGCAGGGCTGATTACTCGCTGGATCAAG 
GAACTGGATCCAACCTTCACAGGAAAGAAGCGTGGGCCAAAGGGGAGTGATGGCACCTTG 
ACTTTCCGCCACGTGGACGGGCGTACGTACATCAGTGGAAATATTGACGGTGTCACCGGC 
AAGCTGTTCCAAAAAGCTCTGGAAAAAGTGAAACAGAAGGGCGAGGACCTCGCGCGGGCC 
CTGGTCACCTTCCTGGCGGGGCGGACCAAAGTGAAAATCGTCAGCGCGGTATACACGCCC 
CTGGTGGGTGGCGTGTCCTGGATTCCGGGGGTGGGATTCCTGAGTCAAGAGGAGTCCCGG 
AAGCTGGGTAAGACTGCCTCGAAGGTCATTGACCTGGATACGATCGCCACTCGTGTGGAA 
AATGGCTACACCCCAAGTCCCGAGCTACGCCTTTATGTGATGGGGCGGGACGGCACCTGT 
AGGCATCCGGGCTGCACGGTGTCTGCCGACAACTGCCAGATCGATCACGTGATCCCGTTC 
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GGTGAGGGTGGGTTGACTGTGGCCTGGAACTTGCAGTGCCTCTGCGCGCATCATCACAAT 
ATGAAGACTGATGGGCGCATCCAGGCGGCGATTGATTCCATGGGTCGGGTCGCCTGGATT 
GGGCCGTGCAATCGCACAGTGGTAACCGAACCTGTCGGACCGTTGGCGCAAGAGATGCCC 
ACGGGGCAGTGGGGGCAGACTCTGGAAGCACGGATGGAGAAGACTTTTGAAAAGCTCCGC 
AGTTCACTCGAGGTATTGGATGAC 

RXA 0 1 4 6 3 - downs t r eam 
TAAACCCTTATGCACACCCCTAG 



>RXAO 14 69 -upstream 

TCCATCGCCGATCTTGCCGATTGCTGGGACGATCCTTTCGGTGACGGTGCATTTCACGTA 
CCAGATGAGCAGCAGTTCACTGACTAGTATTCTGTAGGTC 

>RXA01469 

ATGGCATTTGCAGACATTGTGCGCAGCGTCGAAAACCGCACCAACGCAGCGACCCTCAAC 
TGGTCCATCAAAAATGGCTGGAAGCCCGAAGTCACCGGATTTTCCGGGTACGGCTCCGGG 
CGTCGAGTGCGCGTCCTTGCGCGCGTGCTCATGTCCAACCCCGAAAATTTGCTTGTCGAC 
GCCCCCTCCCAATCAATTACCCAACAAGCACAGCGCGGTTGGCGCCAGTTCTTCACCATC 
CAAGTGCCCAACCTGCCAGTAACTGTCACCGTTGGTGGGAAAACAGTTACCTCATCCACC 
AACGACAACGGCTACGTTGACCTCCTGGTGGAAGACCACAACCTTGACCCCGGCTGGCAC 
ACCATCCAGATCCAAGCCGAAGGTTCCACCCCCGCCGAAGCCCGCGTCCTCATCGTGGAA 
AACACCGCCCGAATCGGACTCATCTCCGACATCGACGACACCATCATGGTCACCTGGCTT 
CCCCGAGCACTCCTCGCCGCATGGAACTCGTGGGTTTTGCACACCAACACCCGCAAACCA 
GTCCCCGGAATGAACCGCTTCTACGAAGAACTCCTCAAAGACCACCCCGACGCACCCGTG 
TTCTACCTCTCCACCGGCGCATGGAACACCTTTGAAACCCTCCAAGAGTTCATCAACAAA 
CACGCACTCCCCGACGGCCCCATGCTGCTCACCGACTGGGGACCAACCCCCACAGGACTA 
TTCCGCTCAGGTCAAGAGCACAAGAAAGTCCAACTGCGCAACCTGTTTATCGAATACCCC 
GACATGAAATGGATCCTCGTCGGCGACGATGGCCAACACGATCCCCTCATCTACGGCGAA 
GCAGTCGAAGAACACCCCAACCGCATCGCAGGCGTTGCAATCCGTGAGCTCTCCCCCGGC 
GAACATGTGCTCTCCCACGGAACAACTGCGTCACTGTCCACCATCACGACCAACGGGGGC 
CAAGGAGTCCCAGTAGTTCACGGCCGCGATGGATATGAGTTGCTGCAGCGCTACGAGACG 
AAGCCGTTCGCC 

>RXAO 1 4 6 9 -downs t r earn 
TGAGTCCTACTGGGTGTCTCATG 



>RXAO 1470 -upstream 

AAGACGAACCTCGTCTTACTTCCTTTAGTAACTGCACATATCTACTTGTATATGTGTGCG 
GGAATTGAAGGCAGTTAAGTGTTGCCGAAGGAAACCGAAC 

>RXA01470 

ATGACGAACAATGCATTAACCGTGCCAACCCGGACCCGTCATCAGGCGGATTTGCTCACG 
GCAGACTTCTGGGAAGACATGGGGTTGCCCCAACTGAAAACTACCATCGAAGAATCCATC 
GACGATGTAGCCCTCCCAATGCATACCGCTGTTCTAGAAATCAGCGGAATGCCAAAGGAA 
CTGCGTCAGACCGTGGAATCCGCAATGGTTGTGTGTATTCCGAGTCCTTCGGAGCTGTCC 
GGCTCCAACAGGGACCCGCTCACCGCACGATGGTTCACTGCATGGCGCCGTGACCCATTC 
GAACTTGGCCTCACTGAGTGTCGAGAGGTGATCACCGGAACTCCACGCGAACTCGACAAA 
CTTCGAGGAGTGCTGGAATCTCTGGCTGATGAATACCGTTTTGAAGTTGAGCTGCGAATC 
GTTGAC 

>RXA0147 0 -downstream 
TAGAAAGCCAGTGATTCTTTAGC 



>RXA01471 -upstream 

CCTCCAACCAGAGCTATAAAAAAGGTTGTAGAAGAAATTTCTTAACATACATCGTTGTGT 
TGCCAGGGGTTTAACAGATTAGTTGCTAAGGTCTGTCTCC 

>RXA01471 
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ATGCAGAGTTTTAAGACGCTTGAATCTTGGCCTGTCGACAATGTTTCGGCCAGTGTCATC 

TCCGACGGCGCCGTGCACTTTTACGGCGACGTCGATCGTGTTTTTGAACTCATGAGTGTG 

ACAAAACTCCTGGCCACCTACGGTTTCCTTGTTGCCATCGAAGAAGGTGTTTTTGAGCTC 

GATTCACCGATGGGTCCTGAAGGATCCACAGTGAGGCATCTGCTCTCACATGCTTCCGGC 

GTGGCATTCGATAAGCCGGTAGCGGAAAAGGGAGTGGGGGAGCGCCGCATTTACTCCTCT 

GCTGGCATGGACATCTTGGCGGATGCTGTTGCCGCTGAAGCTGAAATGCCGTTTGCAGAG 

JTATCTCCGCGAGGCTGTGTTCGAGCCTTTGGGAATGGAGAACTCTGAACTATGGGGTTCT 

GCGGGCCACGAGGCGCGCAGCACAGTGGCTGATeTGAGGAAGT-TCGGCCAAGAGC^ 

GCACCAACTCTGATCTCACCAGAAACCCTTGCAGAGGCTTTCCAGGTGCAATTCCCGGAA 

CTGATTGGCACCGTCCCCGGTTATGGCATGCAGAAGCCGTGTCCGTGGGGATTGGGCTTT 

GAAATTAAGGGACAGAAGTCGCCGCACTGGACAGGTGACTTGATGCCGGAGAACACTGCT 

GGACACTTTGGACAGTCGGGAACATTCTTTTGGACTGTTCCAGGCTCAGGTCAAGTCGGG 

GTTGTTTTGACTGACCGAAATTTCGGTCCTTGGGCTAAACCGTTGTGGACTGCCTTCAAT 

GACGAAGTCTGGGCCGAGTTAAATTCA 

>RXAO 1 4 7 1 - downs t r earn 
TAAACTTTTGCCGTAATTACGGT 



>RXAO 14 72 -upstream 

GCACGTCCACGCGCCGGACTTGCGCGCCTATTTACAAGCACGCTTATCGACGTAATTACA 
CTCGGTGGAAACCGTCGCGGAAAAATGGAGGATCCTCGCC 

>RXA01472 

ATGAACCAAGCAAACCTGCCTGCCGAAATCGCGGACCTCTCCGATGAAACCGCACTGTGG 
GAAATCATCAACGAATACAACTGGGACGACGGCTTCGCGGTTCCCCTTGCAGTAGTCCGA 
CACCCCAAATGCGACCGAGCGCTAGCCCTTCGCCTGTTTTGGGACATCGATGAAACCGCC 
CAAATCCACCACTCCGACGAAGAATCAGCGATCGCCGAGTTGTACGCCAGCACCGCAGAA 
AACGACCCAGCAGAATTCGACAGAATCATGGACTACTGCACCACACTGGTCGAAGGGCTC 
CGCAAGCAGACCTATCCTCGGGGCGCCAACCGTTTCGACACGGGATTTTTCAACCTCGAG 
GACCCTTCTTTGACCGACCGTCAGCGCAAAATCCGCGCCGGGAAAACCAAATTTGCGCTC 
AAGAATTTCGAGGAAGCTTTCCTCCAACCAGAGCTA 

> RXA 0 1 4 7 2 - downs t r earn 
TAAAAAAGGTTGTAGAAGAAATT 



>RXA01473-upstream 

CGTAAGCAATTCCCACCAATGCAGTTTCCTCGGTGCGTTATAGTGTCGAGTAGGGCCAAA 
AACCAACAATATCCTGGTAGCCAAGAATAAGATCGTGCTT 

>RXA01473 

ATGACTGACATCGGTGATGTCGATCAAATAGTCTGGGAATTCATCCATTTCCACGATGAC 
TCGATAAATCCATTCTTTGAGTTCATCAAGAGTGATTGCATCAACGATGAGGCAATCGAA 
CGCAAAACCCAGATCCTCGGAATCATCTTGGGTAACGAGCCATGCGGGAGTGTTATTCAC 
GCCCGCCAGAATACAATAAAGCCCATGAGCCATACGGTCTCTTTTGGCGACGGCTGGATC 
CAAGTCCTTGAGGATGCTGCAGAAACCGTGTCGATCACCGACACGTTGGATGCCCTCCGA 
TTTTCTCCCGAGCAAGCGGAATGGGCTGCAGAATTCGGACCACTACTGTGCGGCCCAGCG 
AACCAACCGCCGGCGTATCTCACGGCTTTAGACGGGCACACAAAGCTACCGCTTAGCCCG 
CAGCTGACGGAGTTCTATAGCTACGCCCGATCCTGGACAAACAGTGAGGCCTTGGGAAAC 
GTCATTGATCCCGATGACTACCTCGATCATCTCACCGACCCTCGCCTTCATTTGCAGGAT 
CTTCTGGATAATGAGTTTGAACGGGTGGGGGTGCTCGTCGATAAGCAAAATCGCCCGCTC 
GACCCTGCCCGGTGCGCGCTGTTCTCGCTCGACGCACTTGCACGCGCGCCCTACAACCGC 
GCCTACTTCGTCTTCGCCGCGCCCGAGCCTGAGATCTGGGCGTTTGAGAACGAGCACGTC 
CACGCGCCGGACTTGCGCGCCTATTTACAAGCACGCTTATCGACG 

>RXAO 14 7 3 -downstream 
TAATTACACTCGGTGGAAACCGT 



>RXAO 147 4 -upstream 
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CATCACCGATGTCAGTCATAAGCACGATCTTATTCTTGGCTACCAGGATATTGTTGGTTT 
TTGGCCCTACTCGACACTATAACGCACCGAGGAAACTGCA 

>RXA01474 

TTGGTGGGAATTGCTTACGCCCGTTTCCCTGATACCCGCGACGATTCCATCAGCCGCGGC 
AAAGCACGATCAGCGTTGGAGAAATCCACGGGCCTTAAAGAGCGTTTCGCGCGTCATTTT 
CCTGCAATTTCCATACCTGTCGATACGGGTGATGCTGCAGATATTCTCGTATCGGGTTGG 
TGGCTTTCAGGTTCTAAAAAGAAGATGGTGAGTGCAGCGGAAAT CCAGACCTTATTTATC 
AACCGATTGGCCACAGGTCCATTGAGCACTCAATTGGAAACTGCTACCGGGTTGAAACTG 
CAGGTGGTGACCAATCGAGAGCGTATGAAGATCACTCTCATTGAACCCAAAGGCACATCA 
GGACATGCCATCGACCCCCAAGCTGGCAAGGGTTCAAGGGGTGGCTTCCTCCTGGACAAT 
GGCCAAGAAGATGAATACGACGATGTCGACACCGTCACAATCCCCGATGCACTCAATGTC 
ATCGGTTACATTCTTACCCATGGAACTCCACCTCAAGAAGGCTGGAAGGTAGACGTGTTG 
GAGCGT 

> RXAO 1 4 7 4 - downs t r earn 
TAGTCCTCGATGAATTCTTCTCC 



>RXA0147 5-upstream 

TGGATCTCAATGTAGTCGCAATACGGCTTTTATTCGTCAGGCAGTTCTGCGAATAGTATT 
CGTGCACATTGGATTCACACCCGTAGTAGTTTTTGGGGGA 

>RXA01475 

ATGAGCATCCAAGGGTTTTCCGCAGGTGACTATTCTGCATGTTTTGAACCGCGCATCGAT 
GCGTGGGTTGATATTCGCGGTCCGCGGAAGCCCGAGTGGTTGGCGGAAAATATCGATAAT 
CCGCTGAGACACTGGGGCGATAATCCTCATATCCCGGTGTCTGCTGCGAAAAAGGCTGGA 
AATATTTACAAAGAGACCCTTCGAACCATGAGAGCCTCAACAAAGACCCCAGACCAGGAT 
CCCTTAAAAGAAACCCTGCGCAGCTTCATCGCAAGCATCAACCAGCTCGCCGCAAAGAAG 
AATTTCATTGATGCCGGGGTGCGCGAAGATATCGTTGTTGCGCTGGAAAAACTATGCGAA 
GCAGCAGAAGCTAGCCCAGAAGAAATTCAGCAGGCGATCGTGATGGGAGAAGAATTCATC 
GAGGAC 

>RXAO 147 5 -downs tr earn 
TAACGCTCCAACACGTCTACCTT 



>RXAO 147 6 -upstream 

ATCCAAGAAATTTCGCACCTCAGGAGTAGCGATACTTCGTAAATTTGGGAAGAAGGAGTA 
GCCACATGACGTTGATCGACCTCACTGCTGGAGTGAGCGC 

>RXA01476 

ATGAGCGATTCACCGTGCACCGTCGTCATCCTGAACCGCACAGCTACTGCGACTTCCATC 
CTGAGAGATATTAAAGCCCTCACCGGTTACGGCCTGTCTGAGATCAGGTCGCGCATCGTT 
GCGGGACTTCCCGTCGTGATCGAGGAGATGTTCTCAAACGCCTGGTACGACGAACGCGCA 
CAACTGTTGCTGGCACTGCTGACCAAATGGCAGAACGAAGGAATCACATTCGAGATTCGG 
GAAGTCGCTGAGGATGATCCCATCGAAGCAGGGGCATTGATCTCTCTAGAAGTGCTGCGA 
AACATCATTGAGCCAGACGATAATGAATCGAGGGACGGTATC 

>RXAO 147 6 -downstream 
TAGTGGTGAACGTAAACCCCCGG 



>RXAO 147 9 -upstream 

GCCATAAATTTCGAAGAAGCGCGAAACAGGTAGAGTCTAAGGTGTCATTCTTGGTACAAG 
TTTTATATTTAGGGAGAGTTATCCACACATGATCCAGTTA 

>RXA01479 

GTGATAGGCGCTGCAGCAGGCTACGTGCTTGGCACAAAGGCCGGCCGCAAGCGTTACCAC 
CAGATCAAAAAGGGATATGAGGCAGCGATTAACTCCCCTGCCACCAAATCTGCAGTAAAC 
GCCGCCCGCAAAGCCATTGCCAACAAGCTGGATCCGCAGCCCCGCATGAAGGAAGTAAAA 
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AACCTGCGGACTGCGGACGGGCATGAAGTCCTCGAGCAAGACCAGGAC 

>RXA0147 9 -downstream 
TAAATTACCCTCTAAACGCCCGG 



>RXAO 14 84 -upstream " ^ 

GAGTTTACTCTTAACCGCAGTAGTGCAGCCAGCCCTGAGGGTGGTGGCGTATTCGATGCT 
CAGAACGCCTAATAATCGGCACAAAATTGATTCAATTTTG 

>RXA01484 

GTGTTGGGCACAGCTCAATATGATGGAGTTCCATCGAGGCAGTTTGCTGCTCGTTTGAGG 
CATGCCGCGAAGCTGTGGCGTCTTCATGAAATCCAGCATGTATATACTGTCGGCGGAAAA 
CTTCCTGGCGATCGTTTCACCGAAGCAGAAGTCGCGCGGGAGTATTTGATCAAAGAGGGC 
GTGGATCCGGATCTGATTTTTGTCTCTGCAGTTGGCAATGACACTGTCTCCTCCTATGAG 
GCGCTTGATCCGGAAAAGCTTGGTCGGGTGCTGATTGTTACTGATCCGAACCATTCGTAT 
CGGGCGGTGCGCATCGCGCGACGCATGGGCTTTGACGCGAAACCTTCCCCGACAACCTAT 
AGTCCCGCGAAGTTTCCGTCGATAGTTTATTTTCTGACCTTGTCCCATGAGTGGGGCGGG 
GTAGTAGTACAGGACGTGTCGCGGCTCTTGGGTGAACGGGTGCCCGATAAGGTGAAGCAT 
CTTTGCGCGCAATCCAAGGTCTGCTGCGCCCTTCGCGGCGTGCACGCCATGAGCAACTTC 
GGAGGC 

>RXAO 148 4 -downs tream 
TGAAAAAGTAGATGTACCCCTAT 



>RXA014 85-upstream 

CTCAGGGCTGGCTGCACTACTGCGGTTAAGAGTAAACTCTTGGCTAAAAATCTTCTCACG 
TTAACTAGTGTGCCAGCTGGACTCGTCTAAGGTGGGGACC 

>RXA01485 

ATGAACTTTAGTTTGGTGCATCTTCGGGAAAACGTCCGCCGTGTATCGGTCACTGTGGCA 
ATTGGAGCTGGCGCGCTCCTTATCAGTGGACCATTTTTTACTGCTCACACTGCAGAAGCC 
ACAGAAACATATGTCTTGGCTGAATCACCAGAATTTTACCAAGACAATGTCACTGACTAC 
ACCGGCCAGATTTCCTCGTCCGATATCACCAACATTCAGGCTGCCATCGATGATGTAAAG 
GCATCTGAACAAAAGGTTATTTTCGTTGTTTTCCTAAGCTCTTTCGACGGAGTTGACCCT 
GAAACGTGGACGCAGCAAGCACTCCAAGCCAACGGCGGCGGAAACGTCTTGATTTATGCA 
CTCGCTCCCGAGGAACGGCAGTACGGCATCCAAGGTGGTACTCAATGGACCGACGCTGAA 
CTCGACGCCGCCAACAACGCTGCTTTCCAGGCACTTTCCCAAGAAGATTGGGCAGGCTCT 
GCACTAGCGCTGGCAGAATCAGTTGGTTCTAGTTCTTCCAGCTCTTCGGGCTCGTCCAGC 
TCTTCCGATTTTTCCGGCGCTTGGTTGGCTGCTGCGGGCGTTGGCACAGTGGCCGCTGGT 
GGCGGAATTTGGGCCTATTCCCGCAGCCGCAAGAAGAAAACAAGTGCTGCAACCTTGGAA 
GATGCACGCGAAATCGACCCGCGCGATACCAACCGCCTCATGCAGCTTCCCATGGAAACT 
CTCGAACACCTTGCCCAAGAAGAGCTCACCTCCACTGATGACTCCATCCGTCGCGGAAAA 
GAAGAGCTCGCTATCGCTACCTCCGAGTTCGGACCAGAGCGCACCCGCAGCTTCAACCGC 
GCCATGAACCACTCCACCGGCACCCTGCAAAAAGCCTTTGAGATTCAGCAGCGCCTCAAC 
GATTCTATCCCAGAATCCGAAGCCGAACGTCAATCCATGCTGGTAGAAATCATTTCATCC 
TGTGGCCAAGCCGACGATGCCCTCGACGCCGAAGCCCAAAACTTTGCCGATATGCGCAAC 
CTGCTGATCAACGCGGGCAGCAAATTGGATGCTCTCACCCAAAAATCCGTCGACCTGCGC 
ACCCGCCTCCCCAAGGCCCAAGAAACACTCGCTGGCCTGCGCACTCGCTACTCAGCAGAG 
GTCCTTGAAAGCATCGACGACAACGTCGACCTCGCCAGCGCTTCGCTCGACGAAGCAGAA 
GAAGTCCTGCCACAGGCGTACGAGATAGAGTCCATGCCCGCAGGCGAGCAGGGCGGGCTT 
ATCGACGCGATCCGTCACATCGAGCACGCCATCACTACCGCAGACAAACTCCTCGCGGGC 
GTCGAGCATGCCGATGAAAACATCTCCACAGCCAAAGCAAACGTTGCCGATCTGATCCAA 
GAAATCTCAGACGAAATCAACGAAGCCGGCCAACTCAAACAAAGCGCAGGAGCCGACGGT 
GCCCGTGCCGACTGGGCCTCCCTCGACGATGCTGTCCGCGCAGCCAGCGCAGCACTAATC 
ACCGCATCAGCAGACGCCGAAAAGGATCCGCTCGGAACCTACACAGAACTTGTCGATGTC 
GACTCCGCCCTCGACACTCAACTTGACACACTTCGCGCCACCGCAGCTGATCAAGCCCGC 
CAGCTACGCGTATTCGACCAACAGCTGCAATCTGCAAGAAGCCAAATCCAAAAGGCCGAA 
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GACCTCATCTCCACCCGCGGTCGCATCGTAAAATCCGAAGCCCGCACCCACCTGGCCAAC 
GCACAAAAGCTGTACGCCATGGCACAACAAAACCGCACCCGCGACACCCGTGCAGGAATT 
GATTACGGACGTCAAGCAGCAGTCGCAGCCCAACGCGCCAGCAAGTCAGCACAAAACGAC 
ATCACCACCTACAACAATCGCCACAATTCCGGTGGCGGAACCACCGGTGCGATTGTCACC 
GGCATGGTGATCAACTCGATTCTCAACAGCGGCCGCGGTGGCGGTTTCTGTGGAGGCGGA 
GGCTTTGGTGGAGGCGGTGGCGGCTTCAGCGGTGGTGGCGGTGGCGGAGGAGGGTTCCGC 
GGAGGCCGCTTC 



>RXAO 1 4 8 5 -downs t r earn 
TAGCCTGAAACGAGCAAAACCAA 



>RXA01488-upstream 

CCTTGATATCGCCACCGGCATCGATGATGCCCTCGCACTTGCCTACGCACTGGGCTCACC 
TGAACTAGAGCTCATTGGTGTCACCACCACCTACGGTAAC 

>RXA01488 

GTGCTACTCGAAACCGGTGCAGTCAATGACCTGGCACTGCTTGATCTGTTCGGTGCACCA 
GAAGTACCTGTGTACTTGGGTGAGCCACACGCACAGACCAAGGATGGCTTTGAAGTTCTT 
GAGATCTCCGCGTTCATTCACGGACAAAACGGCATCGGCGAAGTCGAGCTGCCAGCAAGC 
GAGTCAAAGGCACTCCCCGGCGCAGTGGATTTCCTCATTGATTCCGTCAACACCCACGGC 
GATGACCTGGTGATCATCGCAACTGGTCCCATGACCAACCTGTCTGCGGCAATCGCAAAG 
GATCCAAGCTTTGCTTCCAAGGCTCACGTGGTCATCATGGGTGGCGCCTTGACTGTCCCA 
GGCAACGTCAGCACATGGGCAGAAGCAAACATCAACCAGGACCCAGATGCAGCAAACGAT 
CTGTTCCGTTCCGGTGCAGATGTCACCATGATCGGTCTTGATGTCACCCTGCAGACCCTT 
CTTACCAAGAAGCACACTGCGCAGTGGCGCGAACTGGGCACTCCAGCTGCTATCGCACTG 
GCCGACATGACTGATTACTACATCAAGGCATATGAGACCACCGCACCACACCTGGGCGGT 
TGCGGCCTGCACGACCCACTGGCAGTAGGCGTTGCAGTGGACCCAAGCCTGGTCACTTTG 
CTCCCCATCAACCTCAAGGTAGACATTGAGGGCGAGACCCGTGGACGCACCATTGGCGAT 
GAAGTCCGCCTCAACGATCCAGTGCGCACCTCCCGCGCAGCTGTCGCCGTAGACGTGGAT 
CGTTTCCTTTCTGAATTCATGACCCGCATCGGCCGAGTCGCAGCACAGCAG 

>RXA0148 8-downstreain 
TAAAAGCAGCTCTGGTGAAGGTT 



>RXA014 9 2 -upstream 

TGAAGTGGGCGCGTTAGCTTCGGCGCGTGGCAAACCACATTTGCTGGACTGCAGGCATAA 
TGGACAAAGACTTTTAGCAACAACTATGTGGAGGTGACAG 

>RXA01492 

GTGACCACAACTCTGTGGGCGGTTTCTGACCTCCATGCAGCGGTGAAAGCTAACGCTGAT 
CCAATTGAGAATATTCAGCCTAAGGATCCGTCTGACTGGTTGATTGTTGCAGGTGACGTG 
GCGGAACGTACCGAATTGGTGCTGGAAATTTTGGCACGTTTGCGCAGGCGCTTTGCCAAG 
GTGATCTGGGTTCCGGGTAACCATGAGTTGTTTTCTCGCTCCGCGGACCGCTATCAGGGG 
CGCGATAAGTACTCTGAACTCGTTGAAGGCTGCCGCAAGATTGATGTGTTGACTCCGGAG 
GACCCTTACTTAACCTTTGGTGGGGTTACTATCGTTCCGTTGTTTACACTCTATGACTAC 
TCGTTCCGTCGACCTGGTTTCACCGTGGAGCAGGCTGTGCAAGCGGCGCGGGATCGTCAA 
GTGATGATGACTGATGAGTTTTCTATTGCGCCTTTTGTTGATATCCGAGCGTGGTGCTGG 
GATCGCTTAGCCTATTCCATTAAGCGTTTGAGCAAGATCAACGGGCCAACAATTTTGATT 
AACCACTGGCCGCTGGTGGTGGAACCGACTTATCAGATGCGCTGGCAGGAACTTGCATTG 
TGGTGCGGTACTCGCCACACCAGGGGATGGGCCGAACGCTACAACGCGGAAGCCGTTATT 
TACGGTCATCTGCATATGCCCGGAATAACCAACGTCAACGGTGTGAAACACATTGAAGTG 
TCGTTGGGTTATCCGCGCGAATGGGAGCATTGGTCTGGGCAGCATGTGTGGCCATATCCA 
GTGATGGAGGTGGACAATGCTGGA 

>RXA 0 1 4 9 2 - downs t r earn 
TGAGTCTTTGTTTCCAAATTCGG 

>RXAO 149 4 -upstream 

GCGATGAGGAGCTGGCTAAATTGCGCGAAGGTGCAGCGCCTGCAGGTGATGCAGATCCTT 
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ACAAGACTTCATCCAAGTCTGAATCTGAGGAATAACACCA 
>RXA01494 

GTGACGGATAATAGTCAGTTTCATGCTGCTTCAGCATTAGTCCAGGCAGCTCACACGGTT 
AGCGTTGTGGGGCATCTGCGACCCGATGCTGATGCAATCGGCAGTGTAGCTGCCACAGTG 
GCGGCACTACAGCAACTTGGTAAAGACGCCGTAGGTGCAATCGGCCAGCTAGATTCGATG 
-CCCGAGAACTTGTACACCATTCCTGGGGCATCAAACATTAAGTTTGGCGATTCACTGCCG 
GAATCTGACCTCATCATTGTTGTTGATTGTGGGTeAATGGAAGGCACCGGTGC GTTTGAA 
AGCATCATCGTCAACAATCCTGACAAAGTATTGGTGGTTGATCACCACGCCACCAATCCT 
GGGTTTGGTGCCGTCAACTTAATCGATGTGGAGGCAGAATCCACCACCACGATTTTATAT 
GACTGGTTTGATGCGATGTCGGTGCAAATTACTCCCGATATCGCCCACGGCCTTTATGCT 
GGACTGCTCACCGATACCGGGTGCTTCAGGTGGGGTCGACCAGTCATGCATGACATGGCT 
AAAGAACTCATGGAGTTCGGTCTAGACATTCGTGCCATTTCATCAGCATTGCTTGATCAA 
ACCTCCGTGGATGATTTGCGTCTTGTTGGCCAGATTGTCTCTCGGATCGAGCTGCGGGAA 
GCAGGGCCATATACTCTTGCTGTTCTCGTGGCAGACTTCGATACCATCAACGGCCGTTCA 
CGCGCCGTTGTGGAAGGCTTGATCGAAATGGTTCGCGCTGTGGAAGGCGCAGACTTCGGA 
GCAGTATTCAAAGAATATGAACGTGGCGTCTATACCGTGTCACTGCGTTCCTCCAATTTG 
AGTGTCGCTTCCTTGGCAGTGCATCTTGGCGGTGGCGGACACATTCCTGCTGCAGGCTAT 
ACCGCTCGTGGTACGGAAATCGAAGCCCTCGATACGTTGATTGAAGCAACCGTTACCTTG 
GGGGAGTCTTTGCGAAGCTCGGCGCATGTCGATGTC 

>RXAO 1 4 9 4 -downs t r earn 
TAACAACGACTTTGAGCATGAGT 



>RXAO 1 4 9 7 -up s t r earn 

CGCCCACGGGCAAAGTTTTCAAAAACTCTGATCCATATGGATCAGAGTTTTTTCGTATCT 
GCCACCAGAAAGACGCCCCTTTGGCACGCCGAATTAGTCA 

>RXA01497 

ATGGTGGGTAAACTTCCCATCATGGCTGAAACCAACGAAAATGATCTTCCAGTTATCGAC 
CTTGCCCAAATCGAAGGCTATGTTGTAGATGACTCGGATGAAGATGATCCAGTACTTCTG 
CGTCCAGATGGAACCCCCATTGAAACCTGGCGCGAAGACTTCCCTTATGAAGAGCGCGTC 
ACCCGCGAAGACTATGAGAAGGTCAAGCGCTCCCTCCAGATCGAGCTGCTGAAGTGGCAG 
AACTGGACCAAGGAAACTGGCCAGCGCCACATCATTTTGTTCGAAGGGCGTGACGCCGCT 
GGTAAGGGTGGCACCATTAAGCGCTTCAACGAACACCTGAACCCTCGTGGTGCCCGTACT 
GTTGCGTTGGAGAAGCCATCACCACGCGAATCCACCTCATGGTACTTCCAGCGCTATATT 
CAGCACTTCCCAGCTGCTGGCGAGATCGTTTTCTTTGACCGCTCTTGGTACAACCGTTCC 
GGCGTGGAGCGCGTCATGGGTTTCTGCACCGAATCACAGCATGCAGAGTTCCTGCGTGAG 
GTTCCAATGCTGGAAAACATGATCCTGGGCTCTGGTATCAGCTTGACCAAGTTCTGGTTC 
TCGGTGACCCGTAAAGAGCAGCGCACCCGTTTTGCTATCCGCCAGGTTGATCCTGTGCGT 
CAGTGGAAGCTTTCCCCAATGGACTTGGCTTCACTTGATCGCTGGGATGATTACACCCGC 
GCTAAGGAAGAGCAGTTCCGTTACACCGACACTGATGAGTCCCCGTGGATCACCATCAAG 
TCGAATGACAAGAAGCGTGCGCGTATCAACGCGATGCGTTATGTATTGTCCAAGTTTGAT 
TACACCGACAAGGATTACGAGCTCGTTGGTGAGCCTGACCCTAAGGTTGTGCTTCGTGGG 
CGCGACCAGATCGGTGAC 

>RXAO 14 97 -downstream 
TAGTCACTAGGCGGGCATGAAAA 



>RXAO 1501 -upstream 

CTAACGAAATCGCCGGACTCCTCGCAATCACAAGAAGCGACGACTAGCCTGTGGGGACAA 
ACTATTTCAAGAATTTATTCAACAAAGGAGTTCTTCACAA 

>RXA01501 

ATGAAGGAAGTAGCAGTCAACGAAGTCCCAGCAGGCGCACAGTTGATCGATGTCCGCGAG 
ACCGATGAATACGCAGAGGTTCGAGCACAGGGTGCCGTCAACATTCCTATGAGCGAGTTC 
GTTGGCCGCATCGATGAGATCGATCTGGACCGCGACATTTATGTCATTTGCAAGCTGGGT 
GGACGCTCAGCTCAGGTTGCCGAATACCTTGAGCAGCGCGGAATTGAAGCCATCAACGTA 
AACGGTGGCACCGACGGCTGGGTTGCTGCAGGATTGCCAACCGAGGCA 



Appendix A, page 188 



Attorn ^■)cketNo.:BGI-129CP 



>RXA015 01-downstreain 
TAAGAACCCGCCGCAAAAGATCC 



>RXAO 15 04 -upstream 

.gc:atgtagcgagtttgatgaagttgtcgcgataagaggaggggcgtgtcggtctgtagga 
ttggctcgtaccgaacttagaaaactcatgggagtt-tggg- 



>RXA01504 

ATGAATATCACGTGGCTTATCCTGGCCGGTGTTTTAGCCATCATCGCTGTCGTGTTCTTT 
TATCTTTCAGCACAGAAGAAAAAGAGCGAACCGCAGCCTCCTCGTCAGCGTCAAGATCCT 
CTGAAATTTGCCGACGGATCCGACACTTTTAATGCCCGCATTTTGGGTCCTGGAGCAATT 
ATTTCCCGCGGTGGCGTGGATTATGTCTGCCGCGGAGCCATCCAGTTCCGTCAAGGCCAA 
TACATTTGGCACGAGTATCTACTCGACGGTGGCAAAGGCAGTGAGTACCTGAGCGTGGAA 
TACGATGAGGGCCAACTCAACCTCGGATGGTGGATTACCCGCCCTGACCTGGCACAACAG 
CCCGCACATGATGTCACCGTGGAGGGCGTTCGCTACCGTAAAACCGAATCTGGCGTGGGC 
ACCTTCACCTCCGAAGGCACCACCGGCGTGGCTGATCAAGGTGAATTTGAATACTGGGAT 
CTCGCCGAAGTTGGCGGAAACAGGTTGGTCAGTTTTGAACGCTACGGCAAAGACAGTCCA 
TTTGAAGTATCGCTCGGGTGGACGGTGCTGCCCGGCGAACTCACCGTTTACCCAGCACCA 
GAGGCCTCA 

>RXA01504-downstream 
TGATTCATCACATCGATTGCATG 



>RXAO 1 5 0 5 -ups t r earn 

TCAGTTTTGAACGCTACGGCAAAGACAGTCCATTTGAAGTATCGCTCGGGTGGACGGTGC 
TGCCCGGCGAACTCACCGTTTACCCAGCACCAGAGGCCTC 

>RXA01505 

ATGATTCATCACATCGATTGCATGCCTACAGATGTCTCCGCCGAAGCGCTCGGCGTGAGC 
TGGAATGGGGAATCGCCGGAGGTGCTCGTCGATAAGCTTATCGACGCATCCCCACACCCC 
AGCACCTGCCATTTAGCGGTGATTGGCGGCTCGCATGTGGTTACCGTTGAAACGCCCGAT 
GGGCGTTTCCGGGAAGAAATTTCCTGCCATGCACAAGAAGCGGAAGATTCCCGCTGGCCG 
CTGCCCGACAGCATCACGCGGGAAAACTACCTGCTGCAAACCAACGTCGCCGTGCTGTCT 
GAGGAAGATTTTGCCCGCGCAGCCGAAGAAATCTCCAACGGCGACGACGACTGGTTGATC 
GCCAGTTTCCCCGGCGCCGGCGAACACCACCTCACCGCGCTGACCGCAGAATTTCTGGAA 
GACGTATGGGAATGGTTTAGCCACCACCTCTACCCAGAAGAGCTCACCATCGTGAGCACG 
AGGAGCATTTACAAACCA 

>RXAO 1 5 0 5 -downs t r earn 
TGAGCTCCCGAAACTACCGAAGC 



>RXAO 1 5 0 6 -ups t ream 

CGCTGACCGCAGAATTTCTGGAAGACGTATGGGAATGGTTTAGCCACCACCTCTACCCAG 
AAGAGCTCACCATCGTGAGCACGAGGAGCATTTACAAACC 

>RXA01506 

ATGAGCTCCCGAAACTACCGAAGCATAGGATTCATCCTGCTGTTTTTAGCAGTGTTGTGC 
CTGTTCGCTGCGGTTTTTGCCAAGCCTGCGGTGGGAAGCCAAGTCTCCGACCGCTGGCCC 
GGAAACAACGGCACCTACTCATGCGCTGGCGAAAGTGGGGTGGTGGATGAAATCGTGAAC 
ATGTCCACCCCAACCGACCGCGCCACCGACCCCGCAACTGGCGATACTTACCTGCGATAC 
AGCAAAAACCTGATCATCATCTCAGGTGAAGGCACGCCGGAATGCACCATCACCGTCGAA 
GGCCTTGACCGCGTCAACAGTGGTGCGTTCATCTGGCTCGGCGGCGGTTTCGGCCCATCC 
TCACCAAGCAGTTCCAGCGGCGGATCCTCCGGTTCCGGCGGTGGCGTGAAA 

>RXA01506-downstream 
TAGAAAGAACACTATGAGTCAAT 
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>RXAO 15 07 -upstream 

GCGTTCATCTGGCTCGGCGGCGGTTTCGGCCCATCCTCACCAAGCAGTTCCAGCGGCGGA 
TCCTCCGGTTCCGGCGGTGGCGTGAAATAGAAAGAACACT 

>RXA01507 

ATGAGTCAATATCTTGTCGACGGAGTGCTCGGCACCCTTTCATATTTCGTGTTGGCCGCA 
GTGATCCTCGTGGTCGGTTTTGTGAT-T-TTGGACTT-GAT^^ 

CTCGTGTTTGTGCACCATCTGCCCAACGCCGCTGTGATCACCGTGGCGCAGCAGGTTTCC 
ATCGGAATCATCGTGGTCACTGCTGTGCTGACCTCCTCAGATATTTTGAGTGAAGGTTTG 
CTGGAGACTGCAGTGTTCGGTGCCCTTGGTCTGGTTATCCAAGTGGTGGTCATGGCGGTG 
TTGGAAGCTGTCATTCCGGGACGTTTCCGTGATCTCGTGGAAGATCCCAAACTCCGTTCC 
GGTGCCGTCGTGGCCGCCGTCATCTTGATCGTGGTGGGAACCGTAAACGCTGCATGTCTG 
ATT 

>RXAO 1 5 07 -downs tream 
TAGGACCCATCTGGCGCTGGCTG 



>RXAO 15 18 -upstream 

AGCAGAACCTGATGCCGTCCTGCACGGCACGACCATTGCAGAACATGTGGATAATCTTGA 
TCCCACAGACATTGAAGGTGTCACCAAGATTTAAGGAGTC 

>RXA01518 

GTGGCTTTCATGCAGAAAACGTCAGCGGGTTGGTTGATCGCAACGGGAGGTTTCCTCGCC 
GCTGTGTCCGCCATTTTGACGTGGCGTTTTTATGGATCCATGACCTCTATTTCCATCACG 
GTATCCATCACTTTTTGGTTGTTGGCCGTGGTGTGTGGTTTCGCAGGTGTGAAGGTCCAA 
GGTCGCCTCGATGAGGGGCTGATCGGCCAGGACAAATCCCAAATGAACCCCGTGACCATT 
GCCTATCTGGCCATGCTGGGTCGAGCGTGTGCGTGGGGTGGCGCAATTTTCGGCGGCGTT 
TATGTGGGAATTGGCAGTTATGTAATCCCACGCGCCGGTGAGTTGTCCGCAGCATCGAAT 
GATCTTCCGGGAGTTATTGCCTGTGCGCTGGGCGGAATCGCACTCTCAGCTGCCGGACTT 
TATTTAGAGCGAAGCTGTGAGGCTCCGCCTCCCCAATCTGGCGAAGCGATCAGC 

>RXAO 151 8 -downs tream 
TAGATTGGAATTCATGAATCAAG 



>RXAO 15 19 -upstream 
3 CTGGGCGGAATCGCACTCTCAGCTGCCGGACTTTATTTAGAGCGAAGCTGTGAGGCTCCG 
CCTCCCCAATCTGGCGAAGCGATCAGCTAGATTGGAATTC 

>RXA01519 

ATGAATCAAGACCTGTCACACGAGGATTCCGGCGACGGCAATTCTGTCGACCGTGGACAG 
ATTCTGCTAGCAGTACTCATTGGACTTGCCCTGATTGCCAGCGTCATCATGCTGCTGGCC 
AACAGTGACGGCGCCATGAAAATAGCACTTCTTGCAGCGCTGTGGGCGGCAATCATCGGA 
TTCTTCCTTGTTTATCGGTCCCGCAAACAAGTCGAAGCTGCTGCGCGGGAGAAGGAAACC 
CTCGAATACGCACACCAATCTGAACTCAACCGACTAGAAGCTGAACTCGTCCAAGAAAAA 
ATGGAGATTTCTGAATCCCGTCGTGCACGCGATCAGGAAACCCTTGAGGAAATCAAACTT 
CAACTGGAGGAAATGCGCACCCAGCTGTCTGAGCTTTCTGGCCGTGAATGGGGCTATGAG 
CCAACCATGCTGCGTGCCGAAGCCCGACGAATCCTTGAGTTGGAATCCCAGCAGCTTTCC 
CAGCAGTTCCAGGCACCGCAGCCAGAAGTCCCGGAGCCTGTTGCAGTTCCAGAGCCAATG 
CCGGAACCTGCACCGGTGCCGGAACCAGTACCAGAACCTGAGCCAGTTGAAGTTGCTGTC 
GAAGCTGAGGAAGAACCAGCACCAGGTCGCAGAAGGCGTAGGCACGCAGCTCCCGAAGAA 
ACTGGCGGACGCCGACGCAAAGATGAACGCCAAGGCGGTTTGAGCGTGGCTGATCTTCTG 
GCAGCAGCAAGGAAAAAGGAAAACAAC 

>RXAO 1 5 1 9 -downs t ream 
TAATGCAGGCTCCTCGCCTTCGC 



>RXAO 1 5 2 0 -ups t r earn 
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CTGCATACCTCGCTCACGCACGGCATCACTGTGATGGATCCGCTGCAGACGTCCGGCAGG 
CATCGTGATGTCTGCGCACCCGATTGGTCAGGACCGGTGG 

>RXA01520 

GTGGCGTCCGCGTTGGATGAGTTGGGGGAGACCATCGTGGGGCTTTTGGTGGGGGAGCTC 
GGTGGCTCGATTGTCGAGATCGCCGATGACAAGCGCGCACAGTTGGCTGCAGCGCTGACC 
TATGCCGGATTTTTAAGCACCTTGCAGCGCGATGCGTCGTATTTCCTGGATGAATTTCTT 
GGCGATCCCGATGTGA"'CCTCTGACATCGTTATGGAT-TCCGCACAGCAA TTCCAGGCACTG 
CCTTCGTTGGATGAGGTCATTGCCCAGTACGATTCGATTAACAACCCCGGCAGGCAACGC 
CTTTTCCGGGATTTGGCGCGCAGGCAGGCAGAGATTTCCCGCGCGCAAGATATTGAGCTG 
TGGGCAATTCAGAAGGAGGACCGT 

>RXA0152 0-downstreain 
TGAGTTTCACGCATGGTCAGGGC 



>RXAO 152 3 -upstream 

AATCCTCCAAACCTGTGGATAGAACAATCTATCCACAGGTTTTCAGTTTTCTGCAAAGTT 
CATCCTTGGCTTCTTATGCCTTCGGATCCATAGTGGGGTC 

>RXA01523 

ATGAAAAACTGGCAAGAAGAATTCCAACTAGTCAATCTCACGAAACTTCTGCATAGCGAT 
ACCGAGACTTCTGCGGCAATCAGTAATGGTCAAATGATTAAACTCACTCATGAAGTCGCA 
ATCAATGCTGAAAAGTACCGAAGCCTTCCTGCATGGGATAAAGCAGCCGCCCGAGCTTTT 
GCAGTGGGTATGACTGTGGACAAAGCAGTGGTAGCGGGGCAGTCTGCGGCGAGGTTATGG 
GGATACCAAACTTTGACTGTTGAGAAAACCGTGTTGTGTCTGTTGCCGGAAAGGCTACGT 
TCAAAATCCTCCAAGCATTGGCCGTCCGGGATGCGATATAAAGATCGTTACCTCTCGTCG 
CGTGATATTCGAGAGGTTCATGGGATCCGAGTTACGGGAGCGTTCCGCACATTTTTGGAC 
ATCGCTTTGGATGATGGGGTGGTGGCGGCTGTGGTCACTATTGATTCAGCTCGAAGACAG 
AATCCATCGCTTACGCGTGAGAAGTTAATGCACAGTGCGGAAAGTTTCCCGAGGCATCGG 
GGTGTGAAGGCGTATCGGCAGGCGATTGAGTTGTCGATTCCCAATTCGGATAGTGCTCAG 
GAGACGAGGGCTCGGTTAATCCTTCGGGAGGCCAAGCTCCCGGAAATCCAGTCAGTGAAG 
GTGCAGGCCCGTTTCGATCAATCGCACAACAAGTATTTCCTCGTCGATTTCTTGATCAAT 
GAGTGGATCATCGTGGAGATTGATGGACGTTCGAAATATGATTCCCCGGAGCTCAATGAG 
GTGCTCATGGCTGAACGCGATCGGGAGAAATTCTTCCTCAATCAGGGCTATGCGGTCTTA 
AGAATCGATCCGAAACAGTTAGACCTCAACCAAGATGGGGAGTGTGAGTTCATCGGAATC 
CTCAAAAACACTTTGCAGAAGACCCCACCTGAGCACCTCAAGCAAGCCGCC 

>RXAO 1 5 2 3 - downs t ream 
TAAACACTCCAAGAACCACCATT 



>RXAO 152 5 -upstream 

GTCTCTGTAGAAATCTAGGGCTTTCGACGCTTGAGCCCCGCGCACCTGCAAGGTGCGCTG 
TAGGGAGGCGTCGACAAGCATCTTTAAGTAGCTTTGAAGC 

>RXA01525 

ATGCGTTCCTTTCAATCGATCCTTGACCTGGTAAATTCAGCATCCGAGGTGGCTACCAAA 
ATTGTGTTGAAGCGCTTCGAAAAACGGATAACCAGCGAAACTGACTGGGTACCGTATCAG 
CGGTTTAGTCTTTGGTCGGTTGGTTCTCCGCTAACGATCGAACGCAAAGGCCCCGATGTG 
CGTGTGAGCAAGGACAACACTGCCGTTCTTCAGCGCTATCAAAGACCGGAAGCAGAAGGA 
CTGATCAGCTACTTCATGGATCCAAAGCCATGGATAACTGAATTGGCAGGCCTGAATCTG 
GACGATGTTTCCGAAGATACAGTTGCAGGTCGGACAGTATTAGTGGTTCCCCTATCCAAT 
GTCATTCTCAGCATCGATGCGGAATTTGGGATGATTCTAACTGCGGAAAACGACATAGAA 
AAGATCCACGCAATATCTGTCGAACTCTTAGAAAAATGGAGATCATCCCATTACCCTGAG 
CCGCATTTTCCTGCAGCGGTTCTCCCACCTGCGTCGACTGGAAACCGCAACCTCCGAGTT 
CTATGCCCTGAGTTTTCCATTCCAAGTGTCAACGTTGGTGATCAGGTTTTACTATTTTTA 
ACATTTGATCAAACCCTGCCACCAGTAGATCAGCTTGAAACTACTCGCCGCGGATACACT 
GATCCAATCCAGCTTGACTACGACCACCGCCAATACAGGTTTCACGCCGACGGTTGGGAT 
GCCATCATCTCCACGGTGGAGCCACTACACGACGAAGAAGAACTCACAGGTTACTTCCTG 
CACCGCCTTGACCCAGATAGCGCGTACCCAACCATTGCAGTCGTTACAGCAGCGCACTAC 
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CACGGTACGGACGCAATTATCGACGTGACCCTAGATGGTGTGCATCCACCCAAAAACCAA 
GAAACTCTTGAAGGCATCAGCACTAGTACCAGTGACGGTGACATATTTTGGCTCTCCGAT 
GAAAGCTTGCCTTTCGTCCGTGGATTCAGCGTGTCAACAGGCGAACTATTACACGAGATC 
TCCATCCCCACGTTCCAAGAGATCGTCCTCGATTCCGCTAATAGAGCCCGCGTAAAACAA 
AAGCAATGGCCTCACGATTTCAGTGATTGCAAGGGAAAAACATGGGAGCTTCCGGATCTT 
AAAGAAGTATTCGAAGCTGTCCCTTCGATTCCAGCAGGTTGGAGATTGTTAGACAGCTTC 

GGGAAAAACTTGCACAATGTCACACGCGAAAACCCTCGTCTTAATGACAACTTTTGGCTT 

CAAACAATCCT^GGCTTAAACCATTTAAAGCAGTAGAT^^ 

ATCACAGCAATTTACCCATACGGTGATCGAATTTACTTACGCGCTAGTAACCACCACATC 
ACGTTTAACCAGGACCTCGAGATTCTCAACGTAGAAGTCTTTGGCGACCCTGAGGTTCCC 
GAATCTGGTCTAATTTATCTTCCACCTGGGGATTCTCCAACACTCGGTTTTCCCACCGGA 
ACACTCATGATGTTTCATGAGCAAGAAGGCACATATGCTTTCCACGACCCTGAAACAACA 
GAACAAA.TAACAACTGTGAACTTAGACAGGAATAGTTTTTCAGTGGCATATTCTTCCCGA 
ACCAAAATTGTTATTTCACTGAAAAACCCAGAAAGCCGACCTACCAACAAGCTGTTGGTG 
TGGGAACCACAAACCGGGTGGCGAGAACAGAACCTGGAGCGC 

>RXAO 1 5 2 5 - downs t r earn 
TGAGCACGCTTAAGGTGAGGTGG 



>RXA01 52 7 -upstream 
3 ATTTGGCTTTTGCGGATGAGCGGAAGTTGGCTAGGCAGGCGCATGATTTGTTGCCTGAGT 
2 TTGCTTTGAAGGAAAAGGCGGAGGGAAGGTCCACCCCAAG 

^. >RXA01527 

S GTGATTCCGAACCCCAACCCGAACCCCAAAGCCAAAACTCTTCGCCTCGTTTCAGCGCTG 
ACCGCCATCACTGTGGTGGGTTTTAGCGCTTCACCTGTTCATGCGTTGCCGATTCCGTTG 

2 GATCCTTCTGATCCGGCGGTGTCGGAGTTGTGGGTGAATCCGAATGCGCGGGCTGATGAT 
i GAGCTTTCTGGTGTGGATGTAGAGATCTCGGATTTTGTCATGCCGAATAGCAATCTAACT 
y GTGCAGGTGGGGGAGTCTTTTAAGGCGCAGGTTCGGGTGACTAATCGTTCGTCGGAGACG 

TTGAGCAATATTACGTTGCAGGCGCGTCGTGCGGAGGCGTCGTTTGATATGGCGAGTGCT 

3 CGGGTGGCGGCGACGGATAATAATTATGGCTACTTCGGCGCGATGGTGACTCTTGATGAT 
n GAGTTGGAGCCGGGGGAGAGTGTTGAGACTGAGGTGGAGATTTCTACCGATAGTTTGTCG 
y ATTTCTCAGCCGGGTTCTTATCCGACGATGTTGGCGTTGTCGGGGCAGCTTGATGGGGTG 

1 GCGCAGCATTTGGATTCGCAGCGTTTCCTTCTGCCAGTCCTCAGCGATACAACTGATACA 

4 GAAGACACCGCCACCCCCACGACGATGATTTACCCGATATCAGCCCAGACGAATGTGTTG 

2 GGTGGTGAGACCGGCGAGGCGCCGGAAGAGCCGCCTTTGCTGGTCAGTTCCGACGCGCTT 
^ GCGGGCGAGTTGGATGAGGGCGGTCGTTTGCAAAAGCTTATCGACGCCTACCTCCAGTCT 

TCACCCGCCGTGCAGCAAGCCACGTGCCTTGCTATTGATCCGCAGCTTCTTGATGTGGTG 
GATCGCATGACCGGCGGTTACACCGTGACCGATACTCGTCCCAGTACGGTGCGGCAGAAT 
CAGCGGCTTCGTGAGTTGTGGACTGCCGATAATCAACCCACCAATGGTGTCGCGGGCACG 
GGTGCGGAAAACGCTGCCATTTTCTTGGAGAAACTCCGACAGGCCACAGCCACCTCGTGC 
ACCGTGGCGTTGCCGTGGGCGAATGCTGATCTAAATGCAGTGAGCCAAACCGGTAATCAG 
TGGTTGATGCGCGAGGCGCTACAGCGAGGTGTCACCACCTTTGAAGAAGTGTTGGGTGTT 
ATTCCGGAATCCAATGTGGTGATTCCTGGAAATGGTTTTGTGGAGCCCTCCACCGTGGGT 
GATCTCGGATGGGCGGAAGTAACGCTTAATCCGGATCAGGCGTGGGAGGTGCAGTCAGAG 
GAGTTGGTTGCTGCCCCTGATGCCACAGAGCAAAGCGCATTGGATAACCCTAAGCCAACG 
CCAGGCACGGTGACGCCGCCAACCCCTATGTCAACGGTGTCCGTGTTGGTTTCTGATAAC 
ACGGTGTGGCGCACAACGAGCGCGGATCGGTTCCACTCTTTGGCTCCGGGAATAACTGGG 
GTGTCGTATCAGGGATCGTTATCGGCAACCTTGGCTACCTTGGGACAAAACCCTGAGACT 
GTGGGCTATTCCAATCCGGATTCGCGTTATGACTACGCCATGGATTCTGAGAGCGCCCGC 
AATCTCACCGGCCAGGCGGCGCTGCGCTTGACGGTGGACAACGGCGATGAAGACTCTCCC 
GTGTTGATCATGCCGAGCGCGGTGCTGGGCGCCGAAGACGGCGCGATGTTGCTTGAGACC 
ACCGGGGCTTTGCTTGCCGACGGCTCCGCCCGACCTTTTTCCCTGCAGCAATATGTCACT 
GCCAATGCGGAACAAAGAAATACTTTGGCCACAGCAACAACTCCACCGGATGACACTGCT 
TTTGGTGCACCCTACGACGATCCTGCGTCATTGACGGAAACCGAAATTCTGCGAACCACT 
CAGCAGGCGGAGTACATCGATGATCTCACTGGCATCATGTCCAATGATCCCAGCATTGCA 
CTGACCCGTTATGGGTTTACAGCACCGCTGCGGCAAGATCTGCTGCGCGCGTTGAGTATC 
AGTGAGCGTCGTTCGTTAGCTCGCCACACCCAGGCAACCTCTGCTGCCGATAAATTACTT 
AATCGCAACCGCGATACTCTGCAGAAGCTGCGTAGCTCTGTGGCGTTGTTGCCGCCGGGA 
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AATGTGTATACCCGAACCTCGGAATCGTCTCCGTTGTTGATTGTGGCGCAAAACGGTTTG 
CCATTGCCCGCGGAGACTCAGATTTTGTATTCCGGAAATCAGGATGCGCACATCAATACT 
CCGGGTGTGGTTCGTATTCCGGCGCAGGGTTCCATCACCTTGCAGATGACTGCGGATTTG 
CCCGATGACAATCTGCGCACTGATCTCACGTTGTGGTTGGCATCCCCAGATGGGGCCACC 
ATTAGTGAACCTGTGGAAATTACTGTCCAGCCTCGCCCGAATTTGGGCACCACGCTGTTT 
TTCGTGGCAGCGGGCATTCTGGCAGTAGGAGGGTTGTTGTTTATACGGAAGAAACGAAAC 
GTCGAAAAGCGCTCGCCCGGTACGGGATCGCCCAAACCGCCACCAACCCAC 



>RXAO 1 5 2 7 -downs tream 
TAACGTATCGCATAGTTATTTTC 



>RXAO 153 6 -upstream 

AGCATAGATGACTTGACACTGTTGCAGCAGGCGGTTTTCACCTGGCCTCTTAGGATTTGG 
TCAAATGGTTGCAACGACGCCAGGGAAGGAGGCGCACCCC 

>RXA01536 

ATGGCATTTGGATTTTTTAGTAGACGTAAGAAAAAGAACAAAGACAAAAACCCGAATGAA 
AATTCAGCAGTGCCCGCACACTCTGAAGATTCACCTCAGGAGGTTTTTGAGGGTAATGGT 
CGTCAGGTAGGCGACCCCATTGAACAGCAGGTTGATCGAGATGCTAAAGGTCGTCTCACA 
GCGGCGGATTTCTTGCCGGACGCTGATCTGCCACAGCTGAATCGTTCGCGTGCAAATATG 
CTGCGCCGTGAATTGGAGTACCGTTTTTCACTCCAGAATGCCCACATTAATATCGATGGA 
AACACGGCCATGATTCAGCGTTCAGATGGCGGGGCAGCACATGTCTCGTTGCGCACCCTC 
GCGATGAATGCAGCTGGCCTTGATAACTTTGATCAACTCCCTGAACTGGTGGAAAGCTTC 
GTTCACGGCACGCTGGCCGATGCAACATTAAACGATCTTTCTACTGCTGACCTGTATAAA 
GCACTGCGCCTTCGCCTGCTGCCAACACCTGGCGAAGGCGACGATCTAGTTGAGCATGGA 
CTCGACCGGGAAAGCCAGATCCGCGACGATTCAATCCTGCGCACCTTCACCTCTGACATG 
TCGATCGCGCTGGTGCTCGATACCGAGCATGCCATCCGCATCCAGCCACTCAAAGAGCTC 
GAGGAGTTCGATGACCTCAGCGCCCTAGAGCGGGCTGCGGACCGCAATACCTGGCAAGAG 
CTTTACGACGCAAACGTTGACGCTTCCTTCGTCGACGCTGAATCAGACAGCGAAGGGTCA 
TCATTTTGGGCTTTCGAATCTAACTCGTACTACTTGGGTAGTGCACCACTGTTCCTCAAC 
GATCTGTTGGCAAAGTGGGCACCTGACCTGGACCAAAGTGATGGCGTCATCTTTGCTGTC 
CCTGATCGTGATCTGTTGATTGCGCGTCCTGTGACCACCGGCGAAGATCTGATGAACGGA 
ATCACCGCGATGGTGAGGATCGCGATGCGCTTTGGCCTCGGGAACCCGACGTCGATAAGC 
CCGCGCCTGCACCTGCTGCGCGACAACCAGGTGACCACCTTCACCGACTTCCGCGTCGTC 
TCTCCTGAAATGGAAGCTGAATGGGAAGACAGCGCGTTTGACGCGCCACCGGCCGGCGCG 
ATCGGCATTGAGGTGCGCCCAGATCCGTATCTGATGGAGCGCCTCCAACAGGGCGGCTTT 
GGTGATTTCGGAGATTTCGGCAAGCCCCGCGATCTAGATATG 

>RXAO 1 5 3 6 -downs t ream 
TAGCGAAAAAGGGACCTTCACTT 



>RXAO 153 9 -upstream 

AAATGAACAGGTAGAAGAGGTTAGTGTCGAGGTATCTTCTGTCCAGTCATTAACCCAGCC 
TAAGACGTTGGGGCAGCTGCATGACCCAAGGAAAAATGTC 

>RXA01539 

ATGAGTAGCAGCGACTTGGCTTCTATTATTGGTGTAGAGCAACAGCCTGTTGCTTATGGT 
GAGTCTGAGGAACCAGAAACACTGCGTGATGTGTTGCCTCGGCGAAAGCTTCACCCATCT 
GAGATAACACCGAGTTATGAGGTTGCTGATGGTGAACAGCGCAGCATTTTTGGTGAATCA 
GCTCCGTCTGATTTTGATGACCTCAGTGATGTCGAAGAATTTGATACCAGTCATTGGGTG 
CGTGCTGGACAAGATGATCGTAGTGATGATGATCGACTCGCTGATGAGGCTGGTGTACCG 
CCTAGTGGCGCACAAGATGTAGCTGATAATGAGGCTAATCTTTCTGGTGTGGATGAGCAG 
CTGCACATGCGTGAAGTCCATGCACAGAGTTTTGACCCTATTGACGTTGCCAAAAAGGAA 
CGCAAAGCAGCGGAAAAGAAGTATGCCAAGCCACCAAAAAGTGATAATCCGTACCTAGCA 
CGGGATGCCAAAGATGCAGCTGCTCGTAAGCGGAAGATCAATGCAGCTCATGATAATTTT 
GCCCAAGAGATGGCACAGGCTGCGATGGGACCACTGCGCAAAGGGGTCAACACTCAAACG 
GTGATGGCCGCGTGTACGACTGCTGCGGTGATGTGGTGCATGAGCCCACGTATGACCGGT 
GTGAACGTGGATATGAAGCGCAAGTTTAACAAGGATCTGGAACAGGCTAAAGACACTAAG 
TTGTCGAAGTATGTGTCCAAAGATTTTTGGAAGTCAAAGCTGACGCGCGATAAGACGGAG 
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AAGGAAGCGAAGTCGCTCTCTGATGCGTTCATGCAGCAGAAAACAGCGATCATCAGCAAC 
CGTGAACGAATCCCCATGAGTGTTGCTTCTGCCGCGCAGACCGTGGTTCGGTTGTCTGAT 
CAAGCGTATGAGGCGATGCGTGAAGTAGATACGGATGGTCAAGCGATAGTGGATGCGAAG 
GATGTCTCTGCACAGGTGGCAGAAGATATTGACATGGTGGTCAAGCAGGGTGAAGAGCAT 
GGCCTGAAGTCGAAGGATATTTATGGCGCTGCCCGCGATATTGTGGGTCGTCGCATGGAG 
CGCGATCCAGGCTATGCTGCCCGGTTTAATGAGACGGCTTTTGGCACCGTGCGCCTGGGT 
GAACAACGACGTGGCATGGTGATTTCAAAGACCCCGACATGGCAATTCCCTGATGGTGCA 
GGTTTGAGTAAAAACG'CCGGCTGGTTTAGTGTTeG-TGAGCCGATGGGTAA TGCGCAGAAC 
TTCGCTGACAACCTGGCTGCGACTTTGGCGACAGAAATGCGGGTAGCTGGTGAGCAGTAC 
GGTTCCGATGGCGTTCGTGATGTAGTTGCCGGCTTCATGACAGCGACTGATGTCTCAGAA 
AGTGGCCTCGCCTCTGCGAAGAAACTGTTACCTGACTTTGATACACGTGGTCGCAGTGCT 
TCTCGGGTGCGCCAGATTGCTATGGCACAGCGCACACAGGCAGCGATCAAGGTGTTGCAG 
GATGATGGTAATCAGACCGCGATGACGACTGAGCAGGTCAAGGAGGTTCAGGTATGGGCG 
ATGGATCAGGCTGAGAAGGTGATGCAGCGTGATCATCCAGCGATTCTGGATAAGTTTGTG 
CGCAAACATGGGCAGACATTTGGGCAGGATGCGGACGCTTTTGTTAAATCCATAACTATG 
GAAAAAGACACGAGCAGCGAGTACACTGATGCTATGGTTCGACCTCAAGAAAATCGTGGA 
TCAGGTCGAGAACTGGCAGCTCGTCGTCGTGTACAAGCAGCGCAAATCAATCAGGCAGCA 
CAGCTGGATATGAATGTTCATGATTTCCGTGAATCGAATCTGCCAGAGGAACGACCCGCG 
AATCCTTATGAAGCGTATGTTCGTGAGACTGAAGCGAAAACCAATGATCCGCAGTACGGT 
TAT 

>RXAO 1 5 3 9 -downs tr earn 
TAATAGAAAATGATAGAAAGAAG 



>RXAO 1540 -upstream 

CCATGCAGCACTATGGGTTCCCTGATCCCGATGCGTACTTTGACCATGCCACTATCGCAG 
GAAAACACCACACACTCATCACAAGAAAGTAGGTCTCACC 

>RXA01540 

ATGACTTTTGCAGAACTTAGCTCACCGCGTACCATCATCGCTTTTAATGGCCGTGCCGAA 
TCTGGCAAAGATACTGCAGCACAGTATCTCACCCATATGCACAGTTTTCACCGCATCGCC 
TTTGCCGATGGTGTCCGTGACGCACTCTATGCGCTTAACCCACTGGTCTGTGTGGAGCAG 
GCTATCACCACACATGGTGCCATTTATGACCGCGTGGCCACTGTTGTGGACACACTTGGT 
TGGGATACCGCAAAGCAAATCCCCGACATCCGCGCACTTATGCAGCGTATTGGTACCGAA 
GCTGGTTGGCGCATCCACGGCGAGCATCTGTGGGTCAATCTTGCTATCAAAAAGATCAAT 
GAACTGCCCGCTGACCACGCCATTGTCATCACTGATTTGCGATTCCCCAATGAGATTGAG 
TGGTTGAACAGCCTCAAAGCCAACCCGATGAACACCATTCAGACCGTCAAAGTCATCCGA 
CCAGATCATGAATCGACCTTGACTGCAGGATCATTCGGTACTACCTCACATATTTCCGAA 
AGCTTTAATCTCACTACCGACACTGTGCTCCGCAACGATGGCACCATTGACGATTTGCAC 
TCAAAGCTGGCTGATTTTTTGAGCACTTCCCCGCAGCCCGTGCTCTCTCGTAACGCCCCT 
GTACCAAAACACAACGCACCGGCACCAACCACTGATGCCATG 

>RXAO 1540 -downstream 
TAAATAACCCCCGTATCAAGATC 



>RXA01542 

TGGGGTCAAAAAGATCACTGGGGCAAAGCTCCACTGGGTGATCACGATGCTGTGCGTATC 
TATAGGCAAGCAGAAGCCTTGATGAAACAGCGCGCAGCAAACAATAAGGGCTTAGACCTC 
AATGATGAAGCGACCTATGGCGCCATCATGTTTGCGTCTTTCGATGATGCCTTCGCCGCT 
GATGCCGAAGCTCATGGCTGTGTACACCGACCACAGTTCGCGAAGGTAACTAGGCGAAAT 
ATTCTTAATTCACCGCAATACACGGCGATTAAGTCATCTTATGACGCGCTGGTGCAGCAG 
GATCTCGTGGCCCAACAGCAGCAGGCACAAGCGCTACAGCAAGCTGCTTATGAGCAAGAG 
CAGGCAGCTATTTTCCAGGCACGTGATCAAGCAACATTCCAGGCTGAACAAACGCTCGCG 
CAAGAGTCCGTTCGCCAATCAGAGGGTGTGGGTTTACCTGTCATTGATCCGATGGAGAGC 
TATTTCCGGGAGTACGCCTTCTATGAAGGTGTCGAGATGTTTGGTACCTGGGGTACGCAC 
GTTGATGCTGGTGTGTCGCAGTTTAGCACCTCTGATGGCCGTGCGATCCGAGCGCTTGTT 
GATGAGCATCTCGCAACCTATGAACCAGTAGAGCAGCGGGGGAGTACTCAGGCATTCTTC 
GCCTCTGTCAATGCTGCCTTTGCTGAGGTGGCACCTCACGCAGCACCCATGTTTAGTGCG 
ATTGCTCGCGAGGGTGAGGGTTCAAAGGGGTACCAGGCGCTGCGTCACCGTTTCGACAAG 
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ATGGTCGGCACTGCAATTGGACCTAATGGTTTGCCTGAGGGACCTGATCTGGGTGGTCGT 
CGTTTACCTATTTCGCCTTATGATCCACGCTGGTCAGACCGCGAAGTAGTCCGTGTGCAC 
GGTACCAAGCTGCTATCACTGTCCGAAGAGAGTGTTGGCATGATCAGGGACCTTGATCTA 
GCAACGATCCACCTACAAGATAATGATGTTTACGAGGGCACTCATCGAGAAGACGACACT 
AAAGGCGGTGTGCGACCGTTGACTCAATGGGTCAATGGTGAAGCTATTGCCTGGCGCACT 
ATCACCGAGAATGACCAGATGCGACTGCCCAATATTGGTCAGTTTATGACGGCTAAAGAA 
TACCGTGCCGCAGCGTCATGGCTGCGTGCTGGACTCATTGATACCGCAGATGTTGCGAGT 
CAGAAAATTGACCCCAACAAGGTeATGTG-TGATGAGGG.TATC GCGCGCTCGGAAGCTATT 
TTGACGTATCTGTCGGATGAGGGTGTGGATTTTAGGATCGAGCCAGATCGTGAGCCGGGA 
CAGCTTAAAGTGCGTATTGAGGGCACCCGTATTGATATTCGTCTCACTGATACTCGCGCC 
AATGAACAGTGGGTGGGTCGTGTCTATGATTCTGGCACTGTGATTAAGTATTCCGCCGAA 
CAAACAGCGGAAGAACGTCTACGAGCTCGTGAGCGCATGGAGAACGGTGATGGAACGTGG 
ACACCGGCTACTGATTATGAACCAAGCCCAACTGAAGTTGTCGATCTCGTGAAATTTGCT 
CTCGGTCGAGAGGTTGAGCGACAGGATGGCAAAGGTCTTGTTGGTGTGCCTAATGCTCGA 
CACCCACGTGCTTTAGAGCAGGCACAGGATGCATATTTCACTAAGAATCGTTCCGCATTC 
ATGGTGCGTGAAGGGCTCTCGATCGTTCAGGATGCACGTGATCGAAGTGCTGGTCCTGGA 
AAGTGGTTTGATAATGAAGCGAAAGCATCGGAGTGGCTTGGTAACAATATCGCCCTTACT 
CGTGCGCGTGTGGCCGAAGAGCTCGGCGTTGAAGAACTGATTGCGCTTTCTGCACAGTAC 
GCCGATGATCCTGACTTCATGCCGGCTTTTGCTGGTGAGGATGAGCTCATGGCGATAAAG 
CAGGACTATTGGGCGATGCTGCGAGGTGAGGAAACCGATCTGCTTAACCCTGGGGTTAAC 
CGCGATGATTATATGGCTGCTATCCGCGATGGTGATCATGAGCAGATTGCTGCGATGACC 
TCAGCAATGAATGCTGTGACCGTGGAGGATCGTGTGCGTCAGCACGCGGCCCTTGTTCTT 
GATGATTATGTCGGCACGGTGGAGCCTGATCCTGTTACCGGCTTGCGTTTTAATCCGGTG 
ACAGTTGCTCAGCACATGCCGAGTGCTAAATCCCTGTGGTCAAACCATGACGATATTATT 
GCCGCGTTGCGAGCGACTTCGATTACTGGCGATGAACTGCGCGGTGACGAATTCTATAAC 
GATGTTATTAATCAACAGTTGCTCAAATTTAATCCTGAGACCGCGCAGAAAATGGTTAAT 
AACCCTGATCTTGACCCGCAGTTGGCTCGATTTGGCACTGTCATTGCCGAGACTATTTCC 
CGCAATGGTGCTGATGTGGTCGATATTGCTGTTGACGATAACGGTGTGGTGCGGTGGACC 
GCACAGCGACGTGTTGGTGCGAAGGATAGTCGTGCAGTAGATAGTAAGGGGCAGGTTCGC 
GGTGAACGCACCCGTCATGTGCAGGGTGAGATAGGTCAGATTTTTACTCGCGGTGAGCAT 
GGTGAAATTGTCACCAAATTTAATGGTGGCGAGAACTATATGTTTGCCCCTGGCTACACC 
GCGTCTGTGGTACCACAAAAGCCTGGTGAGACAAAGAGTTTAGAAGAGCGTACCAAGCTC 
AAAGGCTATGAGCAGGTGATGTCAGAGGCGTTGGTGTACCGTGTGCGAGAAGATTTGATG 
TTCACTGAGCGATCCCGAGTGGGTGCTACAACCAGCATCAACAGTGCATATAAGCGACTG 
TATGACAATCGCTTCCCTGTGGACTTCTTCGAGCGCAGCGCCGAAGAAGGTTTGAGCGAT 
GAGTGGCGTGCTGCGTTGCTTGAGACTGCGAGTTTGCGTGTGCGCTACGACAACTCTATT 
CGTGATGGTGCGAATGTGATGGAGGATATTCGAGCACAGCAGCGTGGTTTTGATGCGCGT 
AATGATAACTCCCGTGATGCGCTGGTGCTTACCGGTGGGCGTAACATTTCTGTACTTGAT 
GTTGATGCGGGTAAAGGTTTCTTTGATCCCATGATGACTGGTATGGCGGCGAACCAGGGT 
TCTGTTCGCTATTTGTTGCCTTCTGCGAAGGTGGGCGCTGATGGCATGATTACCCCTGGT 
GATCCGGCTGATCGAGTACCTGTTGCAGCGCATCCAGAATCATGGGCGATGGGCTTTGAC 
CCACATGACCGTCAGAACATGACTTTCTCGAACATCATGCAGGCTAGCGCTGTGACTGGT 
GGTGCACGCACTGCGATGATACAGCTGGGCGGTTGGAACTTTGAAGATGGCATTATTGTC 
TCTGCCGATTTTGCGAATACCCATGTTATTCGCGATACGGAAGATGAGATGCGCCCCTTG 
GTTGCCGGCGATAAGCTGTCTGATTTTCACGGTAATAAGGGTGTGACCGCTCTTGTTGTT 
GATCCAGCGATGAGTGATGCTGATGCACGTGCAGCAGGGCTGGAATCAGAGGTGGCGTTT 
TTCCGAGACAACCCTGATCTAGAGGTTGTCATGAGTCCGTTTTCTGCCATTTCTCGTTTT 
AATGGTGGCACGGCACGTGAGCTCATGACCAACCCGCAGGATGTGGTGTTCAGGAATAAT 
GATGGTTCTACTCGTGTTCAACCAGGTGCCTCTGGTGATCTCAACTTCATCGTCACGCAT 
ATGGCTGTTGATGCGAAAACCAATGTCTATGATGAAGAAGCTGTTCGTGAGGGCCAAGGA 
CGTAAAGCGTCTTCTCAGCTGGCGTGGGTGCTCCAAGCCCAGGAATGTCATGAGATTATG 
GAGCACTTTTATGGCAACAACGTCTCTGCATTGGCTAACTTCCAGGAATATCTTCGCGTC 
ACGGGGCTTGATGTCACCCCGTATGGTGAGTTGCGCGAGGGGTTCAGCGAGTCCAATGAG 
CAGCGCAATATCATCGAGATGCCAAGCATTTACGATGAGAACGGTGAGCTGAATAATCGT 
GTTAATCGTGCACAGGTGCGCGAAGCTTTTGTTGAGCAGATCAGTCGCGCTGGTGGTGTT 
ATGGAGATTCCTTTCCAGTTACAGTTGCGCAATGGTGCACAGCTAGAAGAGTCACCTAAT 
AATCCAGACATGTATCAGTTGCCACTACTGAGCCCGCATTTGCGCAGTGATGAGGATTTA 
GCGGACGGTAGTACCTCTCGACATGAGTACACCACGCGGTATATGGCTATTTTTGATACG 
TGCTACAAGCTGGCAGAAGAGCAAGCCAAGATTGACGCATTGCGCCAGGAGGAAGCGCAG 
CACGGCACGTTGCCTCGTGCTGCGGAAAAGCGACTGAGCGAGTCACAGAAGTTTGTTGAT 
CAAGCACAGAAAAAGGTGCAGGCAAGCTTTGATGGAATTGCTAATGATATTGTCGCCAGC 
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CGGATCGAGACCAAGAACAATGTGTTCAAGGACGGCTTTATGTCGGCGCGACAGTCACAC 
TCCGCTACTGCTGTGTGGACAGGTGATCCACGCCTGTCAGTTGATGAAGTAGCCATGAAC 
TCTTCGATGGCACGTGAACTCGGCGTTCTCGATAACGGTTATGCAATGGTGTGGCGTGAT 
CCGGTGATCCGCGATGGTGGTGTGCGCTATTTGCGTGTGGTTATTAATGATGATCTGCAC 
GGTGTGGCAGTCAACCCTGTGTCGGTGAAGAGCTTTGACGGTGACTTCGATGGTGACTCT 
GTAGGTCTGGTCGGCAATCTGCCGAAAAAGGCGCATGAGGAGGCATTGTCCAGGCTCACA 
GTTGAGGCAAACATGCTTGATCTTGGTGATGGTAAGCGTATGGAGGACGGCACTATGTTT 
TATGGGCTAACTCTGCATGAeAGee-TGGA-TGTACAGG-TAGCGC AGCACCATGATCCGGCA 
ATGGCCGAGAACATGAAGGTTATTGTCTCTGAGCTTAACCGCTACCAGCGTGAATACGAG 
GCCGGCGAGATTAGCCGCGAAGAATTGCTAGAGGTCAACCGTGCACACATGGATGATCTC 
AATGAGCACTATGCACAGGCT 



>RXAO 15 43 -upstream 

GTGCTTTAGCCAAGGTGAGGCATCAAGAGAAGCAACAGCGTCGTTACCGTTTTTTTGGTG 
GGGGCGCTGTTGTTGTAGTTAAAGAAAGAGCGGTGGGAAA 

>RXA01543 

ATGAGTTTGAAACAAGCCATTATCGTGCGCAATGAATATACGATTAAGCAGGCAAATGGC 
AAAGGTTCACGAGGATCATCGCCAGGTAAATATATCTCTGGCTATATGGCACGCAGCGAT 
GCGGTAGAAGCAGTAGCACCTATTGTGCGCAATAAATTAGATGATTTCATCATGCGGTAT 
ATGGCACGTGATAGTGCCGTGGAGCAGCTCACCACGGACAGTAACGCAGACTATGACCAG 
CAACCTGAAATGAACTCTCGTCGTGGCCGGCAAGGTCGCCGCGCGACCTTGAAACAACGT 
CGTGCAGAACGCAGCGCCCGGCGAGCAGCATTGCGAGCGGGCGTGAATACAGACTCCGAC 
ACCACCAACCCATCACAACCTGTGCACCCGAGGGAACTCGCGGAATTTACTACCCAGGAT 
GGGCAGCGCGTTCATGATCTCATGCTGAGGGCTCAGGGTAATGGGGGAGTGGCCTTTGGG 
TATGGCGATGTCTCGCTGTCACATGATGATCTTCATGCAGCAAGTAATAACGTCCAAGAG 
CTCTATGAAAATAGGCATACCGTGATGAAAGTGGTCCTATCTTTTACCCAGGATTACCTG 
ACCGCGCATGGCCTTATTCCAGAGGATCTCGATATTAAGCGTGCTGGTGATTATCGCGGC 
CAGGTTGACCAAATGAAGCTACGCATGGCTGTCATGCATGGTGTGGATCGTCTAGCCCAG 
CGTCATTATGATGATTTGCGCTATGTCGGCGTGATTCAGGTTGATACGAAGCATGTGCAC 
GCCCACTTGACCATGGTGGATGCTGGTTATGGACACCGGGCTGCTGATGGTACGCAAAAA 
GGCAAAATCAATAAGCCAGGTAAGGCTATTTTGCGGCGTGGTATTGACGCCTGGCTTGAT 
CAGCATCAGCATATGGCGCACTTGTCAGCAGCAGTGGGGTATGAAAAACGCAATGTCACC 
AGCTACGTCAAGCGCTGGGCGTTTCATCAGCTCACCCAAGAAAGTGCTGCGCAATTTGTG 
GTCGCTTGTTTGCCAGAGGATAAGCGACTGTGGCGTGCATCGACCAATGCCAAGGAAATG 
GATAAGCCGAATAGATTAGTGCGCGAGTTGGTGGAGGCGCGACTTGGTGAGACTGATTCA 
CCGATGCCGGCAGCACTGTCGCAGGTCTATCAGTATGCGCAAAAACGCCGCGTTAAAGAA 
GGTTTAAGGAAGCAGGACACCCAGCGTTTGATTGATAATGGCCGCGAAAAGATCATTGAG 
CAGGCCATGAACGGTGTCTACAGTGTCCTATCCGCGATTTCCGATGAGCAACGCGATGTC 
TCTACGGCCATGTTGACAGTCATGCGTCAAGACTATGAGGATTTGCTCGATGGTATTGCG 
CGGAAGAAGAGCAAGGATCTAGACGAGCAGGGTAGTAGTGGATCACAAGAGGTGGGGAAA 
GAAGAGCCTGAGCCAAGTATTGAGGAATTTGGGCTGCGTTTGCGGTCGTATTCAGCACGC 
TTGAATCATCACCGAGAACAACGAGAAGCCTTTGCCGTGAAAAAACGCTCGTGGGAGGAC 
GCTAACTCTCAAGGTTTGGCTGATCCCACCTCACAGGTAATGTGGAGTTTTTATGACACT 
GAGGAGCAGTATCATGCGATGTGCCAATCCAAGTACCAGCACTTTTTGACCTTTGCCCCA 
CCTGTCGGTCAGTGGGAGAAGCAATGGGCTGAGGTTGCTGATTACGGTAAAAGGGTTGTG 
GGTCTGCGTGCACTGCGGGCAGATCGTTCTTTGGCACGCATGAGCGATGAACGTGCAGCT 
GAAGCTTTGGGTCGGCAACTTTATGACCAACCCGGTGGTGGGTTATTGGCTCGAACAGGC 
GCTGAGGGTAAAGCTGGGCGTGCGGTCCTGGATGGCCGAATTGAGCGCATGATGGTGACC 
TATCAGCAAAAAATTGATGATTTGCGACGAGAATGGGCACAGCTCGGTGCACGTTTAGAG 
GTTGAAGGTGATGCTGTATTGATGGATGCAGCAGATCTACGTGAATCTGGGGGAGAGGGT 
GCAGATGAACGCCAGATACAGCAGCAAACAATTGAGTTGCCGGTCGCTGATGTATCTGAT 
TCTGTGCGCACATACCTTGACGAAGAGTTACGTGATAGTCGTGATGTGAGCGCTCATGAT 
CCAGTGCACACCTTGCGTGGCAGGTTTCAGGTCGTGTTTCGACCGGAGCATGATTTTGAG 
CAGGTGGGTGGCCCTGACCTGCGCGATCTTCACTATGCCTGGTTTAGCGATCAGAAGGTC 
AGTCAGCCCATTGTGTGTAGTTACGGTGAGTTAGTCACCCAGCGACGTTATGCTTTTGAA 
CGCGCTCGGGAGTGGATGATCAGTTCGCAGCAGGAACCAGAAGCAGTGGCAGAAGAGCTT 
GATCATGCCGGCGCGGACATAACTCGCATGGAAGCAACCAGTAGTGAGGTATCCCGTACA 
GGTATTTTGCGTAGTGCCATGCTTGCCAGAATTAGAGAGCAGGCGCGACAACGCGCTCAG 
CGTGCAGCGGAAGAGCAGGCTCGTCGTGAGCGTGAGTTGGTAGCACAGCGACAACAAGAA 
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ATTGATCAGGAGACCACGCAACCAGCGTTCGAGGTGGTGCAACGACATGTACAACCGGAG 
TCGGTGCAGATTAAGCGGGGTAGAACAGTTGCGCTAGATAAGCGAGTGCAGCCACTGATT 
CGTGATGCTGTGGATCGAGCTGTGCTGGATTCACAGCTGCGGAGTACCCGTGATGGTGGA 
TTGGGG 

>RXAO 1 5 4 3 - downs t r earn 
TAGGCGGTTGATTAAAAAAAAAG 



>RXAO 154 4 -upstream 

CTAGATCTATAACGAGGATCGGCGCTACTTTAAGCATGTTTGTGCTGTTGGCGCCGATTT 
TTTCATAGCTGTACACACATAAGGCAACAGGAGAAATACA 

>RXA01544 

GTGAAACTTGACGACGCTATGGTCATGATCGAACAGCGCCTGGTCAAAGGTCGCGGCGCA 
ACCAAGACGCAACTAGCACCCTATGAGCATATCCAGCGCAATATTGCAGCCCGAGGGTTG 
AGAGCCGATGACGGAGGCTCGTGCTTCGGTTATGGGGATGCGTCGCTGAGTAATGACGAT 
GTAGCAACTGCTGCAGAAGATATTCAGGATTTGTTTGCGTGCGGGCATACGGTTATCTCA 
GCGATTGTCGTTTTTGATAAGAGCTATCTCAGTGAGCATGGAATCATGAGCTTTGATCCG 
AACTATTTTGGTCAGGATATTTATGCGGACACCCATCCAGAGATTGATCTCATGGAATTG 
CGTTTAGCCGTGATGAATGGGCTCTTGGGGCTTGAGGGAACGTTTTTTGAGGATATGCGT 
TATGTCGCATCTATCGAGGTGAGCCGGAGCTATGTCTATGCGCACATAATGATGGCGGAT 
GCAGGCGTTGACGATGCACGCGGTAATGCACAGGTGAAGATTACGGACACCGAACGAGTG 
CTGTTTAGACGTGGTGTTGAATCCCGGTTTGTGGAGCAAGAGGCACGCAACGTCGTGCTT 

>RXAO 154 4 -downstream 
TAGCCAAGGTGAGGCATCAAGAG 



=1 >RXAO 154 5 -upstream 

y ATAAGAACCGACACGACGCCCTCAACGACGCTGTTGCAGCAGCTCGCAACTAGCTAGTTA 
CCACGCCTGACACACGATACGTAGAGAAAAGAGAAATGAT 

S >RXA01545 

\\ ATGAAGCTTGCAGGTTTTAACACCAATTCACCCGCAGCGCAGCGGGTTGCCGAACAGGGT 
GAAAAGGTACAGCTCGATGCACCGGTGTACGCGGTGTTTACCCCAGATGTTGTTGAAGTT 
2 GAGTTTATTGGCACGCAGCATGAGCCGGTATTGCACGTTGAGGGTGCCATCGACAGCGTG 
^ ACTGCATTGTCGCAGCTACCGTACGACATTCAAAAAATTACGTTTGATTCAGAAAACCAA 
J CAGCGTTTTAGTGGATTTTATAAATTCAGTCCACAGCAGCATAAAGAGCTCATTGATAAA 
GGTCTGTATCTAGAAGGTTTCCAGCCACCGCGCGAGATGATGACGAGCCTGCCGTGGGAA 
CTACCCATGAATGCCGATGTCACTGTCGTGGCACCAGAGTCGCAGGATGCGCCACCGATT 
GTGCTTGTGGGCTTATCTGAGATTCATGGTGTGGATTTTAGTCAAGAATCCTCTGGCTAT 
GAGCTCACCAGCATGTTTGAGGACTACCGTAGCCAGCGTGAAGCGGGCGAGGCGGACAAG 
GATTTCTCTGAGTCAATTTCTCGTGCAGAGATTGAAGGCAAAGATATTTTCGCTGATGCT 
AACCGCACCCGTACCGGTGTCAGTGCACATGCACAGCGCCTTGAGCAGGAGCGAGCGCTG 
AGCGCAGCACAGTTGATGGCGAAACTTGCTGGCATTTCCTTCCAGACTGAACCCGTGCTT 
GTTGGTGCGGAAGAGAGCTTTGATGCTGAGCAATTCCTCGCCCATGATCTTGATGACACC 
GCTGGTATGAGTGAGTGGGAGCGCGAGGTTACCGAGTTCTACAACGAGAAGATTCGCGCC 
CAGGAGCCTGTGGTGGAGCGGGAGGCTGAGCGGGATAGCGATATTGAGACTGAGGTTGAT 
GCAGCACCAACTGTCAGTGCTGCAGAGATTAACGATGTTATTCATGATCTTGATGAGCTT 
GAATTCGATGACGTGATTGATCTTGATGCAGATGATGTTGTCAATACCGCCGAGGTAGAG 
GCGCCAGCAAGTGTCAGTGCTGCAGAGATTTCTGCGACAGAGCTTGATTTTGATCGCGAG 
TCACGGGCTAAGACCGCGCAGCGAGAAGCCAGCCGACGTGTTGCACAGAAGATTCAGACT 
CAAGAATCTGTGCGTGAGGCATATATTCGCGAGCAAAAGCATGGCTATGACGCATCACCT 
GCGGAGGGGCGCAAGTTTGATGAGAAAATTGCAGAACGCGGGCTAGATCTA 

>RXAO 154 5 -downstream • • 

TAACGAGGATCGGCGCTACTTTA 



>RXAO 1 5 4 6 -ups t r eam 
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ATAGTTAGTTGGTGACTAGCTATTGGGGGTTTTGTCTTTTAATATTATAAAAAGAAAGTG 
ACAAACATACTTGCATTAAAAAGGAATTGAGATAGGCACT 

>RXA01546 

ATGGCACGAGCGAAAAATAAGAAACAGCGTCAATTGCAGCACGCTCATGATGCAGCACAG 
GCTGAGATTGCAGAAGCGGTAGCGGTTAACACGGTTGAACCAATTAATGCACGCACCGGT 
GGATGGCCTTCGTGGGTCGATAAGGTCTGGAAGCTCACTGGTTCACTTGGTGGTTGGTTT 
GCTTTCCTGGTTTTTGeeATGGGGGTGTGGCCGGTAGCGATC CTTGCAGCTGGCACTGTG 
GTCACCATCATCGGTACGTGGGGAGTATCAGTACTGCCAAGTCTGGTTATTTCCAGCATC 
GGCGCTTCTGCTGGTGTGATTATCTCCACTACTGATGGGTTCCTCTTTAGCTGGGTCATC 
CCGGTGCTGTTTCTCATGATTGTGCTGGCACTGGTGGTCATGAAAGTGCTCAATCTTATT 
TTTGGTGCATTGTGGCGCTTCACCATGACTTTGCGACAGGGGTTATACGCAGGTCGTGAA 
AAGATTTCTCGCGACGACGCGAAGCGCGCACGAGCAGAAAAGAAGCTGACTAAGCAGCAG 
GCTAAAGAAGCCAAAAAGCAGCGCAAACTTGATGCCATTTACTCGGCTCAACAGGCTGAA 
GAGACTCTGGCGCAACAGGCACAGTCTGAGCCAGAAGAGTCAGACGATAAGAACCGACAC 
GACGCCCTCAACGACGCTGTTGCAGCAGCTCGCAAC 

>RXAO 1 5 4 6 -downs tr earn 
TAGCTAGTTACCACGCCTGACAC 



>RXA01 5 47 -upstream 

TGCAGCGGGCACTAGAGATCGCTCAGCTGAACAAACAGGAGAACAGATAATGACGACACG 
AAATGTAGATAACCAGAGTGGTGTAACTGAGGACGAGCCG 

>RXA01547 

ATGTTCGATCAGGTCAAGCGCTTTTTTGTTCGCAATATCGTCATGATCATTGCGTTGATC 
TTGGCAGTGGTGGTCATTATTGTTGCCACCAGCACCTCTGCGGATCGACATGCTGTACTT 
AAGCGTCAAACTGGTGAGATTATGGCCTTGCAACAGGAACGTGATGCATTAAACAGTAAG 
CTTGAGGGCCAACTTGAGCAGGTGGTGCGTGACGCTACCGGTGGTATGGATATTGAACAC 
AAGGCTGCAGATGATGCTGTTGTTCGAGAATTTTTGTCCATGGCGCTGACGTGGGACAGC 
GTGCGCGACTACCTTGATGTGCGCGAGCAAGTGATGCGGGTTTATGACCTGGATGAAGAA 
TCACAGTTTATGTCGGTGTTTATGCCTGGTGAAATGGCGGGCATTGCTCGCACCGATCCA 
ACTGGCGAAGTGCACTATGCCTATGATGCAGATCTGTCCAACCGCTTTAGCAGCTTAGAA 
TCCGTGGTTACTCGCATTAATGGTACAGAGTACAGCTATGTATCCACGGTGACGATGAAG 
TCGAAGCGCTCTGGTGGTGAGGCAGAAACAACCTCTACCTCACGCCTTGCCTATGACGTG 
ATCGACGGCAAAATTCGTAACCTCGAAGCACGTACTGTCCCCGGTGGTGTGAAATACTCG 
GGC 

>RXAO 1 5 4 7 -downs t r earn 
TAAAAGTTTCTGGGGCAACCCCC 



>RXAO 1 5 4 8 -ups t r earn 

GGCGTGCGAGCTGCTGGTTGGCGCTTGTGCACCCCGTTTTTGTGTAATAACTTATATTCT 
AGAAACTTCAATAACTTAGTAACTTTAAAAGGGGTTTAAT 

>RXA01548 

ATGGCTGAGAATAATGGCGGGTCGGATGACCTTAAGCCCATCTCTGTCGATGGGGTCGTC 
AATGGGGAAGTGCGCAGCGACAAAGAAAAGCAGGCGTTCGAGAAGATTACCGGTGATGAT 
CTGCGTCGTCGTGCAGAACAAATCCGTAAACGTCGTTTAGCAAAAGCGCAAGAAGATGCA 
CGTAAGCGTAAGCCATTGTTTGGTTTGGGTCGTATCGCTGTCACAGTACTGGCTGGCGCC 
GTATTTATTGGTACAACGTTGTGGATCAGTACCACCTCGGGCGGCTTTGACGACAAGGTG 
AGTGCAAACAATGAGCAGATTGTCACTCTGCGTAATGAAGTCAACGACTTAAAAAACACT 
GCAGAGACAATGCCCAAAAAAGAGACTCTTGCTAGTCAATTTGACGCAGCAACCTCACGT 
GCACAGAATGTGGCTGACTTACAGAATCAGTTAGCCGGCATTATTACCAGTGTTGATGAT 
GATGCCGCGACCGAGCAGTTCAAGACAATTGTTGATGAGCTGAAACCGAAATTCACGGTC 
TCTGCTGGTACGACAGGTGAATTTCCTGCGGCGGGTCGTTGGTACCAGCCACAAGAAGTT 
GTTGTCGGAGATAACAACCGACCCACCTGGGCGCCGATGGGGGCTGAGTCCTGGGGATGG 
ACTGTGACCCCTACACTGTCGATGTCAGATACCGAGCACGTTGTGGTGATGTGGGAGGCC 
CGCTTGACCGGAGGTGAGCGTTACGGTGCGCTGTTGGCGTGGGTGACAGCCGATTACAAC 
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ATCAACACCGGCGTGTTTAGCTCGCTGGCGTTGGCGCATACCTATGAAGGACACCAGCGT 
ATTGGTGCAACCACCTCACCAAGTGAATTTGGTGCCCACGGCACAAATGCAGAGGCGAGC 
GCTGCACGTGCTGGCAGTGAAGGCGGGGGGCTTGAGGGCGAGGCTATTTTCGTTGATGAG 
CTGCAGCGGGCACTAGAGATCGCTCAGCTGAACAAACAGGAGAACAGA 

>RXAO 1 5 4 8 -downs tr earn 
TAATGACGACACGAAATGTAGAT 



>RXA0154 9 -upstream 

CAGCTTGCATTTGCTATTAGTGGCGATAATGAAAGCGATCGCAAGGTTTTTCTGGAAA 
>RXA01549 

ATGGTTGATAATAAAAACTCCAGTAGCAATAGCCCCACCGCAGCGTCCGAGTACTTCCTG 
CGTGAGTGGGAGCGCCCGGCAGATGTCGCAGGTAATGCACCCATTCGTGCAGAGCAAGCA 
TCTAAGTGGTACGCGCAGATGGGTGGTTGGCAAAAGAACTCAACCTTGGGTGAGTCTGTG 
ATCGCTATGGCTGATGGTGCAGCAGCAAAATCCACGGCGCGTGATGAGCAGGATGCTCTT 
AATGATTGTCCTGAAGAGGACCGCACCTCAGGTGGAAATACGTCCGCTGCAGAAGCAATG 
GTGACTATTTCACATCCTTATCTGGCTGATTCTCGTGGCAATGACGGTACTGATATTTAC 
CGCTATATCCATGATGAAGTGCTCACCGGTGATCCGTATTACGCATCCTGTGACCGTGGC 
GTTGCTACCGCTATTCGCTGGTCGGGCACGGATGATACGTTCCCAGCAGGTCCAACAGCA 
GCACAGTATGAATACGTTGTGGGCACAGGATCGGGCCGTTGGGAGGAAATCGGCAATCTT 
GCCACCATGTCAGAGAACGATTTGTTACCTGGCGATGTGCTTCTTGGTGCACCGAATCAC 
GTTGCGATGTATGTCAGCAATGAGGTTGTTGTGGACATGTTGGGCCCTGGTAATGCAGAG 
CCTAATGCAGCTATTGGTCATGCATCGTTGAATGACCGCTCACCTGGTCTGGATACCTTG 
AGTCTGGATGGATGGGGCGTGAACTTCAAGGTGTTCCGCAACACCCAGGCTGAGACAAAC 
TCAGTGTTCTCTGGTGTACAGATTCCGGCTGGTAAAGAAATTGGCGAAATGACTAACCCA 
ACTCGAACTACTCCTGCAGGA 

>RXAO 1 5 4 9 - downs tr earn 
J TAAGTTTTTTTCATCGCTGGGTT 



>RXAO 1 5 5 2 -ups tr earn 

ACTTTGCTCTTTTTATGGCGCTGCACGAGATTCAACTCAAAGTGAAGGTCAGCTATTTGA 
ACTCAGTGCAAAAGATGATCGGCATACCAAACTAATGAAG 

>RXA01552 

ATGTATCTGGGAATGAAAGAAGATTCCCTAGCGCCACCCCAAAATAGATTCGAGTCTCAT 
AAGACTGTCTTTTCCCTAAAACAGAAAAACATCCCAATTAAGGATGCTGCTAAATCTGAT 
CAGGTGAATCTCACTTGGCATGATTATCCAGGTGAATGGTTTGAGGGTGGAGCTGTAACG 
GACTCGGAAAAGCAGGATAAAGTTGAAACGTTTAGAAACCTGCTGGGCTCAGATGTAGCG 
CTATTTTTAGTTGACGGTCAAAAGCTGCATGATTACGCCAATGAAGAGGAGCGCTATCTT 
AGCTATTTATTTGATGGATTCATTGAAAACCTAAATCAGATCAAAGATGCAATCCTGGAG 
GGTGGGAAACAGCTCCAACAGTTCCCACGAATTTGGGTAATTGCTTTATCCAAAGCTGAT 
CTATGGCCAGATCTCCAAGTAAAAGATTTTGAGAATCTACTTAATAAGAAAGCTGGCAAT 
GAAATTATTGCGCTGCGTTCAAAGCTTTTGGAGTTTATCGATAACGACGAAGCTTTCTCC 
TTCGGTAAAGATTTCCTTTTGCTCTCTTCGGCGAAGTTCACTCCAGGCCATATTGATATA 
AGCCAGCGCAAGGGTGTTGATGTCCTCCTCCCGTTGGCTTGTGTATTGCCCATGCAACGC 
CATTTGTGGTGGCAGGAGCTGAAAGTTTTGCCAATTAACCTGGCTGATATACTTTTGGGA 
AATGAAATTGCCCAAATGGGTTTCAAGATCGTTTCCAAAGTTTTGAAAAACAAAGTATCT 
GGAACAAATAACAAGGCGATGGCGGCATTGGTTTTCGCTGAACTTGTGAGGGATATGGTT 
GATCAGCCAACTGAATTGCTTCAGAAGGCTCGTGAGGAAGCCGTCGGAAGGCGTGAATTC 
CTTAAAGCGATTACTGCAGAATTCACCAGGAAGCTGAATCAAGCCGAAGCTGATCAGGTT 
TTAGTTCGGGACTTTGCA 

>RXAO 1 5 5 2 - downs t r earn 
TGACACTCATGTGGGCAACCCGT 



>RXA0155 4 -upstream 
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TGGCTTAAACCTTATTTGTAGTTGTCAATAAATATGAAATTCCTTAGCAACTTGTTTAAA 
TAGACGTATAAACAAGTTTGAAAAAGGAAGGTTATCCATC 

>RXA01554 

TTGAAAAAGCATGTGACCTCAGCCGTTACCGCCGTGGTGACGGCTTTTTCAACGGCTGCG 
CTTGGTTTAAGTATTGCCGTTTCTCCTGCTGTTGCCCAAGTGGCTAATCCAGCTCCAGAT 
CTTTCTGCGCCGTATACATGGGTGGAAGAGTTTGATTCCGAGGATGCTCTCAAAGGGTGG 
"AACATTTTCCGGeAGGGAGA-T-TATGGCAGCGACAA AGTTCTCTATACCGAAGATGCTTTA 
AGTATCGAAGATGGCAAGCTCACCATCACCACTCAGCGCCACTGCGTTGACGAAGACTTC 
GCGATCAGTGATCCTGTCAACCGCGGAAAGCTCAATGACAGCACCGCGCAAGTTGAACCT 
TGTGCTCCAGGTCAGTTTGAAAAGTTCACCAGTGCGCGCATCGTCACTCCGAAAATTGCT 
CGTGGAGAGTTCGACCTTTCTGTCACTGCAACTCTTAACACCGGTGGCGTCGAAGGTGTC 
CGAAGTGCCATTTGGATGCAAAACGGTGAACAGGCGTGTTCCTCAGCAACCAACAATGGC 
CTCTACGGAGAACTAGACCTGGTAGAGCACTTTTCTTACGATCTTCGCTCGCCATGGTCT 
CCATCAAACACCCACTTGGGTTGTGATCCTGAAAGTGTCAACGGCACCAACCGTGCACCT 
CGTGAACTTAAACTAGATGAGTCACTCGATGGCGTGGAGCACACCTGGACTGTGAGCACC 
ACCCGCGACGGCGTTGAGTACTTCATTGATGATGAGGCGATTAACCGCCAGTCATGGCGC 
AACGATGTCACTTTGGGGCATGCCGAAATTGATGATTTCGGGATCTCCGCGCAGACGTTT 
GATGAGATCGTCGACCGCGAATGGACTCTCACTCTTAATCAAAAGGTAGAAAGCGCCGAC 
TGGGCAAAACCACGTTCCTCTGAGGAAGATTTCCCAGTCCGGTCCATGGTGATTGACCGC 
ATCGAGGTCACCGGATCTCCCGCAGTATCTGAAGACACCCCCATGCCAGATACCACCCAG 
CTTTTGACCCAAGACACTCTGGAATACCTCGGTCGCATGCCAGTGCTGGAACGCTACGAG 
CCAGCAAGTGCTGATTTTGCCGATGGCCGCAGGCCTTCCTGGAACTACTTCAATTTGAAG 
GAATCGTGGCAGAATCCAGAACTCGAGCAACGCCCAGAAGCTGTCGAATTCGTTGATGGA 
CGCATGGATATCGTGACCCGTCGCCACTGTCTGGCCACCACTGATGACATCGCCACTCCG 
GAAAACGCACAGGAGGAACCGTGCGCGCCGGGTGAGGTGACACGCTACAGCTCAGCGCGT 
GTCCACCTTCCAGAGATCCCCGCCGGCAACTTCCGGCTCACCGTGCGCGCACGGGCGCAG 
TCCGAAGAGCTTGTCGACGGCGTCCGCCCCGCTATCTGGATGCAGAACAATACCAACTTC 
TGTGCTGACAACGATGGACGCCCTTATGGTGAACTGGATATTACTGAGTTCTACAGCTCT 
CGTGTGAACACCCAGTACTCGGCAGTACACCTTGGATGTGCTGGCAACCGCCCAGAGATG 
AAGCTTCGCCAAATGGAAATGGAAGAGTCCATGTTTGGGGATTGGCATGACTGGGGCGTC 
GAAGTCTTCGACGGCCAGATCGTATTCACCATTGACGGCAAGGCAGTAACTTCCTCTGGC 
AAAGATGTCTTTGGCAACTCTGTTACCCCAGCCGCTGCACCTCTTCGCCCCGCGCACTTC 
AAGTTGTCGGAAGAGGAATACCGTGAAGTCATCGGGCAGCCTTGGCACCTTATTTTGAAC 
ACCATGGTGGAGCAGTCTGGCAAAGACAGCTGGATTACAGCGGTCGACAATAACGAGGCG 
TTCCCAGAACACCGCTTCCAAATTGACCATGTGGCAGTAGATATCGAGTCTGACTCTGTG 
GACAATGTATGGCCTGACGCTGCGAATGAAATCCCAGACAATGTTGGTATTGAAGACTCT 
GATGATGGCAGCGACCTGGAGGTTGGTTCGACCGGAAGCTCTACAGCTGAGACCGTGAGC 
TGGATCTCGTTGTTCACCGCGTTGAGCTCGCTGGTCTTCACACTGGCTCTCAATCAAGAA 
GCATTGCAGAATTTGATTAATCAGTTCATGAGACAGTTCAAG 

>RXAO 155 4 -downs t ream 
TAATCCTTGTGGGCGCTTTGTCT 



>RXAO 1557 -upstream 

TAAAGGTGTGAAAATAGTTCCTCACGTGGGGAACTATACTGATCCTTGATGCGTTAACTT 
GATTGACGACGAAAAATCAATTGAAAGGATCGGGGACTCC 

>RXA01557 

GTGCGAAGCAGCAATCCCGTTTTTAGTTCCCTTAAGGAAACTCAACGTCCACAAGGCCAG 
AACCCATACGGTGGTTACGACAACTTCGGTGGTGTCTACCAGCAAAACGTAGCTCCACAG 
AAGGCGGAGCGCCCAATGACTGTGGATGATGTGATCACCAAGACTGGTATCACTCTCGCG 
GTTATTATCGTTTTTGCATTGGTCACCTTTGGCGTGTGGTTGGTTAGCCCCGGCCTCGGA 
ATGATCTTGACCCTTGTTGGTGCCATCGGTGGTTTCATCACCGTTCTGGTCAGCACCTTC 
GGCAAGAAGTACGGATCTGCGGCAGTCACTTTGATTTACGCAGTATTCGAAGGCCTCTTC 
GTCGGCGGAATTTCCCTTCTGCTGTCCGGCTTCACAGTTGGTAACGCCAACGCAGGTGGC 
CTCATTGGCCAGGCAGTCCTTGGCACCATCGGTGTATTCATTGGCATGCTGTTTGTATAC 
AAGACTGGCGCTATCAAGGTCACTCCTAAGTTCAACCGCATCCTCACCGGCATGATGGTT 
GGCGTCCTGGTTCTTGTCCTGGGCAACGTTGTATGGGCACTGTTCACTGGTGGCGCAAGC 
CCACTGCGTGACGGTGGAATCATCGCGATTATCTTCTCCCTCTTCTGCATCGGCCTGGCA 
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GCATTCAGCTTCCTCTCCGACTTCGATGCAGCTGACCGCCTCGTCCGCGAAGGTGCACCT 
TCCAAGATGGCATGGGGCGTTGCGCTTGGTCTTGCAGTGACCTTGGTCTGGCTCTACACC 
GAAATCCTACGTCTGCTTAGCTACTTCCAAAACCGC 

>RXA01557-downstream 
TAGTTTACGCAGCACAAGACCCC 



>RXA0156 0-upstream 

ATGGGAGCAAGGCTCATTTAGCTACTTCGACGTGGAAGCGCACATCGTTGAGTTGATTCC 
TGCATCAGTAAGCGATGCGTTTTAGGCACATCTGCGATCC 

>RXA01560 

GTGGGCGTGTCCTACATCATCGCCGGCGATGAGCAGCTGGATATGGCAGAAGCCGTTCGC 
AAAATTGGGGAGACCTTTAAAACTGAGGAAATTATCCTTGGTGGCGGAGGAACCCTGAAC 
TGGTCCATGCTCCGCGACGGTTTGTGCGACGAGGTTAGCATCGTGATGATGCCAATCGCC 
GATGGTGAAAAGCACACCCACTCTTTGTTCGAAGCCGATGAAAAATACTCAGCACCGTTG 
CCGATCGGTTTTTCACTCGCCAGCGTTGAACCACTAGAAGATGGAAGCGTTTGGATGCGT 
TACGGGGTCAATGGCCCAGTGGACGCGAAC 

>RXAO 1 5 6 0 - downs t ream 
TAGGTAGCAAATACTCGCTCTTT 

>RXAO 157 4 -upstream 

AAAAATCCGCACACCCCACATTGCTCAAAGGAATTGACAAGGCGCTTCGCAAGGCCGAGT 
AAGGTGGGCAACGAGTCGGTGAGAGTATGAGGAATATTTG 

>RXA01574 

ATGAGCAACAAACGCATCGGTGTAGTGATCGTTTCCTACGGACACGAACAAGATGTTGCC 
AACCTGGTAGACACATTTGCAGATCAGCTGAAAACTGGTGACCGCGTAGTTGTCGTGGAC 
AACCGCAAACCTTGGGTGTTAAAAGACGCCGTGGGGGAGCGCCTGGAAAAACACGGCGCA 
GAGATCATCAACCACGACAACGGTGGTTTCGCCGCTGGCTGCAACGTGGGCGCAGCGCAC 
ATCGTGGATGACGTTGACCTGCTGTTCTTCCTCAACCCCGACACAGTGATCGACGATCCC 
ACCCTGTTCAATTCGCTGAGACGCGTCGATGAACAGTGGGCAGCATTCATGCCGTACCTG 
CTGCTTCCTGACAGCACCATTAACTCCGCAGGCAACGCCCTGCATATTTCCGGACTGTCG 
TGGGTGACTGGTCTGGATGAAAAACCAGTTGAAGGCTCATCTGAAGTTACCGATATTTCC 
ATTGCCTCTGGCGCCTGCCTTGCCGTGCGCGTGGACTGGTGGAAACGCCTCGGTGGCATG 
GAAGAACTGTATTTCATGTACCACGAAGACACTGACTTCTCCGCCCGCTTGCTGCTGGCC 
GGCGGTCGAATTGGTCTCCTGCATTCCGCGTATGTCACCCACCATTACGACTACGCCAAG 
GGTGACTACAAGTGGATTTACATCGAACGAAACCGACACGTTTTGCTGCTCAGCGTGCTG 
CCGCTTCCATTGCTGTTCGTGCTGATCCCGCAGATCCTCGGTGTGAACCTGGGACTGTGG 
GCGATTGCCGCAAAGGAAAAGAGGGTCGGACTCAAGGTGAAGTCCCTTCGCCTCCTGATC 
CGCGATCTACCAGCGATTTTCAAACTGCGTAGGAGCACGCAGGAGCTTGCCGAACTCACA 
CCATCGCAATATCTGGCAAAAATGGAATGGCGCCTAGACAATCCCAACCTAGGCAACATT 
GGATCCAACAAGATTGTTGCGACTGGATATAAGACCTATTACAAGTTGTGTATGAGTATC 
CTGAAATTGCTCGCT 

>RXAO 1 5 7 4 - downs t r eam 
TAACACCCCATAAAGAGGGTGAA 



>RXAO 157 5 -upstream 

GCTGTTTTTTGATGCATCCATGATAGGAATAGAGCCTAGTGCATGATGGCTGATTTTCCT 
GTTAGGTGCCACCGACCCCAGTGATGATAACTTGATTGTC 

>RXA01575 

ATGAAATCCATTGATCTTGAGCAGCTGGCGGGCACGCAATCGCGCACGTATCAATCGCGA 
AAGATCACCGATGAGATGGTCGCCCGGCCGGTGCATGTGGCGATCGCGCTGTGGGAAGTG 
CCGTGGGAGTCGGCAAAATCCGGCAAGATTGAGGGTTGGGTCATTGCCGTGGATTCGCCG 
CGTGGGCGGTTTGTGCGCAGCGGGCAGACCAAAAATGGCGACGCCGTCAACCGGACTGTG 
TCGATGCTGAAATCAGCGTTGAAAGGGGTCCGCGGGAAGGCGTGGATTGTAACTGGGCGT 
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CGACAAGCAGCTTTACGCGCAGCCCTGGTGCGCGAAAACTACCTGGTCACCGGAAGCTTC 
GCCGAGCAAAATAGGGCCGGCGTGAAGGCGTCGGCGATCTCGCGCCGCGCCGAACAATCC 
GCGCTCTACAAGGCGAAAAAAATCGGCGAATTCGCCGAGCGCGCCCCACGCGTCAAAGAG 
CGGCAAGAGGCACATTGGTGGCCACGGTTGTCACGCACGCAAGGCACCGCAGGCGTTTTA 
CGCTTAGCGACGGACGCCTCTACCGATGGGGTCTTCCGCGGCGCCATGTGCTTCGTAGCC 
TCAAACGGCGACTACCTCCTGGAGACCCAAGACACCACCGCAAGCTCCGACGAATTAGAA 
CTCGAAAGCATCACCCACGCCCTGATCTACCTCAAAACCATCGGCGCGACCCAAGCCATC 
ATCGAATCCGACAGCAAAGCCGCACTTGAAGCCATCGACTTCATCCTCAACAACCGACCG 
CGCCGGGGeAGGTGGCGCGGCATCACCGCATGCGCCCGCAACCGGTTCCGGGATGCCTGG- 
GAAGCGCTTATCGACGACTGCGTTGTGGAATTATCCCGCGTACTAGGGCACGCCGGGGAT 
CCACTGAACCAAGCAGCCGACCAAATCGCATACATGGGCATGCGCGCCGTAATTTTTGAA 
CAAAAATCCGCACACCCCACATTGCTCAAAGGAATTGACAAGGCGCTTCGCAAGGCCGAG 

> RXA 0 1 5 7 5 - do wn s t r e am 
TAAGGTGGGCAACGAGTCGGTGA 



>RXAO 157 7 -upstream 

CCGTAGACATCCTCTACACCGAATACTCCATGAGCAAGGGGCAATCCCTGCTCAACGGCG 
TAAACATCCTGGCCGACGGCTTCCTAGCGAGGAGACTCCC 

>RXA01577 

ATGACGCAGACCACCACCCAAATCATCATCCAGATACTGCTTCTCCTGGCAACCGCAGCA 
CTGGCACTATATTTCCTCCGAAACCGCCGCAAAGCCCGCGCCAAAGCATGGGTGAAAATC 
GGCTTCGTAGTATTCATTTTCGCCGCAGTATGGGCAGTGCTCCGCCCCGATGACCTCACC 
CAACTAGCCAACTTTGTGGGCGTGGACCGCGGCACCGACCTAATGCTTTACGCCCTGGTT 
GTGGCATTTATGTTCACCACGCTGTCCAGTTATGTGCGTTTCCGTGAACAAGAGCTGCGT 
TATTCCAAGCTGGCCCGCGCTGTCGCTTTGCAAAATGTGGTGCTGCCGGAGGATTCCCAG 
GGTTCTGACCCCGCT 

>RXAO 157 7 -downstream 
TAGGAAAGCGCTTGGCCTCTGGA 



>RXAO 157 9 -upstream 

TGGCAGCATCCTGCGCAAGGTTGGGCAGCAGACCATTCATTACGGCGAATACACCGGTCA 
TTGTGAGAAGGGTGCTCAGCAGCAATGCCCAGGTGCGTCG 

>RXA01579 

TTGACCGAGGTATTCAACACTGACCAGCGGGTGCTTAACGCGCTTTTCAATGTTGTAGAA 
GAAGATGACTCCGGCGATACCGATGATGAACAGCACAACCACCAGAATCCAGTTCGCGGC 
ACCGAGTTTGCCGGCCTCGTTGAAAGCCATGAGCAAAGATCCAATGGACACCGCCAGTGG 
CAGCACACCAAGCCAGTCCATCTTCGGGGTTTCTTCAGCGGTGGATTCCTTCACGCTGAA 
AGGCAGTGCGAGGGCAGCGACAGCGCAGAAAGCAGCCATGACCCAGAAGATGGAACGGAA 
ACCAAGTGTTTCAGCCAACCAGCCACCAGCAAGCGCGTCCACGCCGCCGATACCACCGTT 
GACAGAGGTAACAATTCCGAGAAG 

>RXA01579-downstream 
TAGCGCATATTGCTTTTCATTGG 



>RXA015 85-upstream 

TGCAGACTGCTGCGCCCCGTTCCATCAGCAAGGTGGAGCGCAAGGTGCTGACCGCTGTCG 
CTACTGATGAGGTGCAGTCGCAGGAAGCTCTAGAAAAGTA 

>RXA01585 

GTGGTTGAGACTCTTTCTATCACCTCAGGTGCGGCTGGCCTGCAGGCGCTTGTTGCGCGT 
GCGGTTGGTTTGAATGAGTTGGCGAGCGCGCGTTTCCGCCAGCTCACGCCAGAGGTCGTT 
GATGTTTTTGTCACCACTCCGTTCAACGTGACGGCGTCGCGCCGGGTATTTGGTGTGGCG 
GGTCGCGATGGCGCTGCAGTTGGCGCGAAGGATTTGCTGCAGGCACTCAGCGAGGGCCGG 
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GAAGACGTAGGCACCTCCCGCGACGCCAGCTGGCCGGGCTCATTGCCGCCAGCCACGGGC 
TTTACGCTTGTCGACGAACTCCCCACCCACGTGGTGCGCACTTTGGCTGATCAGGGTCAG 
GCATTGGCTCGCCAGTTCTCCGGCCCGCTTGGCCCTCCGGCTTCGTTGATGGATCAGGAA 
GTTATTTCAGCAGAAGGCAATGGCAAGAAGGCCGGAATCCCGATGCGCACGGTATTTACC 
TGCACTTCGCTTGGTTTGATCCCAGGTTTTGAGGCAGCCAATGATGTGCCGAGGCACCTG 
CGGGTATCGGTGAATGGTCGTTGGACCCGCGTTGATGCTCCCTATGGCAGTGTTTATCAC 
TCGTCAGGTTTGGGTCTGAGCGTTTTC 



>RXA015 85-downstream 
TAAAGCAAGACCCAGCCTGCAAG 



>RXA01586 

AACAACGCGGCGTTCATTGAGATCGCGCAGGAAGCTCGATTGGCGTTTGCGGAGGATCAG 
TTCCGTGAGCGTGGCTATGAGATCCCTGCTGTGTTTGTGCGCCACTTGGAAGTTGATTAT 
TTGCGTGCGATCTTGCCGGATACCACCCAGGCTGTCGTGGAGACACAGGTGACCAAGATC 
GGTAATACTTCCTTCAGCACTCGTCAAGAGGTCAAGGATCGTAACGGTCGTGTGTGCTGC 
GTGGTTGAGTGCGTGCAGGTGGCTGTCAATGTGCAGACTGCTGCGCCCCGTTCCATCAGC 
AAGGTGGAGCGCAAGGTGCTGACCGCTGTCGCTACTGATGAGGTGCAGTCGCAGGAAGCT 
CTAGAAAAG 

>RXAO 1 5 8 6 -downs t r eam 
TAGTGGTTGAGACTCTTTCTATC 



>RXAO 15 87 -upstream 

CATTTAGACTGGTCGGTGGACCCGTTCTTAGAATACTAACAAGACATTCACTGAGAATAT 
GGCTGGTGGGCAGACCACAGAAGGAACACCGCTTGGAGGA 

>RXA01587 

ATGACTGATTTCTTCGGGTTGATCTATAACTGGTCAGTGACTGTGGGCTGGCTCATCGGT 
ATTCCTGTCTCCATTGGTCTGTTTATGATGGGTGCGTTGATGTTTCGACGCATGGACAAG 
GGATCAGCGTTTAAAAAGGTTGTTATCCGCGTCGTGTACGGTGTCGTTGGCCTGCCACTG 
CTTGGTGTCTCTTATACCGGTGCGCTGGATTCCTTCCTCGACAGCGGTAGTTCCACAAGT 
GCTGGATCAAATGCGACAAAGATTGTGTTGTCCACCTACGTGGATTTCCAATCATGGGCA 
GAAAACACCCGTATGCGTGTTCCTGACAAAGTAACACTGGCGTGGAGTCTGGAGGATCAG 
GCGCCAACAGGGCAGTCCATGCGGATGGTACGCAATTCGGCGTTGGAAATTAATGCTCAA 
TCAAATGAGAGTTTTACTACTTTTAAGAATCCAGGTTCCATGGATCTAGGCTATAGCATG 
GACTGGATGGAAAAGATGGCGGATCCAGCCAATTCTGGCACCGATGGGACCTCATCAAGT 
TCGGCGACGACTATTTTCCAGGGAACCATCGCGCTACTGAGTCGTTATATCGACAACGAC 
AGTATCTCCTCTGGCAGTTTCGAAACCTCTATTCGAAGTGCGATGGAATCTTTGACCTCG 
AAAGAGGGAAGTGGCGAAGCTGTTGCCGGTGGTGATGTAATGGCCTGGGTTACTGGTTAC 
AACACAGCCTCTGGTCTTAATGAGATCACTdCTGCTGAATTAGCTGATGCGAACAATCCA 
TTGCTTGAGGTCAGCGACTCAGCTGGTCTGCAGGGACGACCTATTGACCGCAATGCGGTG 
TCATTTAAATCTGGTGATGCGACAGCGTCATGCAACAACTCAGTCGTGACAGGTTCTCGT 
GCTGTGGTCGGGGACTACCGAAGTGACTGCAATATGTCGCCCTTGACGATGTACAACTTC 
CTCAACACCTCATTCCATCCAGCTGATGCAAGTGTCTTTTCTACGTCCACTTCTGCGTCA 
AGCTACACCCGTGCATCGCATAGCGCAGTGAGTCTTATCGGTTCTGGTGCCATGAACTTT 
GTGTACTGGTTCTCTGCAATGTCCCTGATGGGTAGCTTCATCGTGATCGGTATCGGTTAC 
GCCGGTGCCATGCTGTTTAATACGATTCGACGCACGCTGTCGCTCATTGGTGCCGTTCCT 
TTTGCTGCGATGGGCTTTATTGCTGGTGTTGCCAAGGTCATTGTGTACACCATCGCTATG 
CTCGTAGAGGTTATCGGAACGATCATTTTGTACCAGCTCATTACCCGGTTCTTGATGGCT 
GTACCAGCACTCTTTGAACAACCTTTGGCTGATTCCTTAAGTAGTAACGAGAGTGCTGAG 
CTGGTTGCCGGTGCTGGTATGGGGCTAGTCGGTATGGCACTAGCTACCTCAGGCAACTGG 
GCGATTGCCGGCATGGTGATCACAGTGGCCTCATCCATGGGGGTCATCATCTTCACGATT 
ATTGCGATGAAGGTGCGCGGATCTTTGGTATCAGGTGTCGATGAAACCGTGACCAGTGTT 
ATTAACCGCTTCTTGGATACACAGGTCTCTTCTGCAGGTGCTACCTCTGGTGACGGCATG 
ATGCGTCGTGCAGCCGCAACGGGTCTTGGTATTGGTGCGACACATATGGTACTCAACCGT 
GATGGTGACGGTGGTGGATCTGATTCAGGCTCTGGTGGATCAGGTGGCGGTAGCGATTCA 
GGCTTGGGTGAGAAGGCTGCTGGTCTGGCGAAGGTTGTCACAACTGTGGCTGGTGCCGGA 
TTAGTCGGTAAGTATGCTACGGATGCGCTCGATAATTATGCAGATGGCGTTATCAACGGC 
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GACGGTGATGGTGCGTTCGCAGCAGGTGGTGACGCTACCGTTGATGGCGACTATGTAGCA 
GATGGAGATGCAATTGCTTCTGCTGATGCTAACGCTGATTTTGTAGACGGGGTTGCTGAT 
GGT 

>RXA01590 

ggcaagttgaaggaatatgccacctatatcggcgctgatccggcgcagggttttaaagac 
gtaggtcaaccaacgccagaagcgctgcgtagccactatgagggttcgcagaaggcgact 
gcaattaaggtgctctttaccggtgtggctggtaaaaaagagcaggaaatg gtggcattg 
tgccgcaatcttggtctgaccaaggaagctatggctgcatcagcaccggcacagcagtcg" 
attctgcaggcgaagcacgacccgattgacgcgctctatcgtgcagaaactcttatggga 
ccagtaggtgatctctaccaaggtcgcaagatgcgtcgtggtgagaatgagcaaggtcgc 
tatgagtgggaagtcgttagggacgagaaccaccagcctatccaggccaccaaggatgaa 
tgggtacagcagtacatggagatgtacgccgatgacaagggtatgggtgtctcggttggc 
gttgaccaggtggagaagatcgcggaagaattctctgatgagcagggttatatgcgtgtg 
cttagccatgatgagctacccactgagattaagccactagcacttgatcagcttgcctat 
ggcgataagaagaaccgctttgatttgttgtgcgagatggcaaagcagcaggtcaacatc 
tacgacggtgatgcttatgactttgcccctcgtgtggtgcgcgccaatatgaaggcaatg 
gaggatgcagcgcgttttggtatccctgatgtggagattcagtcgatttctgcacagcag 
tcattggcgagctttgagcgagtcccacaacgttctggtttccgtattgagcgtcgtgtg 
ccggcagaagtaggtacagggattgctgcaccagcaccgttacctgatgcaggtgtacag 
gggaattatgttcagcagcaggtgcctgcgaccccgccagttatgcctgtcacacctccg 
gcacagcaacctgtttcgcctgctcagacggacttccggggcgttggtcagccactcgac 
cagggcggaaaaatcgggaattatggacatcagggacctgcaatgggggcgcaacagcca 
gttgtgcctcagcagcagaatattccgcctgtgcataatccggtaccacagaattctgtt 
ccgcctactccggttgtgccgaagccaggtacaggaaacccgtttactcatggtggtgcg 
aacaatcagtttatgggtcgatttgatacaagccgttacaaccaacaggaaccaccacaa 

CGACAGGATGGCGGGTTTGAGCTC 

>RXAO 15 9 0 -downs tream 
TAAATAATGGCAGTAGATTTCAG 



>RXA01592 

AACTTCGACCGCTCTCGTGACAACGATCGCTCAAGCGCCCGCACTCCTCGTGGAGACCGC 
GGCGATCGCGGTGGCTACCGAAACTCCCGCGGCAACGATGACCGCGGAAACTACCGTCAA 
AACCGAGATGGTGAATCACGAGATCGCGGCGGATACCTCGGTGACCGTCGCGACAACCGC 
TCAGGTGAATATCGTCAACGTGACGATAGGCGTGACGATCGTAGGGACAACCGAAGCGAT 
GACCGCCGCGGTGGTTACCGCTCCGATCGCAACTTTGACGATCGCAACAGCAACATGCGT 
GATGATCGTCGCGGCGGCGACCGTTCATACAGCCGTAATGATCGCTCCGATCGTGGCTAT 
CGTAGCAATGACCGCTACGACCGTAATGATCGTCGCGATGACAACAGGGACACCAGGGGT 
GGCGATCGCGGAGACCGTCGCTACGACAGGCGCGATGACCGACGTGATGATCGTCGCGAT 
GATCGTCGTGGCGGACAGGGCCAGGGGCGTCCAGGTGGAGATCGTCGACATGCGAACCGT 
GCAGGTGCAGGTCGCGATCAGCAGCGTGATTCGCTGCATCCACAGCGCGCTGGTTTCCGT 
GAAGAGCGCTTGAACACTCGTCTCAATGAGCCTGATTTGCCGGGCGATATTGATATCAAG 
GACTTGGATCCTTTGGTCCTGCAGGATTTGAAGGTTTTGTCTAAGGACAACGCAGATGCC 
GTCGCAAAGCATATGATCATGGCTGCGACCTGGCTGGCCGACGATCCTCAATTGGCACTG 
CGCCACGCCCGTGCTGCGAAGGATCGCGCGGGACGCGTGTCCGTCGTGCGTGAGACGAAC 
GGCATTGCTGCTTACCATGCTGGTGAGTGGAAGGAAGCTCTTTCGGAGCTTCGTGCTGCG 
CGCCGCATGTCGGGTGGTCCTGGTTTGATTGCTGTGATGGCTGACTGTGAGCGTGGCTTG 
GGTCGTCCTGAGAAGGCGATTGAGCTGGCTCGAGAAGAGGATTTGAGCTCTTTGGATCAG 
GATAACCTGATCGAGTTAGCGATTGTTGTTGCTGGAGCACGCCATGATTTGGGTCAGCAT 
GACTCTGCGATTGTGGAATTGCAGAAGGTTAATCCAAGCTTGAAGAGCACCGGTTTCACC 
CATTCTCGTTTGTCTTACGCTTACGCCGATGCGCTTGTTTTGGCTGGTCGTGGCGATGAA 
GCACGTGAGTGGTTCCAGCACGCTGCCACCTTGGATGAGGACGGCTACCTCGATGCAGAG 
GAGCGTATCGAGCAGCTCGATAATGGGAACAAC 

>RXAO 1 5 9 2 -downs t r earn 
TAGACTATTGGTCTAGAGTGTAA 



>RXAO 159 5 -upstream 
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AATACTTCCTGTGGCTGGTTAAAGATGGTGGCGCTTCAATGCCGGATGACCAGCAATTGT 
CGGCAATGATTGACACGGCTGTAAAGGAAGGTCCGCAATA 

>RXA01595 

ATGACTGCACCCACGAACGCTGGGGAACTCAGGCGAGTTTTGCTGGTTCCACACACCGGG 
CGTTCTTCCAATATTGAATCCGCCATCTTGGCAGCCAAGCTGCTCGACGATGCTGGAATC 
GATGTGAGGGTGCTGATCAATGATGCAGATGATCCAATTGCAGAGCACTCCGTTTTAGGC 
CGTTTCA'CCCATGTCAGGCAeGeTGeAGAGGCCGC-TGACGG.CG CAGAACTAGTTCTGGTG 
CTGGGTGGAGATGGCACCTTCCTCCGCGCAGCAGATATGGCCCACGCTGTTGATTTGCCT 
GTTCTGGGCATCAACCTAGGCCATGTGGGATTCTTGGCTGAATGGGAGTCTGACTCACTT 
GAAGAGGCACTCAAACGTGTGATCGACCGCGATTACCGTATTGAAGATCGCATGACCTTA 
ACTGTCGTTGTCCTAGACGGCGGTGGAGAAGAAATCGGCCGAGGCTGGGCTCTCAATGAG 
GTCAGTATTGAAAACTTAAACCGCAGGGGAGTGCTCGATGCAACCCTCGAGGTAGATGCA 
CGACCAGTTGCTTCCTTTGGTTGCGATGGCGTGCTGATTTCCACCCCAACCGGCTCCACC 
GCTTATGCATTTTCCGCCGGTGGTCCTGTACTGTGGCCAGAACTCGATGCCATCTTGGTG 
GTTCCTAATAACGCCCACGCGCTGTTTACCAAACCGCTGGTTGTGAGCCCAAAATCCACC 
GTAGCTGTGGAATCCAATTCAGATACTTCAGCAGCGATGGCCGTCATGGATGGTTTCCGT 
CCCATTCCTATGCCTCCAGGATCCCGTGTTGAGGTCACCAGGGGTGAGCGTCCCGTGCGT 
TGGGTGAGGCTTGATTCTTCACCGTTTACCGACCGACTTGTGAGCAAATTAAGGCTCCCC 
GTTACCGGTTGGCGGGGTCCGCAAAAACAGGCGGAAAATAAAGATCCCAGGTCAGCGGGG 

>RXAO 159 5 -downstream 
TAATTCGAAAACCATTCGAACAA 



>RXAO 1597 -upstream 

GAGTAGAACCACTTCTCGCCGCCAGTGCATAAGAGTTTTCTTGGAATTTTTTAGGCGCGC 
CTCCACCAAAGGTTGAGACTTTGGTTCCACAATGGGCTGC 

>RXA01597 

ATGAGTCTGTTCAACCGCAAAGCCGACCTGCCCGGCCTGCAAGGTGCCACCCGAATCTGC 
ACCCCGCAGGGCAAAGGGCTAAAGCGCCTGTCCGAAGGCGATCTCGCAATCATTGATGCA 
CCAGATCTATCCAGGACCTTCGCCCAACGATTGCTAGCAGCAAAACCCGCCGCAGTCCTC 
AACGTTTCCCGGTTCACCACCGGATCGGTGCCCAACTTTGGACCGCAAATGCTTATCGAC 
GGCGGCATCCAGCTCGTGGAAGGCTTTGGCCAGGAGCTGCTCGACGGCACCAAAGACGGT 
AAGAAAGGTCGCCTGACAGAAGATGGACAGCTCTTCTACGGCGAACGACTGATCTCTAAC 
GGCAGTGTTCTCAGTGGACCTGCGGCTGAAAATGCATTTGCAGACGCCCAGCAATCACTG 
CTGGACCGCATGGAAGCCTATTTCGGCAACACCATTCAGTTCATTCACTCAGAAGCACCG 
CTCCTGATCGATGGCCTCGGCATTCCCGATACCGGAAATGCCATTGAAGGCCGCAAAGTT 
CTCATTGCCTCACCAGGGGATAACCACCGCAGCAGGCTCAAAGAACTCCGCAGCTTCATC 
CGCGAATACGATCCAGTACTCATCGGTGTCGATGGGGCAGCAGACACCTTGGTGGAATTG 
GGGTACAAGCCCGCGCTGATCGTCGGCAATCCCACTGGTATCGGCGCAGATGCGCTGCGC 
AGTGGCGCCAACGTAATTTTGCCAGCTGATCCAGACGGCCACGCTGTTGGTCTGGAGCGC 
ATCCAGGATCTTGGCATCGGTGCGATGACCTTCCCATCCTCAGTAAATTCCTCCACGGAT 
CTGGCGCTCCTGCTTGCGGATTTCCACAACCCGCAGATGATCGTCAACGTCGGCGGTCCT 
GTCACCCTTGATGGTGTTTTTGAAAACCGAGAAGATTCCGATCCCGCGGCGCTTTTGACG 
CGCGCCAAGCTAGGCACCAAGCTTGTCGACGGATCCGTCATCGCAAGTCTTTACACAGTG 
CGCAGCTCCAGCAACCTTGGATGGATGTGGGCACTGTTAGCCATTTTGGTGGTTCTTGCA 
GTCGTGATTGTTATCGCTGGCACCGCAGGATCAGGCTCTTTTACCGACAACCTCATTGAC 
ACCTGGAACAGCTTCGCGCTGACAGTGCAGGGTTGGTTCAAA 

>RXAO 1 5 9 7 - downs t r eam 
TAGGAAGGCAACATGGCTAAACG 



>RXAO 1 5 9 8 -ups t ream 

CGCTGGCACCGCAGGATCAGGCTCTTTTACCGACAACCTCATTGACACCTGGAACAGCTT 
CGCGCTGACAGTGCAGGGTTGGTTCAAATAGGAAGGCAAC 

>RXA01598 
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ATGGCTAAACGACGTGGAAGAGGCGCCGCAACCTTCGCCGCACTGGGATTTGGTGCAGCA 
GCCGGCATTGCCTTTGGAACTTATGTGCTTGCACCCAACCTTCCTGAAAACATTGACCCA 
AATGCACCAACATCAGCTGAATTAGTCGAGGCAGAGACCTTGGCTGAGGTTAATGCGGTG 
CAGGCCGATCAAGCAGACAGCATCATTGACCACATCGTGGAAGACGTGGTGGCTGGCACA 
CTGACCGATCGCCCCGTACTGGTGATGCGCACCGCTGACGCTGAAGAATCAGACGTTGCC 
GATGTGTCATGGCTGTTGCAGCAAGCAGGAGCTATTAATGCTGGATCCATTACACTTGAG 
GAGAATTTCTTCTCCCAAGACGGCGCGGACCAGCTGAAATCAATCGTGGCAAATACGTTG 
"CCTGCAGGCGCTCAGCTTTGTGAAAGGGAAC-TGGATCCAGGA ACTCACGCTGGCGAGGCA 
CTTGGTGCCGCTTTGCTGCTCAACCCTGAAACTGGTGAACCACTAGCCAGCACTGCAGAG 
CGCGGACTATTGCTCAACGTGCTGCGCGACAACGGTTACATCTCGTACGAAGACGGCACC 
ATTTTGCCAGGCCAGGTCATCGTGATGATTACTGGCGATAGCGACGGCTCAGGTGATGGT 
GCCTTCGCTGCAGAAACACAATCGCTGTTTGCTCGCGCACTTGACGCCCAAGGATCAGGC 
GTGGTGGTTGCAGGACGTATTCACACTGCTGCTGATACTGGAGTTATTGGACGGCTTCGT 
GCCAACCCTGATGCTGCAGAAAACGTCTCTACAATTGATTCCGTGAATCGTACTTGGGGC 
AAGATGGCTACCGTGCTATCAGTTCGTGAGGAACTAGCCGGTAGGTCTGGAGCGTTTGGT 
TCCGCTGCCTCCGCAGACGCGGCAAGTCCGTCTCTCGATGGAACTGCAGCAGCGCCAGCG 
CAG 

>RXAO 159 8 -downstream 
TAGGTTTTCCAAGCCTTTAAAAC 



>RXAO 1 6 0 0 -ups t ream 

TGAGTACAAATCTCGTCCAACCCATGCTCATCCACTGTTTTACGGCCTGGTGAAGACCGC 
TTTGGAGCTGCGTGTCCACCCTTAGATCTACAATGTGATC 

>RXA01600 

ATGGTTTCGAAGATGCACATTCCCGGTACCCATGAGTTCACGGTGACAGATACTGAACTG 
TTGTTAGAGTCCCCAATTTTGGGCGTTCGTCGAGATTCATTGATCATGCCGGGTGGTTCC 
ACTGCCCGCCGTGAAGTGGTTGAACACTTTGGGGCGGTCGCAGTGGTTGCCTTTGATGGT 
GAAAACATTGCGATGGTCAAGCAGTACCGTCGCAGCGTGGGGGATTCCTTGTGGGAGCTG 
CCTGCAGGTTTGTTGGATATTGCTGATGAGGATGAACTCACGGGCGCGCAGCGCGAGCTC 
ATGGAGGAGGCTGGTTTGGAGGCCAGTGAGTGGTCCGTGCTCACTGATTTGATTACCTCG 
CCTGGTTTCTGCGATGAAGCGGTGCGTGTCTTTCTAGCCCGAGGCCTCACAAAGGTTGAG 
CGCCCGAAGGTTATGGGCGATGAAGAAGCGGACATGATTAACCAGTGGGTTCCGCTACAT 
GAGGCAGTGGGAATGGTGTTTAGTGGCCAGTTGGTTAACTCCATTGCCATTGCGGGTGTC 
ATGGCTGCTGATGCTGTGATTGCGGGTCGTGCGTCTGCGCGTGCCGTCACCGCGCCGTTT 
ACCTATCGCCCTACGGCGTTGGCGCAGCGTCGAAAAGCGCACGGCATTGTTCCTGACATG 
AAAAAACTA 

>RXAO 160 0 -downs t r earn 
TGAAGGCTCGCGTTTTAGCGAAA 



>FOCA0 1 6 02 -ups t r earn 

TGCAGGCCACATGCCTCCCAGTGCCGTCTCTGCACGTTGATTTTCCCCTGCCACGACTGG 
TCGCAGGGCGACTTTCTAGCACTTTTAAAGGAATTTTTTA 

>RXA01602 

ATGGCTAAAACCCATATTCGGTTACAGGACCTTTCCCTGTCATACACCTCAACCCCGTTA 
ATTACGAAGCTCAATATCACTGTTTCTTCTGGACAGTGCGCAGTGATTGTTGGTGAGAAT 
GGTCGAGGTAAAACCACACTTCTGCGAGCACTGGCTCGAGAATTCCCGCCATCTGCAGGT 
GAGATTCTCACTCATGGCACGGTAGCAATTGCTCATCAACACATGCCTGCAGGTGATCTG 
TCCGTCGGAGAGATCTGTGATGAGGCAATTCGTGATTCAAAGAATGCTCTCGAAGAGCTT 
GAGAGAGCTGGAGCTCTACTTGAGACAAACACTGCGCACGCACTTGATGGATATCAACAA 
GCCCTTGATGCCGCTGAAGTGCTTGACGCATGGAACGCTGAACATCGATTAGAAAAAGCT 
CTGCGCAGCTTTGGCGCGATCACCGATAGATCCCGTGCACTCAGTGAGCTATCGATCGGG 
CAAAGGTATCGGGTACGGCTGGCCTGCCTCATCGGTGGCGATGCTGATATTTTGCTTCTC 
GATGAACCCACCAATCATCTTGACCGGGGCGCGCTTAACTATCTCACCGAAGCCATAACC 
TCCCACAAAGGTGTGGTACTTGTTGTTTCTCATGATCAAGCACTGATCAAAGATGTCGCG 
GATTTCATCATCGATATTGATTCAACCCCAGACGGCCTACCACGGATCTATCATGAGGGT 
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TTTGATTCTTATCGACGCCAAAGGAGTGCGCTTCTTGAAACTTGGAGGCAGGATTATGCC 
GCTGCACAAACTGTGCAACAGCAATTGCAGGAGGATCTAGAGCACGCACGCCAGCGGGTG 
AATTCTTCGTGGAAACCTCCAAAAGGAACGGGAAAACACACTCGCGCATCTCGGGCTCCC 
GGAGTGGTGCAGGCCTTAAAGCGAGCACAGGATGCGTTGGATAGCAAAGCGTTGGACGTT 
CCCCCGGCTCCGGCCCCATTGCTTCTGCCTACCTTGAAAGTGCGACCAGATAAACCCATG 
GTGGACTTTTCGGACCTTTTTGTACCCCACCGCTTGCGTCTGCCAGGCTCACATTCAGTG 
GTATCAGGTGACAAAATAGTGATCACTGGTGACAACGGCGCTGGCAAATCAACGCTCATC 
GAAGTCTTGTCTGGGGTTTTGAGTGGGGCAAGTGGT-TCGGTT GCAAACCATGCCCGAACT 
GGGGTTCTCGGCCAAGAATCACTTGTCGGCGAGGTGCCATCAATAGCACGAGATCACGCA 
GTTAAGTGGGGACTTTTAAGTGTTGAGGAGAGCCGATTTGCCCTACAGGAATTCTCAATT 
GGTCAACGCAGAAGACTAGATTTGGCCATGTCGTTAGCTGGCAATCCTGAACTGTTGCTT 
CTCGATGAACCTTCGAACCATCTGTCTATGCACTTGGTTTCCGCACTTACAGAGTGGCTG 
GACACGACCGCGGCTGCAGTGATCATGGTAACGCATGATCGACAGCTACTCCGCGATACG 
GCTCATTGGAGGCACATCGAGTTGAAATCT 

>RXAO 1 6 0 2 - downs t r eam 
TAAGAATTCGCAAGGGCTTTCAC 



>RXAO 16 05 -upstream 

AGTCAAGCGCCGAAGAAAGGCCCGNGAAGGNAATCAGACGACGGGCACCTACTACTTCGG 
CATTGAAATTCCGAAGAACTTCAGCGATTCTATTGCCAGC 

>RXA01605 

GTGACCAGCGATTCACCCGCGCCAGCAACCGTCAACGCGGTATTCAACAACAGCAACGGC 
TTCATTGCCTCCATGCTGGGCAACCAGGTGGTCAACACTGTTGTGGAGACCATGGACACG 
GAATTCGGCGTCCGCATTGTGGATAACATGCTCGTCGGTTTCTCCACCTTGGGCGACGGC 
ATGAACCAAGCCGCCGAAGGTGCCACTACGCTCAGCGATGGCGTCGGTTCCGCCAACGAC 
GGTGCAGTTCAGCTTGCCGACGGCGCGGTCACCCTGCGCGACGGCATCGCAAGTGCCAAT 
GAGGGTGCGCAATCGCTTGCCGACGGCGCCAGCCAGCTCGACACCGGCCTCGGCTCCGCG 
GCTACAGGCAGCCAAACGCTCGCCGACGGTCTATCCAGCCTGTCTGCGGGCACCGCCCAA 
CTAGGCCAAGGCGCAACCCAGGTTTCAGATGGCGTGGGCCAACTTGTCGACCAAGTAGCA 
CCACTGACCGCCTATGTTCCAGACATCAACTCTCAGTTGATCACCCTGCGCGACGGCGCA 
GCCACCATTGCCTCTGAACTATCTGATCCCTCCAGCACCTACCGCTCCGGCGTGGACTCC 
GCTGTGAGCGCATCCCAGCAACTAGCAGCCGGCCTGCAAACCCTGAAAGACGGATCCAGC 
CAACTCAGCATCGGTGCACGCACCCTCGCTGATGGCACCAGCCAATTGGCCGCAGGTTCC 
GAACAGCTAGTTGTTGGCGCACAAGCACTGCGCGACGGCACCGTCCAGCTTGATGAAGGC 
TCCAGCGAACTCGCCCTCAAACTCACCGACGGCGCAAGCCAAGTACCAACCTTCGCTGAC 
GGCGCAGACACCACCATCGCAACCCCAGTTGAAACAGAACAAGCAGGAGACACCACACCG 
CTCTTCGGTATTGGTCTCGCACCATTCTTCATGGCTGTCGGCCTGTTCATGGGAGCAACC 
GTTGCCTGGATGATCCTGCACCCAATCAGTCGCCGCGCACTCGACTCCCGCATGGGAGGC 
TTCCGAGGCACCCTGGCAAGCTACCTTCCATCAACAGTCTTAGGCCTTGGCCAAGCAACC 
ATCATGTGGGCAGTACTGTACTTCCTGCTCGACCTCAATCCAGCTCACCCAGCTGGACTG 
TGGATGGCGATGGTCGCCATCTCATGGGTATTCATCTCCATTACCCATATGTTCAACAAC 
GTGGCAGGACCCTCCGCAGGCCGTGTGCTGTCCATCGTGATGATGTCCTTCCAGCTAGTC 
TCCTCCGGTGGCCTATACCCACCAGAAACCCAGCCAGCATTCTTCCACTGGTTCCACACC 
TACGACCCGATCACCTACGCAGTCAACCTCGTGCGCCAAATGATCTTCAACGAAACCCCA 
TCCAACGACCCACGCTTCATACAAGCAATCTGGGTACTGCTCTTCATCTGGGCACTGATG 
CTCGCCATCTCCACCCTGGCGAATAGAACAAACAAGGTTCTTCGCATGAAGGACTACCAC 
CCAGAACTGAAGGTC 

>RXAO 1 6 0 5 - downs t r earn 
TAAAAGCTTTTCCCGCCCGGTTC 



>RXA01610 -upstream 

CATTAATCACATGTGGTTAATGCCTTTTTTGATTGCGTAGACTAGGAAGGTACGTCAACT 
TCCATATCTTTAGTTTGCGAAAGCGATCAACTTAAAACAC 

>RXA01610 

GTGTCCGGTTTTCTTACTCCCCCAGCTACACCCCATATTCGGACGGCAACTGCCAGTATT 



Appendix A, page 207 



Attorn Mbcket No.:BGM29CP 



GCTACCGCAGTTGCCGTAGCACTGTCAGTGTTCGCTGCTGCACTCATTCCAGGAAGCGCT 
CTGTATTCTGTGCTGACCGCTGGAGGGGTGGCACTTGGAGCAGCATCAGGCGTTGCCGCG 
TTACGCCATCGCGGAGGGCTTCGCATTTTTCAATGGCTGTCTGCGCTTGGTGGAATCGTC 
ATTTTGCTGATCGGTATCGTAGTGGCAGTTGCAAAGTTTGGGGCCTCGGCAAAACTTGCC 
ACGTTAGGCCTGGTGACCTCGTATTATCTCATGCCGTCTGCGGCATTGGCCTGTTATATC 
GGAGGGCTTGGCCAGCTACCAGCCAAATGGATTGCGCCAGCGTTTATGGCTACGGCTGGT 
GCAGGTGCTGCGGGATGGTTTTCATTGGGGGCAGGCACCGGTTTTGAACGGTTCCTCATT 
'GCTGTTGCAGCGGTGTTTTeAGTGA-TGGGATG.TGTATACC.CAG TGTGGGGATGCGTCGTA 
AAGCGTCCACGTCAAGTGGCTGCATGGCTGGTCGCGCTGGCGGCCCTGGTGCTTGGGGCG 
CTCATGCTTTTTATGGTGAGCATGGTGGTGGCGCCGGGTTTGCTGTGGCTGCAGCCCACG 
ACGGTCGCATGGGGTTTTATGATTGCCGGGGTTCTTGCGACGGTCGCAGGCTTGTGGCCT 
AGGCGTTTT 

>RXAO 16 10 -downstream 
TAGACGGAATCGTCTGGGAGGGT 



>RXAO 16 11 -upstream 

CCCGCTTACAACTACTTGGTTTACACCGGTGTTATCAAGGGCTAAATCGCCTAACCTCTA 
TCTTCATCTATAGCTTAGCTTTACTGAAAGGCTTTTCATC 

>RXA01611 

ATGCGTAAATTCCGCAACACTGCAATTGCACTAGTTTCTGCAGCTGCAATCACCTTGGGT 
GGCGTTACCGCTGCTACCGCTCAGGAAGACGAAACTCCTCCTGCAGCAGAGACCGAGACC 
ACTTCTCCTTCCGGTTCCTCAGGCTCTTCCTGGAACGACTACAACGAAGAGTACGAAGGC 
GACCAAGAGGGCTACGGAATCGACGGCTTTGGTTCTTCCCGCGATGACTCCGGAGAAGAA 
GTTCCACGTTGGTTGGAGACCTGGGGCAAGGTATTTGACGCTTTGACCATTACCTCCGTT 
CTTGGTCTTGTTGTCTTCCCTGTTGTTAACTTCCTGAAGTACAACGGCCTCATTAAG 

>RXAO 16 11 -downstream 
TAATCTGCAATTTCCTGTCAAAT 



>RXAO 16 12 -upstream 

GAAAAAACGACGTTGGTTCGTAGTCGCTGGAAATTTAATAATTCCTCCGTCCCCTTCAAC 
TAGGGGGTGGAAACCCGACTATTTCCGAAGGACTATTCTC 

>RXA01612 

ATGCGTTCTTTCCGTACCGCGGCAGTTGCAGGCCTTACTGCAGTTGCACTTTCCGTAGGT 
TCCGCCACCGTGGCAACTGCGGAAGAATCTGATCAAAACCTCTCATCCGGCTTCTCAGCA 
CTTTCTTCCGGTGGCGCAGCGGCCGTAGGTGAGGACTGGGATGCAGACCAGCCCGTCACA 
GGTGAAGACATCTTTGGTGAAGAGCACGAGCGCGATAACGAAAACACCCCAGCGTGGGCT 
AAGAACATGTACGATCTAACCGTCTTGGGTGGCATTGCTTCCCTTCTCGGTGTCATCGTA 
TTCCCCGCTTACAACTACTTGGTTTACACCGGTGTTATCAAGGGC 

>RXAO 16 12 -downstream 
TAAATCGCCTAACCTCTATCTTC 



>RXA01618 -upstream 

GGCCGTGCGCGCCTCCAGCGAGCCTGGCCGTGCCGGAAAAGTGCTCATTCGTTTCTAAAC 
GTTTAAGGCCCATTAGACCCCTGATTTAAAAGGATCTCAC 

>RXA01618 

ATGATCATTATCGGAGCAGTTTTCGCCATCCTCGCAGTTCTACTGCATGTTTTCATCTTC 
TACATGGAATCATTCGCATGGACTAGTGAGAAAGCACGTGGAGTTTTCGGCACCACCGAA 
ATCGACGCCGAAAACACCAAGGAGATGGCCTACAACCAAGGCTTCTACAACTTCTTCCTG 
GCAGTCATCGCCGGCGTGGGTGTTGCGTTCCTCTTCGCTGGTTCAACTGGCATCGGCGCA 
GCCCTCGCACTCGCTGGCACCGGTTCCATGCTGGCAGCCGCTGCAGTGTTGGCTTTGAGC 
TCACCCGACAAGCGTGGTGCAGCCTTCAAGCAAGGCACGTTCCCGCTGCTCGCAGTGGTG 
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TTCCTTGTGATTGGATTGCTGGTT 

>RXA0161 8 -downstream 
TAAGCAGTTTTTTAAAGGAACTT 



>RXAO 1 6 1 9 -ups t r earn 

CCTGCAAGTTTACTGCTCGGCCGTCACGGGGGAATGGAAAAAGTACGCTTGGTGTTCATA 
" — ~~TAGCGAACCCATTTTCTATTGCGATGAGAGGAACACCACC 

>RXA01619 

ATGCGCGCAATCACTCACAACACTTTCGGCGACCCCGCCGACGTCCTACAGATTACCGAG 
AAGGAAATTCCCACTCCCGGCCCAGGTCAGGTTCGTATTCAAGTGACGCTGGCAACCATC 
CACAACCATGATTTGTGGACCGTGAAGGGCTCTTACGGCTTCGTCCCAGATCTGCCGGCC 
GCCGCAGGCACCGAGGCAGTCGGCATCGTCGACGCCCTGGGCGAGGGCGTCGAAGGTTTG 
CAGGTCGGTCAGCGTGTTGCGTCCGGCACCAGCTTTGGCATCTGGGCGGAGTACGCGCTT 
GTCGACGCCTCCGGCCTCATTCCCGTACCAGAACAGCTCTCCGACGAAAGCGCAGCTCAG 
CTCGTCGCAATGCCTTTCAGCGCCATCAGCCTTCTTGATTTCCTGGATATGAAACCAGGG 
GAGTGGCTGATCCAAAACTCCGCAAACGGTGCCGTCGGCCGCATGCTCGCACAGCTGGCA 
GAATCCCGCGGCATCCATGTCGTTGGTCTCGTCCGCCGTGACGCCGGTGTCCAAGAACTC 
GCTGCTCAAAACATCAGCGGCGTCGTTTCCACTGAGACCCCAGGCTGGGAAAAGCAGGTC 
GAAGACATCACCGGTGGCGCAAGCATCGCCGTCGCACTTGATTCCGTCGGTGGATCCTCC 
J GCAGCTGACCTGGTGAAACTGCTTGGCGAAGGCGGCACCCTCGTCTCCTTCGGCGCCATG 
3 GGCAACCCAATCATGGAAATCCCATCCGGCCCCGTCATCTTCAAGCACATCACCGTCAAG 
S GGCTTCTGGGGAAGCAAAGTCAGCCGCGAAATGCCAGCAGAGAAGAAAACCCAGTTGTTC 
GGCGAGCTCATTGCGCGCATACTTGATGGAACATTGACCCTTCCAGTTGATTCCACCTTT 
Z GATGCCGCTGACATCGTCTCGGCCGTGCGCGCCTCCAGCGAGCCTGGCCGTGCCGGAAAA 
' i GTGCTCATTCGTTTC 

3 >RXAO 1 6 1 9 - downs t r earn 

y TAAACGTTTAAGGCCCATTAGAC 



>RXAO 162 2 -upstream 

AAGGCGTGGGCGTTTTTGAAGGAGCTTCGTTTGGAGCGCGGTCCTTTGGATCGTGAAGTT 
GCCATCGCAGAGCTGAAGAGCTGGTGGGAAGGAGAAAACA 

>RXA01622 

ATGAGTGATTTTTATGCCGACAGGTTGTTTAACGCGATGGAGCGCAATGAGGTAGCTCCA 
GGCATGTTGTTGGTGGCTGCGCCCGATATGGCGTCGGAGGATTTTGAGCGCAGCATCGTG 
TTGATCATCGAGCATTCTCCTGCCACCACTTTTGGTGTGAACATTTCTTCACGTTCCGAT 
GTTGCTGTGGCCAATGTGTTGCCCGAGTGGGTGGACCTCACCTCGAAGCCACAGGCACTG 
TACATCGGTGGGCCGTTGAGCCAGCAGGCTGTGGTTGGTTTGGGCGTGACCAAGCCGGGC 
GTGGATATTGAAAATTCCACCAGCTTCAACAAGCTCGCCAACCGCCTGGTGCACGTGGAT 
CTGCGTTCTGCACCTGAAGATGTGGCTGATGATCTTGAGGGCATGCGCTTTTTTGCGGGC 
TACGCGGAGTGGGCTCCGGGCCAGCTCAACGAGGAAATTGAGCAGGGTGATTGGTTCGTC 
ACACCTGCGTTGCCGTCGGACATTATCGCGCCGGGCCGCGTCGATATTTGGGGCGACGTG 
ATGCGTCGACAAGCAATGCCTTTGCCGTTGTATTCCACGTTTCCGTCGGACCCTTCAGAT 
AAT 

>RXAO 1 6 2 2 -downs t r earn 
TAGATGAGTTCCGAAAATTTAAA 



>RXAO 162 3 -upstream 

CGCGCCGGGCCGCGTCGATATTTGGGGCGACGTGATGCGTCGACAAGCAATGCCTTTGCC 
GTTGTATTCCACGTTTCCGTCGGACCCTTCAGATAATTAG 

>RXA01623 

ATGAGTTCCGAAAATTTAAAAGAAATTCGCGGCGGAATCGGTGAGACTTTAACGGTCGGT 
TTGGGGCTGATTCCGCTGGGTTTGGCCTTTGGGCTGTTGATGGTCCAGACAGGTTTCGCC 
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TGGTGGTGGACGCCGATTTTCTCCTTCGTGATCTATGCCGGTTCGATGGAATTTCTGGCA 
ATCGGCATGGTCACCGCAGGTATCGGCCCGTTTTCGGCGGCGGTCGCTGGTTTCATGGTG 
AATTTCCGCCACATTTTCTACGGTCTCACCTTCCCACGCCACCGCATCAAGTCCGGCGCC 
GGCCGCGCCTATTCCACCTACGCGCTTACCGACGAGTCCTACGCCATCGTGTCAGCCCGC 
CCACCTGGCGATATCAGTGGCACGCGGGTGCTTACCGTTCAAATTTTGTGCCAAGCTCTG 
TGGGTTATGCCAGGAATTATTGGCGCCTTGGTTGGTCAAGTGCTGCCCGATGATCTAAAA 
GGCATGGATTTTGCCCTGACCGCGCTGTTTGTGGTGCTGGCGTGGGAGGCATTCAAAAAT 
AACAAGGATTATTCGCTGCCATTATTCGCGGTGGTATTGGCTCTGGTTTCCGGTTTTGTG 
GCGCCCGAGGAGATGGTGGTT-ATGGGTT-TGAGGAGGTAeTTTTTGATeeTTeTTeTCCGe^ 
GTCCGCTTCCCCAACCTGGACAAGAAACTGGAGATCAGGACTTCCCATGAG 

>RXAO 1623 -downs t ream 
TGAGTTTGGCCTGCCAGAAGGCG 



>RXAO 162 4 -ups tream 

GAGCAGATGCTGGTTATCGCTTTGACCACGTACTTTTTGATCCTTCTTCTCCGCGTCCGC 
TTCCCCAACCTGGACAAGAAACTGGAGATCAGGACTTCCC 

>RXA01624 

ATGAGTGAGTTTGGCCTGCCAGAAGGCGTCACGCTGCTCAACGTCGCCGCCGTGTTGATC 
CCCATCGCGATCATCACCTTGCTGCTGCGCATCTTCCCCTTCGCCGCGATGAAACGCGTC 
AACAGCAACCAACTCATGGGAGTTTTGGGGCGCACAATGCCAGTCGGAGTGATGGTCGTA 
TTGGTCATTTACACGCTCTTTGGCCAGGTCAGTGCGCCAGGTGGTGTGGGTGCTTCACTG 
ATCGCGGTGGCATTCACCGCGCTGCTGCACTGGTTGAAAGGCTCCGCCGGGCTGTCCATC 
GTCGGTGGCACCTTGGCCTACATGTTTCTGGTCAACGTCGTTTTT 

>RXAO 1 62 4 -downs tream 
TAAAAGATGCTTCTCGACGCAAA 



>RXA01627 

CGCACCTATTCACCATCCCTGAAGGATTACAACTCTGATGAACCCTCACTGTTGGGGCCT 
GCAGAAGACCCCAACATGTATCAAGAATTCGAAGTGTCCTACGAGCAGCTCGGCATCAAA 
CCAGAGGGCCGCACCCTGATCGGCGATTCCTTCAGCGCCGATTTCTTGACCTCCAATGAA 
ATTGGAATAGTTGATGAGGTTCCTTCTGGAACGATCGCTTTCACGAACTGGAAGGACGTA 
ACCGAAGGTCGCCACAGTTGGTATGTTCGCTCCGAGGATCCTTTCGGCGGCGTCGAGATT 
TCACCCGTGCAGTCCTTCATTGCCGGGGAAGAGGCTGGCGGGAACGCGCCCGGCACTGGA 
AGCTCCAATGGCGGTTCATCCCACGGATTATGGGGTGCGCTTGCGGAATTCTTTGCCGGA 
GCGGCAGCCCTGGCTGGAGCTGCGATCGCATTTGTCCCCGGAATTTGGGACTATGTGACC 
AACGCATTCAAGCGA 

>RXAO 162 7 -downstream 
TAATTATGGATAGGTAAACGCTC 



>RXAO 162 8 -upstream 

CTTCCCCTTTCAGCCCGTTGAAGAACCAATGAGCCCTGCCCGCACCCAGCCCCGAGCGGC 
TTTCCTAAGGAAGCTCCGACCCATCACATGTAGCCTTTCC 

>RXA01628 

TTGGTTCTCGTAGGGTGCAGCAACACGGCAGAGTCCACGACCACCGATACGGCAGGCTCC 
ACTGAAACTTCATCACAGATTTCACCCACCACTCCAGTCAGCACCACCGAAGCAGCGCCG 
CCTGAAGATCCAAGCGCAAACGCTTTGGAAGAGTATGCTCAGATCCTTGCCAATCCAAGC 
ATCTACCCCTTAACCGAAATTTCACAATTCGTCCCCACAGGCACATATGCCTACACACTT 
GTTGAAGCAACTTCCGATTCCATCCCAGAACTACTACTCCGCGCCGATAGTCACGAATTC 
GCGCCAATTTTGGTTTTCACCTATGACGAAAACACACAATCCGCAACCCAAGCTGGAGGA 
GTCCTAATTGACGGTGTCGCCAGCGCCGGCGGTTCACGAGTCAAGGTCAGAGCTTCAAAT 
TCAGGAGCAGGAATCTACCAATTGAATTGGTACTCGATACAACCAGTTGGCGAAAGCTCT 
TTGTACGGAATCCAAGGAAACTCCCTGACACAAATCGCAGACCCCGAGGATTTCATGGTC 
CGTGAACTATTACCTGACCACCACGAAATTACCTGGGTTGATTCCAACGACCCCTCCGGC 
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CTATCAACCGTTCAGACTGGTGGAGCCAACATTCAACAAGCAGCCCCAACTCCCGTTCAA 
CAGCCTGCGTCAAACCTGCACTACTTCTCTGGTGTAGTAACGATGCAGACCGCCGGCGAA 
CTCATGCGAGGTGAACGAACTCCCAATGGTGAGCCTGCCACTGATCTCTATCTCGTACTG 
GTCCTTGATTCCCCAATTGAAATCACAGCACGAAACGCAGCTACAGACCCTCAGACTCGT 
ACCATTTCCGAAGTCAGCCTCGGCCGATACATCCCCGCTGATGGTGACAATGATTGGATA 
GGCTACCTCGACACCCACGTGGAAATCACTGCAACAACGGATCAGGTCTGGTTCCCAACC 
GACACCGGTCTACCTCTTGGAATGCTTCGTCTAGCGGACTACAAAAGCATCTCA 



>RXAO 1 6 2 8 -downs tr earn 
TAAACCGACGCAGCACTCGTCGA 



>RXAO 163 0 -upstream 

GTAGGTGAGTCTTCGTGAGATACCCCCGGCCAGTCATACAGTTCAACCAAGCTCCACCAC 
CCAGATAAAAACCTGCGGGTTGCGTTTTAGGAGAATTCCC 

>RXA01630 

ATGAGTGATCAAAAAATTGTTGTTGGCCTGCTAGGCATCACCCACCCGCATGCGTCGGCG 
CGGGTGCGTGCCCTCCGTGAAATTGATGGGGTAGAGGTCGTCGCCGCCGCGGATACTGAT 
TCCCGCCTCCAGTACTTCACCGACAAATATGATGTTGAACCCCGCGAGATCGATGACGTC 
TTGAACGACGATCGCATCAACGCCATCATGGTTCACTCCAAGAGCAAGGACATGGTCCCT 
CACGCCAAGCGCGCGCTCGCGGCCGGAAAATCCGTCGTCGTGGAGAAGCCCGGCGGGGGA 
ACAGTGGCGGATCTTGAGGAGCTCCTGGCCCTCAAAGAAGCTGCCGATCCTCAGCGAATC 
GTGCAGGTCGGGTACAACGTCCGCCTGTCTGAATCGGTTCAGAGATTAAAAGAGCTTCTC 
GACGCCGGCCTCATCGGCGAAGTCGTCAGCGTGCAAGCACGCGGCGCCGCAAAAGTAGGT 
GAGCATATCACCGAGCACCTCAACCAACCCGCAGACATGGGCGGTGTGTTGTGGATTCTT 
GGCTGCCACATGCTCGATGCATTGGTGGAAGTCTTCGGAGCTCCAGAATCCGTGAACGCC 
CGAGTGCATAAGACCGCAAAACTCTCTGACGACACCAGCCGCGAAGACTCAGCCTCCGCA 
CTGCTGTACTACCCAGATTTCTCCGTCAGCTTCAGCTTCGACGGCCACGATGATCTGGAA 
TGGTTCGAAAGCTCCCGACTCACGGTCTATGGAACCAAGGGCATGATCGAAGCCGGAATC 
CTCCCTCAGACACTGCGCGTATACCTCAATGAGTCACGCCAGGGCTGGCCACAGGGTTGG 
ACCGAGTGGACCCAGAGCTACTTCACCCCACCGTTTGCTCGCACAGAATCCAACAAATTC 
TCAGAGCTTCCAGAGCTAGAAAACATCAGCAACTTCCGCACAGAAATGCAGGGGTGGGTG 
AATTCCATTCGCACTGGATCCCGCAATGTGGCGCCAGTTGAGGATGCTCTCACAGTCGCT 
CGCATTGTCAGTGCATGCTACGAATCCGACAACAACCAGGGCATTTCCGTAAACATC 

>RXAO 1 6 3 0 -downs t ream 
TAAGAGGAGCACTCCATGAAACC 



>RXA01 63 4 -upstream 

ATTGGATCTAGGAAAAATTATGAACATCTCAAAGCTCGGACTGAGGATCGCGGTCACAGC 
AACGGCGACCACAACGGCGCTTGCCCTCGGTGGCACGCAC 

>RXA01634 

ATGGCAGTTGGTCAAGAAACTGATCTGCTCAACGCTATGGAAACACTCGCTGGGGTTCCC 
TCAGACTTGGTGGTCACTGAAATCCTCCCCGATACCACCAGCTATGACAATTTTGAATTC 
TTTGAAGTTCACAACACCGGCAGTGCACCCGTGACCATTGGGGAAGGGGAGTACACCTTC 
GCCTATTCCTTTGACGATTCCGCCGATACGTCCCGCGACAAGGCACTGGATCTTGGCGGG 
GAAGTCACGGTAGATGCAGGCGAAACCATTGTGGTGTGGATTGAGTACTCCAGTTCAACT 
GTTGATACCGCTGCGTTTAGTGAGCAAGACTTCCGTGATTTCTACGGCATGGATTCCTCA 
GCCCGCATCTTCCGAGCAACTGGCCAGGCGGGTCTCGCTAACGGTGGTGATCGTGGCATC 
CGAGTTCTGTACAATGGTGAAGTTTCTGGTTGGTCCCACTACCCATCAGATAGCGCAGCG 
GTTCAAAAGGGAATTGACTTCGCGCTGCCAAAAGTAGGGGAGCAGGCCAGCATTGCAAGT 
GCGCACCAAAAC 

> RXAO 1 6 3 4 - downs t r earn 
TGATCCAACTCCAGGATCAATTA 



>RXAO 163 5 -upstream 
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AGGGAATTGACTTCGCGCTGCCAAAAGTAGGGGAGCAGGCCAGGATTGCAAGTGCGCACC 
AAAACTGATCCAACTCCAGGATCAATTACTTCTGATCAAG 

>RXA01635 

ttgattcctggcggattggacactccagaagagcctgaagcccctgaagactctcttttt 
gaagggcgcactccccctagggatgcaagcacccgcttgatcctcactgaactaatggtc 
aactccaccaacatgggcagttctgatggttttgagtatgtggaaatcaccaacactact 
gccgaacccatcgatttttccgattacaccttgaactacctgtacccgcaggatgagttc 
aScaacaccaacgaag^ 

aaatctctcgtgttttggatcaaaaatggccccaatgatgaggcaaccgcagcagatttc 
aatgcagaatatggcaccaacctggaggctggaaaagaccttgttgaaatctcctcaggt 
gggatggccaatggtactgccagaggaatgcagattcagaccaacactggccacatagtc 
aaccgtggtttctacaacatggctggcgcttctgatgtgaaagccaacgagggtcttcat 

TTCGCAGTGGATGAGTCTGATCTTCTGAAGCAAACGCTTGTCGGCAGCGGTGCGCCAACC 

ccgggcactgtgtacacttcgcagattcctaatccactgtctgccgttatcgctgattct 
tctgtaccactcatcacagataataccgcaaccagtatcaaccctgcggagccgtttacc 

TTCGCCTTCAAATATCACCGA 

>FIXA01 63 5 -downstream 
TGATGTCCAGGTGCGCACGGCAA 



>RXA01 63 6 -upstream 
3 GCTGATTCTTCTGTACCACTCATCACAGATAATACCGCAACCAGTATCAACCCTGCGGAG 
S CCGTTTACCTTCGCCTTCAAATATCACCGATGATGTCCAG 

; >RXA01636 

GTGCGCACGGCAACACTGCATGTTACTTCCAGTGCTGGCGAAGCCGCGACAACCATCAAC 
^ CTCACCGAGGATGACGGCTCTTTCAATTGGGCTCTGCCTGCAGCGGATCTCACCGGAAAA 
=J TCCTGGTTCGAATACACCGTAACCGCCACCGACGGATTCAACAGCGTTACCACCGAGCCG 
y GTACGCGTCACCGTCGACGGCGCCAACACCGACCCGCTGCGCCTCAACCTGGAAGAAAAC 

CAATGGGTCAGTGGCACCACCGATGTTATCGGTGCTTCAGATGTCTTCGGCGACAAGCTT 
3 GAATTGCTTATCGACGACGCGCCTGCAGTCACCAACTCCAGCCTGTCTGCGGCCCCGACG 
n TTTGCGATGGAAGTAACCCAAACTGATGTGTTCTTCCGCAACGGCATCCTTGCCGGTGGG 
i J GAAGAACTCCGCATTTTCGATCAAGGAACTTACGCCAACACCGAAACCATCTCCACACCA 

GTCCCGCTGTATCACATCAATGAGGACGGTACCCTCACAGTCAGTGTGTATGCGGGAACT 
^ AAAGCAGCACCAGAAATTGACCTCAACGAGAAC 



>RXA01 63 8 -upstream 

TTTCACTGGGCCAGTGGACTCACGGCCGGTAGATAAGGTGGCGGAGATTTCAACGCAGGG 
GGAGACGTCGATAAGCAATCAACCCCAACCCCAGCCCACC 

>RXA01638 

GTGCTCGTGACCGAGGACCTGCTTATTGAGGCGCCATTTGGTTTTGAAATGCGAAGCGAC 
GAACAGTCGCGCTACCTGGAAGGCCCCGACCCGAATCTGCGCATCCACGTGGGCGTCGAT 
CCGCTGCACGGCGCGGACGCCGCGCTGGTTGCCGAAGAGCTGCGCCGCCTGATCACCGAG 
GATCCTTCGCTGGAGGAAATTCCCGCAGGGGAGTGGGGCGAGAAAACCACCATCGACTAC 
CGCGAAACACCCGGCGATGGCTCTCATGTGCTGTGGGTGACCTGGTTTGACACCGACCGA 
CAACTCAACGTTGGGTGCCATAGCAAAGCCGCCGAAACCCTTGTTCACAAGGCACAATGC 
CGAAATGTGATTGAGCATCTGACGCTGAAA 

>RXAO 163 8 -downstream 
TGATGCCGGTTTCTATCCGGAAT 



>RXAO 163 9 -upstream 

AGGCATCAAACCCACAGCACAACCACCAGGACGTGCCACGATGTCCATCCGTGGTGAAAA 
CATCGGTGTTGCACAGATGGCACCGCATAGGTGATGACTC 

>RXA01639 
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ATGAGCACCCAAACAATCACCATCACAGTCCTAGAAACCGCCACCATCTTTGACGGCCCT 
GAAACCATCTACCGCTATGACCTGGCTGCCGAAGGCATCCTTGATGGATGGGCTCACTCT 
GCTGTGCTGGATCAAGTGAAACAAATAGCAGGTGAAAACTGGCCGACTGTTGAGATCGTG 
GTGGATGGCACCGACAACGTAGTCAATGCACTCACCTCCATGTTTGCTTCCAAAGGCGTG 
ACCTGCGGTGGGGTTGGAGTAGAAGCACCTCCCGTTGCGGAGGAACCACCGAAAATTAAA 
CGGCCCACGAGTGGAAAACAAGTCCGCCAGTTCTACGGCATCAAGCCACTACACCTGTTG 
TTGGTCAGCATATTGGTTGGTTCTATTGCTGGTATTTGGGGATTTCGGGTTTCACTGGGC 
CAGTGGACTCACGGCCGG — — ~~ 

>RXAO 1 6 3 9 - downs t r earn 
TAGATAAGGTGGCGGAGATTTCA 



>RXA01 641 -upstream 

GTGAAATTAGGGGAATTCTCACCAACGCTGCTCCCCGTCCCCTTTTGCTGGCATACTCAA 
AGACACATTTGTTGGGGGACAATTTTGGGGGTTGGTTATT 

>RXA01641 

TTGGCAATCGATAATGCGCTGCGCGTGAGCATCCGCATAGATCTCACCGTTGGCGATGCG 
CCCGCTGCTGTGGCTGATGTGGCGCTACCTGCAGGTTCGAGTCTGGCGGACATTTTGGAT 
GAAATTTTAGAACTCACCGATGCACCCCGGATTTCCAGGCCGTGGGTGGCTCACACTGCT 
GCGGGAAGTCCCATTGATTGCGGGATTCCGCTTGCAGAAACACAAGTGGAACAAGGCAGC 
GTGGTGGTCCTTTCACCCGAAAGGGACTTGGAAGCCCCCGTGTTGCGTGATGTCGCCGAA 
GCGTTGGTGGAGTTTTCTTCCACGAACCGCGCCGGGCACCTCGTGGAATTGATGACTTTC 
GCGGGGCTCATCGGGGCTGCCGTGTTAATGACAAGTCCTGCTGCCTCCGGAATTATTGTG 
CCCGGCCGCATGGGAATCTTCGTCGCAATCTGCGCTCTACTGCTTCTGTGGCTCCCACCC 
GCGCACACCCCGATCCTTCGAAACGTCCTGCCGATTACCCTGATCTTGGGCGCAGGCGGA 
GCGGTATCAGTGCTGGTTGCAGGCACTTCTGGGACTTCTCCCGGCGCGCTTACCTGGACG 
ATTTTCGCTGGCGCGTGCACTATTCTTGCCAGTTCGCTGCTGGTTCATGTGGTGTATCGT 
CCAGCAATTCTTCTGGTGGCAACACTGTCCACATTGGGGCTCGGTCTCTTAGTCCTTGCA 
GCAACCACCACTCTGTGGAAGCTCAAAGCTACCGAAGATTTCAGCGGTCCAGCAGCGATC 
ACGGTCACCGCTTCCACCATCACCATGTGCTTCGCCCCGAAAATCGCAGCATCGCTAGCA 
GGCCTGCGCGTCCCATCGCTTCCCACCGCCGGCGAAGATCTCTCCGTCAGCGACCTCACC 
ATGACTGATCCCGAGAAAAGAATAAAAACAACAAAGACGCTTTTCGACGCCCAGATCCTT 
GGCCTTGGCGTTTTGAGCGGGCCTTTGGCGTTGTTGTCGGTTACCCCGGGCACCTGGACA 
ACCACCGTTTTTAGTTTATGCATCGCGGTGGCTTCGCTGCTTCACGCTAATCGTCATCAA 
GCACCAATTCCCACGTGGACATTGATGGGGTTATCTGCCCTTGGTTTCATTTCCATGGCG 
TTATCCGCAAGCCGATCAGGTTCACTAATTGCACTGATCGGTTCTGTGGTTATCATCGCT 
GTGCTGGTCAGCGTGGCATTGTGGATCAGTACAGTCCCCACGCTGGAACCCACCACCATT 
GTGTGGCTTGAAAGGTTGGAATCACTGTGTCTTGCAGCTAGTCTGCCACTCGCACTGCAT 
TTGCTGGATGTATTTGGAATGCTGCGCGGTCTTGATATTGGATTCGGTGGA 

>RXAO 16 4 1 -downs tr earn 
TAAGATGCGCAGACTCATCGCGG 



>RXAO 1 6 4 2 -ups t r earn 

TTGGAATCACTGTGTCTTGCAGCTAGTCTGCCACTCGCACTGCATTTGCTGGATGTATTT 
GGAATGCTGCGCGGTCTTGATATTGGATTCGGTGGATAAG 

>RXA01642 

ATGCGCAGACTCATCGCGGTTAGCTTGGCCGCTCTGTTTATGTTGGCTTCCACTCCAGCG 
ACGAGGGCACAGGAAGTAGAAGCTCTCGCTTGCCCCGAGGTAGCGATCGCCGATCCTTCC 
TCCGCAGTTTTAGATGAACACCTTTCGCAGTCATTATCCCAAGCTCACCAACTAGCAACT 
GGCGCCGGTGTGATGGTGGCAGTCATCGACACCGGAGTATCCCTGCATCCACGTCTGCCC 
CACTTAATTCCCGGCGGTGATTTCGTGGGCGCCCACCT^AAGCCCCGATGTGCCAGGTGAA 
CTTATCGATTGCGACGGCCACGGCACCATCGTCGCCGGAATCATCGCCTCCCAAGGAAAC 
CCCGGCACCGGCTGGCCATATGACGGCAGCTCCGATCCTTATATCGGTGTCGCCCCAGAT 
TCCGGAATCATCTCCATTAAACAAACCAGCTCATATGTGCGTACTCGTGAAGATTCCAAC 
GTCGGAACGCTGAGCACCCTGGCGGAATCCATCCACCGAGCTCTCGATTCCGGTGCCCAC 
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GTGATCAATATTTCCGTGGTGTCCTGTTTGCCCCAATCACCCGACGAGGCCGCATCGTTC 
CAGCCTCTGACGGATGCTCTTAACAGAGCAGAACTTCAAGGGGTGATAGTGGTGGCAGCA 
GCAGGAAACCTCGGGCAGGATTGTCCAGTTGGATCTACCGTTTATCCTGCACATTCAGAC 
ACTGTGCTCTCTGTGTCGGCACGTTTTGATTCTCACACGCTTGCAGAATATTCCATGCCT 
GGCAACCAACAAATCCTCTCTGCACCAAGCCACATTCAGGCTGGTCTATCACCGCGTGGC 
GACGGCTTCGCCAGCCACATGATCACCACCGCTGGCGAAAGCCCCTTCGAGGGCACCAGT 
TTTGCCGCTCCAGTTGTCAGCGCCACAGCTGCACTGCTTCGCCAGCATTTTCCCTTTGCC 
A'CA'CCCTATGAAATTeGTGeAeGAA-TG-T-TGAACAGCATCGACCG.TGC AAGAGGCGCTATT 
GATCCCTACCTGGCACTTACTCAAGAAATCTATCCCACCACTCCCCTGGTTCATGAGATC 
GCACTAAGTGTTCCCACGCCGCCGGATGATTCTCCACGGGAGCGGGGCATCCTAGTTACC 
GCAATCATTGTTGGGTTGCTCGCAGTGTTAGCTGTGCTGATGGGACTACGCCGAATTCAT 
CATCACTCGGCCTTTCAAAAAGCTAGCTCAAGTGTTATCACT 

>RXAO 1 6 4 2 - downs t r earn 
TAATCTATGAGGCACCGTTCAGA 



>RXAO 164 3 -upstream 

CGGATTTCAACACTTTCAGGATGCATCTGTAACTATGCCCATGCCACACCCCATGTTTAT 
CGATGTCTCCTTCCCACCCGCGGAGACCTGTAGTTAACCC 

>RXA01643 

1 ATGGGCACGATGCGAGAAATGGTCAGTGACCGCATTGACCGACTACAAGAAGCACACGCG 
5 CGATCAAAGCAGAAGAAGTTCGGCTTCTTAGTTCGGCCAGGCACCCTGATCCTTGGATGG 
S TTGGTCACGATCATCGGTCTGATCACCATTCCACTTCCCGGCCAAGGCTGGCTGACCACC 

TTCATTGGTGTGGGCATTTTGTCTCTGGAGCTTAAATGGGCGAAGAACCTCCTGGCCTGG 
5 GGAGTGCATCAGTATGATCGCTTCTTCACCTGGTACGGCAAGAAATCATTCCGCTTCCGC 
'I ATGGCGATGTTGGCACTGATGATTCTGCTGATTTGGGTGGTGTTCATCGTGACATTTTGG 

TTGATGTGGCACGCCGGAACTATCCCGTGGGCAGATGAGTTCTTCACCTGGCTTGGGTTG 
3 AGCCGC 
y 

>RXAO 164 3 -downs tream 
3 TAGCAACTATTCGCTTTGAAGGC 

1 i >RXA0164 5 -upstream 

"J AGAGGGCATCACCTATGACCGCCTGACAATCCGCGATTACATCTGGCGCTGGGACACCGA 

2 CTGGTTCTGGTGTTCACGCGCATTCGGCACCCAAAACCCC 

3 >RXA01645 

GTGGTGCGCAAACTCTGGCCCAGGGATCTGCTGCGCTCGAGTTTCTATTGGAAGATCATC 
GGCTGGGATCGAAAATACTCCATCGCTGATCGCCTGGAAGAGCGCAAAGGCCGCCCGGCT 
AGGGAACGGGTGGTCCAAGACGTGGAAGTTACGATTGATAAACTGCCAGAATTTTTGAAA 
TGGTTCTTTGAAAGCAGCGACATCGAGCCGCTGTGGCTGTGCCCGATCAAGCTTCGGGAG 
GTACCAGGTAGTTCGGTTGGTGCTGGAGAAATTTTGAGCTCCGCTGAAGCAATCGACTCC 
GGTGCTGCTGAACACCCTTGGCCGCTGTATCCCTTGAAGAAGGACGTGCTGTGGGTCAAC 
ATCGGATTCTGGTCCTCAGTGCCGGTTGATCTGATGGGCTCCGATGCACCAGAGGGAGCA 
TTTAACAGAGAAATCGAACGCGTCATGGCAGAGCTAGGCGGACATAAATCGCTGTACTCC 
GAAGCGTTCTACACCAGGGAAGACTTTGAAAAACTTTATGGCGGAACCATCCCGGCGCTG 
CTAAAAAAGCAGTGGGATCCCCACAGCCGATTCCCCGGTTTGTATGAAAAGACAGTAAAA 
GGCGCC 

>RXAO 164 5 -downstream 
TAGGATCGCTCACTGTAGGTAGA 



>RXAO 164 6 -upstream 

GGTCGTGCCGTGGAGCGTGCTGCGATTGTTGCCGCAGGGAAGTGAATTAGCAAAAGAGAC 
AGCGCTCGCGCCCACCTATTAAGGAGTATGGTGGCCTTAC 

>RXA01646 

ATGAGCGGATTAGTTGACCCGGATAGTACTTTTTTAAAGACCATCGGAAAACTGAGCAAC 
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AGCTTGTCCATTGGTCGTGGAGTAGATCAAAAAGAGGTAATCCCCAAAGGCTGGAACGCC 
CATTGGGAGGCAATTACAAAGCTTAAGAGAAGCTTTGACGCGATTCCTGCTGGGGAGCGG 
GTGCGTTTAGCTAAGAAAACCTCCAACCTGTTCCGTGGACGCTCCGATGCAGGTCACGGC 
CTAGATGTGGCAGCGCTTGGGGGAGTGATTGCCATTGATCCGGTCAATGCCACCGCCGAT 
GTACAGGGCATGTGCACGTATGAAGACCTGGTAGATGCCACTTTAAGTTATGGTCTGATG 
CCGTTGGTTGTGCCTCAACTGAAAACCATCACGCTTGGTGGCGCAGTGACCGGAATGGGC 
GTGGAATCCACATCCTTCCGCAACGGTTTGCCACACGAATCAGTGCTGGAGATGGATATT 
TTTACCGGCACTGGTGAGATCGTGAeTTGG-TGGCCCACAGAAAA TGTCGACCTTTACAGA 
GGTTTTCCCAACTCTTATGGTTCGCTGGGATACGCGGTGCGGCTAAAAATTGAGCTGGAA 
CCAGTGCAAGATTACGTCCAGCTGCGCCACGTGCGCTTCAACGATTTAGAGTCTTTGACC 
AAAGCGATTGAGGAAGTCGCGTCTTCTCTGGAGTTTGATAACCAACCCGTCGATTACCTT 
GACGGCGTGGTGTTTTCACCCACGGAAGCCTACTTAGTTCTTGGCACGCAAACCTCACAA 
CCTGGCCCCACCAGCGATTACACCAGGGATTTAAGCTAC 

>RXA01646-downstream 
TAACGCTCCCTGCAACACCCAGA 



>RXA01647 

ATGCCGCGCGGAGTGCCGGTGGGGGTTCCTGATGCGCCGGGGCTTTTCAGCAGCACCGAA 
GAACCCGAGCAAGATTGGTTTGTGTGCCAGGATGTCGGCACTGGGGATCTACACATTACG 
GTTCCTAGGGGCGGACTAGGGCCCACCCTGATTGCGGAAGGAAATGGGTGGCTGGGGGCG 
TCGAAAAGCGAAACCGGCGAGGTCACCTGGAACCTGATTACCGCGGACGGGCGCCGCGAA 
CTGCCGGCGTGGGGCAGCGAACATGGGCGCATTATGCGCCGCCACCTGGGGATTTCCGAG 
GACACCCCGCGCGTATACCTGACCACTGAGCTGCTCAACGCGATCCCCGAGCACGACGCG 
GTCCGCTTCCCAGCCCCGCTGCCCGAGCTTGTCGACGCCTCCACCCGCAACTGGTTACGG 
CTCGACGGGGCGCTCGCCGAAATCACGCCGCTACAGCGCGGGTTGCTTATCGACGCCGGT 
TCCGGTGTTTTCCCCGACCCCACCGCGCTTCTTGGTGTGCATGAAGAAACAGCCAACACC 
TTGACGCTGCCCGAGCAAACAGTTTCTTGGCAAGATCTGGACGGTGGTTTTGCCTGCGCG 
GATGGTGAAGGCCAGATCGGTTTCCTGGAAACTCTGGAATCGGGGGTGGCGCTATCTGGT 
GATTCCAGGGCGAAAAGTTTCAGCACAAACGCTGGTGGGGCAGTGGGCGTGGACAGTGGC 
TTTGGCTACTATGTGGTCTCTGATTTTGGGCTGATGCACCCTGTTTCTACTGGTGAATCG 
ATGGTTGCCCTAGGAATCACTGACGTGCAGGTCGTGCCGTGGAGCGTGCTGCGATTGTTG 
CCGCAGGGAAGTGAATTAGCAAAAGAGACAGCGCTCGCGCCCACCTAT 

>RXAO 16 47 -downstream 
TAAGGAGTATGGTGGCCTTACAT 

>RXA01656-upstream 

TCGGCAAGCATGGCTTCATCGTCCTCAAAAAAGTGGTCTAATGCAAGTGACTGAAAGTGG 
ATCTACCGCTAGTCCACTTTGTGGCGTTGGATCATCTGTC 

>RXA01656 

ATGACCGAAACTCAAGAAACTTACCAAGCAACCACTCGTGTGAAGCGCGGCCTTGCCGAC 
ATGCTCAAGGGTGGTGTGATCATGGATGTGGTCACCCCTGAACAAGCGCGCATCGCCGAA 
GATGCAGGTGCCAGCGCAGTTATGGCACTCGAGCGCGTTCCCGCCGATATCCGTTCTCAG 
GGCGGCGTTGCTCGCATGAGTGATCCTGACCTGATCGAAGGAATCGTCAATGCGGTCTCC 
ATCCCGGTCATGGCGAAAGCTCGCATCGGTCACTTCGTGGAAGCTCAGGTTCTGGAAGCT 
CTCGGTGTTGATTTCATCGACGAGTCCGAAGTTCTCAGCCCTGCCGACTACACGCACCAC 
ATCAACAAGTGGAAGTTCGACGTTCCTTTCGTCTGTGGCGCGACCAACCTCGGCGAAGCT 
TTGCGACGCATCACCGAAGGCGCTGCAATGATCCGTTCCAAGGGCGAAGCCGGCACCGGC 
GATGTCTCTGAAGCTGTCCGTCACCTGCGCACCATCCGCGGCGACATCAATCGCCTGCGC 
TCCCTGGATGAGGATGAACTCTTCGTCGCCGCCAAGGAATTCCAGGCACCATACGACCTG 
GTCCGCGAAGTCGCCTCCACCGGCAAGCTCCCTGTGGTCACCTTCGTTGCAGGTGGCGTC 
GCAACCCCAGCCGACGCTGCACTCGTGCGCCAAATGGGCGCCGAAGGCGTCTTTGTCGGC 
TCCGGCATCTTCAAATCCGGCAATCCAGCCGCCCGCGCCGCAGCGATCGTCAAGGCTGCA 
ACGCTTTTCGACGACCCCTCCGTCATTGCCGACGTATCCCGCGGCCTGGGTGAAGCCATG 
GTGGGCATCAACGTATCCGACGTTCCAGCACCACACCGACTCGCCGAGCGCGGCTGG 

>RXAO 165 6 -downs tr earn 
TGATCGTTGGAGTTTTAGCTCTC 
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>RXA01658 

GATCCACAGATCCTGTCACCAACCTTCACCCAGCAACAGCAGCTGCGAAACTTCTACGGT 
TTCCCAGACCAGCTGGCGATGGACCGCTTTGAAGTAGATGGCAAACTCCGCGACTTTGTT 
GTGGCAGCACGTGAGCTCGATCCAAACGCCCTGCAGCAAAACCAGCAGGACTGGATTAAC 
CGTCACACTGTTTATACCCACGGCAACGGCTTCATTGCAGCTCAAGCAAACCAGGTGGAT 
GAGGTCGCCCGCGACGTCGGATCCAeTeGTGG-TGGT-TACCCTC^^^ 

TTGCAGTCGAATGCTCGTGCTGCAGAAAGCGAAGATGCTGAGGAGCTTGGCATCAAGGTT 
GATGAGCCTCGTGTGTACTACGGACCACTGATTGCTTCTGCGACTGATGGTGCTGACTAC 
GCAATTGTCGGTGACACCGGCGATGGCCCAGTCGAGTACGACACTGACACCTCCAGCTAC 
ACCTACGAAGGTGCTGGCGGCGTGGACATTGGAAACATGGTCAACCGTGCGATGTTTGCA 
TTGCGCTACCAGGAAATGAACATGCTCCTGTCTGATCGTGTTGGTTCCGAATCCAAGATC 
CTATTTGAGCGCGATCCTCGTTCCCGTGTGGAAAAGGTTGCACCTTGGTTGACCACTGAC 
TCCAAGACCTACCCAACTGTGATTGATGGTCGCATCAAGTGGATCGTCGATGGCTACACC 
ACCTTGGATAGTCTTCCGTACTCCACGCGCACCTCACTGACGGAAGCGACTCAGGATGCT 
GTCATGCCTGACGGCACCCCACAGCCACTGATCACAGATAGGGTCGGTTACATCCGCAAC 
TCCGTGAAGGCTGTTGTTGATGCGTACGACGGAACTGTTGAACTCTACGAATTCGACACC 
GAAGATCCTGTTCTGAAGGCATGGCGTGGCGTGTTCCCAGACACCGTGAAGGACGGGTCG 
GAGATTTCCGATGAGCTTCGCGCACACCTGCGTTACCCAGAAGATTTGTTCAAGGTCCAG 
CGTGACATGCTGGCCAAGTACAACGTTGATGATTCTGGAACATTCTTCACCAACGATGCG 
TTCTGGTCTGTCCCAGGTGACCCAACTGCAGCGGAGGGCCGCCAGGAACTTAAGCAGCCT 
CCTTACTACGTGGTGGCAGCAGACCCAGAGACCGGTGAGTCCAGCTTCCAGCTGATCACC 
CCGTTCCGTGGACTTCAGCGCGAGTACCTCTCTGCACACATGTCTGCGTCGTCTGATCCA 
GTTACCTACGGTGAAATCACTGTTCGTGTGCTGCCTACCGATTCTGTGACCCAGGGTCCA 
AAGCAGGCCCAGGATGCGATGATGTCATCTGACCAGGTTGCTCAGGACCAAACACTGTGG 
CGTGGATCGAACGATCTGCACAACGGAAACCTGTTGACCTTGCCAGTTGGTGGCGGAGAG 
ATCCTCTACGTTGAGCCGATTTACTCGCAGCGCAAGGATCAGGCA 



>RXA01659 

CCAGAAGCTGTGACTGCTGTGTGGATGGAATCTGATTGGGTGTTGGCGGAAACCATCAAG 
GGTTCCACGCCTTCCGATTGGGAAGAGATTTTGCGGCCGTTGGCGCTGCTCACGGACGCG 
TCTTTCACGTTGCCACCTCGTTCCACGCGTGCGCAAACCTTGGATTTGAAGCATTTGGAA 
CCAAGCCGTCTGAAGCCGGAGCAGCCAGAAAAGCCAGCGTTTACTCCCAATGCTTCGGAA 
GAAGATTTGTCTCAGCCGTTGGTGATCCGCCCCGAGGAGCCGTTGCAGATGCCGGTTCGC 
GGTGTGCAGGAAAGCCGCGGAGTGGTCGAGCCACGGTCATTGGGTGCGGATGATGTGGAG 
TCGATTGCGGAGGGCGATCCAGAGCGTCCGAGCGATCTTTATGGCACGCGTGTGCTGCGT 
GATCTCAATGGTCAGTCCAGTATTTTCCAAGATTCCACCGACGCGGATGAGCCACCAAAA 
AAGTGG 

>RXAO 1 6 5 9 -downs t ream 
TAGAAAACTGGTGTTTTTCGGCC 



>RXAO 16 63 -upstream 

TATTTTGCTGGTTGGTCACAGTGGAGCGCTAACCCCGAGAATCCTATCGAGGCCTAAAAT 
CGTGGCTTGAGTACGCACTGCCAGTAAGGTGTGTGATGTG 

>RXA01663 

ATGGAAATAAGTGTCTTGATCATCGCCGCACTGATCTTGGTGGCAGGCATCGTACTGTGG 
CGCGCGGACTCGTCTAAACAGGCAGCTAAAAAGGCTGAATCACCTGTGGGCTCAGTCGCA 
CCTGCGCCCGTGCTGGTTGAAGAAGAGCCGGACCCTGAGTTTGAGCCAGAACTGGACCCT 
GAACCAGAAGCGCAACCAGAACCAGAGCTGGAAGTTGCGCCTAGATTTGCGCCAGAACCA 
GTTCAAGATCTTGAGCCGGATCAGGCTGAGGACATTTATTTTGATGATTCCCCTGAACTC 
GATGCTGATGTTGAAAATGCCTTGGCTGAGCTTACTGAGGTAGAAGACTACCCGGAAGAG 
CCAGTGCAGTCTGAGCAACCTCAAGCCCCTGCCACGGCGGAGGTAGCTGCGGACGAGGAG 
CAACGGGGCGTCGAT 



>RXA016 65 -upstream 



Appendix A, page 216 



AttomeyTjocket No.: BGI-129CP 



AGGATTGGCGCCCGTGACGCTACTGAAAAGGTGGAGGGGCGCGTCGAAAAGCGTTGGCCG 
GTGCTTGAGCGAAAACCCGTGATGATTAGCATGGTTTGTT 

>RXA01665 

GTGAAGATCGATGAATTGATTGCTCTCGCCGCGGAGCAACCCACTCGCATCTCCAGGCGT 
TCCGGTGTCTCGCGCTCGACCCTGAAGCGGGTCGGCGATGGCACCAGCGAGCCCACCCTG 
TCGACGCTGCGTGAGGTCGCGTTGGCGCTCGGGCTTGATATTAAGGTCGCCGCGCACCAC 
GCCTGCGATCCCTTTGCGGCCGeTGeAGGGQGGAGGC-TTATCGAC GCCTCCGTCCCCGAA 
AATCCCCACAACCAGGAAATTCTCGCTTGGTTGCACCGTTTTGAGCGGTGGAATATCAAC 
GATCCGCTCACCCTTGTCTCTGAAGCCGGAACGCTTCAGGGCATCACACATCGCCAGGAT 
GCGCAGTTTGTGAAACTCAATCCACGCGGCATCGCTGAGCTACCGGAGCTTTTCCAACAG 
CACAAAACCAAATGGGCGCTGTCGGGCGCTGCGGCTGCCACGGTGATCATGGGACAAATT 
GTGCTGGGGAATTCGATTGTGTGGCACGAACCTGCCCACGATCTCGATGTCTCAGCGCTG 
GGCACCATTGTTGATGTGGCAGAAGACGCCGATCTAATTCTCCTGCCCGCAACGGTCACG 
GAACTGGTGGGAAGTTACACCCAGGACAGGCTAAATTTTGTGGCACCTGTGCAATTAGTT 
ATTGATCTACACAGCCTCCACATGTTCGAGGAAGCCGATTACCTCACGAGCGGTTGGCGC 

>RXAO 16 6 5 -downs t ream 
TAAAATACTTAGCGTACGCACCC 



>RXA01669 

CACAACCTTTCCGACGCATTGACTGCGATTCCTCTTTGGATTGCTTTCATACTTTCCCGG 
CGCGCAGCGACTCAAAAATATACGTATGGATTCAATCGTGCAGAGGATTTAGCGGGGTTG 
TTTATTGTCGCGATGATTGCTCTTTCGGCGATTGTTGCTGCATGGCAGGCGATCGACCGG 
ATGATTAATCCTCGCCCGATGGAGAATATTGAATGGGTGATTGCGGCAGGTGTTATTGGT 
TTCTTAGGAAATGAGGCTGTGGCAATGTATCGCATTCGGGTTGGTAAGAGGATTGGCTCG 
GCTGCTTTGGTTGCAGATGGCGTTCATGCTCGCACGGATGGTTTTACTTCACTTGCAGTT 
GTCGCAGGTGGTGTTGGAGTTTTTCTGGGATTCCCCCTGGCTGACCCAATTATCGGATTG 
ATCATTTCTGCGATGATTGCCACCCTTCTTGTTGGTACGATCCGTTCGGTTGGCAGACGC 
CTCATGGATGGAATTGAGCCGGAGTTGGTAGAGAAGGCTACGCACGCGATCTGGCATGTG 
AAGGAAATTGAGTCGATTGATCGACTGAGGTTGAGGTGGGTTGGACACCGTCTTCACGGC 
GATGCCACGGTCAGCACTTCTACATCATCGCTATCGGAAGCCACCGCAATCGCCCTTGAG 
GCTGAGCTTTCCGTCAAACAACATCTTCCCAATGTGGATGAAATGACTGTGACCATCACC 
CCTTCCAAACCT 

>RXAO 1 6 6 9 - downs t ream 
TGAGTCCCGTGATACAATTGTTG 



>RXA01671-upstream 

TCTAAAAACACATTTTTAAGCCCTCCCGGCGCAGCTGAAAACTCAGTCGCCGGGAGGGCT 
TTTTTGTACCCGAATTTGTACCCGAATTTAAGGAATCGCT 

>RXA01671 

ATGAATCATGTTGTTAATTTTGCTTCACATTTGGAAGACGCAGCCCTGAAGCAAGCCGAA 
GCTACTGCCACCATGCCGTTTATTTACCCGCATGTGGCGTTGATGCCTGATGCTCACTTT 
GGGCTGGGTTCGTCGGTGGGAACGGTGTTCGGCACCAAGGGTGCGATCATTCCGGCGGCT 
GTGGGTGTGGATATAGGTTGCGGAATGATAGGAGTGTGTACCAATTACACGGCCTCTGAC 
CTGGAGGGACGTGATTTGGTGACGCTTCGGGATTACATCGAGCGGGTGATTCCGTTGTCT 
CCTGGAAATTACAATTCCACCACCTTGAAGGAAACCGCGAAGGTGAAGGTCGCGGAGTTG 
GAGGAACTCGCGGAGCGCGATGGTGTAGATTTGTCGCACTCTCCGACGTGGAAGCGCCAG 
TTGGGTTCGCTTGGTGGAGGTAATCACTTCATTGAGTTGTGTCTTGATGAGTTGGATCGG 
GTGTGGATGTTTTTGCACTCTGGTTCCCGCGGTGTGGGTAACAAGATTGCCCATAAGCAC 
ATCAAGAACGCGCAGGCCCAGTGTAAGAATGAGGAGCTTCCCGATAAGGATCTTGCGTAC 
CTTGACCGAGGGGAC 

>RXAO 167 1 -downs tr earn 
TGAGGAGTTTGAGTCTTACATCA 
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>RXA01672 

TCACCACTAGCAACCTTCCGAGTTGCACTGGCAATGTCCATCATCGGACTCGTGGCGTGG 
ATCATCTGCGTAACCGTCCTCTATTTCGGACTTAACGTGGCTGGCGTCTGGCAGAACTTC 
AACGATGTCATCGGCGGTGTTGGTGCAGAACAAACCATCACCTTCGGGCTCGTCCTGAGC 
ATTTCCGCACTTCTGGGAGCTATCGGAGCGATTACCGTCGCTGTGCTTGCACCATTGTGT 
GCAATCATCTACAACTCGATTGTTGACCTCTTCGGTGGACTGCAGATTCAACTGCAAGAA 
GAAGTAGAC 



>RXAO 1 6 7 2 - downs t ream 
TAACCTCTGAAACACAAACCCCT 



>RXAO 16 73 -upstream 

AGTTTGCAGGTTCGGCCACCCATTATCCATATCAACATTATATGGGTGGATATGAAAGTA 
CCGTCTACCGCGTTCTTTTCAATTAGCGCAACCTTGAAGC 

>RXA01673 

ATGTCTACAAACCTTCTGGAATCGACGCCGCCCTTTACCCAACTTCGCACCGGAGTCCTC 
CAGAAGTACACCCCGGGCCTGCTCTTATGCTCCATTGCGGTACTCATCGCTATGATCGTG 
AATCACTTTTTCTCTGGTGTGAGTCCGCTTATCGTCGCGATCATTCTTGGCATCATCCTG 
ACCAACCTGATTCAGCTCCCAGCATCGACCTCACCCGGCATCACGTTGGCGTCGAAAAAG 
CTTTTGCGGCTGGGAATCGTCTTCCTTGGTCTGCAGTTAGTTTTCTCAGATATTTTGTCA 
CTTGGTTTCCCCATGCTGGCGGTGATTGTGTGCATCGTTGCCGGTGGTATTTTTGGGACC 
ATCCTCATGGGACACCTGCTCAGAATGAAACCAACCCAAGTTCTGTTGATTGCTTGTGGC 
TTTTCTATTTGTGGCGCTGCGGCCGTGGCAGGTGTTGAAGGAGTAACTGATTCCGAAGAA 
GAAGAGGTCGTTACTGCGGTTGCACTTGTTGTTATTTTCGGAACGCTGATGATTCCTTTT 
ATCCCATTCGCAACCAAAGTCTTGGGGTTATCCCCTGAAATCGGTGGGATGTGGGCAGGC 
GGATCCATCCATGAAATCGCCCAAGTAGTAGCAGCTGGAGGAGTCATTGGTGGTGGAGCA 
TTAGGTGTTGCAGTTGTGGTGAAACTCGCCCGAGTACTCCTACTTGCACCCATTGCTGCC 
ATTTTAAGTTTTCGCCAGCGCCGCCAGGGTTACACGTCCCCCGATGGAAAGAGACCACCG 
GTCGTTCCCCTATTTATCCTTGGATTCTTGGCGATGGTAGTTTTGCGCTCCACTGTTGCG 
CTCCCAGACGAGGTAATTGCGGCTGGAGGTTTCCTACAGACAGCCTTGCTCTCTGCAGCA 
ATGTTTGGTCTCGGGTGTGGCGTAAAAATCCAGAACCTGATCCATGTTGGGGTCAAGCCT 
TTCATTCTGGCTTTCGGATCCACGACACTTGTCACCAGTATCGCACTTGCAGGCACCCTA 
CTCACCCACCTCGGA 

>RXA01 67 3 -downstream 
TAGAACCGAAGACCCAGTTGTAC 



>RXA01 67 5 -upstream 

TTGCCGATTCTAGCGGGAGAATTAGTGTCCATCGCATCGAACCACATCTGATTTTGAGCC 
CTGGCTAACGGATTGTTTTTGACAGATTGGAATGACAATA 

>RXA01675 

ATGAACGAGATTCCAGAATGGTTGACTCTTGTATCTGTTGAAGCAGGAAAGAGACTTGGG 
CGGCCTGGGCCATTGGTGTTTCCGCCGGAGTTGGTCACTTTGGCAGTTGAAGGGATTGAG 
CTTATTGAACTTGAGCCTTCATGGACTTCTGATTTGCCTCTGCCGGAATTCGGGTTCCTA 
GCTGCGGATATGGTTGATTTCTATGATGATTATGAGTTTAGTGAATGGATTCCGGGTGCG 
TGGCCTCTTGCTTTAGATGGTGGAGGAGGTTTCTTTTGCCTTGATCTCCGTGCTGCCAAC 
GCTGATGGAGAGATTCCTGTTGTGTGGGTGCATGCCAGCAACTTGGGTTGGGGTGATGAT 
GAGGCAGTACGCGTAGCTGCCTCGTTGGCAGATTTGTTGAGTCCGTCGAAA 

>RXAO 167 5 -downstream 
TAGAAGAATTAGCATTTACCGGA 



>RXA0167 6-upstream 

AGTTACAGCTTTTCTCGGTGGCACACTCGCGCTACTTAGCCCTTGTGCCGCACTCCTTTT 
ACCAGCATTTTTTGCATCCTCAGTGGGTGCTGGCCCGCGC 
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>RXA01676 

ATGATCCTTCACGGTGTTGTGTTCTACGCAGGACTTCTAGTACTTCTCGTGCCACTTGGC 
CTTGGTGCGGGAATCCTCGGCGAGCTGTTTATCACCCAACGCCAGACCATCATCGTGGTT 
TCATCGATCGTGCTGATTATCCTAGGTTTTGTCCAGATCTTCGGCGGCGGATTCGACTTC 
GGAAAAGCACTCCCAGGATTAGATCGTCTGCAATCTAAGGCCACTGTGACCTCAGGTCTA 
GGAAAGAGCTTTTTACTAGGAATGACCAGTAGTATTGCCGGTTTTTGTTCCGGACCAATC 
rTCGGCGCCGTTCTTACTTTGGCTGCCACCAGTGGAAACTCCATCACCTCAGCACTCATT 
TTGAGTGCTlwfGGT^ 

AAACTCGGACAGCGTGGACAGCAGATGCTCCGCGGCCGGGAATTCACCTTCTTGGGCAGG 
CAGTGGCACATTGTTTCTGTCATTAGCGGTGCCCTGATCATCGCTGTCGGAATCCTCTTT 
TGGTCCACGAACGGCCTTGTCAGCATGCCGGAGCTCGTTCCAATGGACACCCAGATCTGG 
CTACAGGAAGCCACATTCTCACTCGGGTCACCACTCTTTGACATCGCATTGATCATTGTC 
GCCGCTGGCTTGTTCTTGTACTTCTGGAACAAACGACAAAAGCGAAAAGAAGAAGCTCAG 
CGACCCAAAGAAAGTGGATGGGTTATTAACCCTCGC 

>RXAO 1 6 7 6 - downs t r earn 
TAATTATTAGTTTTGGAGCGAGG 



>RXA01 67 7 -upstream 

GTCGCCATAGTTGAGTTTTATTCATGGCTTTTAGCTAGGCGACTTTAGTTGAGGGCTTTT 
AGTTGAGGGCTTCCCAGCAGGGATGGTTAAGGAGAATTCA 

>RXA01677 

GTGAACCAACAGAGTAAAAAGTGGCTCGTACCGACACTGGTCGTCATCATTGCAGTGCTC 
CTCATCGCAGTTGTTCTGTTGATGTACCGAGGAAATGCGAGTGATACGGCCGAGGGCGTT 
TCAGCCGCTGCGACTTCGGACTCGGCTGCTGCTTCGACTGCTGCTTCGGGTTCCGCTTCT 
GGTGCTGCGGACTCCGATCTGACCAGCGTGGAAGCACGCGACCCTTCCGACCCTGTTGCG 
GTGGGAGACGTTGATGCACCTGTTGGGTTAGTGGTGTTTTCCGACTACCAATGCCCGTTC 
TGTGCAAAGTGGAGCGATGAAACCCTGCCACAGATGATGAAGCATGTGGAAGATGGAAAC 
CTCCGCATTGAATGGCGTGAAGTGAACATCTTTGGAGAACCATCTGAGCGTGGAGCTCGC 
GCGGCATACGCTGCGGGTTTGCAGGACGCATACTTGGAATACCACAACGCACTCTTTGCC 
AACGGTGAAAAACCCAGCGAAGACCTGCTCAGCGAAGAGGGACTTATTAAGCTTGCTGGT 
GACCTTGGACTAGACGAATCGAAATTCACTGCCGATTTCCAATCCCCTGAAACTGCAGTC 
GCAATTGCGCAACATCAACAGCTGGGAATCGATCTTGGCGCCTACTCCACCCCAGCTTTC 
CTCCTAGGTGGCCAGCCAATCATGGGCGCTCAGCCTGCTTCTGTATTTGAAGCCGCCTTC 
GAGCAAGCACTGGCAGCGAAAGAA 

>RXAO 1 6 7 7 - downs t r earn 
TAAACCGTGGATGTCGGCCTAGT 



>RXA01681-upstream 

CTTTAACGAAAGACTTGTCGTTACTTTAGTAATTAGACCAACATGGTGGTGAGTGGTTGA 
AATCTTGCCATCAAAATTATCGAGTGAGTTGAAGCATTCC 

>RXA01681 

GTGGAAGTACTACTACTTATCGCAATCGTCGTTGGTGGTGGCGTTTTTGTCGCCTCAAAG 
ATGGGATCCAATAACAATAAGAAGCAAGAAGAAGCCAAGTTTGCTGACGCACAGGCAGAT 
GCGCGTCGGTGGATTGAGCGTCTTGGTTCCCAGGTTTTGACCATCGCAGGTACAGATGCT 
GCGTCGACCCAGGCTATTGCTGACGCCTCAGAGCGCTATACCGCTGCGTCTTCTCAGATT 
TCTTCTGCCACTACTCCTCGTCAGGCAGAGTTGGCTCGAGAATCTGCACTAGAGGGTCTG 
CATTATATGAACGCGGCTCGTGAGATCATGGGTATGACTGCTGGCCCTGAGCTGCCTCCT 
CTGGAAGGTCAGCGCAATGCTGGTCGCGTTACAGAAAAGCGCACCATTGAGCAGGAGGGT 
CGCCAGATCACTGCTTCCCCCGTCGCAACAGATGAAACTCCGAACTACTACCCTGGCGGT 
AACGTTGCGGGTCGCCCAGTCCCTGCTGGTTGGTACTCCGAGCCTTGGTGGGCAAGCGCA 
TTGCGTTCCGGTCTGTGGACTGCAGGTTCGGTCATGATGTTCTCAGCAATGTTTAACGGC 
ATGGCTGGTGTCGGCTACTCCGCTGCAGACCTT ' 

>RXA01 681 -downstream 
TGAAAAATGGCTATGGCGAGGGC 
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>RXA01685-upstream 

CAATAATTAGGTGAGCAACCCTAATAAGAAACCTTTAGATCCCGCACAAAGATTCTCCCT 
CCCCACCAGATGGGCGATGTTCTTTGTCGGGATCTTTATT 

>RXA01685 

"ATGTCCTTCGCCATCGGeATGAGGGTGCACGCAGGACTAG GAACCACCACAATTTCATCA 
CTTCCCGTGGTGTGGACTGCTGCCAGCGGATTATCCCTGGGCTGGACCACAATTTACTTC 
AATGGCTTCATGATTCTGTGCCAAATAATTGTGCTGCGTTCCCAGTTCAAACCACAAATG 
TTAGTCCAAATCCTGTGGGCATTCCTCTTTGGGTTTCTTTGTGATTTAAGCCTGCAACTA 
ACCACCTGGGCGCAAACTGACAATTATTTTGTGGCCTGGATCTGGGTTATTGTGTCCACC 
ATTTTGATGTCGATCGGAGTTTTTATTCAAGTACTCCCCAACATCACTTTCATCGCTGGT 
GAAGGCATTGTCTCTGCGCTGGTGAAGAAATTTCCCAACGTGGAATTTGGCACCATGAAA 
CAAATCGTCGACTGGACTTTCGTCTCCGTCGCTGCCATTTTGTCCTGGATCACCATGGGT 
GGACTTATTGGCGTGCGCGAAGGAACAGTGTTCGCGGCGTTTTTCATCGGATTCTTCGTC 
CGCCAGTGGCGCAAACTCTACCTCCGCTCCATCGGTCAC 

>RXA0168 5-downstream 
TAAAGAGCTTGTTCCAGGAAGAG 



3 >RXA016 86-upstream 

3 GGAGGAAGGGTTGCAACGCTTTTTCAAGAGAATGACCGTGCGTCCGCTTAAACGAAGCGT 

fi CGAACGCCGGTCTTTTCTCATTTCACTTAAGATGTAGAAC 

Z >RXA01686 

''\ ATGACTTCACTCAGGGACTTACTTGTTTCCACCAATGCCGACGCAGCAATTGCAGATATG 

*^ TCAGCATTTATCGAAGAAACCGTGGGCAAGCAATCCGGCATCAGCGGCATCGCACTCAAA 

=; GGCGCAATGGGTGCTGCAACCAAGATCGACTCCGACATCGTAGCCAAAGGCTCCAGGCGC 

y CTCCTCCCGGAAATCGCTGACTCCCTCGACGGACTCTGGCAGGAATACCAAAATGGTGGC 
ACCGCCGCAGATTTCGGCGCCCACCTCGAGGCCAACAGCTCCACCGCACTCGACGCGATT 

3 CTCAGCGTTGCTGACAAAAACGCAGAGAGCATCAACGTTCCAGGACTTGGCAAGGTCTAC 

fi AAGGGCGTGCGCGGCAAGGCTGCCAAAGTAATCGAGCAGGAACTTCCTGCAATTGGCCAG 

y TTGATCGAAAAGAACGCACAA 

Z >RXA0168 6-downstream 

f TAATTAGGTGAGCAACCCTAATA 



>RXA01693-upstream 

AGGAGACTGGCTGGATTATTGGCTGGTTTTCTTGGGAAATCGTCATGGGCATTAATCCTA 
GTCCCAACAATTGCCAGAACCCGAACACTAGGCTTGAACC 

>RXA01693 

ATGAATACTGCACCTTTCAAACTCGAAGCTGACTTCGCATCAGCCCTGCCCACCATGGCA 
GCCCCCTGGCAAGGTGAGGAAGCCCCCAACCCTGAGCTCGTGATTTTAAATGACGACCTC 
GCCTACAGCCTCGGGCTTGATCCGACATGGCTTCGCACACCTGAGGGCGTTCAATTTCTT 
CTCGGACTCAACCCCGAGCCCTTAACAAAAGCAGTTGCGCAGGCCTATTCCGGCCACCAA 
TTCGGACAGTTTGTGGCAAGCCTTGGTGATGGCCGAGCGCTTCTTCTCGGCGAAGCCCGC 
TCAGCTGACGGCGTACTGCATGATATCCACCTCAAAGGATCTGGACGAACCCAATTCTCC 
CGAGGAGCCGATGGACGCGCCGTCCTTGGCCCCGTCTTACGCGAATACATCATCTCCGAA 
GCGATGCATGCACTTGGTGTTCCCACCACCAGGTCACTTGCAGTAATTAGCACCGGTAGG 
AAAATCCAACGAGGAAGCGTAGCCCCAGGCGCAGTCCTTGTTCGAGTAGCAACCAGCCTC 
ATTCGAGTCGGATCCTTCCAATACTCCAACATCTCTGGTGGCATCGAACTATCTCAACAC 
CTGGCGAACTATACGATCACCAGGCATTTCCCTTCGTTGGTAGCTGAACTATCCGCACCA 
ACCCCCGCAACTTATGTATCACTGTTTAAAGCGATTCTTCAGCGCCAAGCAGACACCGTT 
GGAAAATGGACCAGGCTGGGTTTCGTTCACGGAGCCCTCAACACAGACAACACGTTGATA 
TCCGGAGAAACTGTTGACTACGGCCCATGCGCTTTCATGGAGCGCTACCGTGGCGACGCG 
AAATTTAGCTCCATCGACACTTATGGTCGCTACAAATTTGAAAACCAACCTATGATCCTC 
GGATGGAACATGGCCCGCCTCGTAGAAACCCTCCTCCCACTCCTGGGCGCCACACCAGAC 
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GAAGGCATGACAGCAGCCCAAGAAGCTCTCGTAGAATTCGATGACCTCTGCGAACAAGCA 
ATCCGAAAAGAATTCGCCACTGCACTGGGCCTTGACGAGTCAGACACCGGCACGGTAGAG 
CAGTTCCGTGAACTGCTCTACCTCCATAACCCCGACATCACCACGCTGCTGCGCGCACTC 
ACCGACAACACCGCACCACCGAGTGGCTTTGAAGCATTCGTTCACGACTGGAAAACCCAA 
GACCCAGATATCGAAGCAATGCGAGCAGTAAATCCACTTTTCATTCCACGCAATCACCTC 
GTGGAAGCTGCTCTCGCAGACGCAGTTGAAGGGAATCTAGAAAAGTTCCACGAACTCCTC 
GCTGCTGTCACCAATCCTTTTGATCCAACTGCGGGCCCCGATGAACTACGCCTGCCAAGC 
GAAGAAGGATTTGAAGAAGACTAeATGAGG-T-TCTGCGGTACC 



>RXAO 1 6 9 3 - downs t r earn 
TAGGACAGATGGTGGGGCAGACG 



>RXAO 1 6 9 4 -ups t r earn 

CGACACCAATAATTTATTGGGTATCCACCAATTACCGCTGTGAGCACTGCAAATTACGTA 
TTCGAAAAGCCATGTCCACCACGTGTTCTATCCTGGCGGC 

>RXA01694 

ATGCAAAAAATCACCCCAAACATCTGGTGCCAAGGCACCGCAGACGAAGCAGCCGAATTC 
TACGTCAATGCGTTTTCTGAGTTTCCGGGTGGCGCAGAAGTACTCACCACAGTTAAGTAT 
CCCGAAGCTGGCTTGCTGGACTTCCAGGAGCCTTTCGCAGGAAAAACCTTGACGGTGGAA 
CTCGCTATCTCAGGCTTTAAGATCATCTTGATCAATGCTGGTGAAGAGTTCACTCCCAAC 
CCATCGATCAGCTTCATGGTGAATTTTGATGCGGTGCGTGATGAAAATGCCAAAGAGCAC 
CTTGATGCGGTGTGGGAAAAACTCCATGAAGGCGGCAGCACACTGATGCCAGTCGATACT 
TACCCATTTTCGGAATACTACGGGTGGGTACAAGACAAATATGGTGTGAGCTGGCAATTG 
ATGCTCAGCCGCCCAGAAGAAAAGCCAGGTCCCGCAGTAATCCCAACGCTCTTATTTGGT 
GGGGCAGCTCAAAATCAGGCAGGCCCAGCTCAAGAAAACTACGTTGAGGTGTTCCCGAAC 
TCCCAACTTGGTGATCGTGCACCTTATGGACAGCAAACAGGTCCTGCCACTCCTGAGGCC 
CTCATGTTTTCCCAGTTCCAACTCGACGGTCAGTGGATTTTCGCGATGGATTCCGGAGTT 
GAGCAAGATTTCACCTTCAGTGAGGGTGTCTCATTGATGTATGAAGCTCATGGTCAAGAA 
GAACTCGATGCCATCTGGAATGCACTCTCGGCAGTTCCAGAAGCTGAGGCTTGTGGTTGG 
TTGAAGGACAAGTTCGGCGTGAGCTGGCAGATTGTTCCCGACAACATGGAGGAGCTCATG 
GCTAAACCCGGCGCGTATGAAAAGCTTCTTGCGATGAAGAAGATCAATATCGCGGAGTTC 

>RXA01694-downstreain 
TAGCAGTTCTAAGCGCTCCACGC 



>RXA01696 

CACTCCGACCCAGTACTCATGGTGGAGGCCTACCGCCAGCTCGCTGAACAAAGCGACTAC 
CCACTGCACCTCGGTGTTACTGAAGCTGGTCCCAAGTTCATGGGAACAATCAAGTCTTCC 
GTAGCATTCGGCGCTCTGCTGTCCCAGGGCATCGGCGACACTATCCGTGTGTCTCTTTCT 
GCTGACCCAGTGGAAGAAATCAAGGTTGGCGACCAGATTCTGCAGTCCCTCAACCTGCGC 
CCACGCAAGCTGGAAATCGTGTCCTGCCCATCATGTGGCCGCGCACAGGTCGATGTGTAC 
TCACTTGCTGAAGAAGTCACCGAAGCACTCGACGGCATGGAAGTTCCACTGCGCGTCGCT 
GTCATGGGTTGCGTTGTTAACGGCCCAGGTGAGGCTCGCGACGCTGACCTCGGTGTTGCA 
TCCGGTAACGGCAAGGGCCAGATCTTTGTCAAGGGCGAAGTCATCAAGACTGTCCCAGAA 
TCCCAGATCGTGGAAACCCTCATCGAAGAAGCAATGCGTATCGCAGAGGAAATGGACCCA 
GAAGTCCTCGCTGCAGCAAGTGCTTCCGGTATGAAGGCTGAAGTGAAGGTAACCAAG 

>RXAO 1 6 9 6 -downs tr earn 
TAAGTTTTGGTTAATTAAGGCAC 



>RXA01 6 97 -upstream 

TAGATCAACTAAGTATGAACGCGAATCCGACTTTGGTCGTACTGCAAGAATCGACCAGAG 
CCCGATTAAAAAATGCCCCCGCGCAACGAAACTAGTAATC 

>RXA01697 

ATGTTTCAAGGACTAAAAGAACTCACCGCAGCAAAAGGCCGCACGCTGCTGATCACCGTC 
ACCGTCGGGCTGATCGCCGTGCTGGTTACTTTCCTCTCTGCCCTCACCGCCGGGCTTGGC 
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CACCAATCAGTATCCGCACTGAAATACCTAGCGGGTGATAATGAACTTATCCTCGCCGAT 
TCCGGATCCACCACGCTTTCCGCGTCCACGCTTTCTGATCAAGCAGTTGCCCAACTCGAA 
GACGAAGGCGCACAGATGCTGTGGCAGGTCCGCGACCGAGTAGCAGACACCCCCACCATG 
CTCCTC7VACTCCCCTGACCTTGCGCCTGGTGAAGTATCCCTTCCTGCCGAACTCGCTGAT 
TCGGAACTCGCTACTGCGCATGATGTAGTGGATTCTTCCAACGATCTGTACCTCGATCAC 
CTGCCCGTGGTATTGATGAACACCTCCGATTTAGCCTCACTCGCGCAAGTCCGAGGCGTG 
ACAGGACCAGCAGGCGCATTCGCCTCTGACGTTGCGCTCCCCTCCGACACCGTTGCGCTC 
TCTGGATCCGAACGGTGGAACGCATCCGCCTCCTACCAGG GCGAACAGATGTCACTCAAC 
CTCATGATCGTCATGCTGTATGTCATCTCCGCACTCGTGCTCGGCGCATTCTTCACCGTC" 
TGGACCATCCAACGCCTCCGCGGCATCGCCATCTCTAGTGCTTTGGGAGCAGCCCGCCGA 
GTACTT 



>RXAO 1 7 0 1 -ups t ream 

GCCGATCAAATTCATTGATTGTTAATCGGAAGTTTTTTGAACAGGTAAAGCTAGGGGACC 
TGTTCAGTGCCTGTTGGCGGATGTATTAAGGAGAATGCCC 

>RXA01701 

ATGCTGAGCCACGAAGAAATTGTTGCGATCGCAGAAGATTTGCTGTCTAAACGCTACGGC 
GGTGTACAAACTCTTTCTGACGTGGAGCAGCTCAACGGTTCCGGCACCTCCGCGGTGCTG 
CGTGCCAGGGTGGCTAACTCCCCATTCCTCCAACAGCGCTCCGTGGTGCTGAAGTACGTG 
CCCAGCACCGGAGACGTCTTTGATGATTCTGCGCTGGTGCGTGAAATCGTCTCCTACCAG 
TTCACCACCTCCTTGTCGGAAGATGTCCGCCCAGGGCCAGTCATTTTGGCCTATGACATT 
GACAAGCGCATCCTGGTCATTTCAGATTCCGGC 



>RXA01703 

CTCAAATACTTTGCACACATCCACGCTGTGGTTCAGGCTGTGTCGCGGAAGATGACCAAC 
TTCCACGGCGTTATTGATTGGGACACCGGTGACGGCGACGGCGGTTTGTTCAAGGGCATT 
TTGGTCCGCTATTTAGCTGATGTGGCCATCCGCCTGCCTGACGATTCACCAACCAACCGG 
GAAACCAAAAAGATTGCAGCACGCCTGGTACTGGAATCGGCGGAAAGCGTATGGAACCAC 
CGATTGGAAGTTGATGGCCTTCCGGTATTCGCCACAGACTGGACAACGGATGCACGCCTG 
CCACAAAACTTTGGTTTGAGTTCCTCTAGTTTGAGCGATCTGGTGAGTGTTGTGCGCGTG 
GATGAACGTGATCTGTCCGTGCAATTGTCCGGTTGGATGCTCATGGAAGCAGCAGCGAAA 
GTGGCCGAAGAACTGGAAAACAACGGCAATAGTTACACCGGTCGCTCCCGA 

>RXA017 03 -downstream 
TAGCCCCGATAGTGTATGTGCTG 

>RXA017 09 -upstream 
TTGTTGTCTGCAGGG 

>RXA01709 

ATGCGCTCCGGCGTGGACATGATTCTTAATGAAACCGGGGGTGAAAAGATGCTTGCACAG 
GCAGATTTAGTCATCACTGGAGAAGGACGCATTGATGCACAGACCCTCAGCGGGAAAGCT 
CCTACTGGAATCGCCAAACGGGCACGTGCGAAAGGAATTCCAGTACTGGCGGTTTGTGGG 
CAGAGCCTATTGGGTCCAGCAATCTCAAATGAGCTATTTGAAGACATCTACAGCTTTACC 
GATTTCGAATCTGACATCAATGAATGCATTCGAAACCCGCTCCCAATTTTGGAAGGTATC 
GGTTTTAACATCGCCAAACATCATCTGAGT 

>RXA017 09 -downstream 
TAGCGATATTTCAGCAAACCGAT 



>RXA017 11 -upstream 

TCTCGTGAGTTTCTCCCCGGTAGCACCTTCTATATCAGCCCCCACGCCGCGTCGGAGCAG 
GTGGGATAGCATCGGCAACGCGGTTGCATGGCCGTTGGCC 

>RXA01711 

ATGTTGTTGATGGCGCATCGCTTCTTCGTGCTTGCGATTAACGGCGCAGTCACCGACGAT 
TTCACGACGGTTTATAGTGCTTTACGACGTTTCGTTGAAGGTATTCCGGTCTACAACGAG 
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GTCTACCACTTCGTCGATCCGCACTACCTCTATAACCCGGGCGCCACCCTCCTATTGGCA 
CCATTGGGATATATCACCCATTTCACGTTGGCTCGGTGGATGTTCATCGCGGTG/U^CCTC 
CTTGCCATTGTTTTAGCGTTCGGGCTGCTGACCAGACTCTCCGGTTGGGCGCTGCGCAGC 
ATGGTGTGGCCGATTGCGATCGCCTTGGCGATGCTGACAGAAACCGTGCAAAACACCCTC 
ATTTTCTCCAACATCAACGGCATCCTGCTGCTCATGTTGGCGATTTTCCTGTGGTGCGTG 
GTGCACAAAAAATCCTGGTTGGGCGGACTAGTCATTGGTTTGGCCATTTTGATCAAACCC 
ATGTTCCTGCCACTTCTCTTCCTACCTTTGGTGAAAAAGCAATGGGGATCGCTCATCCTC 
GGCATTTTi^CCCCAGTGATTTTeAATGCAGTGGGC-TGG-T-TCCTAGT TCCGGGAGCATCT 
GAATACGTCACCCGCACGATGCCCTACCTTGGTGAAACTCGAGATTTTGCCAACAGCTCA 
CTCCCAGGCTTGGCCATCTATTTCGGAATGCCCACCTGGATGGAAATCACCTGGTTCCTC 
ATCTTCGGCGCAATGGTCGGCCTCGCAGTGCTGGCACTCCTGAGATTCCGTAACACCGAG 
CCATACTTCTGGGCAGCAACCACCACCGGTGTACTCCTGACTGGCGTATTCTTCCTGTCC 
TCACTGGGACAGATGTACTACTCCATGATGATCTTCCCTATGATCTTCACCCTGCTCGGA 
AGCCGATCCGTATTCCACAACTGGGTTGCCTGGGTCGCCGCCTACTTCTTACTATCCCCT 
GACACTTTCACCTCCCAGCGACTACCCGATGTAGCCCGCTGGATGGAATTTTTCAGCGCG 
ACCGTTGGTTGGGGACTATTGATAGTGGTTACATTTGTCTCGGCGCTAATCTGGTTTATT 
GGTGATATCCGAGCCAAGGGAACTCCGAGCTCACCCATTACCACTGATCCAACGCACGAC 
CATCTTGAGAGGACAGCA 

>RXAO 1 7 1 1 - downs t ream 
TGACAGACTTCAAACTCATCAGC 



>RXAO 17 14 -upstream 

CATTGGATAATTAGCAGGAGTGAAGTTGCATCAAAGGACAAACATAAAATAAACGGCGCG 
CCTCCCCAGAGTTACCCCAATAATTAGTAAATTGCAGATT 

>RXA01714 

GTGATCGATTCCGAAGCGACCTCTCAGCACAAGACCTCAGCTACCCCGGCAGAGAGCACT 
CCCGCGGAGTTTTCCGAAGCGGTTGAGTCTATGCACAGAGCGCGCCTGCGCCCAGAACTT 
ACTTTGGGCACGATTAGGCCGCCTCAGCGCCTGGCGCCGTTTTCGCACGCCATTGGACTC 
GAAGTCGGAAATCAAGAAGAGTCAGACGATGTCTCCACCAACAGCGAAGGTGATTCCTTT 
GGTCGTTTGATTCTGCTCCACGATCCGGGTGCCGAAGAAACCTGGGAAGGAGCAATGCGC 
CTTGTCGCCTATATTCAAGCTGACATGGATCACGCTGTTGCTTCCGACCCGCTATTGCCG 
GAAGTAGCGTGGCAATGGCTTAACGAAGGTTTGGAACAAGCCGGCGCAGGATTTACCAAC 
CTAGGCGGAACCGTAACCTCCACAACCTCGGTGCGCTTTGGTGAAATCGGTGGACCGCCA 
AGTGCCTACCAAGTGGAAATGCGTGCGTCCTGGACCGCGACTGGCACCGACCTCACCGCG 
CATGTTGAAGCGTTCGCAGCAGTGCTTGCCTCTGTTGCTGGACTTCCCCCAGAGGGCGTC 
ACCGAACTACGAAGG 

>RXA01714-downstream 
TAGATTGGACACCATGGTTTCCG 



>RXAO 17 15 -upstream 

ACATGTTGTTGGAACATGCCGGCAGAGCCGACACTACGATTCATTCGCTAAAGGGTCTGG 
CCACTGACACTGGCAAAGATCCACGAAAGGAAGTTACCCT 

>RXA01715 

GTGAGCGAGCTCGATATTAAACAGCTCAACAAACTGCAGCGCTACTCTCAGTGGGCGGTG 
TTCCGTGCTATTCCTGGAGCGCTCGATGATGATCGCACAGAAGTCACTGACCAAGCAGCC 
AAGTTCTTTGCCGACCTTGAAGCAGAAGGCAAAGTCACTGTCCGTGGCATTTACAACGCC 
TCCGGCCTGCGCGCAGACGCTGACTACATGATCTGGTGGCACGCAGAAGAATTCGAAGAC 
ATTCAGAAGGCCTTCGCTGATTTCCGCCGCACCACCATTTTGGGTCAGGTTTCTGAGGTC 
TTCTGGATCGGAAACGCTCTCCACCGTCCATCTGAGTTCAACAAGGCTCACTTGCCTTCA 
TTCATCATGGGTGAAGAAGCAAAGGACTGGATCACTGTTTACCCGTTCGTGCGCAGCTAC 
GACTGGTACATCATGGAGCCCTTGAAGCGTTCCCGCATTCTCCGCGAGCACGGACAAGCT 
GCTGTGGAATTCCCAGATGTTCGTGCCAACACTGTGCCGGCTTTCGCACTGGGTGACTAC 
GAATGGGTGCTGGCTTTCGAGGCTGATGAGTTGCACCGCATTGTCGATTTGATGCACAAG 
ATGCGTTACACCGAGGCTCGCCTCCACGTCCGTGAGGAGCTGCCATTTATTTCTGGACAG 
CGCGTCGACATTGCAGATCTGATTAAGGTTCTTCCT 
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>RXAO 17 15 -downstream 
TAAAAGCTGCTTTTCTAAACGAT 



>RXAO 172 9 -upstream 

TCAAGGTCCGGCGATTCTTCAATTCTTCGAGTTCAGGAAATCGCATACTCTCTAGGCTAG 

taaactttocta:cgaacctattactaagaaggagggcgaa 

>RXA01729 

gtgaagttgaggacaatcccagccctgttagccgtcgcacttcttgcaggctgttcgggt 
gaaagtgctgatagccaagccgtttccgctgaggaaaccatggaagtaaccactacctca 
accccggtgttcgaagccaaagaggtaagcccaatcacagtcccaagcggcgatatcagg 
gttgaagacccaggtctcaatgttgaatttatcttccgaggcacccgctacggcaccaac 
ggtggctcaattattcacatcgcggtgaaaaacctaaacgacgtagccctgccagccgac. 
gccatcgatccacccaccctggacatcgaagactacaacggcaacaaaaccaacatcgaa 
accctctccggcgacgacaacatcccactcgacctaccactgggtgccggcgcgacaacg 
aacctgcaatacgcgttcaacacctcaaacggctcattgtcgaatgctaaattccagatc 
ggaaacgtcatctactcaggcaatttgaacagcttggcg 

>RXAO 1 7 2 9 - downs t r eam 

taagttcaaaaaataatttgaat 



>RXA01731-upstream 

gcttttgcagctgtggggttgggctgggggcaagtgttcatgtaggtgtcattgatcgtt 

CACTCAAGGTTGGACGTTGTGTTCATGAATAACTTTTATG 
>RXA01731 

ATGAACGCATCGTCCATTTCTTCCCGATTCAAGGATCTTTTTGTGACACCCAGTATTGTT 
TTTGATTTCGATGGCACGCTTGCCATTGGCCATGGCCCTGTCCTTGCGTATGCATTGTGT 
GTTGCACCGGAGGGTTCCAAGGACTTTCTGGAGCGTGTGCGCAGGGAGCTTCGGCGCTAT 
GACGATGGTCAGAGTATTTACCGTGATGGGTATGACATTGTGGCTAAGTTGGCGTCGGAA 
TTGGGGATTGATGATGGCACGATGTCTGTCGCTTATGGCGAGAGCCGGAAGTTGCTTGGT 
TCGGATTTAGCGCCTGTTGAGCATGTGCGGGGTATTAAGGATATTTTGTCCTCGTTGAAA 
GGTCATGCTCGGTTGGTTTTAGCTACCAATGCCCCGGAAAATGGCGTGCATGATTTGCTG 
CGTCAGTGGGGTGTTGCTGATTTGTTTGATCAGTTGCATTTTGTGGTGGGTAAGCCTGCA 
GGGTTGATTTCGATCATTTCTGATTTGCAGCTTGATGGTCCGGTGCTTGCGGTGGGCGAT 
ATTTATGAATTCGATCTGAGTCCTGCAGCGCAGTTAGGTGCAGATACGGCTCTGGTTGGA 
GCTACAGCAACCATTTCTGAAGCGAAGGTCTCCATGCGTGGAGATTCTATCGCTGATCTC 
CCTCTCCTTGCCTGGGTTTGTTCCCGGGTCTCCTCTTCT 

>RXAO 173 1 -downs t ream 
TAACTTTCTTGTCTCATGTCGCT 



>RXA0173 4-upstream 

ACGATCTGCCGGAGAATCTCAAGAAAGTGCTCACTGCGCAGCACACCGTCACCGTCCAAG 
ACACCGGCACCGGGCGGATTTCACTCCTGGATGTGCAACC 

>RXA01734 

ATGACAGATCCAATTGAGCAGGCATTTGAACGCATCCGCGCCGAAGCCATGCGCAGAAAT 
GGATCCGTTCCCGACCTCAATAAAAACGATGCTTTTCGACGCCCACCTGCGCCGAAAGGG 
GGCGTCGAAAAGCGCAAAAAAGGCCGTGCAAGCGGCCTAGACGGCCGCCAGAAACGATAT 
GTGCGCGGCGCGGAGTCGCTGGGATCGGTGCTGAACAAGGAAATTCAGCGTCGTGGCTGG 
GGCAAAGACATTGCCGGCGGTTGGGTGACGTCCAACTGGGAAGAGCTTGTTGGCGCGAAG 
ATTGCGCAGCATACGCGCGTGGAAATGATCAAAGATAAGAAGCTTTTTATCACTTGTGAT 
TCCACAGCGTGGGCCACCAATCTGCGCATGATGCAGCGGCAAATCCTGCAGGTAATCGCT 
GAAAAAGTGGGTCCAAATATTATTACAGAGCTGCGTATTTTTGGGCCTCAGGCCCCAAGC 
TGGCGCAAGGGGCCGTTGCACGTAAAAGGACGCGGTCCGAGAGACACATACGGA 



Appendix A, page 224 



AttomeyT)ocket No.: BGI-129CP 



>RXAO 1 7 3 4 -downs t r earn 
TAGTTTGGTGATAAAAACCGTCG 



>RXAO 1 7 3 8 -ups t ream 

GTGAGCTCTACCGCATCGACTCCCCAGAAGCAGAAACTGTAGAGCCCGGCGATCGTCTCC 
TTTACGTTCGCCGAGTATTTAGeGAGGAGGTAAATGACAA 



>RXA01738 

ATGAGAATTCTTCCCATCGGCCCCCACGATGAAATCGCCGTCAACGGATCAATAGTCCTT 
CTATCCGAGCACGACGGAGACATCGTATCGGTCGGCCCCGACCTCGGCACGGTGCGAGTT 
ACCCTTGAAGAGATCGAAAGTTTAGGTACACCGACGGCACCCCGCGATCTGGGTTCTCGG 
GAAGTCGACGCATGCGTATCGTTGCTCCGCAACCGCGAGTTAGTGCGATTCGATCCCCAC 
GATGGCAGTGAATTAACCTATCGGGAACATAGCGTTGCTTACGGTGCGAGTGGCAAGCCA 
TTGTTTCCCCGATTGGATCCAGCGGTGATCGGCATTGTGGAGCTGCGAGGTGAGGATCGT 
TTGCTTCTGGGCATGAATGCGCAGAAACGCCAACGCTATTCATTAATCGCAGGTTATGTT 
TCGCATGGTGAGTCGCTGGAAGACGCATTCACCAGAGAAGTGTTCGAGGAAGCGGCGCGC 
CGGGTATCTGAGATTTCCTATGTGTCGTCTCAACCATGGCCGATCTCTGGTTCGCTGATG 
CTGGGTATGAAGGGCTTCACGGAAGATGAGTTGCCTCAAGGCGAAACTGATGGTGAATTA 
GCGGAGACAATCTGGGCTTCGCCACTAGACATTATCGATCGTAAGATTCCGATCGCCCCA 
CCCGGATCGATTGCCTACGACATGATCAACGCCTGGGCGCGAGATAAACAAAAC 

>RXAO 173 8 -downstream 
TAAGGGAGCTTTTTACAGTGATC 



>RXAO 17 41 -upstream 

GCATCTCTGGCTTTTCCTGCATGACAGATGATTGTAACTGTGATGAAATAAGGCCAGATG 
AAGTAACTGTGTCGATTAAGTTTTGGGGGAAATTTTTCAG 

>RXA01741 

ATGACACACATCGCTTTAGCCAACTCTGCCCAAGTTCTGATCCGCCCGGATTCTGCGATT 
CAATTCGGCATCGACGCCACCCGCGCTGGCGTCTTAAATATCGATCCATCGCTGTCGTCG 
CGAGTCGTCCCGGTGCTGCGGAATCTGCGGACCGCCCGACCGATCGTTGATGTCATCGCC 
GACCTCACGACTGCAGGCCTCGCACCCACCGCTGCGAGCAGTTTGCTCGAGGACCTTTTA 
GAATTCGGTGTGGTCCGCGAATCGGCGGCGGCGCAGGTGTTGCTGTTCGGGGACGGTTCG 
CTTGTCGACGTCACCTCCTTCCTTTTGGAAACCTCCGGCTTTGTTCCCAGACCCCAGATC 
ATCGATGAGTCGCCTCGAGAGTTTTTCGAGCTTCCCTCCAGCCACATTTTGGTTCTCAAC 
AAGCTCGCACATTCCCAACGTCTATCCCCGCTGCTTCACAAATATGCGCCGACGTATCTG 
TGCGCCGCGATCGTCGATAATCGTGGCATCATCGGCCCGGGCCGGAGATCACGATCGGGG 
CCGTGTTTGATGTGTGTGGATCTGCATCGCTGCGATATCGATCCGCATTGGCTCTCTATT 
ATCAATCAGCAACCCAACGGTCCCACCTTTCCTGATCCCGTCACGGAGATGGCGACGGCT 
GCCCGACTCGTCGCCTGGGTCACTGCCGATACATGGTTGCCCGGCGTTGTGGAGGAAGTA 
AACCCCCACGATCGAACAAACTCGGTACGCACCCTCCCTGTGCATCCAAAATGTCCGATG 
TGTTGGAGTTTAGGTTCC 

>RXAO 17 41 -downstream 
TAAAGTGCTCCCAAAATCGCGAG 



>RXA01742-upstream 

TGGCTAAAGCGATGTGTGTCATCTGAAAAATTTCCCCCAAAACTTAATCGACACAGTTAC 
TTCATCTGGCCTTATTTCATCACAGTTACAATCATCTGTC 

>RXA01742 

ATGCAGGAAAAGCCAGAGATGCCAGCGATTGAGGTCATCCGTTCAGCGAAACGCACCAAA 
ACTGTTCAAGCTCGAATTGTGGACGGGCAAATCCAGGTGCGCATCCCTGCGAGGATGTCT 
AAAGCGGAGGAAGAAAAAGCGGTGGGGGAGATCGTCGCAAAGCTAAAGCGACGCACCCAA 
TCGGCCGTCTCAAGCGACGCTGACCTGATTGAGCGCGCCCATAAGTTGAACAAGACTGTG 
TTGGAGGGGCGGGCGCGGGTGGAAAGTATTCGGTGGGTGAGTAATCAGAAGGGGCGGTGG 
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GGGTCGTGCACGGTGGCGACTGCGGAGATTCGGATTTCGGATCGTTTAAAGCACGTGCCG 
GATTATGTGTTGGATGCGGTGTTGGTGCATGAGCTGACGCATACGTTTATTGCGGGGCAT 
TCGGCGGAGTTTTGGGAGTGGGCAGACAAAACGCCCCTGGCAGAGAGGGCCAAGGGCTAT 
TTGGAGGCGTATCAGCGGTGGGGC 

>RXAO 17 4 2 -downstream 
TGAAGGTTTAGTTCTTGTCGGAG 



>RXA017 4 8-upstream 

ATCACCAAATGTGGCGGTTTTGCGTCGAAAAGCGTGCTCTTTCTACACCTCTTTGAGGTT 
CATTTTCGCGGTTTCCTCACAATCGCCTATTGTTAAGTAC 

>RXA01748 

ATGGCAGACGCGAAAAAGCAGGCGGATAAAGCCGCCAAGAAGCAGGTAAGAGCAGCCAAG 
AAGGCACAGCGCAAGGAGACTCGCTCACAAATGTGGCAGGTCTTCAACATGCAACGCAAG 
CAGGATAAGGCTCTTATTCCGCTTCTGTTGCTCGCTATTCTTGGTATCCCGCTGGTCCTT 
TTCCTCATCGGTTTGATTTGGGGTGGTCAGTGGTGGATGCTTCCGATCGGCATTGCTGCA 
GGTGTTGTAGCTGCAATGTTTATTTTCACCCGTCGCGTTGAGCGTGACGTGTACAAGCGC 
GCCGAAGGTCAGCAGGGTGCTGCTGGTTGGGCTGTGGAGAACCTCCGCTCTGGCGTGGGC 
ATGACCTGGCGCACCAAGACCGCTGTTGCAGTGACCACTCAGATGGATGCAGTGCACCGC 
GTCATTGGTCTGTGTGGTGTTGTGCTGGTCGGCGAGGGCTCCCCTCACCGCCTGAAGCCA 
ATGCTTGCGCAGCAAAAGAAGCGCCTGAACCGCGTGGCACCTGGTGTTCCAGTGTATGAA 
ATCATCACGGGCAACGGCGAAGGCCAGACCCCTATCGCGAAGCTGCAGCGTGAACTGGTC 
AAGCTGCCTCGCAACTACAAGAAGAACGACGTCGCTGCCCTGGCCGCTCGCATTGAGGCT 
ATGGACAATGTCGGAAACGCTCCTGGCGGATCTTTGCCTAAGGGTCCATTGCCAAAGGGC 
GCAAGCATGTCCGGTATGAACCGCCGCGCTCGCCGACAGGCTGAACGCAAGGGCGAGGCT 

>RXAO 1 7 4 8 -downs t r earn 
TAAAGCCTTTTCGCTTTCGCGTC 



>RXAO 1 7 4 9 -ups t r earn 

GGTTTTTGCGTGCTCTGGTTTAGGGACTGGTTTTGGGAACGTGCCCAGTTCCACATCAAA 
TAACGCTGAGGTCGTACTTAATCCATGAGATCATGAATGG 

>RXA01749 

GTGAGCTTCCTTGTAGAAAATCAATTACTCGCGTTGGTTGTCATCATGACGGTCGGACTA 
TTGCTCGGCCGCATCAAAATTTTCGGGTTCCGTCTCGGCGTCGCCGCTGTACTGTTTGTA 
GGTCTAGCGCTATCCACCATTGAGCCGGATATTTCCGTCCCATCCCTCATTTACGTGGTT 
GGACTGTCGCTTTTTGTCTACACGATCGGTCTGGAAGCCGGCCCTGGATTCTTCACCTCC 
ATGAAAACCACTGGTCTGCGCAACAACGCACTGACCTTGGGCGCCATCATCGCCACCACG 
GCACTCGCATGGGCACTCATCACAGTTTTGAACATCGATGCCGCCTCCGGCGCCGGCATG 
CTCACCGGCGCGCTCACCAACACCCCAGCCATGGCCGCAGTTGTTGACGCACTTCCTTCG 
CTTATCGACGACACCGGCCAGCTTCACCTCATCGCCGAGCTGCCCGTCGTCGCATATTCC 
TTGGCATACCCCCTCGGTGTGCTCATCGTTATTCTCTCCATCGCCATCTTCAGCTCTGTG 
TTCAAAGTCGACCACAACAAAGAAGCCGAAGAAGCGGGCGTTGCGGTCCAGGAACTCAAA 
GGCCGTCGCATCCGCGTCACCGTCGCTGATCTTCCAGCCCTGGAGAACATCCCAGAGCTG 
CTCAACCTCCACGTCATTGTGTCCCGAGTGGAACGAGACGGTGAGCAATTCATCCCGCTT 
TATGGCGAACACGCACGCATCGGCGATGTCTTAACAGTGGTGGGTGCCGATGAAGAACTC 
AACCGCGCGGAAAAAGCCATCGGTGAACTCATTGACGGCGACCCCTACAGCAATGTGGAA 
CTTGATTACCGACGCATCTTCGTCTCAAACACAGCAGTCGTGGGCACTCCCCTATCCAAG 
CTCCAGCCACTGTTTAAAGACATGCTGATCACCCGCATCAGGCGCGGCGACACAGATTTG 
GTGGCCTCCTCCGACATGACTTTGCAGCTCGGTGACCGTGTCCGCGTTGTCGCACCAGCA 
GAAAAACTCCGCGAAGCAACCCAATTGCTCGGCGATTCCTACAAGAAACTCTCCGATTTC 
AACCTGCTCCCACTCGCTGCCGGCCTCATGATCGGTGTGCTTGTCGGCATGGTGGAGTTC 
CCACTACCAGGTGGAAGCTCCCTGAAACTGGGTAACGCAGGTGGACCGCTAGTTGTTGCG 
CTGCTGCTCGGCATGATCAATCGCACAGGCAAGTTCGTCTGGCAAATCCCCTACGGAGCA 
AACCTTGCCCTTCGCCAACTGGGCATCACACTATTTTTGGCTGCCATCGGTACCTCAGCG 
GGCGCAGGATTTCGATCAGCGATCAGCGACCCCCAATCACTCACCATCATCGGCTTCGGT 
GCGCTGCTCACTTTGTTCATCTCCATCACGGTGCTGTTCGTTGGCCACAAACTGATGAAA 
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ATCCCCTTCGGTGAAACCGCTGGCATCCTCGCCGGTACGCAAACCCACCCTGCTGTGCTG 
AGTTATGTGTCAGATGCCTCCCGCAACGAGCTCCCTGCCATGGGTTATACCTCTGTGTAT 
CCGCTGGCGATGATCGCAAAGATCCTGGCCGCCCAAACGTTGTTGTTCCTACTTATC 

>RXAO 1 7 4 9 - downs t r earn 
TAGCATTGACCCCTTAAGCGCAG 



>RXAO 1 7 5 0 -ups t ream 

TCGCCCCCGAGGATTGTGTTGCGAACAGTCCTGAAGATCATGTCAGACCTACATTGAGCC 
AATGATCGACATGTGGACGAGGGAAACTCGACCGAACAAT 

>RXA01750 

ATGTGTATCAACGACCCTAAAGGCGAGTTGCTGAAGAAAAATTATGTTCGGATGTCTAAG 
CGCGGTTTTCAGGTTGTTCAGTTTAACCTGATTAACAACCTGAAAACTGATATTTATAAC 
CCGTTGGGATTAGCAGCCGAAGCAGCTCGCGAAGGTAACGGGATGAAGTGCGCAACCTAT 
GTGGAAAATATCGCAGAGGTGTTCTTTCCGGTGGACGGTGCCGATGATCCGGTATGGCCG 
AATGCGGCCAACAATGCCTTCAAGCGTGCAGCCTATGGTCTTATCGACTTCTATTTGGAA 
GAGGAGCGCGAGATGCGCAAGCAGGCTGCAGCTGAGAATTGGGATGCCAAGGTGCTTGAT 
ACACGTATTGATCAGATGTGGGGTAAGGTCACGCTCTACAACTGCTACCAGCTCTTTGTG 
CAGCTTTCGGCAAAGAAGCTGAAGAATCCCGTTGAGCGACTCAATGAACGTGCACGTGCC 
GGTGAATTCGGTAACTTAGAGACTGATGAAAATGCAGCCATGATGTTCCAGGATGCTGTG 
ACAGAGGCCGAAGAGAACGAAATGTTTCTGTGGGAGGGTGAGAAAGAAAAAGACATGCTC 
ACCTTGTTCTTTAGTGCCACAGACGGTCTGCCAAAGTCCAGTGTTCGTACTCTGGTGGGC 
AACGCAGATAAGGCCCTGAAAGCAATGGGTGGCGCTGAAAAAATGATGGCGTCGGTCTAC 
GGTATCGCGATTACAGCGATGTCCTTCTTTACAGACCCCACAATTTCAACGTTAACCTCA 
GGCACACTAAGTCAGAACGTTGACTTGGCCGGATTGTCGTTTCCACGGCGCATGGGTGTT 
CGTTTTGCGGCCCCCTATGTGAAGCGCTACAACCTGGTTGGATCACAGGTGAAATGGGAT 
GCGTATAGTGACGCCAAGTTCACCAAGCCGTTGGGTAAGAATTTTGTTCATGATGACACG 
CTGTCGGTTGAGGGTTGGGCGCGGTTCTATATTAAAGACTCGTTCCCGAGTAATACTGCG 
TACCTGCGTTTGCGGATTCTCAATGGTACTTCTGGCACGTTGATCAAGACTCTGTACTTC 
AAGTTCACCAAGGGCTACCAAACGAACCTTAAAGGCCGTGCGTTTATTACTGATCCGGTG 
ACCGATGAGAAGATCATTAAGAATGGTCTGCTGATCGAGCTGGTGAAAAACGATGCTGGT 
GACTTTGTTCCAGGTCATGTGCAGTTTAAGACGAAGAAACTGAATCTTGACCAACTCACG 
CAGGAACAGATCAATATGCCGGGTCATGACATGATCAAGCAGGTTGATGCGATGGTTGAT 
GCGGTGTCGGCTCTGAATGTGCGGTATTCGGAGAAGCCTAAGGCAGTGTTCTTCGTAACG 
CCTCCGCATCTTATGAAATATGCGAAGTTGATTTTGATTCTCATCAAACAGCTTGTGGAT 
CTGAACTTCGATTCCTCGTATATGACGCGTGAGAATCAGAAGCCGGATTATAAGACTCGT 
TTCATGTTGGACGAGTTGGGAAACCTTCAGAGTGAGGGTCATGGTATTGCGGGATTTGAA 
ACCATGCTCTCGATCGGTCTGGGACAAGAACAACAATTTAGTGCGACCAGTTGCGTAGCG 
AAAAACTACGCTCTTGCAGCT 

>RXA 0 1 7 5 0 - downs t r earn 
TAAAGTTGCAAGAAACTGTTTCA 

>FOCA 0 1 7 5 2 - ups t r earn 

GAAATGACGTGACCATCGATACCAATACCCAATTGAAAGATCTTGACCTGGTCAGCCAAG 
TTGGCCGTCAGATCGTGGCAGAACAACAGGTGGGGAGGTC 

>RXA01752 

ATGATGGAACAAGATCTCAGCTACCGTGAAATTCTTCCCCTCAACGCGAGTGAGGAGAAG 
AAAAAGGCTGCACTGATTGATGCCATTGAAGGGTTAAGGGTGCGCGATCCGCTACTCTCT 
GCCTCGATTGCATTTACTAGAGGGCAGAAAGTCGCCTTCATTGCTGTGGTGGTGGGCTTT 
ATCTTGATGCTCATTTTTGCTCGGCAAGCAGCACTTATTGGACTGTCAGCAACGTGTACG 
TTCATGTACCTCATTACATTGTTGGACAGATTTATCATGTTTTCCAGAGGTATCCGCGCG 
GAATCCATCATCCAGGTATCGGATGAAGATGCGCTGGCTTTCCCTGAGGACAAGCTGAAA 
ACCTACACGGTGTTGGTGCCCGCCTATGGCGAACCTGAGGTGATTGCGCAGCTGCTGGCA 
TCCATGCACGCTTTTGATTACCCCAAGCATCTTCTGCAGGTATTGCTCATGTTGGAGGAA 
GATGATCTGCCCACGATCGCCGCGGCAGAGGCAGCGGGAGTGGATCAGGTGGCAACGATC 
ATTAAGGTGCCG 
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>RXA017 53 -upstream 

CTGATTGTCGCAGCCGTGGTGTCAGTGTCCAGGCGTTCGCAAAAAGGATACAAATGATTT 
CTTCTTTACCCAGTAGAACGCAGGGGAGGAGGTTGGGTCC 

>RXA01753 

ATGAGTAACCCGTCGCTAGAACCTCTAGAACCGATCGAGCTTTCTGACGGTACTGAAATT 
GAAGTTTeAGAGGT-TGA-TGGAGAACCGCAAGCTGG.CAATGC GCAGATGGAAGTACCCAGC 
TTACGGACATATGTTTTTCGCGGAATCATTGCCATTGCCTGTTTGATCATTGGTTTTTAT 
GAGAGCTTTGTGCTGATGTGGCAAAACCTCCGAATCGGCGTGGCCAACTACTCACTACTT 
GTGGTGCTCATGGCGATCGTGTTGTTTATCGGACTGGACCGCAAGCGTGCTCGTGCATTG 
AACATTCACGACCGCGAAGTCGACTACATCATTGGTGGCATTGTCGTACTGATAGCCATC 
ACGATTAAGAGCCAGCTTCTGCCACGTTTTGTGGACTGGGAAACTCTGCTGCGCTTGGAT 
ATGTTCGCACTGTTATTCTTTGCGTTTGGTATTTCCGGCCTGGTGTTTGGCATGCGCTCT 
ACCTTTTCTTTTGCACCCGGCTGGATTTTGCTGTTTGGCTACAACGCGGTGGCACACCTG 
ATCATCTCGGTGATTTTCGGTGGTGGCTTTTGGGGCCCGGTGATGGCAAACATCATTGGA 
CTGTCTCTTGCGGTGTTGGTGTCCTCCAACAGGGACCTGGTTCAGGCCACCTATTTGGCA 
CTGATGACGGTGTTGTTTGGCGTCATTATTGCCATCATCGTGTGGGCGCTGACCGATGGC 
AGTAAGTTCCTCACCTTGGTCCCAGCAGTGCTGGCAACCATCACTGTGGTGTTGGTGTCT 
TCGCGTTGGAGGCTTGGTCAGTGGAAAATTCGTCGTAGACAACCCACGGTGGAAAAAGCC 
GGACCCGCGCTTATCGCGGTCGTGGTTGCGACAGCACTCTTGGCGTGGATTCCTACTCCT 
TATGTGGAGCGCGTCAACAACCTCCCCGGGCTTCAAATGCTGGCAAAGCCTGCCCCAGGT 
GTTATCGCACCTATTGGTTGGCACATCGACGATGTGCAGTATTACAACTGGGCTTCGCGC 
TACTTCGGCCCCGGTTCCTCTCTGCTTAGGCAGACGATGACGGCAGATCATTACAACGAG 
GCGTGGGATCCAGATGGACTCGACCGAACTGTTGTGGTGGATACCCTCCAATCGGCGGAA 
CGGTTCCAGCAGCGTGCCTTTGGTGACGAGACGCTGTATTCCACTCTGAGAGGTCGAAAG 
TCAGATACCGTCCAGGTGGATCTGGGATACGGCGTGGACGGACGCGCCTACACGGTGCTC 
GATGAAACTGACTTCTTGACGTACACCAAGCTGGTTTTTGAATGGCAGACCACCAACAAC 
ACCGTGGAGAAGATCTCCGTCATCGCGGTGGATGATCACCGCGCAGAAGCGAAGTTCCCG 
GAGCTTGCACCATCGGTTACCAGAATGTTTATCCAGGTGGCTACCATTTTGTTCCGTGGA 
AATGACGTGACCATCGATACCAATACCCAATTGAAAGATCTTGACCTGGTCAGCCAAGTT 
GGCCGTCAGATCGTGGCAGAACAACAGGTGGGGAGGTCA 

>RXAO 1 7 5 3 - downs t r earn 
TGATGGAACAAGATCTCAGCTAC 



>RXAO 17 54 -upstream 

TGTGGCTGAAGACAAGAATGAATAGCATTCATCTCGTCGAATTTCATGTAGAAATTTGTC 
CCCCTTTTTTTTGATGTGAAAGTTGAATCGGTAAGCTCCT 

>RXA01754 

GTGAAAATTAAATCCGTATTTTTGAGCACCGCTTTAAGCGCTTCCTTACTGCTCGGAATC 
ACCCCACCCGTGCTGGGAGCAACGATCAACCCCAGTTTGCCTCTTTCTGCGTTGAGCTCC 
TCGGACGATATCGCCGTACCCAACTTCGCCAAAGAATTACCGTTAGCTTTTGATGTACCA 
GCAGGCACTGTTCCCCAAAGCTTGAGTGGAACGCTGCAGATTCCTGCCGAGTTTTCTGGC 
GGCGTCGTGGAGTTTTATGACGGTGACCGGCTCTTTCACACCCTGCGCCTAGAAGTTAAT 
GATTCCCGAGCACACATTGAGGTTCCGCTGCAAAGCGTTCCTGTCGAAGACGGCCGCGCC 
ACCTTTTGGTTGCGCGCCATGTTGGATCCTGTAAACAACCAGTGGTGCTACGAGGAGCAG 
GAAGTCCGCTTCTTAGACGGAAACGTCACCTTTGAAGGGGCGACGATTAACCCAGCTGTG 
GTGGCTGATTACTTCCCGTCAGTGCTGCGCGCGTTGACAATTTACGTCCCGGAAAACCCC 
TCTGAGGCAGTACAAGAAGCCACGTTAGAGGTTGCGACCTCCCTGGATTCGGTGTACCGA 
AGATCAGGTCTGGATGTCAACGTAGAAACGCTTCCAACCGGCACCGATGCTCCTCCTACA 
CGTCCTCAAGATTTTGAACGCCAGATTGTGCTGGTTGACGAGGCAACAGAAAGTAACACG 
CAAAAAACCGAATTGGTCAATCCCGGCCAAGACAATGCATTCTTGCGCCTGAACGGCAAC 
GCCGACGAGCTTTACGATCAAGCGCGCTTGCTTACCGACGCAACCCTGCCACTTGCCGTA 
GACACCGAAGTAACGGCCTCAGGTTTTGGTGATGTGCCCAACCTTTCTACAGATGTGGCC 
ACCCTCCAAGAACTGGGTATCACGCAGCTCACCTCTGAATCAGTTGCGCGCACAAGCGTC 
ACCTTGGGCATTGAACGCTCCCGCCTGCGGACCTACTCGCAGTCCATGGACCTGCACATA 
ACGGGAACCTACACCCCATTGCCACCCCAAAATGCAGGACAGATCACGTTCTCCATTGGT 
GACACCGTGTTGGACTCCTTGACCACCGATGACACTGGCATCATTGACCGTGAGTTCAAC 
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GTTCCTGGAGACTTGGTCAACCGCTACACGGCGATCGTCGTGGAATTCACCAGCACCGGC 
GACGTTAATTGTGGGGTCACCCAGCCCGTAGGCCTCAACATTGATTCCGACAGCCTTGTC 
ACCTCCCAACATTCAGATGTTCCTGTACTCAACGGCTTCCGGTCCCTACCGCAGTCCTTC 
CAACCTCGTGTGGACGTGGCGTTTGCTGATCCCAGCGTGCAGGAACTCTCCCGCGCTGTC 
AGCGTAGTGTTGGGAATTCAATCTATGAGCTCCCAGCGCATCCGCCCACACCTGGTTAAC 
TGGGATGAAGCCGTAGCCAGCGAGCGCCCAACAATTTTCATTGATGCTGCGGGCGCAAAG 
ACTGATCAAGTGCCAAGCTACCTCGCCCAACAAGGCCAAACCCTAGAGATCACCAGCAAG 
AACGACCAAAATGCGGACGGCGAACAAeTeAGGGGA-TCCCTGCAAACCAACG CTGCGCTT 
GTTGTCGGTTCCATTCAGGCCGTGTGGGATGCCGATAAGAAGCGCACGGTGATTGTGGCA 
AGTTCCCAGGACAACCCCCCCGATTTGGATGCCTTGATTTCGTGGATGGGAGAAGACCGC 
GAACGCTGGAGTGATCTCAACGGCGACCTGATTGTCAAAGTCCGAGACCGCGAACCTGTG 
CAATTGACCACCGTGGAAGCCCCAGATCAGCCTGGTCGATCGGCCACAGCCTTTATTGCG 
ATCGGCGTCAGCCTTGTGGTCATTGCCCTGATTGTCGCAGCCGTGGTGTCAGTGTCCAGG 
CGTTCGCAAAAAGGATACAAA 

> RXAO 1 7 5 4 - downs t r earn 
TGATTTCTTCTTTACCCAGTAGA 



>RXAO 1 7 6 0 -ups tr earn 

ACCTACTCAAACTTTCCTCTGCGCCATAACGTGAAGTGAGTGCCGGGGCAGTCCCGGCAG 
CACCCAAAAGCGCATTTTTGATACGAAAGTGAGTCATACG 

>RXA01760 

ATGGCAGCATTTCTAGAGATCACCTTGAAAATCAATGACGAAGGCCGCCCATCAGCAGCT 
GGCGTCTACCAGGAATACAAGCAACCATTCCTCAGCTCAATTGCTGGCGCTACT^GCAAA 
GAACTCCTCATCCGAGAAGAAGACGTGCAGGTGCTCCACGGCTGTGACACCGTAGCTAAT 
GCTGAAGATTATCTTGTCAGCGAACTGTTCACGGCCGATGTTGTCGGTGGTCTAGCTCCA 
CTATTGCAGGCTGATCCAGAGATTCGTATTTACCAGGTCGCG 

>RXAO 17 60 -downstream 
TAACTGCTGTGGCAGGCTCATCG 



>RXA01761 

GCTGATGCTAACGCTGATTTTGTAGACGGTGTTGTTGATGGTGCTGGTCGCGCGTCATTT 
AGCAATGCTGCGTATAGCTCCGATGGAACCACTCTCGACGGTGAGGGTGCGAGCGTTGAT 
GCACAGGGTAACCCGCTTCATGCTGATGGCACACCAATGAGTGCTGCTGAAGCTGAAATG 
AAGATGGCTGGTCTGAGCTCGTCAGGAACCATGATGGAGAAATCTGGTGTGAAATCGAGT 
GGCATTACCACTGCAGCGGATGTCATGGACGATCAGTCTCTGGCAAGCAGTGTCACTGAG 
TCTGGTCTGTCCAAGATTCCAGACACCTATGGTGCAGATGTCTCGGGTGCTGCGGGCACA 
GTCGGAACTACCGGTGCTGATTACAGTGCGACCGATTCAAGCGCAGGTCTGAACATGAGC 
GAGGCTGCATTGCAGAGTGGCACCCCAATGGGCGCTCTCGCTGGTGGATCTGTGTCGAGT 
TCCGATCAGGCCATGAATGACGCAGCTCTTCAGATTGCAGCGTCTCAGGGTCTTGCACCA 
GCAGGTTCCATAGCTGGTATGGAGCAACTTAGTGCTCAAGCCACTGAAGCACCTGCTGGA 
AAGGCCGGCAAGCAGCTTGGCGATCTTTCTGGCTCAGCGCTCAATACTCAGCTGGCGTCC 
ATGGGACAGCAGGTAGGTGACAGTGTGAACAGCGCTTATGCTGCAGGCGGTATGGGTGGT 
GTTGATGTGGCTGGCAAGGTCACCGAGGCAGCACAGCACTTGTCTCAGGTTCCAGGTCAG 
ATTCAGAATGCTGTGACCAATGCGGATGCTGGTTCCTCTGGCGCAAGCTTTGGTCAGATG 
GCACAGGGGGCAGCTGGTATTGCCGGTGTCGCAGGTGTGATCGGTGCAGCGGGCGCAGCA 
AGCTCTGCAGCACAAGGCGCAGGTACTGTCCAGGGTGCGATGGGTAATGCTGCAGCTGGT 
GCGGGAATGATCAACAACGCTGTTTCCGGTGGAGCTACTGGCTCAACAGGTGCCGCACAT 
GTGGTCAATGCATCACATGGACCAGTGGCGCCTGGTCAGGCTCACTACCAAGAGTCTGGT 
CATGCACAAGCATTTGTGCAGAACAACCAGGCCAACACCGCGCACACAGCAAACACGCGT 
GCACCGTCATCAGCTCAAATTATGGGCGCGAACGTTGCTGGCTCACTGGCATCACAGGCT 
GTACGAGGAATCGGTCAGCCTGGTCAGATGGGTGCTAATGTTCGCGACGCGATGGGTGGC 
AGCGGACGCTCTGGTGGCCGTGGTGGAGCAACTCAAGGCGGTCGAGGCGCACAGCGCAGC 

ggtgtcagtgctaagaacggtatccgtgcacagcgaggtcagaagccttctgtgaccggc 
caggcgatgaatgcagcaatgcgttcagcagcggtaagcggtcgcatggcaaacatggac 
ggcaacagtgtaggtggcactgaagcagatccacagcaggggagtggcgtaaccgagaag 

GGTGATAAAGGCGTTAAA 
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>RXAO 1 7 6 1 - downs tr earn 
TAGCGTGTAAAACACAATGACCG 



>RXA017 65 -upstream 

GCAGTCCGTCGGTGTCGTTTTCCCTGAACTGCCGGCAGAGCTTCAGCCACAAATCCCAGT 
CXAGGCATAACACCGCACAeeAAGAA-T-T-^^^^ 



>RXA01765 

ATGAGCAACAACGTAGTGAAATATGAGTGCGCGGTCGACGCCGACAACATTGTCGCAGTC 
GATATGCATGTGCACTTGGAAGTCGACAGCTGCGGACACAAATCGATGCCGGCAGACATC 
ATGGCGGCATCCTCGAAGTACTTTAAGACCGCGGAACGAACTCCCTCAGCAGATGCCATT 
GCTGATATTTATAGGGAACACAAGATGGCGGCGGTGGTTTTCACCATCGATGCGCGGACC 
CAAATGGGGCATCTGCCGAACTCGATTGATGATTTGGTGGCAAGCTGTGCCCGCAACAAT 
GACGTGCTGATCCCTTTTGGCAGTGTGGATCCTCGTACCGGCGAGGACGCGCTGGTGGAA 
GCTCGCCGACAGGTGGAAGAACTCGGGGTGCGAGGCTTCAAATTCCATCCATCGGTTCAA 
GGATTCGACCCATCCGCGCCAGAGTTCTACCCACTGTGGGAATTGCTCGAAAGTTTTGGA 
TTGCCATGCGTGTTCCATACCGGACAAAACGGCATGGGTGCAGGTCTTCCAGGTGGTCGA 
GGCATTAAGCTGCGCTTCTCCAACCCAATGTTGCTTGATGATGTTGCGGCGGACTTCCCG 
AACCTGACCATCATCATGGCGCACCCTTCTGTTCCTTGGCAGGATGAGGCTAACTCGATT 
GCCACCCACAAGGCCAATGTGTTCATTGATCTTTCCGGCTGGTCGCCGAAGTATTTCCCA 
GAGTCTTTGGTCAGACAGTCCAATAACGTGCTATCCAAGAAGGTGCTGTTTGGCACGGAC 
TTCCCGCTGATTACCCCAGAGAAATGGCTTGCGGCTTTCGCGAATCTGCCACTGAAGGAT 
GAGGTTCGTCCGGGAATCCTCAAAGACAATGCGGTGAAGGTACTTGGCCTAGCCGCTAGC 
ACTGAGCGCGGATCTCAAGCAGAAAAGGTCGTGCAACATGCG 

>RXAO 1 7 6 5 - downs tr earn 
TGATCCCATTCAAGGTGCTGTTA 



>RXA017 67 -upstream 

ACACCAGCCCTCCACAAGAGCGTCGAAGCAATCTACGCTTCGACGCTCTTTTTTTCACTA 
CCTACTCATCCCCCACATAAGAAAAAAAGACGACACCACC 

>RXA01767 

ATGATTGACCATAAACTGTGGTTTAACACAGTAACCAACAACGCCTCTGTCCGAGAAGCT 
GCAGGAAAATGCGACATACCCATCAGAACGCTCAACGAGCAGCTTAACCGTCGAATACTC 
CCTGAAAAGACCGTCATCGCTCTAGCACGCGCTTATGATCTCTCACCTGTTGATGCGCTC 
GTTCGCACCGGACACCTCACCGAAGAAGAGGCTGGTAGTCGTGAAGAAGATGCCAGCCCA 
GATTCAGCTGACGACTACCCTACCTGGGCACTGAACTCGCACCTTGACTATGGCATTCTC 
GGAGCTTTTGGCGACATCGCTGAAGAAGTAAACAGC 



>RXA017 6 8 -upstream 

GACAACGAACACAACACCCAGATCCTGCACTGGTCCGGCGTTAATCGCTACCTCATGCAG 
GCACTCTCCCGTACTCATTTCTAGAAAGGTTTTTCCCGTC 

>RXA01768 

ATGTCTGAATCTACTTCTTCTGCTAACTCCACCACCATCCTCAACGACACCTTCAACCCG 
AAGCCTGGCGTACCTTATGCACGCGTCGATAATCTCGAATTTGCCACACGTGACGAATTC 
CGCGCTTGGGCTACCGCAGAGATGGAGGCCGGTAACGTTATCTCTGCAACCATCGCCAAT 
GCCCCACGCGAAGACCGCATCAAGTCTTTTGTCATGGATCTTGTTCGAGACGGTATTGAC 
GACGCTGCTGAGGAAATCGTCTCACGCATTGATAGCGGTGACTTCACTATGAAGGAAGCT 
CTCACCGCGATCGCGGCATCAATCAACGACCTCGATGCTGACGATGTAGTCAGCGACATC 
GTTGAAAACCACTTCAAC 

>RXAO 1 7 6 8 -downs tream 
TAGTCAACACACCAGCCCTCCAC 
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>RXAO 1 7 6 9 -ups t ream 

CAGGACTAAAACACCTGCTGCTGTTGAGCGCTTCTCACACATCATCCTCACAACCCCGTT 
GCAGCACCAGCATAAATCTATATTCGCTGTGACGGGGTTG 

>RXA01769 

TTGGGGCGCGCCCCACATTCACTCTTTTTCCCGATTGGTTTCTACTACACACCCATGACC 
TCTATTACTACTACCGATACCCCGCTATATACAGCACTGCCCCATACCCGTATCTCTGAT 
GCGGAATTGTTGACACCAACAACAACTGTGeAeGAGAT-TG-T-CGT-T-TACGGA CCGGCTGAG 
TGCCCAGGGTGTACAGCAACGCTTGACTTCTTTGCACGCAAAAACATGCCGGCCACCAAA 
GTCACTGTAGCTGCCGGTGATGTAGCACATACCTACATCACCCAAGACTTAGGTTATCTC 
CAAGCACCGATTGTCACTGTCCGTATCAGTTCCTCTGCTTCTAACCACGACAACGAACAC 
AACACCCAGATCCTGCACTGGTCCGGCGTTAATCGCTACCTCATGCAGGCACTCTCCCGT 
ACTCATTTC 

> RXAO 1 7 6 9 - down s t r earn 
TAGAAAGGTTTTTCCCGTCATGT 



>RXA017 7 0 -upstream 

TGCTCATGACAGGTAATTCAACGCGTTACCCTGCTGCAGCATAAAAGAACCTGCCTCAAC 
ACACCTCCACTTTTTCTACTTTTAAGAAAGCCACATTCTC 

>RXA01770 

ATGCCAATTATCATTGATAACCTCAATTCTGACGACGACTCCACCATCGGCACTGCCACC 
GAATACAACCCTGACACTGACGCCGATTTACTTGATGCTATTAACGCTGATGCTGACCTT 
GATGGCGACGCCACCATCAGCACTAACGCGACAGAAGAAGGTGTAGACGCAGCAGCTGAA 
AAACCTAAGAAAAAGCGTAAAGCCCCTGCTCTGAAGCCTAAAGGACTCACGGCAAAGTTC 
TTCCACCGTGATCTTACTGGCGTAGGTGGTAGGACCGGTCGCCTCAACAAGAACGTACAC 
CCGACCAACCCAGATCTGTCCTACCAGCCAGTCTCTGATGTCTACACCCCACAATCAGCA 
GATCACAAGGGTATTAAGACCCGCTACATCCTTACCCATCCAACCCCCGCTGTTGTTCTC 
AGTGAGTCCATCAGCAACGCGTTTCATGTCTCTACCCTGCGTCGCAACAATAATGTCAAC 
AACTCTGATTCGGAATTGGCTGCCTGGCCGTACCTCTACCAACTCGATATTCCGCAGCTG 
GACCAGATGATTAATGTCGCTGACATCTGTGATTACCATTTCCACGGATATAACCTGTGG 
GTGGATTTTACCCCGCAGACTATCGCTCTACGATCCGGTAAGACGGTACTCGATGACGGT 
ACCACCGCCTCTGATAACACCACTCATGTCTATTACCGCGTCACCGTTCACGTTATTGCC 
GGTCAAGATCATGGATCTACTCTGCTTGATGACCAGGGCAACCAGGTGCTTGATAGGGAT 
GATAATCCTATTTCTACCCCAAGTATCAAGCGTATTGGCGCTGTCACTGATCTTTTCGAT 
CACAATCCTTTTGGCTTCGCTAGTGTAAACTCTTTCGCATTTGTCGATTTCTCATGGGAC 
CCAGCCACCACCTTGGTCGATATGCTCAACAACCTTGATTCATATCTCTCTAATCACATC 
AATATTGCCAGCTCCCCAACCCCCATTGCCCTCGATATGGTTGTGCTCAATGAATGGTCT 
GAAAAGTCCTATCAGCTGTGCGAACGCGTTGTTGCACAGGCAAAGCTCATCAACAGCAAC 
AAGATCACCGCACATGTGAGTGATGTCATCAAGCAAAATGCCCACAATATCTTGTGGTTT 
ACCGAACAGATGAACCCTGGCACCACCAACCTCAGCGAGGTACCTATCTCCAAGAAGTCT 
ATGCTGCCGATGTCTCGCCAGCTACGTATTTTGGAGCACTACGATGTACCACTGACCGCG 
TACTCTGCTCTTTTCTGGACTGTCAGCGCCATTAAGAATGAATCTATGGTGCAGTACCTT 
GTGCGACAGAATATGCAGCTCACCTTGAGCTCAAATCTGGATGCACTCAACTCCATTGTC 
TCCCAGCTCCCTGTACCAGATAAGGACGTTGTGGCTGCTTCTGGCTACCAGATTCAGCCA 
CACTTCTCCACGCAGCAGCGTGAAGCAATCACCACTGATAATCCTCTCGCGATTATTCAG 
GCCGGTGCTGGTACCGGTAAATCCACCGTGATTCTGGAACGCATTGAGTACTTGTGCGCT 
GCAGGCACCAACCCTGAAGAGATTGCTGTGCTGTCTTTTACTAATGCTGCCGCCGATAAC 
ATCACAGCAAAAAATGACAAGGTGACCTCTATGACCATCTCCAAGATGGTTCATGAGATT 
TACGCACACAATTTCCCTGATCATGAGATCTCCACCATCGACACCATTATCAATACGCTT 
GATATTGAATACGGCGATCAAATGGTGACCTCCGATTACATGATTCAGCTCCGTGACCTG 
CTCTATAAGGTCATGACGCAGGGTGGCAACGCCAACCTGACAGCGTTGAGCATCTTCATG 
GAATCCCATATCGAGGCGTTCATCTCGGTGTTGGATCAGATCAAGCAGACTTCTCTTGAG 
CTGGAAATCATCATCTGCTACCTGCTCTTGGATAAGCTGATCGAGCCTCATGCATCGCCG 
AAGTACCTCATTATTGATGAGGTGCAGGACAACTCGGTCTTCGAGTTCGTCTTTGCACTT 
CGTTTTGCGGCAAAGCACAATACGAGTCTGTACTTGGTGGGTGACTCGTCACAGACCTTG 
TATGAGTTCCGTTCTGCTAACCCTAAGGCTCTGAACTCCCTGGAAGCATCTGGTGTTTTC 
GGTACCTACCGTTTGACCACCAATTACCGTTCCAACCAGGAAATTCTTGACTTCGCTAAT 
ATCCACCTCTCGGATATTGAAGCTAACCAGTTCGCAGGTATTCAGCTCTACGCCAACTCT 



Appendix A, page 231 



Attomey^ocket No.: BGI-129CP 



TTTGATGCACCTACTGCGGACAGCTTCAAAGAAAAGGTTGAACTGGACATGCACCATGTG 
TCTAAGCAGTCTGAGTTTACCGACAGCATTCCTTATTTCATGGAGTCCAATAAAGCTCGC 
TTTGATGCTGCGATCTTGAACAATGAGCAAACCATTGTGCTTGCTCATTCTGGTCGTGAA 
ATTCGTGCAGCGCAGCAAGCGCTAGCCGAGATGTACCCCAGCATCACGGTGCGTAACTTG 
CAGTCCGATAAGGGTTTCAACAACACGGTATTTTCGACCTTTATTAAGGATTTCTGGTTT 
GAGGTCACCGCTGTAGACCCAGCTCATGCCGCATTTACCTTTACCAGCCAAGTCACCGCT 
CATCTAGATAAGTTGGTACGCGGAAAGCGTGAGCAGATGGAGGATCGCGTTATCCGGTCT 
"M^G'GCTGCATGGTGGCGTGAAAATGAGGG-TGAGATCCAGGGT-XGGGT GCAGCAAACTCAG 
TCCGGTGCGATCACCAACGAAGAGTTCTTCTACCGTCTTCGTCAGTGCATTCTTGACTAT 
GAAATCAGGAATAACCGAGCACGTCAGTCCATGCTCAATGCGCGCAACAACGCTAACAAG 
GAGGCTGTCGCACAGGAGAAACCACTGCTCATGGTCTCCACCATTCACAGTGCAAAGGGT 
CTGGAATTCGATAATGTCATCGTGCTTCAAAAACCAAGCTCCGATGCAGAGATGACCGAA 
GAAGGTAAGCGCGCAACCTATGTGGCGCTGACCCGTGCAAAAAAGCGTGAACTCATTATT 
GCTGGTTCTACTCGCGCATACCCACGCATCGTCACCGATTATGAGCAAATCGTTGATCTT 
CTTGAAAAGCGCGATGAGGAGCGCAAAATTAAGGAGGAAGAGGCTGCAGCACTCGCCACC 
CTTGAAGCTGAACAGGAGACGCGCGCCCTTGCTGCTGCTGAGGCGCAGGCTCAGGCGTTG 
TTGCTTGAGCACAACCCGTGGTTGCGTGATCTCAGCGATGAAGAAGTCACTGCTCTAACT 
GAGCAAGAGATCATCAACAATGTTGAGCCAGCCCTACAGATTGAAGAAGAGGAGGAAGAG 
GCTCGTGCACTCGCTGCAGCAGAGCCAGCAATTCAGCAGTACTTGTCTCAGTTTGCTTTC 
GATGAGTTCCCGGACGACGACAATGTAGCCAACACTGTCGTACATGTAGCACCACAGCCT 
ATTCTCCACCAGGCAGTGCCTGCAGATGTGACTGTACAATCAAGCACCGCCCCCGTAACA 
CCTGTTGTTGCGGATCTTGAGGTAACCACTGTTGCAGCTGATCCAGTCGAACCGACTATC 
GTTGCTGCACAGCCTGAGGTGGACGACAACCTTGTCTACAGCACGTCCACCCCTAATAGT 
CACAGTGACGTTATTGCAGTGAACTCTGATACCTCAGAAAACGCTGCTGTTAATCCAGTT 
CTGTCCGATATTGAGGCACTCCGAGCAATTTTCAACAACCAGGAC 

>RXAO 1 7 7 0 - downs t r earn 
TAAAACACCTGCTGCTGTTGAGC 



>RXAO 1 7 7 1 -ups t ream 

TGCCCCGCTGTTGGTGGTTCCGGAGCGGCGATAATCGCTAAACGTTTGAGGTGATTGTAT 
GGGTATTTTCAGGTCGCGGTCGCAGGATTTTGGGTGGAGC 

>RXA01771 

ATGCACCAGGCTGGCCAGCTCATCAATGATCCCAGTCAGGGTCTGTGGCGCACTTCTGCC 
CTGCGCTCGCCGGTTGCTCGGGTTGGACATGCCGTGTTGCGCCAGCGTGCCGGTGAGATC 
TCGCGCATGCAAGGTCGTGAGTTTTCTCGCCCTGGGGATCAGTTCCGACAGGTAGATTTG 
CGCAGGCGACTGATTCAGGTCCATCCCCAATCAATTCCTACAGCGGATGCGATGGCCGTA 
ACCATCACCATGGCGCTCACCGCTGCCACGATTGATCCGGTGAAGTTCGTCGCGGATTCA- 
CAGAACCCGGATGAAGAGATTTATTTGGCAGCTCAGATCGCATTGCGGGAAATGGTTATC 
GCTATGCCTTTGGAGGATTTCATCGGGGTGCGCATTGATCTAGAGCCTGTTTTGGTGGCT 
GCTCAAGCTGCTGCGAAGAATGTGGGCGTGGAAGTCTCGTCAATCTTGCTGAAGGATCTG 
AATCTTCCCCAGGAGTACTCGGGAGCGTTGCAGGAATCGATCGTTGCGAAAATTCAAGCC 
GAAACTGATCTGGAACGTGCACGAAATGAAGTGAAAACTACCCGTGCTCGACTTGCCAGC 
GCGAAAGTGTTGGAGCAAAATCCGATTCTTGCCAAAATTCGGATGATTGAAGCGCTCCCA 
CCGGGATCCACAATTGAGGTTCGGGAGGGTGACTCAAAGGCA 

>RXAO 1 7 7 1 - downs t r earn 
TAAAGTTGCCCATTTCGGTGCCC 

GTTTGTACTGTTCAATGAGCATTTTGTGGAACAACTTCGAGCACTG 



>RXAO 17 73 -upstream 

TTTCAGCGAGATGGCGTGCGCTTTGATCATACG 
>RXA01773 . - . ■ 

ATGATCACCCACATTCAAGCCGGCCTGCATCTTGGTGGCTGCCGCGCAGCAGGTTTACTG 
CCTATACCAGCACATATTGATCATATTGTGCGCCTGACAGCCGCAGATTTCTATGACACC 
CAGTCAGCACCGCAGCTGCTCAGCAACACTGTGCTTGATGTATTGGACACCACCACTCAA 
GACTTGAAGGCATTGTGGCCTGTTGCAGAACATATTGCTACAACCATTCCTGAATCTGAG 
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AACGTGCTTATCCACTGCCAGATGGGTATCAACCGCTCAGCTGCACTCATGACACGGGTG 
TTGATGTTGCGCAACGATTGCACCGCCGATGAAGCAATTGCACTGCTGCGTGATCGACGC 
TCACCGTTTGTACTGTTCAATGAGCATTTTGTGGAACAACTTCGAGCACTG 

>RXAO 17 7 3 -downstream 
TAAGCGCTCAAAGACCCATTACC 



>RXA017 7 4 -upstream 

CTGCGCAAGAAGAGAAAAAACAACGACAGCGAAGCTGCGTTCGGGCGAATCGGCGATAAT 
CACACACCACTCTTCCTGAGAGAATCCTGAGGTCATCACC 

>RXA01774 

ATGTCACCGAACTTCCAAGCTCGCGGTACTACTGCGCCCACTGTTGCTTTGTCCATGCGC 
CAGATCGCGCACATCCGTGAAGAAATTAAGAAATCACCACTCGCTGCTTCCGTTTTCATC 
ACACCCACCACCAAACAAATGGTTGTCCGAGATCTAGAATCACTGTTCCAGCAGCTCTAC 
CACACAGATCTACCTGAACCATCCATCAAAGACAGTGGTCTTATCAGTGCTATCGGCTCT 
AGCGCCGGCAATACCAATAATCCAGCACTCGCCCTAGAAACTCAGATGGCTTACCACCTG 
GTGCTTGCTATGCACCACACCGATGTTGCTACCTGGCACAAGGTGGTGACCAAAAACATC 
ACCGAATCTGCTGCTGCACAAGATGCTGCGGTCGAGCACAGTGCTAAATACGATGCTGTG 
TACGATGCCGCACAACTTATGGGCATCACTGTTGAGGAAGGTAATGTCGGTAGCATCGCT 
ATTGCCTTTAGCACAGCACGTGCAGACGGTAAATCTGATTGGTGTGTTTCCGGCATCAGC 
3 CGCTACATCGAGGTCACCGAAGCCTTGGATGCTGCGCGAGCTGTCACTAAAAATACTGAT 
^ GCGCTCAATAAAACTGCTCTACCAGACGTGCAGCCGGCGCCGGTTGTGCATTCAGCACAG 
n TTCATGAACAAGTCCGCACACGATCATGGGGTTAATACTGCGGAAAAAGATCAACCAACC 
1= TGTTTAAAGACTGTGCATTTACAACCACATCGTTACCCCCGAACAGGCTTTAAGGCTATT 
S CAA 



^ >RXA017 7 5-upstream 

y GTGGAAACCAAAGACGAGGAAAGTATGTCTATTTGTTTGTCCCCAGGTTGTCCACATTTG 
TTTTATTCCCCGAGAATGTCCTAGAAAGGAACTCGACCCC 

>RXA01775 

ATGTCCTATTCACTCATTATTTCTAAAGCACCAACCCACTCCATGCCTTTTAATGAGGCT 
GAACTCCTAGAGCTTGTCGATGAACTGCACTCCGACAACACCGTGAAAAAGCCGGTTATT 
GTGCCACTCCCCGATGATTTCTCCTACACCGTAGATAGCGCCGTGCGACTACATGATTTG 
GGTGTTGACCAGGAACTGACTGACTGGATTACTGCACAAGTTGCTGCAGCCTATCCAAAC 
CAGATCGTCTCAGAGATTGCTGCTGCCCCTGATCCGCAAGCCAAGACCTTATTCTCCGCC 
AATGCGTATAACACCAGGTCTTTTGGTACTTTTTGGACTGAGCACCCTATTACACAGCTC 
CAATACAAGCGCTGCTACCAAATTGTCATCGAGAACGTTACGGGTGTCTATCATCCGTTA 
CCTGTTGATAACTACCGCTACGTACCCCCTGTCACGCCCTCATTGCCACAGCCGGTCTAC 
CACGAAGCTATCGCCTTAAATGAGTCTGATGTCGCTGATCACGGTACTCGTGCAGCCAAG 
CACGCAATGATCAACCGCAACGTA 

>RXAO 17 7 5 -downs tr earn 
TAACCACACACGCCACAGATACT 



>RXA017 7 6-upstream 

CGTATAACCACACACGCCACAGATACTCAGCTATCTGTGGCGTGTTGTTTTACATCAACC 
TCTCACCCATCCCCCATCACTATTAAAGAAAATCACCATC 

>RXA01776 

ATGACCCACACTGATACCCCAGCCCCTGCACACGGCGTAACACCGAGTGAATTCGCTGTT 
ACCTCACACGAACTCACCACCTCACCAACACCTAGTCCGACACAGGTCGCTATTGCAGCC 
CAGGAAAAAATTCGCCAGCGCAAGCTCGAAGAGCTTAAAGCAAAAAAGCGCACAGACACG 
ACAGCTCAACCACTTCTACCTGCACCTGTGCTGCATACACGCCCACTCCCCTCACCGAAT 
CCACCGCGACCATCTCCACCGGCACCTACCACTGGACACTGGGAACTTCTTATTGTCAGG 
TCACAGCAGAAGAAAATGACCGCAGCCAATCCCTTTCTCAAATTCCTTCATCTCGGTAAA 
GCCTTCAACGTGAAAGACCTAGGGCTCACCTGCGATCGCACCACTGATGTTGACCTCTCA 
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CGGCTTGGCAAGCTCAATCCGCCCAGCTCACTTATCCTTGAACTAGCAACGGCACTTGAC 
CTGCATCCATTCCTCTCAGTCGCACTCTCTTCGCACAGTGCGGTCAACGCCCGTCGCAAC 
CAACTTGAATTAACCCTGCACAACCATGACACTCAGGGCACAGCATTAGGTCACAGCGTT 
ACTATGGTCCAGCTACCCGAGGTCATTAATCGAGCTGCTGTAGAGCCCTATATCAAACCC 
AAGGGCTCGGGCAATGACCCGCTTGACCAAAGCCTGAACCACCGCGCACCCACCGTAAGT 
GACGTGCAAAAAGCCCTTGTGCAGGAAAACACAGGCACGGCAACAGACAGCAACAACTAC 
CTGCTTCCTTTTGATCCTGATTCTGGTGCACCAAAAACCACCGCGCTTAATGCGCCTAAT 
AAGGATCTCCTACAl3GCCAGGCATGAGeTTGeeTA-T-A-T-TGGCGAGATCCCCGC CATTGCA 
TCGTGGCTCGATCACCTTGACCCCATCATGCGTGTGCACCGTAGTCTTGCGCTTTCAATT 
TTCCCAGTGCAGCTTCTACGTGCTGCCGTTGAGAATCTCCCTCATAACGTAACCGATCTG 
CATAATCACCTTGATCCTGAGGATCTGCTCCCTGAGGAACTCACCACCTGGCTCGATCAC 
CTCTTCGATGCAGACTTAACCGCTCTCGCTTCATGCCCACAGCTTGCACCACCTATCGTG 
CGCAGCCACAATCACGCCAAAGCGATCGCAGCTATCACCGTGACCTCTGTCATGGACGCT 
CTCATCGCCAAAACTCTTGATGCGCATGACGATCCACTGCCCTCACTACCGGAGTTTGTA 
GAACTACTGCGTGACGCTGTAGCCCAGCTCGCAGCGCATTTTAAGCAGCAGCGCGGCGAG 
GTACTACCGCAGCCCAATGGCTTGCGATACGCCACCGACTTTGGCCTGCTCTCTTATATT 
GCCGATGGCTTACATGAATATGCACTTGCCATCGACTTCGGGCTGATCTACCCGAATGAA 
CTCATCACCGAG 

>RXAO 1 7 7 6 - downs t r earn 
TAAACCCACTCCTAGAAAGGTCT 



>RXA01777-upstreain 

CCGATGGCTTACATGAATATGCACTTGCCATCGACTTCGGGCTGATCTACCCGAATGAAC 
TCATCACCGAGTAAACCCACTCCTAGAAAGGTCTTTACCC 

>RXA01777 

ATGTCTCGTATCATCACTGCTCCCGTCCACAAGCCTTATATTATTGCTCGTGAAGTCAAG 
GGGGTCTCCCATGTCCACGACACTGTTGGCGGCAAGTGGCAGGCCACCTTGCACACACTT 
AAACCGGGGCCCTCCTGGCCGAAACCGTCACAGTTCACTGCGCCTAAATCCACGTCCATC 
TGGTTTATTGCGGTAGCAACCCACCCACGTAACCCACGGGCACGCAAAGGTACCCTACTT 
GGTCGCGGTGGTCTTTACGAACTCAAAGACACTGATCTGAACTTTCTCACAGAGCGACAG 
GATTTGCTCGCCACATCTACCTCTCGTGACCCAGAGGATTGCCGTTTACGCTTTAATTCG 
CGTCACGATGCAGCAGCATTTTTACATGCTAACGCCCGCCACATCAACAAGCTTTTTCAT 
CCAGCACTAGGTCATGCTCGCTACGATCTCATAGATGTG 

>RXAO 17 77 -downstream 
TAAGCACAACGCTTAGCTTATGA 



>RXA01 77 8 -upstream 

CTACTACCCCCTCCGGGTGTGGGGTAGCTGTAACAACTACCCCACAATCTTAGCCGGTCT 
TCCATACATAACTGCGAAATTGGTTAGAGTCTTTTTCATG 

>RXA01778 

ATGCTCTACCAACACACCACACGCGGGCTGATCATTAGTGACGCGATCATCGCGAAAATC 
AGCCAAGTCAACCAACTGCTGCTACTAAGACCCACGCTGTTGCAAGACAAAGATATGCAC 
CATGCGACATTGAGTAGCGACACCCCATCAATTCGCAGTCGCCGTCGCTCCTATCGCGAG 
AATAAAGCCGCCTATGCGACCACGAGCACCATCAGAAACCGTGAGACCTTTTTCAGCACA 
TCTGATATTGATTTCGCCATACTCATGATTCAGGACGTACAAGAATCTCTCGTATCTTTT 
GACCCCACCTTGGCTCAAGATATGAAGCCAAGAACCAACGCAGTCATTTCTGCACTCAAT 
GAGCTACGCGAGCCACTGGATACCTTCTACCGTGCCCATGAATACGGTGACATCATCAGC 
GATGGTGCTTATGAGTTCGATCATGCTGCCATTGATGCACAACACAGCCTTAGTGAACTC 
GTTGCCGGTCTGCATAATTATGACAACCTCATGTTTCCCCAGGAAACCGCTCCGTTGATG 
AGTGAATCCAATGGCATTCAGCTGGCTCAGTACTATAAGTCCACCAAACTCGATGAGTCA 
CAATTGACGGTGGAACCTAATGAGCCTGGTATCAGCATTATGTGGCACGCCCATGATTTC 
ACCTGGTCTTGCCTAGTGCGCTATGACGACATGAACCGTTACCCTGAGCATTTCAGCATT 
TCTTTTAAAGACATGCTGATCCCTGAACAGATCTATACTTTCCACTTCACCCCACGTGAG 
GCAATGCAACTGCGCAAGGGACTTTTTAATGCCATCGCTGCCTACAAGTCTCAGACATGG 
GGTGATGAGAACACTGATCTCACCAAGGCTGAACTCGAATTTGGTGGCACCTCCATGACC 
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TTCCGCGCCGGCCTCTCACAGCTTAGCGTCACCGGACCTCCTGATCACCGCCAGGTGTTC 
TGCTTGTCGTCTTCTGGTCGTGAGGATCACAACACCCCGCCAAACATGCGAGACGGACAT 
GTCATTGATATTGCGGTTACTCAATTGTCCACCCTGCGTAACCTCATTCGGGTACTGTGC 
ACCACTCACCCGGATCATTCACCAGCACTGCTACCTTATGGTCAGCAGTACACCATC 

> RXAO 1 7 7 8 - downs t r earn 
TAACATGCTCTAACTCGACCCCG 



>RXA01779-upstream 

TTAGTATTTAGTCAATTAGCCAACTACGATAAAACTAGTGAATAAACATACTAGTTCACT 
TTGTCGCGCTTAAAATACTAGAAAGTAATATAAAAAACTC 

>RXA01779 

ATGCGTTATACTCCCCGTACCCACCGCGCACTCGGACTTGCTGCACTTACCGCTACAGCT 
CTCCTACTGAGCTCATGCTCGACCACCGCTGACCTTCTCGGCGCCGATTCTGTGGCGCAG 
GCTGTCACCGATGGTGGCTCTGCCCTTGATCCCACTGCAGCTCATGTGCTCACCATCACC 
AATGCCACTGCAATGACTCTTGCTGAGCTACCAGAAAACACCGACCCTGACGCAGCCAAT 
AACACGGAGCCAACAATGGCCCAAAGCGCCCTCAAGCGTATTTACGGTCTCGAAATTGCC 
GCCGATGGCACTCTGATTGCTGTCGCAGCGCCATTAACCTCGCGAAATAGTGGTTCTGAG 
CAGCCTACTGTCGCAGCAATGGCTGATCCAGAAAACAATGCTGAACTCACCACAGCACAT 
ATTCTTGAGATCGACCCAGCCACAGGAACTGCCACACCACGTCAAGATATTGCTCTGACT 
GAAGATTTTCAGACCATGGCTAGCTCTTTTAGCCAGATCCGTAATGGCTGGGGTACTACC 
CAACTCATCGGACAACACCCTGATGATCCCAAGCAACCTATTCGTTCAGCTGATACCTGG 
ACTGTCACCGGCTCCACTCAGATCACCGGCTTTAACACCAACACCCCAACGGGAACCGAA 
GATGCTGCCTACACCATGCCGGCGACTGAGCCAGCTGTGGGACTGTGCGCTCTAGAATCA 
GGCTCCGATGCACCACTGGATGAACACCGTGAGCTCAGCACCAGTGCATTGCGTACCGCA 
TCAGTATTGTCGAGCTCTGGATCTGCCACCCTCAAGCTGCATGATCCTATGGTCATGTCT 
GCTACTGGCATTGTCCAAGCACGCGCCTATGTCGATGGCGAAGTCATTAACCAGCACGAG 
ATTGGCGATCTCCGCGAGCAGCTCGGTATCACCATCGAAGAATCTGAGGCTGCTCAAGCA 
GAATCGGATGCCCAAGCAGCCACCGATCACCCACTTGCAGCCCTGGGCTTAAGCAACCCC 
ACCAGCTCAGCGTTGGTTCCAGGTCTTGCTGAGCTTGATTGTCTCAGTGCTGACCAGGCT 
GCCACCTGGCATAACCGCGACACCAGCATTGGCACCGGTAAGCCCAGCGTGCTTGCTGTC 
ATCAACGCGGAAATGGCCGATGACTTTACCCTGCAGCTGTTGAGCTCAGGTGCCACCACT 
GCCGAAACGCAGCTTGCCCAGCTGCCGGATGAAACCGCGTTCGTGCTCATTGACCCATCA 
TCTGGTGCTGTTACTGACCTGTTCTTTATCCAAAGTCTCAACACTGATCTGCCGGCACCA 
ACAACCCAGATTAATTCTATTGCTGTTGATGAGCGCGACCCCAACATCATCTACGCCACT 
TTTAGCGGCGATGACCACCTGTACCAAATGATGCTGGGT 

>RXA0177 9 -downstream 
TAGTTACACAACTAACTAACCAG 



>RXA017 80-upstream 

CCACTTTTAGCGGCGATGACCACCTGTACCAAATGATGCTGGGTTAGTTACACAACTAAC 
TAACCAGGCACCAACATTTTCTTAAAGAAACACCCTTATC 

>RXA01780 

ATGACTTTTCTCCACCCCAAGGCTGCGTTCTACCCTCTCACCATGGATCATCTTACCGAT 
CTCGGTCTTGATCCTGAGCAACTCATTAATGAGTTGCCGACGATTACCTACGACGTTCAA 
CCACACAATGTCTTTGTTCTACAGTTCAGCACCGCCGATGTGCGCGTCTACCAGGAAGGT 
AATACCCTTTTTATCCGCAGTGCTGAATTAATCAACCCTGAACTACGACAACGACAGCGC 
ACACAGCTCAACGACGATCTCAACAACCCTGCTTCACTTCGCGTCTGTGATGAGATCAGT 
GGCCGCAGCACCGTGTTCCTCAAAGACAAAAGTGTTGTCACTCACGATCACGGGACCAAT 
TGCTGTGATTCCGCA 

>RXA01780-downstream 
TAATCCTGATGAAGCCAGCGCCA 



>RXAO 17 81 -upstream 
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CGACAGCGCACACAGCTCAACGACGATCTCAACAACCCTGCTTCACTTCGCGTCTGTGAT 
GAGATCAGTGGCCGCAGCACCGTGTTCCTCAAAGACAAAA 

>RXA01781 

GTGTTGTCACTCACGATCACGGGACCAATTGCTGTGATTCCGCATAATCCTGATGAAGCC 

AGCGCCAAGGCTGTCGCTACCAAACATAAGCACACCTTGTCCGGCGCTACCTCTGATCAC 

CCTTATGCCGGCATGACGCTTAAAGACATGATTGAACAGGGCTTTACGCTCACACCGCTG 

GAATTCCCGCTCTGT^CTGTCGATGATCeAAeAGAT-TG-TGATCGCAC.CATO C 

AATGTTCGCGAGCACAGTATG 

>RXAO 17 81 -downstream 
TAGATTCTAAAGTGCGGTACAAC 



>RXAO 17 8 2 -ups t r earn 

ACGTGATCAATGTTCGCGAGCACAGTATGTAGATTCTAAAGTGCGGTACAACCTGTACCG 
CCCACACAATTCCACCCTTTAAGAAAAGGACTTAGCCATC 

>RXA01782 

ATGACCACCTTCGCCCTTATTGCTAGCCCCAACAATGTTGATCCCACTGCTGAGTCCCCA 
CTCGCCATTGAAATCCATACCGATGAGGACAGCAGCTATCCACTAGGGCTTATTGACTCA 
GACCACCTGGTTCCTGCTGTGATTTACGGCGATATGGTGATCTACACCAAAACACTGCTC 

3 GCACAGACCCCACCAGATGATGTGTCCACTGCTAGCGCCTTCTTCGACAAACTCACCGCA 
2 CTTGACGCTCAGGGTCGCACCCGTGATCTGGTCTACAGCGCCACCTACAGCCAACTTGTT 
^ ATTGCCGGCCACAACCGCACTGTATTAACTGACGACTCAGAGTTCTACGATGAGTTTTAC 
L; CAGGTTATTGAGGCTGCTCCTGGGGTGATCTTGAAA 

n 

''I >RXAO 17 82 -downstream 

4 TGATGTTTATCGGGCAACACCTC 

Si 

J 

'•sr 

>RXAO 17 83 -upstream 
n ACCAGGTTATTGAGGCTGCTCCTGGGGTGATCTTGAAATGATGTTTATCGGGCAACACCT 
^ CACACTTAGGCTAGGTCTCTAACATGAAGCAGATAGCGCC 

^ >RXA01783 

2 ATGATCAATCTTTTTGCTGCAGCCCTGCCCGCATTCGAGCCTTTGAGTATTACCTCCATA 
f CTCGTGCTCGGTGCTGTGGCATTGATCTGTGGCCTCCCTGTTTTTCTCGCACTGGAAAAA 

3 AGCGCTGAGCTCGATGATCTCTTCGCAGCACTCATCATCGCTGTACTTTTAGGTTTTGCT 
GCTTATACGTTTGTGCTCCCCAAGCTCGTTGAATTGGGCTGTACTATTTGCCAGCTC 

>RXAO 17 83 -downstream 
TGACTAGCGACACTTACACTTTC 



>RXA017 85-upstream 

GACCCTGGCCCAACTTTGCAACAGCACCATCCACAGTGATGGCACTACCAATACTGAGCC 
TGACTACGCATCTAAGGCGGCGCACATTAGTGATGCAACT 

>RXA01785 

GTGGATCAGTTCGTTGAGTTCGGCGGTGGACAAGCAAACATTAACCCTGATGGATCAGCG 
ACCGTTGATTGGGAGGGTTCTTTCAGCATCAACTTCTACGATGGTTTGGTGCCGTTTACC 
ATCACGAATCCGCACCTCGAGGTTTCTGTAGCTGGTACTGGTGTTTTGACTGGTGACCTC 
ACTAGCTATGCAGTGGAGATGTCGAACCCGAATGAGAAAACCCCGTTGACTGACTTGTAT 
GAGGATGTCACGATCACAACGTTTGGGGGAGTGAACCTTGATCCTGAAGGTGTTGTGACA 
AGCAATCCTGATTATGACGGAGTGATTGTTGATGTCCCACTGGATGCCACCTCTCAGGTT 
ACTTCCGGTGCAGGTTGGGGAGCGTGGCCGCAGGGCTTCCTTGATTTCCACTTTGATACC 
AACTTGCCTTCCTACTGGTATTCCTCAGATGGCGCAGGTGATCCTAAGAAGGCGCCTATG 
AGCTTTAATGTTGATTTCACTAATGGTCCAGGTCTGGTGAACAGCCAATTGCTCCACAGG 
CAAGTGATCTCAATGCCGGAAACCAAGGCAGTCTCG 
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>RXA017 8 5 -downstream 
TAGTTCCATCGGAGGCAGAAGCT 



>RXA01787 

ACCGAGAAAATTGATAAAGCTCAACCACCTGTCGATCAACTCGGGAGTTTTCTCCATGGC 

CTAGAGACCTCTGTCGCAGATTTGGGGGTTGGTGATCGCGTATTTTTGCCACGTTTTAGC 

ACCTTTGATAAGAAACTCGGTCGCTACeGeATeGAGAQ-TGCTC-TCGGA 

GATCCGTTTAACCCTATGACCAGCAGCGAGCGATTTAAAGGTAAGCCCTATGTCGATATG 

TTCGACAATCAAGACAACGCCTTTAACCCAAATTCCTATATCACTACAGATACCGTGCGC 

ATCGTTGTCGATCCTGTACCGGAAACTAATCCCGACGATGAGAAAGCAGGACGC 

>RXA017 87 -downstream 
TAGCCATGTCTCGCAGCTACCCC 



>RXA01788-upstream 

CCTTTAACCCAAATTCCTATATCACTACAGATACCGTGCGCATCGTTGTCGATCCTGTAC 
CGGAAACTAATCCCGACGATGAGAAAGCAGGACGCTAGCC 

>RXA01788 

ATGTCTCGCAGCTACCCCATCTACATCATTTCTTTTGCCCCAGCGGATGATCTCCACGGC 
GTTGGAGGATTCGAGTGGGTTCCAGCATCAACACCAGAAAACAAAGCTGCCGCCTTCACG 
ACCTTTGATCGTCAATTCGATGATTCTCGTAACAATGGTGGCTCGCATATTGTGCGTCTA 
CTCAATATCTCTGATCCCAATATCACAGCGGATATGACCCAAGACGATATTACCGCGTAC 
CTCGACTCAAACATCGACCGCTGGGAATCCACGGAACATGCGCTCAAGCAGTTTGTCCCA 
CTTAACGCGGGTGCTGATCGCGTACCTACCGGTGGTGCCGACGAGCACATTACCCACGCC 
TGCCGCATAATAACTGTGCAGCGTAGCTGCACACGGATTCACCTGCGCTGTGGATGCATC 
CCAACACCACAACACCGCCCC 

>RXA017 8 8-downstream 
TAGTGCCATAAATGCTAGGGGTG 



>RXA017 8 9 -upstream 

TGCATCCCAACACCACAACACCGCCCCTAGTGCCATAAATGCTAGGGGTGTTTTTTTCAT 
ACCCACAACACCGTTCTTCTCTAGAAAGAGACTCGATACT 

>RXA01789 

ATGCCTCATAACCCCATCGAACTTCACACTAATGATGTACTCGATGCTCTCGACATTGAC 
GCCATCTGCGACGATGTGTTTCTCTACACCGACTTCGAGCACACCCCAGGTCAGCTTGAT 
CGCTTCGAGCAACTCGCCTTCACAAAAATCTACGACATGCTGGAAACAGCTGCTGAAAAA 
TTCCCAGATGTAGCAATTAATGACACTTTAAGCACTGGCAACCACGCTGCTGAACAGTAC 
TTTCTTGCCAATCCCGGCAACATCATCGTGCTGACCAGCTTCGCGCTCAATCAGACCGAT 
CTCCGCGACCTCATAATCTCACCGTGCATTAAGTACACAGCACATGCACGAGCACTCATG 
CGTGCGGTGACACGAACATTGTGCACTGCAAACAACCCTGTAGAACGCGCGACTATCTTC 
CCTGTGTCTGTCGCTAATGCCTTAAGCATCGAAGCGCTGTGTTCCGAATATCATGCGTTC 
CGCACCAAGCAGGTGCTCAACACTGCTGCACTCATCAATCCTGATAACACTCTTATACCC 
ATGTTGTTGAGCAAAGCGTATGAGGCATACGCCTGGCACAAGGGTGTCGAATCCGCGCAA 
CGAGGTAGCAACCTAGCTCGTGAGTACTACGCAGGACTTATC 

>RXA017 8 9 -downstream 
TGAAAATTCACTACTCAACTCTG 



>RXA01790-upstream 

GAAAGGCTCGAACACCCATGATCGTTGAGGTAGCTCCGAGACCGAAGAGATCAGCCTCAT 
TGATGATGATTCCCCTGATCTCGATGAGGACGATAACACC 

>RXA01790 

GTGCTCATCGCCGAAGACATCCGTGATATGGATGACTATGGCGAAGATCATCCTGATCTT 
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>RXAO 1 7 9 0 - downs t r earn 
TAAAGCTCACTGTTAAGCCCGCA 



>RXA017 91-upstream 

CCGCCTGTGCAACTAACCCTGTTGTGCAGGCGGTTTTCTCTATCTACACCAACAACTCCA 
CAA'CACTATCCGGTCCAAATeTAGAAAAGAGAGAACCCCC . 



>RXA01791 

ATGACCTCCCCCACCACGTTAAAGCCCTGGTCTATTCGCGGACCCATCGACGGTGAATAC 
ACCATGCTTGAGGCATATCCGTTTCAGTATGTAGCAAATACTCGCCCGGCCATCATGCTC 
TACGCACTCGATGAAAACGGTGTACCGGAACAATATGCCGACCTCACCATCAACCTTGCC 
GATGTGGAGCTCAAGCAACTTAACCACGTCATCATTAACCCAGATCTGCACGCTGATGTT 
ACCGAACTGTGCATTAGCGCCGGCCTGCTGCGACCTGGTGTTCTGGGCCAGCACCAAGTC 
GGTAGCACCACCGCCAAGGTCTACCGACTCACTGAGCGTGCTGATGGCTGGCTACAGCTG 
TTT 

>RXAO 17 9 1 -downs t ream 
TAGCAGCTACCTGCGCCTAATCC 



>RXA017 92 -upstream 

GACTCACTGAGCGTGCTGATGGCTGGCTACAGCTGTTTTAGCAGCTACCTGCGCCTAATC 
CCCCCACCCATACTCACTCCAAAACAAGAAAGTAGTCATC 

>RXA01792 

ATGCCTCAGTACACCATCACAATCACCGACGAGCAGAAAGCTGTTCTACACAGCCTCACC 
AACCCCCATATCGCCACTGCTGAACACGGCGCTATCACCGCAATCGAGATTCATGACGAC 
CACGATGTTGTTGTCTATCACGTTCAACCAGACGGCACACTAACTTACGAGCGCCTTGTT 
GAAGGCTTCCATTACGGCTGGACACGTTTTGACAGCGAAGGTTTTGAGATCGACTCCGAC 
AATAACCGCGTTGTAGACGGACTCCGCGACGAA 

>RXAO 1 7 9 2 -downs t r earn 
TAGTTAACAACAACGACCGCACA 



>RXA017 93-upstream 

CCTTCTCTGCAGGCTACGCAGTGCTGCGCCTAGTTCGCAGCCTGCGCCGACTTTTGCAGC 
GCCACTAAACACCCAAACACAACAAGAAAGAAACACCACT 

>RXA01793 

ATGGCACAATACCGCGTCAGTTTTATCGCGCTCGCCGAGTCAACCATCGAGGTCGAAGCA 
GACAGTCCTGAAGAAGCACTCGACCTAGCCAATGCAGAATTTGACTACCCGGTCACCTTG 
GCCGGCGATCCCTATGAGCTGCACGACTGGGAAGCACGCGCTGAAATTGAATGGCTCGAT 
ACCAGCTCGACCCCGCAGCAACGCCTTGGAGAACATGTCGTCAAGATCGAAGAT 

>RXAO 17 9 3 -downstream 
TAAACTCGATCATTAAACACACT 



>RXAO 1 7 9 4 -ups t r eam 

ATACCAGCTCGACCCCGCAGCAACGCCTTGGAGAACATGTCGTCAAGATCGAAGATTAAA 
CTCGATCATTAAACACACTCTTAAGATAAGGACACTAATT 

>RXA01794 

ATGGCAACCCACCGCGTTCATTTTGTCGCAACCGCATCCGCCTACATCGACGTTGAGGCA 
GATTCCCCCGAAGATGCTATAGAAAAAGCGTATGATCTCGCCGGTGATCTGCCCGGCCTC 
ATCGCCGACAACGAATTTGATCTCGGTGAATGGGAGGTACAGGCCGATGTCCAGTGGCCT 
GATAACTCTGTACCTCGCGAGCAACGCCTTGAAGAGGGCGTTGACCTGCTCGAT 
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>RXAO 17 9 4 -downstream 
TAAACAGAATTAACTCAAACCCC 



>RXA01796 

TTTTACTGTCCGTCAGACCAAGATGCTTATGTTGACTTGACTTTGTTCGATCAGATGCGT 
CAGTTCGGTGCA GAAAACGCCCCGCTTGCCCAGATGTACATCGTGGCGCACGAGTACGGC 
CACCACGTCCAAAACCTCGAGGGCACAeTeGGAeTGTQGAAT--TACAACGATC CGGGCGCT 
GATTCCAACGCCGTCAAGATCGAGTTGCAGGCCGATTGCTACGCAGGCATTTGGGCTAAT 
CACTCCAGCGAAGGCCCGGATCCGCTACTCCAACCCATCACCGAATCTGAGCTAGATTCC 
GCTCTCCTTGCTGCAAGCGCCGTGGGCGACGACAATATCCAGCAACGATCCGGTGGCGAT 
GTCAATCCTGAAAGCTGGACTCACGGCTCATCGCAGCAGCGCAAAGACGCGTTCCTCGCC 
GGCTACAACACCGGCCAGATGAGCGCCTGCGACTTCCTCGGCCGGGGCGTCTACAACGAC 
GOT 

>RXA017 9 6 -downstream 
TAAAGCATTGCTTTTCGACGTCT 



>RXA017 9 9 -upstream 

TATTTTGGGCATGCACTCGTCATATCTTCACAGACGTATGGTTTTGTAACAACCTCCCCC 
AAAATCCCCATAGTTTCCCCCGGTGCATATCCTTAAAGGT 

>RXA01799 

ATGGAAATTCCGCTGCCCACATCCCTTATCGATGTCATCACTGATGGTGCCCTCGGCCAA 
ACCTGCATTGATCAGGCATTTGCTGCCCAATTGGGGCGAGTTACTGGAGTCGAATTCAAC 
CTTTCTGACGATAAAACCGCGGCTGAAGTGAGGATCAATAAGGCGTCGGGGAGTCCTTTT 
GATACCACCGGTGAAGTCATTGCGTGGATTAATAATCAGGAATTTGAGTGGGTCAGCACG 
CGCGGTGAGGATTTGGGACTGCCTGAATTGCAGGGCATTCAGCCGCTCGACGATGATCTG 
ATCACCGCCGCACGCACGCTGTATAGCAATGCGCCGGCGTTCATCGCCCCGTTGCGCGAT 
GGTCGCAGGGCGTTGGTTGCGATCAATCACACGCCAAAACTGGTTGGTATCCGTCGCACG 
CTCATCGAAGGCCTGCAGGCGCTGAAGCCTGGAACTGACCTCAAACGGGCATTGACTTCA 
TTTGCTGCATTCTGCGAACTGGGCATCCGATTCGATGACAACCGCATCTCCTTCAGCGAT 
GGCACCTCGCTGTTGCTTCGTGGCGGCAAAGTCATCGAAATCGCAGGCGGGCTGAGCTTG 
CGCGACGTACGCGCGGATGCGGCGTTCATGTCCGCTGAGCATCAATTGCTTTTCGACGCC 
ATCTCCTCGTCTCACAACGTCACCTTTGACCCACACACCAACGTGGCGACCGTGGCAAAC 
GAACACCAAGTTCACGCCATCCCCCTTGCTGTTATCGACGGCACGCGTTGGGTATGGACA 
TGGTCTTTAAAAGAACTCAATGGTCAAGCAACTGAAGGCCTTGCCCGCTTTGGTTTCGAT 
AACGGCCTACTACTGCTCACCAATGCAGAGATCCTTGCTGAGGAAGCCACCGCATTCAAC 
CTGATTGATGTGGCTAAACAGGTGCTCAACACTTGGACGCACACCATCGTGCAG'CAACCT 
GATGGCACCGGAATTGTCCTGCTGCTGGATCATCCTCGGCTGCAGCTTCCGCCAGCATCA 
CATGCAGCTGTTGAGGCCACGCTGTATCACCAGCTACCAGGCGATATTGATGCCCGCCGC 
GCGGTGGCGTCCTATGCAGCTCACCGACAGCTTCCTTTTGATGGCTACGCACTCACCGTT 
GAGGGCCAACAAGTCGGCGTGACTTTTGACGGCGAGCATTTAACAAAGGTGGGC 

>RXAO 17 9 9 -downstream 
TAGTTTTCTAGCAAAACCCAACC 



>RXA01800-upstream 

CCAGCGCAGTTCATAAAACCGCCAAACTTTTGATAGCGTAGCAATGGCCCTTTCGGTGGA 
TGGGGCCATGTTTGCACAATGCTTGAAGAAGGGTAGGGCA 

>RXA01800 

GTGAAGCCGCTGGGCAAGATCGCCGTTCCTTGGACTTGGTACCTGGGAATTGTTGGGGTC 
ATCATATTTGATGTGGTGGCAGCAATAACGATGCTCACCCTCGTGCCCAACAAAATGCCC 
GAAAGAGTCAACAGTGGGCTTGTCGCGCTGGGTGGATCGTATGCACCCCCGATGAGCCGG 
GAAACACTCATTGCCAGAGTCATTGCCGGTGCAGTGCTGGTTCTGGTGATTTCTTTAGGT 
ATTTCGCTGCTGATTTCCGCGCAGTCCAAGAACCTCGCGTCCGATCACCCGGATGCATCT 
GCCATTCAGATTGCTCGGCGTTGGGCGTTTTTGAACAATATTCAAAGCTGTATCGGCTGG 
TTTAGTTTCTTCCTCGCAGCGATTTTGAGCATCTCATCGCTAAGACTCAACGGCCCAGGT 



Appendix A, page 239 



AttomeyT5ocket No.: BGI-129CP 



GCCACCACGCATCTTGAGATGGCCGTTTACATCATCGCTGTGTCGGTGTTGGCTTGGGCG 
TTGATGATTTCCTTGCGACGCGGCCAGGTGGCGATTGATCGTGCCATTCCAATTCGGGAA 
GATGATTCCGAACTGAAATGGGGCATGATCTACCACGATGCTTCAGACAAACGAGTTTTC 
GTGGAACTCGATGATGGCCACACGACCGTCATCAACATGGCGCGCGGGGGAGCGTGGCTG 
CTCATCGCAGTGATGGTGCTGCCTGCGCTGGCCATCGTCGGTTGGGTTTTGCTAGAAAAC 

>RXA0180 0 -downs tr earn 

TAGCCCACCTTTGTTAAATGCTC — 



>RXAO 1 8 0 3 -ups t r earn 

CTAGCGGAAAGGCTTTAGCGACAAGGCTTTTTGCATGTTTTAATGCAGGGAATATTAACT 
TTTTGTTAATCTCTGACCATTGACCTTGTACGCTTAAAAC 

>RXA01803 

ATGCGAAAGAAAAAAGACGGTCAAAATCTCCCAGACTTCCGGAAAAATCCGCCAAAGCTG 
GATAAAAAGGCTTATGAAAAAGAACTAAAAAGACTTCAAGCCGAACTCGTCGATTTGCAA 
CAATGGGTTGTGGAAACCGGTGCGCGCGTGGTCATCGTCATGGAAGGCCGCGACGCCGCT 
GGTAAAGGTTCTGCGATCAAGCGCATTACGCAGTACCTCAACCCCCGGTCCGCAAGGATC 
GAAGCGCTGCCCACCCCAAACTCTCGGGAAAAAGGGCAGTGGTATTTCCAGCGCTACATC 
GAAAAATTGCCGACTGCTGGTGAGATCGTTATCTTTGACCGCTCCTGGTACAACCGTGCA 
GGAGTCGAGCGCGTCATGGGATTTTGCACCTCCCAGGAGTACCGCCGATTCCTTCACCAG 
GCACCAATCTTTGAACGCCTGTTGGTGGAAGATGGCATTCACCTGCGTAAATACTGGTTC 
TCTGTATCTGATGAAGAGCAGATTGAGCGTTTCGAAGACCGCCTGAGCGATCCGCTGCGC 
CGGTGGAAGTTGTCGCCAATGGATTTACAATCGATCACCCGCTGGGAAGATTACTCACGC 
GCAAAAGATGAGATGTTCATCCACACGGACATCCCGTCAGCACCGTGGTACACGGTGGAA 
TCTGAGGACAAGAAGCGTTCCCGCATCAACGTCATTTCGCATCTGCTCTCGACGATTCCT 
TATGAGAAGATCGATCGTCCATTGCCGGAAATCCCTCATCGCCCAGATTCTGAATCTGAT 
TATGTACGTCCCCCTCGCGATGAGTTCCGTTATGTTCCAGATGTGGCAGCACACTTGGAA 
GAAGAGCGCATCAAGAAAGAAGAAAAAGCCAAGAAGGCAAAGAAGCCAGCTAAGGCTGCA 
GGAAAGAACTCGGATAAGCAGAAGTCTTCCGGAGGAAAAGGCAAGAAGAAGTCCAAGAAA 

>RXAO 1 8 0 3 -downs t r earn 
TAGAACGCCTTTTAAGGGGTTGA 



>RXA018 04-upstream 

AGTGGGACCGCATGGCAGAGTTCGCAGTCAACTAAAATATGACCTTTGCTGGTTGGCTAA 
TTTTGGGTCAAAGTTTTGTGAAACGAAGTAAGCTTAAGTT 

>RXA01804 

ATGCATATCGTCAACATTCGCTTCAAGCCCAAGGCTAAGTACGTGGATACATTCCGCTAC 
ACAGTCGACAAATTCACTGAGTCAACCAGGACAGAGGAAGGCTGTCTCTACTTTGATTGG 
TTCCGCAACACCGATTACCCAGGCGAGTACCTTGTAATTGGTGTGTGGACGGATGAAGGT 
GCGACGGAACATAAGAAGAGCGAGCACTTCTTGCGAGCTCAAGAAACACTTCCACCGTTG 
CTGCAACAAACTCCAATGATTATTCAGAGTGAGTTTTCCAAGAAGAAGGGTTGGGAACGT 
TTCAGCGATTTCACCGTCTAC 

> RXA 0 1 8 0 4 - do wn s t r e am 
TAAGGAGCCCGCAAAAGCTTTGT 



>RXA018 05-upstream 

GGCATTGTCGAGCGAACTCATGGTTTAACTCCCTTCATGAAATGTGTGCGGGGTCACTGG 
TTCCCAGCCTAGTCTGAACTGGCTAAACAAGATCGGTACA 

>RXA01805 

GTGGTGGTCGTGATTTTGATTAATGTGAAATTCAAGCCATTGCCAGAATATGTAGACACC 
TTCCGCGAGCAGGTAGCGGAGTTTACAGAAAAGACCCGTGCGGAAGAAGGAAACATCTTC 
TTCGATTGGTCAATTAACACCGACAACCCAAACGAGTTCATCCTCATCGAAGCATTCCAG 
GACGACGCTGCCGAAGCTCACGTCAACAGCGACCACTTCAAGGCGGCCTGTGAGCTGTTC 
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CCAACCATCCTGTCTGAGACCCCAGAGATCATCAACACCCTTATCGAGGGCAAGACTGAG 
TGGGACCGCATGGCAGAGTTCGCAGTCAAC 

>RXA01805-downstream 
TAAAATATGACCTTTGCTGGTTG 



">RXA0r8'0'6^pstream ^ ^ 

AATCAAAATCACGACCACCACTGTACCGATCTTGTTTAGCCAGTTCAGACTAGGCTGGGA 
ACCAGTGACCCCGCACACATTTCATGAAGGGAGTTAAACC 

>RXA01806 

ATGAGTTCGCTCGACAATGCCCCGCTGCTGGAATTGGATGTTCAGGAATGGGTAAACCAC 
GAAGGCTTGAGCAATGAGGACCTGCGCGGCAAGGTTGTGGTGGTGGAGGTGTTTCAGATG 
CTATGCCCTGGATGCGTGAATCACGGTGTCCCTCAGGCTCAAAAAATCCACCGCATGATT 
GATGAATCCCAAGTGCAAGTCATCGGGCTGCACAGCGTGTTTGAGCACCATGATGTGATG 
ACACCTGAGGCTTTGAAAGTGTTCATCGATGAGTTTGGGATCAAGTTCCCCGTGGCAGTG 
GATATGCCGAGGGAAGGCCAGCGGATTCCTTCGACGATGAAAAAGTATCGTTTGGAAGGA 
ACGCCCAGCATCATTTTGGCTGATCGAAAAGGACGGATTCGTCAGGTGCAGTTCGGGCAG 
GTTGATGATTTCGTGCTGGGATTGCTGCTCGGCAGTTTGCTGTCAGAGACGGACGAAACC 

>RXAO 1 8 0 6 - downs t r earn 
TAAAGCGCTTTGGTCTGCAGGCC 



>RXA01809 

CACATAAGGCATGAGCAGGCTATGCGAGATGGACACCAGGATCTCAGCGTCTTTGTCGGT 
GCTGATGGGGCGATCATGCTGGAAGAACTTAAAAATCGTTACCAGCGCCCACCGGAGAAC 
GAGCCCCATGATGATGATGTCACCGAAATGATAAAGACCACCGAGGAAACAGAGAAGGAG 
AACGTAGAGATGGATCAGGATATAGCTGTAGTAGACAACGTTGATGAACAGGTTGTGGTG 
ACACCTGCTCATGACGCTGACAGCGTAGCGGTTGTTGCTGAACAGGTCGTTGCGTCAGAA 
CCAACGCCAGAGCCGGTACCCAAGGTTGAGCACGTAGAGATGAGTGTCGATCTAGCGGGT 
GAGACTATTACACCGATTGATCAGGCAATTCGGTCTTTTATGCAGCTCAACGGTATTGAG 
CACAGCGTGGTGTTGCGACGCTTGGGGCTGATGACTCAGGTGGCACATAATAAGGAACTT 
GATGAGGTCTACGCTAAGGCACTTGCCGAGGGTGAATCCCATGCTCAGCAGCAGCATGAA 
TTAGAAGCAGAAAATGAACGGCTTAAAAAAGAAGTTGATGCGCTCGCTGCAGAGCTTAGT 
GCTGCGTTGATGGGCGAGGGTGGTGGTGATCATGAC 

>RXA01809-downstream . 
TAAGGCCGTGACACCAATTGTGG 



>RXA01812 

AGCTTCAATGACGTTGACCCAGCGGTGACCCATCCGCATCTCACAGTGATCTACCCACCG 
CTCACCCCTGCATCCGAAGAGAAATTCAACAAGATCACCTCAGTCGCTGCTGTGAGCAAG 
CGCCCAACCACCCTGCCGTATTTCCGTGCAGATGGTTCACCTACTCGTGGCTTTGCTAAC 
TTCTCCACAGGAGGTATTCACGGTGCGGAATACAACGAAGATCGTTTTGACCATGATCAA 
GATCTACACACAGTGGCAACCCGTGAATTCTTCGCCATTCTTGATGCGACATTAGCGGCT 
CTCTACGCAGCCCACCAAGCCGAACCTGAATCGGCGGACTACCAGATTGCACAAGACGCA 
CTCGCCTGGGCAAAGAATGTACTTAGCGATCAAAAACTCATCGCTAAGTCGCCTCAGTTA 
TACAACCCCGAAACCGGGGTCACCTATGAGTGGGAGTTTGTCGCTCAAGCAGCATGGTGG 
ATTCGCAACAAACCGGTTGAGGTTATTTTACCAACAGGTGAATCAATGACCGTAAAACAC 
AAATCTGTATTGGCATCTGCGTCCTACCCACTCCGAGACAACGTGGCGTACTGGCGTAGC 
GAACCCAAAACACCACAGCTGTTTCCCGTAGCAAAATCTGGTGGTTCCTCGCTTGAGAAG 
AAGTACAACTACACCTCTGTGGGTACTGCTATTCACGAGGACTTTAGCAGTTACTATCCG 
CTCTTGCTCACCAATATGGCTGCATTTACCAATGCTGACTTAGGTATTGATGAGAAAACC 
GGGCGCCCTCGTGACCGCTACCGTGAAATCTACGAACAAAAAGAGATCTATGGCGCACAG 
CGCAAAGACCCCTCCATTGATGAAGAAACAAAGCAACGTCTAGGGATTTTGCGCGAAGGT 
ACCAAGTTGATTCTTAACTCGGCCACCGGTGCTGCTGATGCTGGTCACGACACCCCGATC 
CTCATGAACAATCGCGTTATTGCCATGAGGATTATTGGGCAGCTATTTTCTTGGAGAATT 
GGGCAAGCTCAATCACTGGCTGGTGCAACGATTATTTCCACTAACACTGATGGCCTGTAT 



Appendix A, page 241 



Attome^Docket No.: BGI-129CP 



TCCGTACTCGATATGGGGACTAACCAGCGCGTTCTTGATGAACACGCTACAGCCATCGGT 
GTGCAAATTGAGCCTGAAGAACTGGATATTGTCTCCAAGGATTCCAACTCACGTGCCGAA 
TTTCTCGGCAATGGCTACATCAATGCGGCC 



>RXA01 8 13 -upstream 

GCGAGAATTCAAGAAAACAAAACAGATCAAAGTAAGGCAACAAGTGAGCAACAAAGTTCA 
GAATCCGAACCAAGGTGGAAGCAAGAAeTTeeTG-TGGGGA 



>RXA01813 

ATGGTGGCGATCGTCGTCGTTGCAATCGTCGTCGTCGGCTTCATCGTCATCCAAGGCCAG 
GGCTCAAAAGCAGCCAAGCTTGGTGACCGCGACTACGAAGACACCTCTTTGGCAATGGAA 
GTAGGCTCCGACTCCATCACGCTGACCTCCGCAAACACCTCCGCCGACGCAAAGTCCGTG 
CAGCTTTTTGAAGACTTCTCCTGCTCTCACTGCTCCGAGCTCTCCCTCGCCACCGACGCT 
GACATGAAGACTCAGATCGAAGACGGCAACCTGGTCGTCGAAATCAAGCCACTGAACTTC 
CTTGACCGCGAAAACATCGACGGCCACTCCACCCACGCATTGGCAGCAGCCCTTGCAGTG 
GCAGACTCCAACGACGCAACCCTCTACTGGAACTTCCGCGCATTCCTCATGGAAGATCAG 
TCCGAGATCTACAACCAGTGGTCCGATGATGACTTCGCAGACGGCGTTGAAGCCCTTGGC 
GCAGACTCCTCCGTAGTAGACGCAATCCGAACGGCGACAACATCCAGCGCGCATACGACC 
TGGCAACCGCAAACGGTGAAGAACTCACTGAAGAAACCGGCAGCCTGTTCTTACCACGCG 
TTCTTCAAGACGGCAAGGATGTTGAAGGCA 



>RXAO 1 8 1 5 -ups t r earn 

GAATGAAAAGAAGTGGTGGCCGATGCTTGGCTATCTCAGCCTGACTTTTACACTTGGATA 
TTCTGCTGTTTTTCTCGGGATGCGGCTCTAGAATTGTAGA 

>RXA01815 

ATGAATCGTTCAACAATTTCCCCAGTTGAAGCCCGCCAGCAATTCCGCGCAGGCCTTATC 
CAACCCACCTCCGGCTGGTCCGCGGGTTTTGCCCAAGCCAACCTCATTTCCATGCCCCAG 
GATCTGGCTTATGATTTCCTGCTTTTTGCTCAACGCAACCCCAAGCCCTGCCCCATCTTG 
GAAGTATTAAATGCTGGCGAAACCTTCGGCGGAATTTTCGGCTCAAACGCCACCGAAGCA 
GACATCCGCACCGACGCGCCCCAATACCGCATTTACGCACACGGCGAACTTATCGATTCC 
CCCGCCAGCGCCGTCGATTATTGGCGCGACGACCTCGTCAGTTTCATCATCGGCTGCTCC 
TTTACTTTTGAACATCCCATGGTCCAAGCAGGCGTTCCCGTCCGCCACCTCGAGGCCGGC 
CGCAACGTCCCCATGTATGAAACCTCACTTGCCTGCCGACCAGCCGGTTCCCTATCAGGA 
AACCTCGTGGTGTCACTGCGCATGATCCCCGCATCCCAAGTCGCGGATGCCGTCCGCATT 
ACCTCCCGCTACCCCGCGGTTCACGGAGCACCAGTCCACATCGGCGATCCTTCACTGATC 
GGAATCGATGACATCAACAACCCTGATTTCGGCGATGCCCCGCTGTCCGAACCAAGCGAC 
GTCCCCGTGTTTTGGGCCTGCGGAGTTACCCCTCAAGCAATGGTCATGTCCTCCAAGCCA 
CCGCTGGCGATCACTCACGCACCCGGACACATGCTGATCACCGACGCCCCAGATCTGGGA 
TTCCAGGTTCCT 

>RXAO 18 15 -downstream 
TAAACCTGGATCCACCGATGTGA 



>RXA01816-upstream 

TTGGGTGTAACGGCGTGGGAAAATAGGAAATGCCCTCCTGAACAGGAAGAATCAAGCTTA 
GTTAGAGTCCTTCTTCCCCTGCCAGAAAGGCACCTCACAG 

>RXA01816 

GTGCAATTATTACACACCCCCGCAGCCATATCCATTTCCTTCGACGACCCCAACCTCATC 
TCTACCGCAGGGCTGGTCCCGACCATGGCCCTGGCCGAGGACCGGTTAACAGTACCAACC 
GACAAAGGTGCTAACCCAGGTGCCAAAATCACGACCCTCATTGCGGGGATGGTCGCCGGT 
GCCGACTCCATCGACGATATCGATGCACTCCGCCACGGCGGTATGCACCGACTCTTTGAC 
TGGATCTACGCCCCCTCCACGTTGGGGTCGTTCCTCCGGGCCTTTACCTTCGGGCATGTC 
CGCCAACTCGACGCTGTGGCCTCCCGGTTCCTGGTGGGTCTGGCAACACAGGCCCCGGCC 
CTGGTCCCGGTTGATGCTTCTACCAGTGATTACGTCTTCATCGATGTTGATGACACCATC 
ATTAAGGTCCACGGACATCAGAAACAAGGCGCTGGTTTTGGTTACTCCGGTATCCGTGGA 
CTCAACGCCCTGCTGGCCACAGTGACCACACCAGAGTCAGCACCAGTGGTCGTGGCCCAA 
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CGATTACGGAAAGGATCGTGCGGTTCCCCGCGGGGTGCAGGCCGGTTGATTGCTGATGCG 
GTGGCTACCACCCGGCGTTTGCCGGGGATGGAGGATGAGAAGATCCTTTTACGCGCGGAT 
TCTGCCTTTTATGGCCATCCCAGTATCAGTGCTGCGATCAAGGCAGGGGCGGATGTGTCT 
TCACGGTGCGGA 

>RXA01816-downstream 
TGACCCCCAATGTCAAGAAAGCG 



>RXAO 18 17 -upstream 

AGGATGAGAAGATCCTTTTACGCGCGGATTCTGCCTTTTATGGCCATCCCAGTATCAGTG 
CTGCGATCAAGGCAGGGGCGGATGTGTCTTCACGGTGCGG 

>RXA01817 

ATGACCCCCAATGTCAAGAAAGCGATCGCCCAGGTTCCTGATGATGCGTGGCAGACAATT 
AAGTACACCAACGCGATCTTCGACGAGGACACCGGGCGCTGGATCTCGGTGGCCGAGGTC 
GCCGAGATACCGTTCACCGCATTTACCTCCCGGAAGAAAACCGACCACATCCCCGGACTG 
CTGGTGGTACGCCGGATACCGGAGCTGAATAACAAGGATGTGGATCAGCCGGGGTTGTTT 
GATCTACACCGCTTCCATGCGGTGTTCACCACCGCCGACCCAGGCATCCTCGATACTGTT 
GCTGCGGATAAAACCCACCGTCAACACGCAATCATCGAACAAGTCAACGCGGACGTAAAG 
GCCAGTGCGTTGGCGCATATGCCATCAGGTGTATTCACCGCCAACAGCGCCTGGTTGGTG 
TGTGCGGTCATGGCGTTCAACCTCACCCGCACAGCCGGTGTGATCGCTGCAGGCGCGATG 
3 GCCAGGGCCACCACCGCAACGATCCGGCGGAAACTTGTGGCCGTTCCGGCCAGGATTGCA 
5 CGCAGCGCCCGGAGATTGATTCTTCACTTGCCACGGAACTGGCGGTGGGAAACCCAGTGG 
S TCAAGATTGTGTGATCACGGCCGTTTACCACCG 

f >RXAO 18 17 -downstream 

• ; TAACCGGTAGCTCCCTGACTACC 

1 

y >RXAO 182 0 -upstream 

AAATGCCCTCCTGAACTGGAAGAATCAAGCTTGCTTAGAGTCCTGATTCACCTGCCAGAA 
3 AGGCACCTCACAGGTGCAATTATTACACAACCCCACAGCG 

>RXA01820 

ATGTCCGCATCCTTTGATGACCCCAACCTCATCTCGCTTGCTGGACTGGTTCCAACCATG 

2 CACTTAGCCGATGCTGCCAGCCTGTCCACCTTGGCCCAGGACCGGTTGAGCATCACCGGT 
J GATAAAGGTGCCAATGCTGGTGCGAAGATCGCCTCCCTAGTCGCGGGCATGGTCGCCGGT 

3 GCTGATTCCATCGATGACATGGATGTACTCCGCCACGGAGGTATGCGCCGACTTTTCGAC 
CGGATCTACGCCCCATCCACATTGGGGTCTTTTCTGCGGGCCTTCACTTTCGGCCACGTA 
CGCCAACTCGATGCTGTGGCCTCCCGATTCCTGGTCAACCTGGCCAGGCAGGCACCACAC 
CTGGTGCCACCACCACCGGCAGGCAGTGGCGGTAACGGGTATGTGTTCGTTGATGTTGAT 
GACACCATCATTGAAGTCCACGGCCACACCAAACAAGGTGCCGGCTTTGGTTACTCCGGT 
ATCCGTGGACTCAACGCCTTGCTGGCCACGGTCACCACCGCACAGTCCGCCCCCATCATT 
GTGGGCCAACGATTGCGGAAAGGATCGTGTGGTTCCCCACGAGGGGCCCACCGCCTGATC 
GCCGATGCGATGACCACCACCAGGCGCCTGCCCGGGATGGAGGATAAGAAAATCCTCGTC 
CGGGCAGATTCGGCGTATTATGGTCATCCCAGTGTCAGTGTGGCCCTAAGGTCCGGTGCG 
GATGTGTCCGTCACGGTGCGGATGACCCCGAACGTCAAGAAAGCGATCGTCGCGATCCCG 
GAAGATGCGTGGCAGACGATTCAGTACACCGATGCGATCTTCGATGAGGCATCACAATCG 
TGGATCTCCTTAGCCCAGGTCGCCGAAGTGCCTTTCACCGCGTTTACCTCCCGGAAGAAG 
GCCGACCATGTTCCCGGACGCTTGGTGGTACGCCGGATTCCTGAGCTGAATAAGAAGGAT 
GTGTATCAGCCGGGCTTGTTTGATCTTCACCGCTTCCATGCGGTCTTCACCACCGCCGAC 
CCAGGCGTGCTGGATACTGTTGCTGCGGATAAAACCCACCGTCAGCACGCGATCATTGAA 
CAGGTCAACGCAGACTTGAAGGCAAGCGCGTTGGCGCATCTGCCGTCGGGGACGTTCACC 
GCCAACAGTGCCTGGCTCGTATGCGCGGTCATGGCGTTTAATCTCACCCGTGCCACCGGG 
GTTATCGCTGCAGGCGGGATGGCCAAGGCCACCACCGCGACGATCCGGCGGACACTGATG 
GCCGTTCCAGCCCGGGTCGGCCGCAGGTCCCGCCGACTGGTGCTCCACCTTCCCGAGGGG 
TGGACGTGGCAACCACAGTGGCAGAAACTGTTTGATCACGGCCATTCACCACCG 

>RXA01 82 0 -downstream 
TAACCGGTAGCTCCCTGACCACC 



Appendix A, page 243 



Attomey^ocket No.: BGI-129CP 



>RXAO 182 5 -ups t ream 

GTCAAGGTAGCTGGCCCGGCAACTGATACGTTAAGCTCAAACAAGATAAGTACCAGTTGC 
TGGGGTTTTTCCAAGACAATAAATTATGAAGGTGTGAACA 

>RXA01825 

ATGCCAAAGGCAAGA'GTA^CTAAAAACGAGAeGGGAGGGGTT-TGAAGCAACCC ^ 

AACCGCACCCCGGTTAAGATCAATTCCGCCGGAACCCCAATGTGGTACAAGGTCATCATG 

TTTGCCTTCATGATCGTCGGCCTAGCCTGGTTGATCATTAACTACCTCGTGGGCCCACAG 

ATCCCATTCATGGCTGATCTTGGTGCATGGAACTATGGCATCGGCTTCGGTCTGATGATC 

ATCGGCCTACTCATGACCATGGGTTGGCGT 

>RXAO 1 8 2 5 -downs t ream 
TAATCCTTCAAAAAAGTGACTGC 



>RXAO 1831 -upstream 

CCTGTGGATAATTGGTTGTTGGCTGATGGTGATGTCATTACGGTGGGTCATTCCAATATC 
GAAGTTCGTATTGTTAGTCCCTAGAGGGAGAGGTTGATCA 

>RXA01831 

3 ATGGATTCTCTGGTCCTTCTTGGGCTTCGCATCGCTTTGCTTGTGGTGTTGTGGTTTTTC 

3 GTCTTGATGGCGCTGCGCGCTATGAGGGCAGATTTGAAAGTGACGGGTCAAGCGTCGACA 

n AGCAGCTCCTCCGTCGCGGCACCGCAGGGCCTTGCCCGGGCTTTTAATCGCTCCAGCCCG 

2 CCTCGTCTTTTGACGGTGGTCGAGGGCCCGTTGGCGGGCTCCTCGATTGAGGTGTCGGAG 
5 ■ GATATGACGATGGGCCGTAGCCCTGAGTGCACGTTTGTGGTGGGCGATGATTACGCCTCC 
''\ GGCATGCATGCGCGGGTGTTTAAGCGTGGTTCGGAGTGGTTTGTGGAGGATCTGGATTCG 
't CGCAACGGCACTTTTGTCGGTGGTACGCGCATTGATCAGCCTGAGCAGATTGCGGTGGGC 
^ ACGGATATCCGTATTGGTCGTACAGCAGTGAGGCTTGTTCCC 

y 

>RXAO 1 8 3 1 - downs t ream 

3 TGATGTTGAAACTTAAATATGCG 

pi 

J >RXAO 183 4 -upstream 

^ ACTAAGAACGTGAGCTTGGTTTCATAATACCCCCCAGGGTATTGTTAGCCAGGTGATTCT 

f AGCCCTTCTTGGCGGCCTAATAATAGGCCTACTTCTTGGC 
-J 

>RXA01834 

ATGCTCGGTGGTGGCGGTGCCATCCTTGCCATTCCGCTGCTTATTTATGGATTTTCTTTT 
AGCGCCACGCAAGCTACTGCAGCTTCATTAATCATCATCGGACTTGGCGCCCTCATTGGA 
CTGATCAGCCAATACGCTGCCGGGCACGTCCGCCTTAAAGAGGGTCTAAGCTTTGGCCTT 
TTAGGGTTGGTCGGCTCATTTGTGGGCAGTCACCTTGCTAGCAATATCCCCGATTCCCTA 
CTCCTGAGCGGCTTTGCCATCCTCACGCTCGTGGTGGCGTTGACCATGATTTCTAAATTA 
AGAAGCACCCGAGAATACATAACCAGAAGGCCAAGCATCCTTGCCATTGCTCTTAGTGCC 
ACCGGCGTGGGATTTTTGACGGGATTTTTTGGTGTGGGTGGCGGTTTTGCCATTGTGCCA 
GCCTTGATTTTTGCGCTCGGTTTTTCCATGCGGCAGGCTAGCGCCACTTCCCTAGTGGTG 
ATCGCCGTTAACAGCGCTATTGCCATGGGATTTAGATATTCCGATTTGGCAAGTATTGAC 
TGGTCAGTGATCTCGCCAATTATCATCACCACCGTATTGGGCGCTTTTAGTGGCGTAAAA 
CTAGCCAAAAAGGTCAAAGCATCATCACTGCAACTAGGTTTTGCTGGCTTCTTGATCTTC 
ATTTCGATCTATATGGGATTTCAGAATTTCCCGGACCTTTTT 

>RXAO 183 4 -downstream 
TAAAACTTCAAAATATACCCCCC 



>RXAO 18 42 -upstream 

CACGTCATGGTCTCGCGGTGATCATCTTCCTACCGTGACAGGCAAGGCCGCAAACGGCCG 
TGACCACAGGAAAGAAATTCACGAGGAGAGGAAGCACACG 
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>RXA01842 

ATGTCGAAGGTATACGTGTCCAACGAGTACGGCGGCCCGGAAAACCAGGAACTGATCACC 
CGCAACACCCCCCAGCCAGGCCCGGGAGAACTCGGGGTCAAGGTCCACGCGGCCGGGGTC 
AACCCGCTTGATTGGAAGGTCCGTTCCGGGGTTGCCGGAACCCCGCGAGAGCTTCCGGCA 
CCCCTGGGCGAGGAGGCCTCCGGGATCGTCACCGCCGTTGGAGACGGTGTGGAGGGCTTC 
GCGGTCGGCGATCCGGTGCTCGGCCTGGTGGCCCCCGGCGTCGGCGGATATGCCGAGGAC 
ACCCTGCTGGTGGCAGAGAGTACCGTGCTAAAGCCGGAGGAGATCTCGTTCACCGACGCC 
GCCGCGATCCCGGTCGC^^ 

CCAGGCCAGTCGTTGCTGATCAATGGGGCCGGTGGTGGGGTCGGGCTGATGGCCGCGCAG 
ATCGGACGGGTCCACAAGTTCCAGGTCGTCGGCGTTGACCACGAGGACAAGCGCGAGCTC 
ATCGAATCCACCGGTGCTATCTTCGTCGCCACCGGCGACGCCGTCGCGGAGCAGGTGCGT 
GCGCTGCTCCCTGACGGTGTGGACGTAGTCTTCGACCTAGTCGGCGGGGAGGCGTTGCGG 
GTGGTTGCTCCCTTAGCGAAGAATCCGGCGCACGTGATCTCGGCGGCTGATGCTGCCACC 
GTGGGAGAACTCGGTGGACAGGTGCTGCGCCGCACCCCGGAAATGGTCGGACAGATCACC 
GGGGTGGTCCAGTACGGGCTGGTCGACCCGAAGGTCGATACGACCTACCCGCTGGAACAG 
GCCGGTAAGGCCCTGGCCCACGTTGAGCAGGGCCACGCCCGCGGCAAGATCGTCCTCGAG 
CTCATCACCTCCCAGGAC 

>RXAO 1842 -downstream 
TAACCAGACAACGCGGTGACCTC 



>RXAO 1844 -upstream 

GACCAATTGGTCCTGCTGCATCCGCATGATCGCCAACGCCAGTTGCGGGTAGGCGTCCAC 
GACCTCGGCCAGGGCCTCGACGGGCAGGTAGAGCGCGCAG 

>RXA01844 

GTGGTCTCAATCGCCCAGGAGTTGGAGATCATTGAGGACGGCACGGGTGCGGTGCTCGTC 
TCGGAGCAGGCAACCACCTTCGACAACGGGTTCATCGGCTACTCCTACTTCACCACCGGT 
ACGGACGGAGCCACCTGCATCACCGACCTTCGCCTCAGGGCCTCCCCACTGCCGCAGGTT 

>RXA01844-downstream 
TAACCGGTACTAGCCGGTTTTTC 



>RXAO 184 5 -upstream 

GGCTCCGTCCGTACCGGTGGTGAAGTAGGAGTAGCCGATGAACCCGTTGTCGAAGGTGGT 
TGCCTGCTCCGAGACGAGCACCGCACCCGTGCCGTCCTCA 

>RXA01845 

ATGATCTCCAACTCCTGGGCGATTGAGACCACCTGCGCGCTCTACCTGCCCGTCGAGGCC 
CTGGCCGAGGTCGTGGACGCCTACCCGCAACTGGCGTTGGCGATCATGCGGATGCAGCAG 
GACCAATTGGTCCGGTCCCGGGAACGCGAGACCGCACAGACCACCTCGACTGTCGAGCAG 
CGCGTGGCCGCCGCCCTCCAACACCTGGACGCCAAGCTCGGGCAAATCCGACAAGACGGA 
TCCAGCCTGCTGCAGGTCCGCCTGCGCCGCGACGACGTGGCCGGCACCACCGTCGAGTCC 
GCCTCCCGGGCAATGGCGCGGATGAAGAAAACCGGTGTCATCGACTCCGGCCGCGAATGG 
ATCGCCATTACCAACCACCAGGCCCTGGCCGACCTGGTCGCCGGCCTC 

>RXAO 184 5 -downstream 
TAAACGCCCACATCCCTCTCTCT 



>RXAO 184 6 -upstream 

GTATTTAGGAATTGAAACCCACTAAAAAACAGACTAAGTTACTAGGTGATAACAAAAGTT 
GTTTATTACTTATGGGAATAGTGTGGAAAGTAGGGTGAAT 

>RXA01846 - 

ATGTCAATTCCTGGAAATGTTAGTTATGTTGCACAGGGTGGCACCGGTTGGGATGGTGCT 
GATCAGTACACCACGGGTGAGAGTTGGGATCTACAGTCGTTCCTTGAAAACTCGACTGAC 
TACCTCATGATTATTGGTGGTTCGCTGCTGGCACTTGTTGGTGGTGCTGCTGTGATTTGG 
GGCTTTGTCAACGTGATGCGCAAGCTCTTCGGTGGTCAGAGTGGTCAGCAGATTCAGTGG 
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TTCACCACTATTTTGCTC 



>RXAO 18 47 -upstream 

GCCCTGCCCCCTCGATTTAAGAGGCAAGGCTTTTACAGTATCCTCTCATGC 
>RX A01847 

ATGCTTATTGTGTTGCCTCCeTeAGAAAGT-AAGACCCACGGCGGT_TC AGGAAAACCTCTG 
GATTTTCACCATTTGAGTTTCCCGTCGCTCACCAAGGCACGCCAAACAATACTCGCTGAC 
CTGCAAGCTTTGGAGGTAGATGAGGCGCTGAAAGTTTTGGGCATTTCTGAAAAGCTCCGC 
CCTGAGGCCGAATCCAATCGCGCGCTGGAGACCAGCCCTACGATGCCTGCGATTTTTCGG 
TATTCCGGAGTGCTTTATGATGCGCTCGACGCTGCAACGCTGCCGGAGAAAGCACTGGAA 
CGCCTCGCCATCGGCTCGGCACTTTTCGGCGTCATCCACGCCACCGATCCGATCCCGCAT 
TACCGCCTGTCCGGCGGCACAAAACTGCCCACCAAAAGCGGCGAGCTGCCCACCATGAAG 
GCGCGTTGGGGCACAAGCATCAGCGAAGCGCTTATCGACGTCAACCAGCTGGTGATTGAT 
CTTCGCAGCGGGACCTACCAACAGTTGGGTCGCGTAAAAGACGCCGTCACGGTACGCGTG 
GAATCAGTCATGGAGGATGGCTCCCGCAAAGTAGTCAGCCACTTTAACAAACACTACAAA 
GGTGAACTCGCCCGCGTGCTCGCGCTCTCTGAAAAAGAAGCACACACCGCAGAGGACGTA 
ATGAGCATTGCGCAGGCTGCGGGCCTTGTGGTGGAGGAAAACCCCAACCACAAGGAAACC 
CTCACTCTGGTTGTC 

>RXAO 1 8 47 - downs t r earn 
£ 3 TAGGCGTTAATCACCATTTTGAT 

f Fe 

f 2 >RXA0185 6-upstream 

^% CACTCTCCAGCGTTCGCGCCAGATATGCAGCCAACTCTTGATCGTGGTGTGGAAGCGCTG 

^ ' 5 GTTGTAGCTGCTTCTGCGTGGCTAGTAAAATAATTGGCTA 

>RXA01856 

IJ ATGAATCCTTTTCTTTCGGACACGTTGATTGTCCAGCAGACCTCTTCCTTCCTGTCTAAC 
s AACTTTGAGATCTACAATCCAGACGGCGAAGTTGTTATCAGAATCAAAACTGAAGGGTCG 
1 3 TTGGGCTCTCGGCTGGTCAAGGGCGACCGCAGATTCACACTGGAAGACGCCTTCGGCACC 

CCATTGATGCAGGTGCGCGATCCCATGAACTTTGTTCGCGACACCTATGAAATTGATGAT 
I i i CCAAATGGCAATCCCATTGCTCATGTGCGGAAGCGTTTCACCTTCTTCAACAAGCGGATG 

GACATCGAACTACCAGGTGACCGCGTTATTGAAATGCACGGTAACTTCCTTGGATTTGAA 

TTTGAGTTCCGCATGGGCGATCGGATTCCTGCGAAAGTAACCCGAAAATGGTCCGGCGCT 
'^f GGCAACGGATACCTAGGCCGAAGCACCTACGCCCTTATTTTCGATGAAGAAGCCCCTGAT 
i 3 GAAATCAGAAAAGTCATCATTGGAGGCATGGTCGCGCTAGATCTGATCCGGGAGAAGGAA 

CGTAAT 

>RXAO 185 6 -downstream 
TAAGCCACCCCCGTTTCATGTCT 



>RXAO 18 57 -upstream 

TTAAGGGACTTCGCAGCCTACTTGAGAGATTTTGACAGATAACTAATAACCTCCACTTGG 
TCGTACTAATCTAACTTAATCTCTCCCTAGGAGTTCTCCC 

>RXA01857 

ATGGCTTCACGCCGTTTCCGTATGATGCTCACCGCAAGCATCACCGCAGCTTCCCTTGGT 
TTTTCCCTCACCCCAGCAATCGCCGATGAAGCTGTAACCGTTGCTACGGCACCCTCCGTC 
GGATTCGATTCCGGCGTCGAACGCGATGCACCATTCACCGCAGTTCCACACGACGTAGTT 
CTCGGCGTTGGAGCGACCCAGTCCGAGCTCATTTTCAACTGGATCACCGCGCAGGGCCTA 
ACCGGCCAGGTTGCACAGATCTCCCTGGACGATACCTTCGCATCCCCAATCACCGTTGAT 
GCAGTTTCTGAAAACGTCAGCATCGTGAACACCGAAGGCGATTCCCGCGACCGAGCTGAA 
GGTGAATACGTTGAATACCGCGATGGCGCAGTCAACCGCGCAACCGTAGATAGCCTCGCA 
GAAAACACCACCTACTCCTACCGCGTCGGCTCCGAAGCTGACGGCTGGTCCGAAGTGCAA 
ACCTTCAACACCGGCACCTACGGTGACAACTGGAACTTCCTCTTCTTCGGCGACACCCAG 
CTGTACAACACCCACTCCAACCGTGCAGAAGAAGTCCAGAACTGGGCAAACAACCTGGAA 
CGGCGGCCCACCAATCGAAAACCCAGGAACCTCCTTCATCCTCTCCGCGGG 
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>RXAO 1 8 5 7 - downs t r earn 
TGATCAGGCAAACCACTCCAGCT 



>RXA018 5 8 -upstream 

CGTGTGTTTGTTTTGACTGGAACAGCGTCGGCTTTTCGGCCACGCGGCCTGCGGACAGTA 
GCGGAATCA'CGCGGGACATTGATeeeeGGAGGT-AAAGCCG- . 



>RXA01858 

ATGTTTATGACACCGCGGGCGTTGACCGAAGATAATGAGTTGACCCTGGCTTTGAAATCA 
CTCGGAGGGCTTATGGTGTCACCCAATGAGTGCTCAGTAGTGACAGAAGTGATGCCGACT 
TGGAGAGAATTATGGCATCAAAGGCTTCGATGGCAACGCGGTGCGCTGGAAAACCTCGGT 
GCTTATGGCATCACACCACAAACGACACGGTATTGGTTCCAGCAGCTGGGAATCGGTTAC 
GGCGCATTAGCCTTGGTCGCCTATTTCGCAGTCATTATCATTACGTTTCTCGCCCGCGAT 
CAATGGATCTGGTATCCATTCTGGATGCTGCTGGGACTGTTGTTCATGATTGAACGCGTG 
CTAACGGTGTGGAGATCCACATGGTTTGCCAGGTTTGTTGCTGCGTTATTAATCCCAGAG 
CTCATCTACGCCAGCTATCTCAACCTGGTATTTCTCAAAGGCGTTGTGGATATTCTATTG 
GCCAAGCAAGCTCACTGGGGTGAGCATGGTGACAAGACAATGCAGGTAGCCGATGCAGCT 
GCCGAAATTAACGATGAAGGGGAGGAACGCCGA 



3 >RXA0187 0-upstream 

5 GGATCATGTCCACCCCAGAAGGTAGCCTGTCAGTGTGAGCGTAATCGAGGGCAAGTACCA 
^ GCTGAAACCTCAAGGCCGAGGTGGCCTGTGGTGGTCAATC 

^ >RXA01870 

'\ GTGGGTGTGGCAGTTGTTTTGTTGCTGCTTCCAACGTTGATCAACCTGGTGGTTCCGGAT 

J AAAGCCAATGACTACAAGCAGCTAGAAATCGATCTTCTGGGTGTGGATTGGTCAGTGCCA 

3 ATCACCACGGAGGAATCCGCTGCGGTGCTGTGTGAGGAAACATCTGATGAAATCACACAG 

J AAGTATTGGGACTGCAACGGGGACACCACGGTGGTGACCATGATCGTGGAGGGCGTGAAA 
GATCCGTCCAATACGTTGCGTCGCATGGTGGGTTCATCGCTGATAACCAGTGTGGATGAC 

3 AGCCTAGAGGCAGTATCTAGCGAAGATGGCCGTGCGCATGCGTTGTATGTGCCAGGTCAG 

f-. CAAGAAGGATCTTTGTGGACGCTGCCTATCGTGGCACTGAGCGTGCAGGGTTCGGGTGAT 

I] TATGAAGACCTCACAGCGATCGCAATTATCAACGGCACCTCGTTGGATTATTACAGCACC 

% CACATTTGGTCCAGCATGGCCGCTGACCGCGGGTTGCCGTACCAGCAGGACTTCCCCCTG 

^' ATGCTGGAAGAGGAGCCATGGCAAGACACCCCCGGCGGGGATCGTCCCTTCGAGCTGCCC 

f AATGATTTCTTTGATCAGTACCCCGATCTTTTTGGCCCAGGCTCCGTCATTCCCAACCTT 

3 GAAGGAGAATCCCTA 

>RXAO 1 8 7 0 -downs t r earn 
TGAGTCGCATGTTTAGCATCACC 



>RXA018 71-upstream 

GCGGGGATCGTCCCTTCGAGCTGCCCAATGATTTCTTTGATCAGTACCCCGATCTTTTTG 
GCCCAGGCTCCGTCATTCCCAACCTTGAAGGAGAATCCCT 

>RXA01871 

ATGAGTCGCATGTTTAGCATCACCTTGTGGGTTGCCATCCTCCTCTCAACCCCGGCGCTG 
TTTTTGAGCTTGGCCACGTTCATCTTCGTGGATGGCATCTCTGTCCTCGTGAATATAGTG 
TTCGCGGTGCTCTACTTGGTAGTCATTGTTTTCCTGTTAAGTCGCACCCCGCTGTGGCCA 
CGTTTTAAAGGCTCCGGCAGCAAGAAGGGAGGCGGATTCGCGTGGGCGGCGTCATCATTG 
TTGTGGGGCGCGTTCGTTGGTTTCGGCATCGTCATGTTGTTTGCCGGTCCGGTCATGGAT 
CTCACGGACAAACTCGGCTGGGATTTCGTTGCCATGAGTTTCACCGGAGCGTATCCAGAA 
GAAATCGCCAAAGCGTTAGGCGTTGCCATCATCTTGTTGAGCTTCCGCCAACTCAACCGT 
CCGTGGCATGGATTTATCACCGGCGCGCTAGTGGGCTTAGGTTTTGAGGTCAACGAAAAC 
CTCCTCTATGGCGCCACCGGTGCAATCATGGACCCCAACGCTGACCTCGACGGCGTCCTT 
ATGATGTGGCAATACCGCACCATGTTGGGCCCACTCATCCATACGTTGCTCACCGGATTC 
GCAGGTTACGGCATCGCGTTGGCATTCTTCCGCGCACGAAAAACAGTCGCCTGGCGCTGG 
GGCGTGGCGATCGGTTGGACTCTCATCGCCTTCGCACTGCATTTTTCATGGAACCTGATG 



Appendix A, page 247 



Attome^bcket No.: BGI-129CP 



TGGGAAAACGTAATCGGTTCCTATGTCACCATCATCGTGGTCAGCGTTGTCATGTACGGT 
CTGGCTATCTACATCCTCTGGAGTAATTGGGCCGAAGCCCGCAACGACTCCAGCTACGCT 
TTCGTCCCGGGAATCATCACAAACACCAAAGATTTATCGCTTCTTGACGCCCCCATTCCA 
GTAGGCGCTGAGGTTCCCGAGTCGCGCATTCCCCAACAGATAGAGGAACCCAAGGCGGAG 
AAC 

>RXAO 1 8 7 1 - downs t r earn 

TAGCTTTCACTCGCTCTCCATCC — 



>RXAO 1 8 7 4 -ups t ream 

AGTGTCGGCGCGACGATTGTGGGCGGTGCTTTGGCGTGGCACGCAGCAGTTTGGCATCAC 
AGTTCCGGAGCGCAAAACGCGGTCAGCCTTTCGCGTCGCA 

>RXA01874 

GTGATCGCGTATGTTGCCAGCGCGTGCTGCCTGCCGTTTGGCGCATTTGCCGGAGCGTTG 
TTGTCCAAGGAGCTGTCGGGACATCTCCAGGAACGAGTCCTTCTCACCCACACGGTGATT 
AATTTTCTAGGTTTCGTGGGATTTGCTGCGCTCGGTTCGCTGTCGGTGCTGTTCGCCGCG 
ATTTGGCGCACCAAAATTCGCCACAATTTCACCCCGTGGTCTGTGGGGATCATGGCGGTG 
AGCCTGCCGATCATCGTCACGGGCATCCTGCTCAACAACGGCTATGTCGCCGCACAGGCC 
TGGCCGCGTACGTGGCAGCATGGTTGCTGGCCATGGTGGGGTGGGGGA 



> RXAO 1 8 7 5 -ups t r earn 

CTWKCKTSRSWTGTGTRSYWGAWWMMCWYWCSCAGCATSRWGCWRGWWWYRMGKWKTSCA 
SYAAACWGGRGTCARTCSCGGATCTTTGGGTGGACATGTT 

>RXA01875 

GTGGATAGTCTTCTAAACAAGGGCGTCGCAGCATCAGACATCGTTGCCATTGTTCGAAAT 
GAAGAAAAGGCAGCAGACCTCAAAGCCCGTGGAATCGCTCTTGGTGTGGCTACTTTTGAA 
GACGAAGCGGCACTGACTGCAGCTCTTGAAGGTGTGGATCGCCTTGTGTTTATCTCTGGC 
AGCGAAGTGGGGCAGCGCGTTGCGCAGCACACCAATGTCATCAATGCCGCTAAAGCAGCT 
GGCGTGACATTCATTGCATACACCAGCTTGCTCAACCTTGGTACCTCAAAGCTTGCACTT 
GCTCCAGAGCACATTGCAACGGAAAAGCTCCTGGCAGAAAGCGGCATTGACCACGCGCTG 
CTGCGCAATGGTTGGTACTGGGAGAACTACGAATCTTCAATTGGCGCAGCGAAGGCCACC 
GGGAAGGTATTCGGCGCAGCTGAAGGCGCACGCGTTTCCGCAGCCGCACGTAAGGACTAC 
GCAGAGGCAGCTGCTGTTGTCATCACCAGCGACAACCAGGCAGGCAAGGTCTATGAGCTC 
GCAGGCGCACCAGCTTTGACCTACCCAGAGATCGCAGCTGGCATTGGTGAGGTCATTGGT 
TCTGAGGCAGAATACGTCAACCTCTCCGTGGAGGAGTACCAAAATGCGCTGGAGCAGGCT 
GGCGTTCCAGCTGAATTTGCAGCACTTCTCGCAGGCATGGATCCCATCATTGCAGAGGGC 
GCGCTGTACTCCGACAGCACCGACCTACAGGATCTCATCGGACGCCCGAGCACCTCAATC 
GTTGAGGCCCTGAGCTCA 

>RXAO 1 8 7 5 -downs t r earn 
TAACCTGCTACTCACCTAAAATG 



>RXAO 1 8 7 7 -ups tream 

GTATTGTACTAATTGTAATTCCCCGGAGAGGGAAGAAGTTTACATGGCGCCCCATCAGAA 
GTCAGGGATCAACCGGATCAACAGCACCCGCTCGGTGCCG 

>RXA01877 

TTGCGTTTGGCTACCGGTGGCGTGCTCGCCACCTTGCTTATCGGCGGAGTCACCGCTGCA 
GCTACCAAAAAGGACATCATTGTTGATGTCAACGGCGAGCAGATGTCCCTAGTGACTATG 
TCCGGCACTGTTGAAGGTGTGCTGGCGCAAGCTGGTGTGGAACTTGGTGACCAGGACATT 
GTTTCCCCTTCACTGGATTCATCCATCAGTGATGAAGACACTGTGACTGTTCGTACTGCC 
AAGCAGGTGGCGCTCGTGGTGGAAGGTCAAATCCAAAACGTGACCACCACTGCGGTTTCC 
GTGGAGGACCTCCTGCAGGAAGTCGGTGGCATTACCGGTGCTGATGCGGTGGACGCTGAT 
CTTTCAGAGACCATCCCAGAATCTGGTTTGAAGGTGAGTGTTACCAAGCCGAAGATTATT 
TCCATCAATGATGGTGGCAAGGTCACTTACGTTTCTTTGGCAGCTCAGAACGTACAGGAA 
GCCCTAGAGCTGCGGGATATTGAGCTGGGTGCTCAGGACCGCATTAATGTGCCTCTGGAT 
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CAGCAGCTGAAGAACAACGCTGCGATCCAGATCGACCGCGTTGACAACACCGAAATCACT 
GAAACTGTGTCTTTCGATGCTGAGCCAACCTACGTGGATGATCCAGAAGCTCCAGCTGGC 
GATGAAACTGTGGTCGAAGAAGGCGCTCCTGGAACCAAGGAAGTTACTCGCACCGTAACA 
ACCGTTAATGGTCAGGAAGAATCTTCCACGGTGATCAATGAAGTTGAAATCACCGCAGCA 
AAGCCAGCAACCATTAGCCGTGGCACCAAAACTGTCGCTGCAAACTCCGTGTGGGATCAG 
CTGGCACAGTGTGAATCCGGCGGAAACTGGGCAATCAACACAGGTAATGGCTTCTCCGGC 
GGCCTACAGTTCCACCCACAGACCTGGCTCGCATACGGTGGTGGAGCTTTCTCCGGTGAC 
GCTTCCGGTGCAAGCCGTGAACAGCAAATeTeeATGGGAGAAAAGGTTGAGGCT GCACAA 
GGTTGGGGAGCATGGCCTGCTTGCACCGCAAGCTTGGGCATCCGA 

>RXAO 1 8 7 7 -downs t ream 
TAGTAGAAATCTGGCATCCAATA 



>RXAO 187 9 -upstream 

CTTTGCGGGCCGCTGATATTGATCCAACGCTTCGTGGCGAAAAGCTTGATGTCACTGACT 
ATGTGCGCCTAGCTGGGGTGTTGCAGCAAAAGGATGAGAA 

>RXA01879 

GTGAAAATTACCGCTAAGGCGTGGGCGAAAACCAACCTGCATTTAGGTGTGGGACCGGCT 
CACGACGATGGATTTCACGAGCTCATGACGGTGTTTCAAACCATTGATCTGTTTGACACC 
GTCACCTTAACCACCCTCGATGAGGAGTTGGTGGAGGAGGGGAGCGTCGTCAAGCAATTA 
TCTGTGACCGGTGCCCGTGGCGTGCCTGAGGACGCCAGCAATCTTGCGTGGCGCGCTGTG 
GATGCGTTGGTTAAGCGGCGCGCGGAAAAGACGCCGCTGTCTGCAGTTTCGCTGCATATT 
TCCAAGGGGATTCCGGTGGCTGGCGGCATGGCTGGCGGCTCTGCGGATGCGGCTGCGACA 
CTGCGCGCAGTGGATGCCTGGATTGGGCCTTTCGGCGAGGACACATTGCTGGAGGTTGCC 
GCGGAGCTCGGCTCAGATGTGCCGTTTTGCCTGCTTGGTGGCACCATGCGCGGTACCGGT 
CGCGGCGAGCAGCTGGTAGATATGTTGACGCGCGGCAAGCTACATTGGGTGGTGGCCGCG 
ATGGCGCATGGCCTGTCCACCCTGAGGTATTCAAAAAGCATGATGAGC 

>RXAO 1 8 7 9 -downs t ream 
TGAATCCGGAATCGCATATGGAT 



>RXAO 1 8 8 0 -ups t r earn 

AGCTCGGCTCAGATGTGCCGTTTTGCCTGCTTGGTGGCACCATGCGCGGTACCGGTCGCG 
GCGAGCAGCTGGTAGATATGTTGACGCGCGGCAAGCTACA 

>RXA018 8 0 

TTGGGTGGTGGCCGCGATGGCGCATGGCCTGTCCACCCTGAGGTATTCAAAAAGCATGAT 
GAGCTGAATCCGGAATCGCATATGGATATCAGCGACCTCAGCGCCGCACTTCTCACCGGC 
AACACCGCCGAGGTGGGGCAGTGGCTGCACAATGATCTGACCAGCGCCGCACTCAGTTTG 
CGCCCTGAACTGCGCAGCGTCCTCCAAGAAGGCATCCGCTCCGGCGCGCATGCAGGAATT 
GTCTCCGGCTCCGGCCCGACCACGGTATTCTTGTGCGAATCGGAGCACAAAGCGCAAGAC 
GTTAAAGAGGCGCTAATCGACGCCGGCCAGGTGTACGCTGCTTACACCGCCACCGGCCCT 
GCGGCCTCAACCGCCGACCAGCGCGGCGCACACATTTTGACTGTTTCA 

>RXAO 1 8 8 0 - downs t r eam 
TAATAAAGACAAACTTAAGTATC 



>RXA01896 

GCCCGCGCCGCCCTGCACGCCTGGTCGCCGACCGTGGGCGTCGACACGGATGTTGAGCGC 
TGGATTGAGCTGGATAAGTGGGGTTTTGCCCGTTTTGAGCGCGGCGAAACCACGCATTTA 
GGTCAGCGGCGCGACCGCATCAGGGCGTACCTCAACAGAGAGCTTGACGACGCCACCTGC 
GATGATATTTACTCCGGCTACCTTAAAGCATATGAGCAAAACTGGACTGCCTACCCCGAT 
GCCAAGGGCGTTCTCGATCGCGCGGTAGCCACCGGTGCCCCTGTGGGAATCCTGACCAAT 
GGCGCAGCCCCCATGCAGCAAGACAAGCTTGATCGCACCGGCCTTGGCCTGCCAGAACTC 
GTCATGTTGGCGGCGTCCACTCTGGATTCTGCGAAGCCTCGCCCCGAAATGTATGCCCGA 
GCGCTCACCCATTTGGGTGCCCGAACCGCAACAATTATCGGCGATGATTGGACCAACGAT 
GTCGCAGCTCCeCGCGAACTTGGCTGGAATGCTCTCTATTTAGATCGTTCCGGAACCGAT 
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CCACGCGCCGATATCCACTCCCTGGATGAACTCTTTCAC 

>RXAO 1 8 9 6 -downs tr earn 
TAGGCTGGCCTTTATTGTTTCCG 



>RXAO 1 8 9 9 -ups t r earn 

CCTCGCAGCACTTCGCGCAGGeGAA-TGGAQAGTGGCCGCAACCTT GATCAAAGAACACAT 
CGAAGGCTACTACGAAGAAACCGCTGCCGCCGAGGCCTAA 

>RXA01899 

ATGTCCCGCACTCTGTGGGCGGTTTCAGATCTACACGTCACCTTCGCCCAAAACCAAAAC 
ACCGTTGATGCCCTCATGCCGCAGGACCCCGGCGACTGGCTGATCGTCGCTGGCGATGTA 
GCAGAGAAAATCCCCGATGTGGTACGTACCTTATCCGCGCTGGTCAAACGCTTTGACACC 
GTGATTTGGGTGCCGGGCAACCACGAACTCTTCAACCGGAAAACAGACCGCGTCAACGGC 
AAAGCCCGCTACCGAGCATTAGTCGGACAACTCCGAGCCATCGGCGTGATCACCCCCGAA 
GATCCCTATCCGATCTTTGGTGGCGTCACCATCTGCCCACTTTTCACACTTTACGATTAC 
TCTTTCCGTCCCCTCGGCCTCACCGCGAAACAAGCCCTCGCCCAAGCAAAAATAAAGCTA 
GACGACGAACTAGCCATCGCCCCCTACGTAGACATCCCCGCCTGGTGCGCCGAACGAGTC 
ACCTACACAGAAGACCGCCTAAAAGCCACCAAAGGCCCAAAAGTCCTGGTCAATCACTGG 
CCGCTGGTCATTGAGCCCACCCACCGGCTCTTCCAAAAAGACATCGCGCTGTGGTGTGGA 
ACCACCGCCACCAGGGATTGGGCCGTACGATTCAACGCTCTCATGGCCATTCACGGTCAC 
CTACATATTCCTGCCGAAACCCGCGTTGATGGGGTAAGCCACGTGGAGGTTTCTTTGGGT 
TACCCCTTTGAAAAACACCCACCTCACATGAAGCGTCCGTGGCCGTTTCCGGTCATGCAG 
ATTAAC 

>RXAO 1 8 9 9 - downs t r earn 
TAACTCTGTTGCTTAAATGGGGG 



>RXA01902 

AACTACGACGCCTACAACGCGATGTACCCACGCCCTAACCAGGTCGATGAGAACTACTTC 
TTCGAGTACAACAATGCACTCTTCCTGTCCCTGGACTCCAACGACTACTTGGACATCGAC 
GACGACATCGCATTCCTTCGCGACACCGTCGCAGCACACGGTGACGACAAGGACTGGATC 
GTCCTGACCTACCACCATTCCACTTTCTCCCAGGCCTACCACATGGATGACGCTCGCATT 
AAGTACCAGCGCGAACGCCTCACCCCAGTGATCTCTGAACTGAACGTTGACTTGGTTCTC 
GGTGGACACGACCACATCTACACCCGCTCCCACCTGATGAACGGCTTCACCCCAGTCGAT 
GCAGGCCGCGAAGCAGTTGTCGGTGAAACTCTGAACCCTAAGGCCGGCGAAGTTGTTTAC 
CTTGCAACCAACTCTTCCTCAGGCTCCAAGTTCTACGACTTCTACGACTTCeAGCTCGGC 
CAGCGTTACGACACCGGACTGGATTTCCAGGAAACCGTCGATCAGAAGAAGATCCGCACC 
TACACCGCAGTCTGGAACCAGGACCAGGTTCAGGACTACACCAACGTTGAACTGACCCCA 
GAAGGCCTGACTGTGACCACTAAGGACGCAGTCTCCGGCGAGCTGGTTGACCAGTTCACC 
CTGAGCAAGCAGGACCGCGACGAAGAATCTGAAGTCCCAGTTGAAGATGACAAGGACGGA 
GACAACGCGACCGGCTCCTCCAACCTTGGTCTAGCTGCTATCTTGGCTCCAGTTCTGGCC 
ATCTTCGGTTTCGTCGGTGGACTCTTTGTTGGCGGCGGCTCCCTCGCTGAGTTCTTTGCC 
AACCTCGGCGTGAAGATGCCTTTC 

>RXAO 1 9 0 2 - downs t r earn 
TAATACTGTCTGAGATTCAAGCA 



>RXA01903 

GCTCACCTTGATGACCGTGGCATCTATATCATCCCAGCTCAATATCCTTGGGGATACGAG 
GAAATCATTAACCTACCGGCACGCGCTACCTCTACACCTGCTGTTGCTCCTCGCACTGAG 
GCTGCTCCAGCTACAGTATCTGATGCTGAGGTCCAGAGCCTGCTTGAGTACTTGCGTACT 
AATGCTTTCGTAAGTCGTCACGACGGCGACACCACGAAGGCCGACATCTTCAACAAGCAC 
GCGGATACTGTCAACAAGCTTGCAGCACTACGTGCACCC 

>RXAO 1903 -downs tr earn 
TAAACCCACACCGCATAACCCCC 
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>RXAO 19 04 -upstream 

ATTAGTTTTTATTCGCAAGGGTGGTCTAAATTTTTTACTACTGCGTCGTGTCCACCGGAT 
ACACTTGAGGTAATACAGTTACGAGGCTAAGGAGTATGTA 

>RXA01904 

ATGAGCATTTCGCCGAAGAATTCCGGTACACCAAACGAGAACGCCGCAGCAGCGCAGGTG 

GCAGCAAATCTGGCTAATTTAAeGTGGGAGGGTACAGGGTCCATCGA CGAAACTAAT 

CAAGTCATTAAAAGTAACGAGCATGGCTCTGATGCTTATTTGGCGGATATTAAAGCCAGT 

CGAGAGATGTGGGCAAAAATTGCGCTCGATCCGAATCAATCTGAAGAAACTAGGAAAGAA 

GCTCGGGAGAATATGGCGCGGATAGATGAGTACGCTCGTGAGCACGATAAAGACAACAAG 

GGTTTGTTGCAGAAGTTAGCGAAAAACAAAGCAGAGCTCATCGGGACTGTTGCGGTTGCA 

ACCTTAGGTGTAGTGGCAGCCATTGCTAACAATGGCAAGATACCGATGATTCAGTTGAAA 

AAA 

>RXAO 1 9 0 4 - downs t r earn 
TAACCCCCGCACAGGCTGGACAT 



>RXA019 05 -upstream 

AAATGAAAGTCACAAACTTTGTTGGGGTTTCTTTAAAGTAAAATACAGAAGTTTCTCTGG 
CAAAAAACCTCACTACTTTCTACAGAAAGGCGTCTTCCTC 

>RXA01905 

ATGAAGGCTTCTCAGACCCTCACCCGCAACACTCGTGCACGCAAGCTCGGCATGGGTATT 
CTCGCAGCAACTATTATGGCTACCGGTGCACTTGCTGGCACTGCTCCACAGGCGACAGCA 
GCAGTAGATACCACTGCGCCATACGTGTCCTATGTCGTTGACATTCCTGGCAAGGTTGGT 
GAACCAATCAAGCCTCAGTACCTCACCATCTCCGATCAGTCCGCCTACACCGTGACCTTC 
AAGTACATGCCATCCTGGTTGAAGTACGACGCAAACAAGAAGATGCTGTACGGTACCCCA 
ACCGAGGTTGATGTCTGGACTCCTGAGGTACATGTTGTTGATGCTCATGGCAACAAGACT 
GTCCGTTACTTCACCGTTGTAGCAGTCCCAGCAAACACTGGACCAACCACCACCACGCCA 
TCTACTTCAAAGCCATCTACCCCGCAGGTGACCACCCCAACTACTCCGAAGGCGCCTACC 
TTGCCAAAGTCCACCTTCGACTGGACCTTGTGGGGCTCCATCTTTGGTTTC 

>RXAO 1 9 0 5 - downs tr earn 
TAGTTCTCACTAGCACCTCAAAA 



>RXAO 19 06 -upstream 

GCGTTCGGGTAAACCCGTGACAATCGCACGGGGCTTGTTTACCTGACACTCAAGCCCCGT 
GCACCACAACAACCCACCTTAAAGAAAGGTTTTTCCACCC 

>RXA01906 

ATGTCCGAATTCCCTACACCTACGACTTTTCACGTCGAACCAGAAACGCTTAGCTCCGCC 
ACCGATCTCACTGTTGATGCACATAAAATCGCAGAACTGCTGCTCAGCACCACTGATTAC 
CGTGTGTTCTACATGCCGCGTCTCGCCGGTGTGACTCCTATCGTGTCCTACCTCTATGTC 
TACGATGGTGAAAACTTCCTCATTGTTGGTCGCTCCACTCATGTGCCGTGGGAGTACTAC 
GTTCACTACCCCATCAAGCCATCACGTGAATTTGGCTCTGCTATTGCTGTGCCTCTCGAT 
GATTCTGATGACCCTTATGATGCAGCAGAAGTTGTTGCTCTAGTAAAGCAGTACATGACG 
CCCACGCTCACTCCTGGTGAGGGTTATATGCAGGGCTTTTACAAGGGTCTCACCTTCACC 
AACCACCTCGATATACATCGACCACTGACCCAGATTATCTCAGAC 

>RXAO 1 9 0 6 -downs t ream 
TAACAGCTATATTCACCCACCTA 



>RXA019 07 -upstream 

TTCGTTTTACCCACACCAGCACGTCACCCTCTTGCATCACGCCGAGAGGGTGACGTGCTT 
TTTTCCTACTTTTCCTCATAACTACAGAAGGGACGCCCTC 

>RXA01907 
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ATGTCTGCTTTTGATGAACTCCGCAAGAACTACCGCTACAAGTTCACTGACACCTGGCCG 
GCCAACGCTGTTACCGGCACCGGCTACTACGCCAACCCAGCTTTTATCATCATCTCCGCT 
GATGCCATGACGCAGAACACCCATGCCGATTCCAATCTCATCACGGTTAAAGAGCACCTT 
AACACCCTGTTTCCGTACAGCGTACAACGCAAGGATCGTGCCTTTGTCTCTGAGATCTAC 
ACCCCTATTAACCTGCTCGAAGATAATCCAGAACTAGCTCAAGAAATACTCGATGTGCTC 
GACACCCTGAGCAACAACGCTGTTTTTAACGATGCGCACTACAGCGAGCTTGAACTAGAG 
CGCCTCAATGAATATGTCATCGACACCTTGGCCTATGACATGAAGTCCGACATGATGCGC 
"GCCCTCGTTAAGGCCCGACeAGAGGGGGA-TG-T-TGAGGCGATGGAAGAA CTCGACATTGCC 
AATATCCAGAGCTGGATTAATCTCCACTCCTCCACTGTGAGCGAACACAACGATGGCAGC 
GTTGATGATGCACCGTTTAATTCTCTCGCATTAGCTGAGATTTATTTGCAACAGCTTGCA 
GACCACACTGTC 

>RXAO 19 07 -downstream 
TAAGCACGCTGTGTAACTACCAC 



>RXAO 1908 -upstream 

TCCACGACATCTGACACAGAAAGAAGATTCACCATGTCTAAGAACAACGCAGCTCACCCG 
CAGTCTGTCTTCCATATTTCATATCCCAGCACATACCACT 

>RXA01908 

ATGCACTCTGACCGCTTTGAGCACCCAGACAACGGCTATGGCTACACCATTCGTCAGGAC 
ACTGATGCAGAGAACCCGATGACCCATCACGATACGAAAGATGCAGCTCTCTGGGTTCAC 
AACCGACCACGACGCGGAGATACCGTCGCCGATAAGCCAGAAGGCAATGAGATTCTCGAC 
ATCTTTGCCAAGTTCATCTGCGGCCAGCACGATAATGATGACAACCCGTTCGAAGTCTGG 
TCCGACGGTGACTCGGATGCATCACTCATCCGCACCAAGGCGTATGTTGCCGAGCACCAC 
CCCGAACTTATATTCGACATCTCTGCGAAAACCATCACGGGTTATTCCCAAGGCGATTGG 
CTCGATGTGGTCTGTGTTACTACTGCCGCCACTTGCGACGAACTTATCCCTGCTGACAGT 
CTTATTGACATCTACCGCCAGTGGGCTTTTGGTGATGTGTGGACAGTGATTCCTGATTCT 
CAG 



>RXAO 19 09 -upstream 

TTGTTCTGGGAAGTAATATAAAAAGTCCCGAACAAATTAGTGTGAAAGGGTTTGTATC 
>RXA01909 

ATGGCTAATTTTCGAAGCAAGGATAAAGATGGCAATGTCATCAATCCGAACGCGTCTACT 
AAAGGTGTAGATCTTGTTGTCAACGTCTACGACAGCGCCAAGCATGTGACCGAAAAGGGT 
AACACTGTCCACTTTGTGGATGTTCAGGTAGCGCAAATTCCGATTGACGCTGACGGCACT 
CGTGCGAATGCGAATCTTGCACCACAGACTATGCCTCATCTGCATCTTGACACTAAGGAC 
GGTCAGCGCAACACAGGTGTTGCGTATTCTGATGCGCAGATTCAAGCGATGCAGACGGTG 
GCAGCACAGGGGCGCAACCATATGACCCCGCTCTTGAGCAAAGACGGTGAGACAGTTGGT 
TACTCCATGTTGGTCAAGGCTGATGTCATGTTCCCGAAGACCAAGGACGGCAAGTCTCTC 
CCTGCGGTCATGAACACTAAGTCTCTGCAGCCATCTGGGGTTCCTATTTCGGACGCGATG 
AATATTCAGCAGCAGCAGTTTATGGCTGTGGCAATGAATCGCCAAGCAGCAGAAGCGCAG 
AAGGCTGCACAAGCCCAAGCGACCCAGGCTCAAGCACCACAGGTGGCACCGCAGCCAGTT 
ATGCAGAATCAGCAATTCCAGGCACCAGTGCCACAGGGCCAGCAGCCAGCATATGCAGGA 
GCCCCTGTCTATGCAGACGCGGTAGCTCATGCAACCGCGCAGCAGCAGGCAGCAGCAGCT 
CAGGCACCGCAGGCACCTGCTGGGAATCCGTTTAACCAGCCGCCAGCAGTAGCAGCAGCT 
CTGGCACCGCAGACGCAGCCGCCAGCAGTAGCAGCAGCTCTGGCACCGCAGACGCAGCAG 
CCGGCAGCACAACCTCAGATGGATAACGAGCCACCGTTT 

>RXAO 1909 -downs t ream 
TAAAGGCGCAATACACCACACCC 



>RXAO 19 10 -upstream 

CACCGTTTTAAAGGCGCAATACACCACACCCCAACAAACTTTTTGATTGTTGGGGTGTTT 
GTCTCAGATCATGAACAGCACAATGTAGGAGAAGATTGAT 

>RXA01910 
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ATGGCATTTCCGCTTCTAGCGGTTGCTGGCACAGTTGCCCCCGTTGCAGCAGGATGGGCA 
AAAGATAAGTTTCTCAGCAACTCTCAGAATAATCAGCAGGCCCAGAATCAGCAGATGAGT 
TTTGGACAGGTCAACAACAGCGCACAGAATTCTGGATCAGAAAACAGCGGTTTCATGGGT 
CAATACGGCAATCTGGGTGCAGGTTTGGCAGGTGCTGCTACAGGCGCAGGGCTTGCGTAT 
AGCGATTTTGAAGATGGTCAAAGTTTGTCCTCGAAGGCCCGCAACATGGTCGGCAAAGGG 
CTCGCTGGTGCCGGAGCTGGTGTGTTCACCAAGCTTGCCAATGATGCAATTCAGGCCGAG 
GGTGGCTCGATGAAGGCTAGTGCTTATTCTGCCATTGCAAGCGGCTTGGGATCGTATCTC 
AAAAACGGCGGTCGGGGTGTGATT-AAA-TGGGCGAT-GGCCAG.CGG.T.GCAG CCGGTTTTGGT 
GCGGATAAAGTGCACGATAAATTAGCTGAGTCTGGTCATGAGGGGTTGGCTGATTCCTTG 
TCGGGCGCTATTCAAGGAGGTGGTCTTGGTTACTCCACGCTTGGCGGTGTCACTGGTGCT 
GGTATTGGCGGTGCGACGGGCGGTCTCGCAGGACTAGCACAAAACTACTTTGGTGGTGGC 
GATGACTACAGCAACGCTGGGGCATCTGCATCGGGGTTTAGTGCCAACCAGGTTAATAGT 
GAGATCAGCACCGAGATTCCGCAGTTTGCGAATCTTGGTCAACCACAGCGATCCGAGCTT 
GAACAATTAGCGCTACCTCAAGAATCACGGTCTGTAGATAAGAGCTACGACCAAGGCTAC 
GAAGCG 

>RXA01910-downstream 
TAAGCGCTTTATAACAACCCCGT 



>RXA01911-upstream 

AGATGCCGCAGATCACCGAGTGAGCGTTACTGAGATCACTGAGTCTCGATGGGTAATCCA 
TATAATTGTGAGCGGGATTCTTAGTGCGCTCGCGGTTCTG 

>RXA01911 

GTGTTTATTATTGGCGCCGGCTTGCCACTGTTGTACGTGCCGATTTTTGTGACTGTCATC 
GTCATGGTGGTGTATGCGCTATTGCGCTATGAGCAGCGCATGTCAGGCACAGTCTACGAG 
GAAGCAGATCCTGTCGAAATGGATTCAGTGATCTGGGAGGGCATCAAGTGCGATATTGCC 
TCGGATATTGCAGCCCGAGCAGAAGCGAAAAAAGCGAAAAAGCCAGTTGCGTCAGATGCT 
GTTGCTGTTGGTAACTATATCGCGTCCTTGCGTCAGCATATGTTGGTAGAAACCCAGCGA 
CGTTATCACCACAAGCTTGGTCGTGAGCTGCATAATGATCCAGCGCAACTAGAGGATTAT 
GGCTCTGGTCTGCGTGACTGTGAGTGTCGGGCATGTGTGGTGGCTCAGAAATTGGGTGTC 
ACGGTGCACGCTCATGGTGTGGTGCAGGCGAGCGCACGTAAAAAAGATCGCGTCATTATT 
GGGCGAGCCGATGGTATTGATGTGGCCGGCTGGTGGAACCACCGCCAAGAAGCTCGACGT 
AAAACGAGCGCGGCTAAGCAGTTGGAGCGCGATGCACAACGCAAGCGAACCCAAGCTGAG 
CGCGATAAAGAGATTGAGCGTAAGCGTAAGGCTCAAGAATTTGTAGCGGAGCAGTCAGGG 
AAAGCTGCTGCAGCACAACGGCGGGCCGAGAAAAAGGCTGCGAAGCAAGCGCGTGTAGAT 
GAACTGGTGGCGCAGAAACAGGCTGCTCAGGAGCAGAAAACTCACTGTAAGCGGGACAAG 
CAGCGTGCGAAGAAAGCACAAGGGCGCAAAGTTGGTGCCGTTGATAATTCCGCTGTGGAC 
GATGTG 



>RXA01921 

CACATTGATATTCAACGCCTCAATGAAAAACAGCTCTTTGTTGGACTCAAGCGCCTGCTT 
GGTCTCCTCGGTCACCAGATTCTCGAATCTGATCGTCTCTCTGGTGATGATGCCCATGTT 
GATACTAACGAGGATGTACTTGATCTCATTGCCTACAACGTCTCAGACGTGGTGGGCACC 
AGACTGCTCGCTGAGGACCCGGTGTACTCCGGCTCTTTCGATCTGCGGGCAGGTCTACTG 
AGCACCTACCCAGAGACTGTTTTTGATCATGATGGTACTTTCCGTCAGCCATCCACGCAG 
ATGCGTAAAGATCGCCTAACGATTAATACCTCATCAGCTCAGTTCGCAGCGCGTATTTTG 
GCGCCATATCGCCCACTCCGCGATGTCCCTGATGCGATTGGCGACATGCCGGTGGTGTCT 
TACTTGTACCCGGATGCAGCAGTCGCCGAAGCAACAGGTCAAAAACAAGTCAACGTGCTT 
GATGAGTCAAAGAAGTTCTTCTATGACAACATCACCGACCCGGAAGCACGTGCTGCCTTT 
GATGAGGTCTTTGCTTTTTACGCTGATATTGAGGGTCGCAACTTCAACAGTCACAATGAG 
GCTATTGATACCCAGATTAACCAATTACGTGCTTATCTCAACCAGGTTGTCGCATTCGAT 
GCAGCTGGGTATGCGCTCTATGATGTACGTACACGTTTTGAGCAGATCTTCCCCAAGGAT 
CGCAGCTACATCAACGATGCTACGGATATGACCCCTCGCGCAGTATCGAGCTTTGACGAT 
CTGGTTGCACTCTGTGATGATATTCGCGGTGTACTTGATCGAGGTTTAGAGATCTCATCT 
CCGAATCATCATGAGATGGTGGATGCTATGCGCAAGCAGCTGCACTATATTCAGGCATTT 
ACCGTGCCTGGGACCCATCAACGCCGCTTCAATGACGCT 
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>RXA019 2 3 -upstream 

CCAAAGTGAATACCCCGACTGCAGCAGCGCAAAAGTTCAAGTACTTTGGGATGCAAATCT 
AGTAGCACGTCCCATGTTTCTCACACTCTCAGGAGCTGAC 

>RXA01923 

ATGTCTGCACTTATTAAAGGTTCAGGACCTCATCATGTGGTTGTCTTAAATGGTTGGTTT 
GGT"CATGCTGCGGGCTGGGGAGeTTTeGGTGAG-TATC-CT-GACCT.CGG.CAA CTACACCTGG 
CACTTTTGGGATTACCGAGGTTACGGCAACAGAAAAGACGACGCAGGAGAATTTACTCTG 
GAGGAAATTTCAGCGGATATCGTTGCATACATCGACTCGATTGAGGCAGAAAAGGTTTCC 
ATCCTGGGCCATTCCATGGGTGGAGTGTTCATGCAGAAAGTCCTTGCAGACAGCGCCACC 
CCCATCGCTTCACTGGTTGGAATTTCTGCCGTTGCTGCAGCTGGAACACCATTCGATGAG 
GATTCTCGGAAGCTTTTCACCTCAGCAGGGCACAACCCGGACTCGAGGCGAGCCATCATC 
GATTTCACC 

>RXAO 19 3 0 -upstream 

CGAAAGAAGCCATAATTTAGAGAGGACAATTCTCTACTATTGGTCAAGGCTCCCACCCGG 
TGTCATTCGACATTATTACCGCTCACTCACAATCGATGAA 

>RXA01930 

GTGATTTCAACAAATGAGATTGAAAATATTCACTCAACTCGTCGGGATATTGAAATAGCG 
CTTGATGAATCTTCCACTAGTGAGCCAAAGAGATTTTCGGAAATTTCACACCTTTACCTC 
GCACTTGCCGAAGGTAAAATATCCTTTCCGGAAAGCCCAAGTGAACTTCGAGAACTCTAT 
GACCATTTAATGCACGGCGAGCTAGGTAAAGAAAATGAATTAGATGGTGAGATTTTCCGC 
CAAGGACCCGTGGAAATCCGCGATAGTCGGCAAAAAGTGATTCATTCAGGTTTTTCTCCA 
GAATCACAGATCATCGAAGGAATCAACGCAATTATTAAGCTGGCGCACTCAGAAGAGGAA 
TCCAACCTTGTTGGCATCATGATGTCACACTTCATGTTTGAATCAATTCACCCGTTTTAT 
GATGGAAACGGAAGAACTGGGCGCTACCTTCTCGGGATACAATTAAGCAAAATTCTCTCC 
CCTGCTACAGCACTGACAATGTCTTCGGCAATTAATCAATTTCGAAACAAGTACTACAAA 
GCGTTTCATGCCGTAGAACACCGATTAAATCGCGGAGACGGAACACCGTTTGTTATTTCC 
ATGCTTGAGCTGTTAATTGCAGCGCAAGAAGGTCTCATTGAGAATATAAAACAAAGAATC 
GACTTTTTGGCAAGCCTTGAGGACGCCATTAAAACGCTTCGGGGTACCAATTCCTTTAAG 
AACCATCAGATCAATCTGTTGTACATTCTCGGCCAGATTCAGCTTTTCGGTAAGGACGAA 
ACACTTTCACTTGAATCGGCAGCAAAGTTTCTTAAAGTTTCTAAGGCAACTGCAACGAGG 
TATTTTAGAACTCTCCGAGAAATGGAATTAGTTCACGAGGTCAGCAAACGCCCTTTGCGG 
TTTGCGCTCACGGATAAAGGTCGTGAGATAGTAGGTCTTGAGGTAAAAATT 

>RXA0193 0-downstream 
TGACTCCATAACGAGAACTTAAT 



>RXAO 19 31 -upstream 

TCGATAGGCATGGCGCCGATTCTAGGTCGAACTGATCTAAAGTCCCACCACGCAAAAGTA 
ACCAAGGCGTACATCTACCCGGCACTTTAAGATCAGTGGC 

>RXA01931 

ATGAGCACTTCTTTTGAGTCCATTCCCGGAGTTACTATCTCCGCTCGAAAAGCCTTGAGC 
ACTGCGGGGTTTAAAGATCTGGAATCGCTTGCAGGTACCAATTACGAAGAAGTGGCTGGT 
CTGTCAGGAATTGGCGCACGTACTTTGGAGCGATTGCAAGCAGCGCTGGTGGAGAAGAGA 
ATGAGCTTTGGCGGTAAAGTGCCAGAGGCAGAACAGCGCACCGCGACGTGGACAACGCTA 
GATTCTGCAGCACCAGAGGCAACAGAAACCTCAGAATCCCCAGAGTACTTCATTCAAAAC 
CTAGACATTCCTCGCAGAATTACCCACGGCCGGTTGTTGTTGGAAATTTTCAACAGAGCG 
ACAGGCCAGAAACCTTATGTAGCAGGGTCTTCGATTGTTGGTTATGGGCGAGTTCATTAT 
CGCTATGCCACGGGTAGGGAAGGGATCACTATTCGTGTGGGTTTCAGTCCGCGAAAGGCA 
AAGATTTCACTTTATGGACTAACCAGTGCGCCTGCGTCTCGAGAACTTCTGAAGAAATTG 
GGTAAGCATTCTGTTGGTGTGTCCTGCCTATATATCAACAAACCAGAGGATGTTGATCTT 
GAGGTGCTTGAGGAAATGATCCGTATTTCTTGGGAAGCGGAACCTGGCGAATGT 

>RXA01931 -downstream 
TAAATCTCAACCTTTAACAAAGT 
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>RXAO 19 41 -upstream 

CCGGACTTGCCGCTGGTTTAGTCACTTTTTGCTCACGACGGTATTTATTGGTCGATTTCA 
CCAGCGCAGCGTTGAAAAACGTTGGGCGCCAGTCACCCAC 

>RXA01941 

ATGGCCTTGACTTCACTTTTGCACCAGCTTGCAGATAAAAAACACAGTGACCTCAGCCGG 
GAAGACATCGTACCGCGGGCCTTTACTGTeceGAGGTG-TAC-TGACGCCCACG CTATTCAT 
CAAGACTTGGAAAAACTCCGAAACTCCGTACTCAAAGAGCAAAATCACCTAACCACTGTG 
TTGGGAACTTGGTCAGAATTCCTCACCTCCAACAGCGATAACTCCGACATTTTGCGTTCC 
TCCGCTGAACTTGGGCTCCAATTGGAGCAGGTCCGCGATAAAGCACTCGAAGTGGAACAG 
CGTATCAAAGCCTCTGCTCAGGTGGATCTTACGGACCTGGCTCATGAGATTGAGATCTGC 
AATCAACACCACGCAACCCTCATCAGTGCGATTCAGGTAAGACTGCAATCGCATACTGCT 
GAGCTTCGGGCTGGG 

> RXAO 1 9 4 1 - downs t r earn 
TGATTTCTTAAGACTGACCTAGT 



>RXA01 9 42 -upstream 

GCCGCGAAATTCGGTGAAATTGAAGGTATTCCTGCAGATCAGGCAAATTCTTCCACGACT 
GTGATCAAGGTCAACGGCAAGAACGAGTAACCTGGGATCC 

>RXA01942 ... 

ATGTTGCGCATTGGACTAACAGGAGGGATCGGCAGCGGTAAATCTACCGTTGCCGATCTT 
TTGTCATCTGAAGGATTTCTCATCGTCGACGCGGACCAAGTTGCCCGCGATATCGTCGAA 
CCCGGACAACCGGCATTAGCAGAGCTAGCTGAAGCTTTTGGCCAAGACATCTTAAAACCC 
GACGGCACTCTAGACCGCGCGGGATTAGCAGCCAAAGCATTTGTCAGCGAAGAACAAACA 
GCGCTGCTCAATGCCATTACCCACCCTCGTATCGCCGAAGAGTCAGCTCGTCGATTCAAC 
GAAGCCGAAGATCAAGGCGCCAAAGTTGCGGTTTATGACATGCCTTTGCTTGTAGAAAAA 
GGCCTTGACCGCAAGATGGACCTTGTCGTCGTAGTTGATGTTGACGTAGAGGAACGCGTC 
CGCAGACTTGTGGAAAAACGTGGCCTCACAGAGGACGACGTGCGGCGTCGAATCGCTTCT 
CAAGTGCCCGACGACGTCAGACTTAAAGCCGCTGACATCGTTGTGGACAATAACGGCACG 
CTAGAGGACCTTCATGCTGAAGCAAGCAAGCTGATTGCTGAGATTCTTAGTCGCGTGAAT 

> RXAO 1 9 4 2 - downs t ream 
TAGCACTAAAACATCGTCAAAGT 



>RXA01944 

ATCAGAAACCTTCGACTAATTCTGCCTGATGGCCGGACCCTCACCCCTGCCGGAATTTCC 
GATTCTAATGCGTGGCTCAACATGGGAGACAGCGCTGGAAAACTCGATTTCTTCGATGCC 
ACCTTCGCCCTCCCTGAGGATGCTTTCACCGGTGTGGCACACGCATGGGATACCACCCAA 
AGCACAGATGGAGAACACCACATCACCATTTCCCGCGAAGACGGCGGGGAAATCAGCCGC 
ACCATCCGGGTTGATAATACTGCCCCAGAACTCACCGTTTCTGGAGTTGAAGAAGGACAA 
GAACTGCGCGGCACCGTAGAAATTGATGCCCAGGCAACCGATGCGGGTGCGGGCGTGAAG 
AGCGTCGAGACGCTTCTCGACGGC 

>RXA01944-downstream 
TAACGCGTGCAACTTCCACTAAC 



>RXA01945-upstream 

AGAAGGACAAGAACTGCGCGGCACCGTAGAAATTGATGCCCAGGCAACCGATGCGGGTGC 
GGGCGTGAAGAGCGTCGAGACGCTTCTCGACGGCTAACGC 

>RXA01945 

GTGCAACTTCCACTAACCACCGGTTCCATCGCTTTGGATAAAGGTGAACACACCTTGGTT 
ATCCGTGCAGAAGATGAAGTAGGAAACCGCACCGAGAAAACCATCACGTTTAGCACTCCG 
GATGAAAACCCCATCAGTGGTGACTACGCTCCAAGCAATGGGGCCACCGTGGGCGTCGGT 
GACGTTAAGTTATCTGCACGAGCAAGTGATCCAAGTGGCGATACTGTCAAGATGACGTTC 
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CTGGAAGCCGATTCACCAAAATTAGATAGTGGTCGCGTCCGAATGTCATCAGGAACGGTA 
GAAGATGCCGGAAGTGTCTCGCGCGCCGAGGCGAAAATGTTGGAGAGGGGAGACGTCGAG 
AAGCTATCCAGCCTGGATGGGCTGGGCATGGAAGTTACCTCCGACGCCGCACTGCCGTAC 
CAGCTTTTTGAAGTCGATGCGGCGGATGCACTCGCGGCCGACACTGAAGTGCGCCTGAAT 
TGGGCGGGATCCGCCGATGGTCGCGCGCAGGTGATCATGTATGTTTTCGATGGCGAGGCG 
TGGGTTGAGGTGGATCGTCACTTGACCGGCGATGAGCTGGAAGAGTTTACGCTGCAGGGC 
GTCGTCAATGCGGAAAAATTTGCAATCGGCGGCACTGTCACCGTATTGATTCAGCACTCC 
GAAGGCTTCGCCGGTGCGGATCATTCAAeTAGAAA-T-TGCGACGTGACC GCAGCGCACCCG 
GATGATGTGGCTCGCTCTGAGTACGATTTCACCCTCGCGTGGGAATCTGACACCCAGTAC 
TACAACGAGGAATTCCACGAGCACCAAACCAACATCCATGACTACGTGCTCGCCGAACGG 
GAGAACAAGAATATTCAGTTCATGTTCCACACTGGCGATGTTGTCGACGACTGGGATCAG 
CCCGCGCAGTGGGCCACAGCCAACCCCGAATACCAGCGCCTCGACGACGCCGGCCTGCCA 
TATTCTGTCCTTGCCGGAAACCACGATGTTGGCCACACCAGCAATGACTACACCGAATTC 
AGCCGACACTTCGGCGAACAGCGCTACGTAGACAACCCGTGGTACGGCGAATCCTACCAA 
GACAACCGAGGGCACTACGATCTATTTTCTGCCGGCGGAATTGACTTCATTAACGTAGCG 
ATGGGCTGGGGTCCAGACGACGAAGAAATCGCGTGGATGAACGAGGTCCTGGCCAAGCAT 
CCCGAGCGTGTGGCGATCCTCAACCTCCACGAATTCATGCTC 

>RXA019 57 -upstream 

ACCTCAACTCCACAGAGCGTTGTTATCAGATGCTGATATGGCTCGCCTTGCAGCACAACT 
GACCGACAAACACTAAAACCTCCACAACAAGGACATCATC 

>RXA01957 

ATGACTACTCGCACCGTATCTACTTCTGCACCCCATGTCACTGTCAACATCAATACCGCG 
CACAACAAAACACGCACTGTTACCAATGGCGCCAGAAAAACTAATGCAGAGCGTGGCAAG 
AGCTGCATCTCATTTCGTGTAGGGCCAGAATTGTTTGATGAATTCAAAGCGACCTGCATC 
GACAACGATATTTCCATGACCAAGGCGTTTGAGAAAGAGCTTCGCACCTGGGTTGATGAG 
CACAACGCTGGTGCAACAAAGAAAAGAAACACCCATCGCACCTACGTACAAGCACCCGTT 
GGTACTGTCGCCACCAGCTCTATTCCAGGTCTTGGGTTATTTACTGTGTTCAAGAAGAGC 
TCTGATCAGATGTGGTACGACCTGGAAAGCAGCCCGCTGATCGCACAAGAGCCCATGTCG 
AATATGGACATGCATCGTAACGGCTCTTTTGAGCTGCACCTG 

>RXAO 1 9 5 7 -downs t r earn 
TAGATCTCTCTCTCGACCACACA 



>RXAO 1 9 5 8 -ups t ream 

ATATGGACATGCATCGTAACGGCTCTTTTGAGCTGCACCTGTAGATCTCTCTCTCGACCA 
CACACAGCTCTCACCACCTCCTAGAAAGGACGGTTTCACC 

>RXA01958 

ATGTCTAAAAAACGCGACCACCTCACCGTCATTCCTGACCTTGAGTCACGCACCCATCAC 
AGCCGCAGTACACAACCGCCAACTACGCTGCCCGCACCACAGCTGACTATTATCACCGCA 
CCAGACAAGCATCAACCACAGCTTCGGGTTGTTAAAAACACCACCACCCCATCTTCTGTG 
CAGCCCTCGCCGATCAACTACAGCTTTACTGATCCTGTACTTCGCGAGGCTCACTATGCA 
TTCCAGCACAGCGAACTTGCCAGGCCAACAGTCCTGGACTCACACTGGGTTCGTCGCGCA 
CAAGAAGAATTCGACACTGAGCATAATGCTGCCTATGTCCGTGCCGCTGACCAGCTCTTA 
TCCCCTTTTGATGCCTACATCCTCGACAACGGCGATGTTTACACCAAGACCCCACGTGCC 
ATCAGTGCTGCTGAACAAGAAGAAATACTTGAGCACTTGCACGAACACCATATCTGCTGG 
GACGAAGAAGCTGAATTCCTGCTGCGC 

>RXA019 58-downstream 
TAAAGGTTGCCACTGGTTTCAGG 



>RXA019 59-upstream 

CCCAACTACTATGCACAGCCCGTAACCATCGAGCCGGCTAAAATCTATCAACAGAAAAAC 
CACTGCCTATTTGACCATTCTTGTGCAAGAAAGTACACCT 

>RXA01959 

ATGCCCCACGACGTTTACGATGTCGAACACATCATTTCCAAGCAACCTTTCTGCTCCATC 
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TTTTTCCAGCTCCCCGCTGCAGCGCTGAAACCTACTATTCAAAAAGCTGCCACCAACCGC 
GACCTTACTAAGCTCAACACCGAACAGATCGCTGAGAACCTACAGCGCTACCTCGACACC 
TACAGTGTCATGTCTCACCAGCGTGTCACCATTGAAGAGGTCACTCATGTGCGCAACCCT 
CATGAGCCTGATTATGAGTTTTCACCACAGTACGGTGCACATATCTCGCTCATCGGTGAG 
TCTTATGCTGTGAACACGGCCACCAACGAGCCTTATGCCACCGACTCCGAGGGCCATCCT 
CTCGCACTGTATTTTGAAATG 



>RXAO 19 60 -upstream 

TCCAGATTGATCGTGCCAACAAAGACTAAGCCACTCTAGCTAAACCAACTTACCCCACCC 
CAACACCCCATGAGGCATCTGCTTCATGGGGTGTTTTGCT 

>RXA01960 

ATGCCGCAACACTTTTCTCAAGAAAACTACAGAAAGGCCCCCGTCATTATGTCTGCACCG 
CTCACCATTCATGATCTGCTGTCCACCAATTCGAAGCTTAACCTCAAGTGGCTGACCTGC- 
ACTGTCTTGAACAGCCCAAATCTCCCCGAACCCTGCATCACGGTTTCTGTGAACCACACC 
GAAGGCATGTCCCTGGTCTCTTTCGAAGGTGGTCACGGGCTCACCGAGATTGCCAACACC 
CAGCTAGTGCCTGTGCTTGAGCTACCAAAGTTCAATCCTTTTGAGGCACTTGCTATCCAC 
CTTGAAGCCGCCAACAAC 

>RXA019 6 0-downstream 
TAAGAAAGCATCCTTCATGACTG 



>RXAO 1 9 6 1 -ups t ream 

AACACCCAGCTAGTGCCTGTGCTTGAGCTACCAAAGTTCAATCCTTTTGAGGCACTTGCT 
ATCCACCTTGAAGCCGCCAACAACTAAGAAAGCATCCTTC 

>RXA01961 

ATGACTGACAACGCTGACAACACCACAGATAACGTAACCAATAACTCAGACACCAATCTC 
GATTACAGCTTCGACCCGCTCCCTGACGAGCCCTATGCCTACGGCTTTGAACTGGTCGCT 
GCTGATGCACACTCTGACTCAACAACAACCAGCACCGATACCCCAGAGACTGTCGCTGTG 
GCACTTAAAACCCGCGAGGACACTATCAACTGGGTCAACACCCAGCGTGCCGAAGGTAAA 
CCCGATGAAATTCGTATCAATAACCCAATTCGATCAGAGCGTATTGCTGAGTTTGTCCAC 
GAAATGATCATGCATCACGGCCTCGTAGCCTGCATGGAAGATCTCGCAATACTTATCAAG 
CGCGACAAGCTCACCCAGCTGGAAGCCGAAAACGCTATCACAGCCTGGCACAACCTCACC 
AAAGAATCCCTTGGTCAGATCATGGGGCTCTTCTATCAGTACGTCGAAAACAACACAAAA 

>RXA019 61 -downstream 
TAGGAAAGAAGAAACACCATCAT 



>RXAO 19 62 -upstream 

AGCCTGGCACAACCTCACCAAAGAATCCCTTGGTCAGATCATGGGGCTCTTCTATCAGTA 
CGTCGAAAACAACACAAAATAGGAAAGAAGAAACACCATC 

>RXA01962 

ATGTCTGACAACACTCAGGACAACCCTTTCTCCATCCGCTACGCACACCCTGACCACCAG 
CTCGCTCTTAATGAGCTTGTTGATACTGCCGATCTACCTGCACCAACAAGCTATATGAAA 
AATCCCTGGTCCGGGGACAACACGCCTATCGCCGAGTGGCGACGCGAGCGCATCACCCAG 
TGGCAGCGCACCGAGATCATTGTCAATCAACGCGATGATGACGATCTCATTCACGTCAGC 
TTCCCGAAGCTCGGCCAGCACATTCAGCTCAACACCGACGATATTCTCGCATTGGTCGCA 
GCCTGCGTCACACCCACTGCTAACGACATTGAGGCAACTATCGAAGAAAATCTCCACTCA 
TATCCGCACGATACGGTCATCATGTTTAACGCAGATGATCTAGATGATGCCCTTGGTCTC 
GTTGTTGCCGTCAAAGACGCGAGCGGGGAACACTCACCGCGCGCTGTCTGGCGCACCAAC 
ACCGATCATGGAGCTCTTGACGAGACTGAACTCGCGCGGCTCATTCTCAAATTCGGTGGC 
AGCTTCGATGACTACGGCGTGCTGCAACAT 

>RXAO 1 9 6 2 - downs t r earn 
TAAACCGACTCACTAAGCACCGC 
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>RXAO 1 9 6 3 -ups tream 

CAGATTTTCTCTGTGTGAGCTGGGGTTTTCTGCATTTCCCACTTGTTTTTCTCCAACACT 
CCACACACACACCTTCAAAGAAGAAAGTTCGAAAGATTCT 

i 

>RXA01963 

ATGAAAAACCGTAAAAAAATCATGTCTACCCTCACCACTGTCTGCGCCGTACTGGGTATA 
G-T-TGCAGCTCATCCATJr_C.CACGCCTCTG CTGTCATCGGCGGCTCTGTCCCATCAACTGAT 
TCCGTTGCCAACGCTGTCGCAAAAATCGGACCAGGCGCATTGAACTGCAGCGGTGTCATG 
ATCTCACCATCGTGGGCACTCACCGCACGCCACTGTGTCGATGACATCAACATACTCGGC 
GACATCGACACCATCACGCCTATTACTCCAGGTATTCATCGCAATGAAGGTAACTATATG 
GGTGAGGTTTACCGCGCACCGTCCGGTGATCTAGCGCTCATTAATATCAACGGCGTGCAC 
AAGGGCACCATTGCGCAGCTCCCCACACAAGAATATCCACTGGGAACCGCTGCACAGTCA 
GTCGGTTTTGGTGGCGGTGGTGTCAATATCCGCACCGCTGAATCGGTCAACATGATTCTC 
ACCGACATATATAGCGTGAGGTCAGGGAAATTCCATCACGGTGTCGGTCGATCACACTAT 
CTCCTCTTTGATTATGACAGTGCTGAAACTGGTCGAATCCACAAAGGTGATTCTGGGGGC 
CCCATCTTCATTGGTGACGAGGTTGTGGGCATTATGTCTCACGGCACAATAAATAAGAAC 
GACGGGTCTTTTGATGACGAATCC 



>RXAO 1 9 6 4 -ups t r earn 

AGAGCCAGATGATGGCTTTGATATGGATGATGTCATGGGCCAAGCGTTCGGTCGCTAGCT 
CATACCTTGTTACAACGACACTTTTTAAGGGAAGAAGATT 

>RXA01964 

ATGACCAGCGCTGTGAATGTGCAGAAGAAGACCACACAGAAAGTACTTAAGCCCATTAAT 
ACGAAGAATTACTCTGCGACAGATGCAGTACAGACAGGCCAGCACGGATCTGCTTTAGGC 
TCGAATATCGGTGTCTACACCTATACCGCTGGACTCGATATTGGAAACGGTTATGTCAAG 
GGCATTATCGAGGCAACCGGTGATACGACTGGCACGTCTGTTGATGTTATTGATATGCCC 
TCTGCAGCAACGCGCATGAGCCGGCCAACGGAAGTTCCCGAACCAGATGACACCGCTGTT 
GCTGTCACCGGTGCGGATTTCTTCAACCACATTGATACCAATTTCAATTCGCCTATGGTG 
AAAGGTAATTATCGTTACCTTTGTGGCACGCGCAGCTTGTCTGCACGAGGTAGCTTGGAG 
GAATTTGATCTGGTGGGTAACCGCTCCAAGGCGGAACAAGAACTGAGCAAGGTGCTGGTC 
ATGGCAGTACTTGCGGCCAAGGCTGTGAAAGACTTTGTGGCAGCACATGGTCGAATCCCA 
CAGGTTGCTGTTGAGGGTGATCCCGGTGTGCTGCGTGTGCATACGTATCTTGCACTTGCG 
TTACCGATTAATGAATATGTGGGTCACCGTCATGGGTATAAGGCACAGTTTATGGGTGAT 
GGGGCAGCGAACCCGGCTGTGCATGTGGTGACGGTTAACAACTTTGAAACCCCAGCAACG 
GTGCAGCTCATCTTTGAGCGTGTCGAGGTCATTGCCGAGGGCGCATCGGCACAGTATGCC 
ATTACCGCAGGTGGCGAAGTACTTATGAACGGAATGCTCGCCGATGTACGCTCCAAAGGG 
CTTGCTCTAGAGGGCGTGACAGCAGGTGATGTGCTACAAGCTCGCCACACAATCGGTGTG 
GATGTGGGTGAAGGTACTGTGAATTTCCCAGTCTTTACGGATGGGCGGTTTAATCATGAT 
GCTTCACGCGCCTATGACAAGGGTTATGGCACCGTCTTGGAGTCGGCGATTCAGGCTATG 
GACGATGCTGGGTTGGCACACAACTTTAACTCGCGTAAGCAGTTGGCTGATTATTTGCAG 
CGACCACCGAGTGCACTCAAGCGGAATTTCTATACCCGCGTGGAACAGCATGTTGATCAG 
GAGGCAGTGTTCTTTGTTCAGGATGTGGCTGCAGAGTTCGCACGAGTGTTGAGCGACGTG 
GGTGCTCTTACCGAAGTAGCCTTTGTCTACGGCGGTGGTTCCGGCCCGCTGCGTGATCGA 
CTGCATGAAGCGTTGCTGATTAAGGCAGCGGAGATGGGTTCGGAAGATACGTTCCCGGTG 
CTGTAT 



>RXA019 65-upstream 

ACTTCTATGTTACTATTAAATTAGTCAATAACGTTAGTCATAAACAATGCAGTTATTGAA 
GAGAAACTTCCCGACACAATGTACGAAATGGGGGTCACAC 

>RXA01965 

ATGGCTCAAAAACAGGACACGACACATGTATCAGAGGACGATGCCCCGTGGCGTAATGTG 
CGTATGCGCTTCCCAGAAACAGACGCTATCGTTGAGCGGTTTTTGGAAACACAGGGTGCT 
CGTGGCATCTCGCTTGCGATGCGACAGCTGATCTATTTGTTTGTCGCTGAATACGGTGAT 
GTAGAGGTTGCTACCGTTATTGGCCTCAAGCTGGTGGAAAGCCTGCAGGCAGGGGCTGAG 
GGTAGTGATCTTTTTGCTCAGCTCGCGGCCGGGGTTGCTGACGTAGACGCTGTGACTACA 
CGCAAGAAGGCACCGCAGCAGATAGCACCGCCATCGACCACAACCCGTGCACCTGATCAG 
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GTAAATGAGTTTGTTGCCGAGGCGGAGAGTCAGCCGGTTGAGGAGTCAGTTGTTGAGGCC 
AAAGTACCCAAGCAGCAGGTAGCACCACAGCCGGCACAGAAGCCGGAGCAAAAACCAGAA 
CAAAAGTCGGCGCAACCAGCACAGTCAGAGCCAGATGATGGCTTTGATATGGATGATGTC 
ATGGGCCAAGCGTTCGGTCGC 

>RXA019 65-downstream 
TAGCTCATACCTTGTTACAACGA 



>RXAO 1 9 6 6 -ups tr earn 

CCCTGTTATGGGCTGGGTTTATAAGAAGATGGGTTAGTTTTTAAAA 
>RXA01966 

GTGTCTGAATCTGAAAACAACACAACACCAGCAGTCGCAGCTCGCGATGACCGTCTGGTC 
TGGGTCGATCTGGAAATGACTGGTCTAGATTTGAAGCGCCACGTGATCGTGGAGGTTGCG 
GCGTTGGTCACTGACGCTAACCTCAACGTTTTGGGCGAGGGCGTGGACTTGGTTGTTCAC 
GCAACTGAAGAAGAGCTCGCGCAGATGGATGATTTTGTCACCAACATGCACGAATCCTCT 
GGGCTGACTGAGCAGATCCGGGAATCCGCGGTCACGTTGAAGGAAGCCGAAGATGCTGTG 
CTCGCATTGATTGAAAAGCACTGCGATCCAGCCCATCCTGCACCGCTAGCTGGTAACTCC 
ATTGCCACTGACCGCGCGTTTATCCGCGAACATATGCCACGTCTTGATGAGGCCCTGCAT 
TACCGCATGGTGGATGTGTCCTCGGTGAAGGAATTGGCGCGTCGCTGGTACCCACGCGTG 
TACTACAAGCAGCCGGAGAAGGGTTTGGCGCACCGCGCGTTGGCGGACATTGTGGAGTCG 
ATTCGGGAGTTGGATTACTACCGTCGCTCATTTTTTGTTGCAGAGCCTGGTCCTACCTCT 
GAGCAGTGCGCAGATGATGCGCAGGCAGCGGTGGACCGTTTTGCACCCTACTTTGAT 

>RXAO 1 9 6 6 - downs t r earn 
TAGAGGGTTTTAAGCAGCCTGGT 



>RXA01968-upstreain 

GAACTGGCGCTTTTTAAGTTGTGGCAATTTTGCCAGAAGGGCGTAACAGGTGCGGGTTTT 
TCGTGGTAGGCGCGGAGCAGTAGCAGGATCTTTTCTTGCA 

>RXA01968 

GTGCTGGCAATTGGTTCACTGGCGCTTACGGGTTGCACAATTGAACGAAGCGATGCGCAG 
GAGCAATCCTCGCAGCAAAGTACAGAAGTTGAAGCTGAAGAAGCTCAAGCTCCTGTGATT 
TCTGTTGATGATGGTGATGAGGATGTGGACCCTTCGGAATCTGTCATCGTAAAGTCGATG 
GGTGACGGTCTGAGCAAGGTCACCATGACTAATGAAGAAGGCTATGAGGTTGAGTCAGAG 
CTTTCTGACGATGGCCGTAGCTGGACCACTGCGGAAACCCTTGGCTACAACCGCACGTAC 
ACCATTAAGGCAACCGATAAGAACGGCGAGACCGCTACTGCGTCTTTTAGTACTGCAACC 
CCTGCAGCTACCACAAACGTGGCGCTTTCTCCGCTGGCTGATTCTGTCGTTGGTGTTGGC 
CAGACTATCGGTTTCCGTTTTGGTTCCCCTGTGAAGGATCGCAAGGCGGCTCAGGATGCT 
ATTACTGTGACAACTTCACCAAAGGTGGAGGGTGGCTTTTACTGGTTGAACAACAGTGAG 
TTGCGCTGGCGTCCAGCGGAGTACTGGGAGCCAGGTACTGAAGTTACGGTCGAGGCTGAC 
ATTTACGGCAAGGATCTCGGCGGCGGTGTCTGGGGCGAAACTGATAACGCCACCAACTTC 
ACCATTGGTGACAAGGTTGAGGCTGTGGCAGATGATGCCACCAAGACCATGAGTGTGTAC 
AAGAACGGTGAGTTGCTGCGCACTATGCCGGTATCCTTTGGTCGTGACACCTCTGAGTGG 
GCAACGCCAAACGGTACCTACATCATTGGTGATCGCAATGAGTCGATGATCATGGACTCC 
ACCACCTTCGGTCTGGGATATGAGGAGGGTGGCTACCGCACTCCGGTGAAGTACGCGACC 
CAGATGTCCTATTCTGGAATTTACGTGCACGCAGCACCGTGGTCTGTAGGTGCGCAAGGT 
AGCTACAACACCTCACATGGTTGCATCAATGTATCCACCGAAAATGCTCAGTGGTTCCAG 
GAGGCCGTGAAGCGCGGTGACATTGTGACCGTGAAAAACACCATCGGTGAGACTTTGAGT 
GGCTACGACGGACTGGGGGACTGGAACATTCCATGGTCTGAATGGAGCAAGGGGAACGCG 
GATCAAACTTCGGCGTGG 

>RXAO 1 9 6 8 - downs t r earn 
TAACTGCGGAAGTCGCAGGTAAA 



>RXA01969 

AAATGCCAGCGTCGTGGTTTAAGCCAGGATCCGTTGTATAAAAACCGGAATTCCTTGTTG 
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ACCACGCAGAAGTGGTTTAGTCCTCGTCAGCAAGAAAGCTTGGAGCAGTTGTGGGCGTAT 
GACAAAGCCTACGGGGCGTTAAAGCTTGCGTGGCTTGCGTATCAGGCGATTATTGATTGT 
TATCAGATGGGTAATAAGCGTGAAGCGAAGAAGAAAATGCGGACCATTATTGATCAGCTT 
CGGGTGTTGAAGGGGCCGAATAAGGAACTCGCGCAGTTGGGTCGTAGTTTGTTTAAACGA 
CTTGGTGATGTGTTGGCGTATTTCGATGTTGGTGTCTCCAACGGTCCGGTCGAAGCGATC 
AACGGACGGTTGGAGCATTTGCGTGGGATTGCTCTAGGTTTCCGTAATTTGAACCACTAC 
ATTCTGCGGTGCCTTATCCATTCAGGGCAGTTGGTCCATAAGATCAATGCACTC 



>RXAO 1 9 6 9 - downs t ream 
TAAAACAGGAAGAGCCACTTAAG 



>RXA01973 

TCCGCGATGTCTAAATCGCAGGATGATCGAAAAATTGCAGAGCTTGAAGCACAGTTTCAT 
AGTCTTGGTCTTAACAACACTGAACTAGTTACCCTTGATGATGCAGCGTCGCTATTGGGT 
GTGCCGGCAGGTATTCATCAGATTGAGGCCGAGGTGATGTTGGTGAATTTCGGTGATGGT 
GCAGATGGCATGGGCGGTGACACGACGAAGTTTTTGCATTATCAGCCAGATGAGTCGCAG 
CCTTACGTCTGGGTGATGAAGCGGGTGTATTCCTTTGAGGCGATGAAAAAGCTCATGGTC 
GGGTTGTTTATTGGCTTGTGCATACTCATCGTGGGTGGGCCAGCTTTAGGGCTTATGCTC 
GGTGGTTTTATCGGTGTGCTTATTGGTCTATGTCTAGGTACTTCCGCAGCCATGATTGTT 
GGCCCTTTTGGGCTTATGCGGATGAAGGCGTATCCACCATGTATGGACAGTCCATGGGTG 
TATATGTCACAAGAGCAGTGGCGCACCGCTATGGGTGCGGCACAGCAGACCGAGGTGTCT 
TTTGTTGAGCACTGGGACAATATTTACGGGGATAATCTGCAT 

>RXA01973 -downstream 
TAACAAATTAGTTAATAAAGTGT 



>RXA0197 4-upstream 

ACAATATTTACGGGGATAATCTGCATTAACAAATTAGTTAATAAAGTGTAGTATTTAATT 
AATTATTAAATTCAATTAACTTTTTTGTAAAGGTGGGAAG 

>RXA01974 

ATGACCCAGGTTGTGGCGGGTACGTTGGTGGGAGAGTCGATTAATCGTGAGATTGATGAA 
GACAAGTACCCTTATTTGAGCTCGTATGCAGCGCCTGTTGCTGTACCGGTGCGTGAGATT 
ATTGGGCGCGAAGAAGAAGTCAATAAGATTATGGCCGCGCTGATGCGTCCAGAGATTTCT 
AATGTCATGCTTGTGGGTCCTGCTGGTTCGGGTAAAACTACGTTGGTACAGCAAGCACTG 
GTGAAAGATCCAGAGCGTAACTACATCGAGGTCGATGTAGCGAAAATGGTTGCGGATTTG 
AGCACCCCGGCGCAAATGGCTGCGCGTATTAAAGGTGTGTTTGAGGACGCCATTGCCTAT 
CGCAAGCACGAAGGTCATGAATTGGTGCTGTTCGTTGATGAGTTTCACCAAATTGTGCAG 
CTGTCTAATGCTGCGGTAGAGGCAATCAAGCCGATTTTGGCGATGTCTGGTGTCCTTGGT 
GTGCGCGTTATCGCTGCGACAACTCTCGAAGAATTTCACGAACACATCAGGCCGAACCAA 
GCATTGACGGAGCGTTTGCAGGAAATTCGACTAACGCCGACCGATCAGAAGACCACTGTG 
GCGATTTTGCGTGGTATGGCAGATCGTTATGGCGTAAGTGATCAGTTCTATGACGACCAC 
GTTTTTGAGCAGATTTACTCCACCACTGAGCGTTTTATGCCGAGTTCTGTCCAGCCTCGT 
AAATCCATTCGTGTCCTTGATGCGATGGTTGGTTGGCATCGACTTTCCGGCAAGCCGATG 
GATATGGATCTGCTCGGTGATGTGCTCCACGATGCTATTGGTGTCGATATTGCATTCAAG 
GTCGATGGTACGAGCATTAAAGACAAGCTTGATGAGAAGGTAATGGCGCAAAGTCTTGCC 
ACCACTGTGGTAGCACGTCGTTTGCAGCTGGTGGTGGCGGATCTTCATGATAAATCACGG 
CCACTGTCGAACTTCTTGTTCACCGGGCCTACTGGTGTCGGTAAAACAGAGCTGGTCAAG 
CAACTAGCACGGGTGCTCTTTGGTGATGACACTGGGCGATTGATTCGTTTTGACATGTCA 
GAGTTCGCCTTAGAATCAAGTCTTGACCTTTTCAGGTCTGAGCTCACTCGTCGTGTCGCT 
GACCAGGGTAACGCTATTGTCCTGCTCGATGAGGTTGAGAAAGCTGATCGAGCTATTGCG 
CGGTTGTTACTGCAGGTACTTGATGATGGCCGACTATCTGACGATTACAACCGTGAGGTG 
AGTTTTCTTAATACCTATATCGTCATGACAACTAACGCTGGTTCTGAGATTTTCGAGACA 
ATTTCGAACTATGCCACTGATGACACGGGCGATGGTCGGGCGATCAAAGACTTTGTGAAA 
AACATTCACACGTCGATCAAGAATAAGGGTTTTCCACCTGAGCTTCTTGGTCGTGTAGAT 
GAAATTGTGCCT 



>RXA01976-upstream 
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GTGATTCCGGGCGTCTTCGCTTAGAGTAAATTAAACCGTAAAAATAAACTCAATTAAGTT 
AGTATATTAATTACTTGATTTAATTGAAGGGGTTTATAGT 

>RXA01976 

ATGACGCAAACACTTGCTGGCGAGCGCAGAATCGTCACCACGGCAGAGCTTAAAGCGATG 
CTGGCACGAGGGGATAAGGTGTTTCTGCCTGGTGTCGCAGCGCGGGCGCCAGAGATCCTC 
GACAACTTCGATCCAGCAGATCGGGCACGTCTCGACGTGCCCGCAGCAGACAATGAAATC 
GTCTCTGTAGAATTCTCCCGCCGCGATACCGTGCAATGCATCAGCATTGCCGACCGTGAC 
CATCTCTACATCACTGACGATATGATCCCGACCCACAACACGTCCAACATTATCTTCTTG 
AAATCCACAGACGAAACAATGATTAAGACGTTGGTGGATTGGTCAGGTGAGCGACATGTT 
GTACGCAGAAATTCAAAGACCGTAACCCGTGACTTGGCACAGTTAGTTATGCGCACCGAG 
GGTAAAGTGTCGTACACGTCTGCAACTGAAAAAGAGCCGGTGGTGTCTTATAATGACCTA 
AATACTCTGCCATCGCAGAACGCCATCGTCTTCCGTGCGGGTCAGTATCCGGTGTGGTCA 
CGCAATGAAACGATTTGGCCGATGTCGTTCATGTTGTTTGCTAACCAGATTATCCAACCG 
GGTCGCGAATACTCGTTGCAGACTATTCCAACACTGTCGAGCGCTAATGAATTCGATGTG 
AATCAAAATGCACCGGACTTTATGGCGATGCTGGAAAAGCGCATGGCGCAGTCGATTCGT 
ACTCAGCGTGCCGTCGATATTTATAAAAAGGCGACTGGGCTCGATGACTCTGATATTGCA 
CGCCTGGATATGGATGTGTATTCAGCAGAAATCATGGACATCGTGGACACGATGATCGCG 
AAAGATGAGTACGATGACACGCCGGATTATGACGAGGGGGATGAGTCTGTCATGAATGCT 
CGTGATTTCATGGAGTCTGAATATGACGTTTTTGATGATGAGTTCGAAGACAGTGCTCAG 
GGCTTCCCCGTGGCTACTGGTACGAAGGTGAAAAAGAAATCTCTGTCTGAAGAAGCAGAG 
GTCAATGATGAATTCATTCACGATCAGGAGAATGCAGAACATAAGCTCGCTGACATGCGG 
TTGAAGCGTTATGCCGAAGGCAAGGTGTCACGAGATATGCTGGCTGATCAATTCGGCCAC 
ATCCTGCAGGACTCACTCGAAGATGAGCTCACTGCAGCCTATGATGAGAGCCTGCACGCT 
TTTGCTCAAGATCCGAATTTCCGGGTGACTGCTAACAACGGCTTGGTTAATGCTGTCGAT 
GGCACTGTGTTGATTGAGGCGTTGTCGCAGGAAGATATTGCACTTATGCGCGCGCAAGCA 
GGAGTGGAGCAGTCGCGTGTCTACTCTGAGGGTGAAGAAGCTCTATCTGGCACAGAGGAT 
GATCCGCTGTCTGCTATGGGTAAATATAAGACCACCCGAGCATTCCGCATCATGCTGGTG 
GAGCTTCCGCATTGGCGTGATCTCGCCCAGGGTCACTTTGATAAAGAAGTCGCGCGAGCC 
TTTAGGCGTATTGAAGATGCT 

>RXAO 197 6 -downstream 
TAAGTGTCGTGAGCGATAAAAAA 



>RXAO 19 77 -upstream 

AAGTCCAGTGACTAATACCAATAGAATTGAAGACCACTACCTCAAGGGCGGACGTGGCAG 
GGGCACAGACGATCCTAGCAATATGCAAATTGCAGGAAGT 

>RXA01977 

ATGTTGCGCACATTATTCGTCCGCAAGATTAGAGCGCTGCTGCTGGTTTTGATGATTGCG 
CCAACTCCATTGGTCGAAGGGCTAACTTCGACTGCAATGATTGTATCCGTAGTAATCCTG 
GCGATCTACATGGCGATAACAATGTATAGAGTAGTGCACGGTCGCCATGAGTTCGCGCAT 
ATCGCACGTCGCATGGCGCTTTACGTCAACAAGACTTCTTCTAGGTTCAGTGTTGTTATT 
GCTTATGTAGTATTAATTGCTATTTATGCGCTACTAATTCCCGGACTTGTCTACTCTGTT 
ACATTTGGATTCATCGTCCCAAGCACACCTAATACGTTTAGTGATGCACCTGCATGGATT 
ATGTGCGTATCGCTGCTGCTCATTGCAGTCGCCAGTTTCATCACATCAATCATGGATGAC 
TTTATTGATGGCATACTCACTGATTTTTATGACGAAGATAATGCTGATAGCCCCGATAGT 
CCTGCCGAGGATATAGCCACCCGTCCTGTCGAGAGCGCAACAACAAGTGCTCTTGCTGGA 
TTTGCTGTTGGTTATATTTGTGGGCGCTTTAATCGC 

>RXAO 1 9 7 7 - downs t r earn 
TAACACTTAAAACACTTCTCAAC 

>RXA01 9 82 -upstream 

TGCCGCCGACCATGAGATGATCAAGCGCTTTTTCACCCTGCACCTTCGCTAAGACTCTAC 
CTTCACCCAACTCATCATCTACTGAAAGAAGGCTTCTGCT 

>RXA01982 

ATGGCTACCACCAGCCTCCCCACGACGATTACACCGGATTCCGAGGAGACCGTAGAAAAG 
CGTCACTCCCTGACCCCGATCCTGGATTCACTTCCCTGCGAGTCAGTTCCCTATGCTCTG 
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GCTGCAGGTGAGGGACAACAACACCAGCTTGGCCCCTACCATCTCACAGTTATGTCCCGT 
CCCGAAGACAACGGTGGAATATTTTCGCTGGCTCGTGTGAGCGCAGGCAAGACTCCCGCC 
ACCCGGTTCTTCTCTGTCGCAGGACCGACGTTCCTCTACATGATGGAGGGGCGGTTGACT 
CTCTGGTTCGCTGATGGACGTCAAGAGATCATCGCTGGCGGCAGTGCCACCATTCCTACG 
AATACGCCCTGGTCCTTCGCCTGTGAGGGCCTAGTAAATTCAGCTCTAGTGTACTACTCA 
TCCTCGAATGCATTCCTACACGCGGCAGAGAAACTTGGCACGTCCTCGTTCTCCCACACC 
TTCCGCGTCAGTGGCGAGGTCACAGGGATTCCCTACGAGGAACTGGAGGATTGCGGATTC 
AGA-T-TG-TATGAGCGGGACCACCT.T.GC_CGAG CTCGGGCCGCATTTCGATCGCCTCCCAGAA 
GATATGAAGGCGTTTGCCCTGAACGATGGTGAGGGGGACCGGCTTGAGCAGTTCGAGCAG 
ATCAACAGCTTCGTCTGCCGTCCGAGACACACCGGAAATCAGTTCCTCGCTATGCAGACC 
AAGGGTGCCAAGACGCCTTATATACCTCGTCATTTCCACCGCCTTCACACCGAAAACTTC 
ATCTGTCTGGACGGGCGCGTCAAACTGCACGTCAACGGTCAAGAGATCATCCTCTCCCGT 
GGGGATTACGTTCATGCCCCAGCCGGAACCATCCACTCTTTCGCCTTCGCAGGGCACAAT 
ACCCAGATGCTGGGAGTGCTCACCACAGAGGTATTCGAGAAGTTCTTTGACTACATAAAC 
ACTCCGACTAATGCTCGAGTTCAGCTGGAGGACGGGGGGAAGCCATTTTTTCCTGCTGAA 
GCATTCGCGAAAGTCCAAGCTGAACTCGATGTCGTGGTGGTCGGCCCCCCACGAATTAGT 
ACCCTGGATGTTGTTACAAACTCGCGTTTCGAACCAATTAACAGAACTATCACCTATCGT 
GCGCTGGACGCTAACCAA 

>RXAO 1 9 8 2 - downs t r earn 
TAGTGAGTGAGCCGAAATCCCTG 



>RXAO 1 9 8 7 -ups t ream 

GGGTTAGGAGAGGGGAAATCCCCGATGTGCTCTAGGTTCTTATTGGCGATGATTGAAGAA 
GAAAGAAAAACTCAATCAGCCATAAAGGAGCTTGATCCCG 

>RXA01987 

ATGACTTTCCCAGCACAATCTCGACGACTCGCCCGAAGCACCACCGACAAATGGATCGGC 
GGCGTCGCTGGTGGCCTCGCAGAGACCTACGGTTGGAATCCGGCCTATGTGCGTCTCGCG 
TTCGTGGCGTCGGTTCTGTTTCCACTGCCAGGTTCACAGATCCTGTTCTACGCCCTAGCG 
TGGCTGATCATCCCATCCCGAGAAAATCGCTTC 

>RXAO 19 8 7 -downstream 
TAACGTGCGTTGCATAACGCAGA 



>RXA01988 

ATGATCGACCCACTAACTCCAGTCGTTCCCATCACCACGGGCACCTCAGTTGCCGAGCTT 
TATGCTGACGCCCGCGAGCACCTCGACAATGGTGCAACCCAGGTGATGATCCCCGTCATT 
TCACCTTCCAACCTGACCTTGTCAGTAGTTGCCCTGGGCAATCAAGAGGTTGACGCACTG 
GGCCATTCCGAAGGACAAGCAGTTCACTCCCTTCTGGAAATTCATACCCCGAAGCGCAGC 
TGGCCTCTTTCCGAGCTTTATATTGATGACAATGAGGGTTTGGCTCAGGTGTCGCGCTGC 
TTCGCCCGCCTTGTTGGC 

>RXA 0 1 9 8 8 - downs t r earn 
TAGTCCCACCCCACCAATTGCAT 



>RXA01990 

ACATCTGATCATGTGGCACAGTTTGGTATGGCAACTGCGTCTGCTGCGACGTTGCCGGAC 
AGTATTGTGACCAGTGTTTCTTATACGTTGAACGGGCTGTCATTTTCTGACCCGGTTGAG 
CTGGGTATCAGTGACAACGACAAGCGTGAAGAGCTTCTAGGAGACATCACCAAGGGTGAA 
CTGCGATTGCAGATGGAGTTTTCGATCCCGGATTCAGCAACTGCCGAGGATGAGTACGTC 
TTTAATCTCACCGGCGATGGACTTCGGTTTTTCAATTCAAACGATCGCACCGTCCCTGTA 
CGCAATGATGCAGGTATTCGTGTCGCAGATCTTTTGGTGAGCAACGGTGGTACGCGCGGT 
ACGTTGACAAACTTTAGTTCGGATGCTGGCACTACTTCTCGCACCGCAGCTCTTGATATG 
GAACTGTACGGGTGGGTGAGTAGCGCCCAGCAGACGGGTGAGCGACCAATTCAAGACTGG 
ACTGTGGGTAAGACTGAGGGTCAGGTTGAGAACAAGGTAGTCCGCTACGGCGTTGCTGGA 
CACCCGTGGATTATCAGTACTGTCCAGCACACGTGGGTTAAGTCTACGCAGACCGTGTCG 
CATTTCCGAAGTGAACAAGACTGGAAGATTAATCAACCACCAGCTGTTGATATGGGCGCA 
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TTAGCATACGCAGCTCCACTTGGCGTCGTGGTCGGGCACGCCAATGTTGTCATTAGCAAT 
AACAACGGTGCTGGATTCCGGGGTGCGCTTGTCAATACCACACCCACCACACGCGACGTG 
ATACTTAATTTCACAGCCGCAGACGGAGCCACTTTACGCGAACGTTCCGGAGGTGGATTT 
GAGGATTTCGACGTTTTCTCGGAAGTTCCTCGGGTAGAGGAAACATCGACGAGGATCAGC 
TATTCTTACAAAAATTCATTTGAATATGACGAATTTGTTGCCGCATTTCCCGAGTACCGA 
CGTAGCTGCGTGGGAACCAACCGTTGTGTATTCAGCGGA 

>RXAO 19 9 0 -downs tream 
TAAGACCACAGCAACAGCGACGT 



>RXA01991 -upstream 

TCCGGAGGTGGATTTGAGGATTTCGACGTTTTCTCGGAAGTTCCTCGGGTAGAGGAAACA 
TCGACGAGGATCAGCTATTCTTACAAAAATTCATTTGAAT 

>RXA01991 

ATGACGAATTTGTTGCCGCATTTCCCGAGTACCGACGTAGCTGCGTGGGAACCAACCGTT 
GTGTATTCAGCGGATAAGACCACAGCAACAGCGACGTTTAAGAATATTCCTTCGGATATT 
TCCTTTAGTTGGACTGGTATTGAAGCACTAGAGCCATTTAGCCCTGGTAAAACCTTCGAA 
CATAAGGTGCAAGGTTCTGTTGGTGAACCAGCGGGGGCGTTCACTAGGGATAACTATTTC 
ACTGAGGGTGAGCTCTACAAACATCGCCACGCAGACGATCTGCTTTCCGGTGATGGCTTG 
TTTGGCCCCAACATCACCGATGGCGATGGCAACCTCCCCTCTGTTGATGACGGCAAGGAC 
GGTGACGATGGGTCTGATGGCTCAGACGGCCGAGACGGTGTTGTCGCCATTGATGTTGTT 
GACAATGCTGACGGCACGGTGACTGTCACCTTGTCCGATGGCACTACGTTTACTCTTGAT 
GCTGGTCAAGACGGCAAAGATGGTCTTGACGGGCTTGATGGTACTGGCCTAACGCTGGAA 
TCTGCTACCCCTGATGAGGACGGCAACATCACCTATGTTCTTTCTGACGGTACTGAGTTC 
ACTGTGCGCAACGGTGTTGATGGGTCAGACGGTAAGGACGGCAAAGATGGAGTCAATGGC 
ACAGATGGCGTAGACGGGTCAGACGGTAAAGGTCTGGTAGAGGTGTCCCGAGTTACCAAC 
GACAACGGCTCAGTGACCATTACCTACGAGGACGGTTCACAGATCACCACGAAGCCAACG 
CCGACAAACTGGCTG 



r J >RXA019 92 -upstream 

m ATAGATCAATGCTGGCATAAACTAAAGGCACAACAGCCGATTCACTTATTTTTAGGCGAA 
r 1 1 TGCTTGAAGTCGAAGTAAGTGAGGGGGAGAGGATCCGTTA 

/I >RXA01992 

GTGTACTGCCCATTTTGCCAACATGATCATTCAAAAGTCATTGACTCCCGCGTCATTGAC 
GCCGGAAGCGCCATTCGCAGGCGCCGCGAGTGCAGCAAATGCGAAGGCCGTTTCACCACC 
ATCGAAAAAGCTGTTCTCCTCGTTGTTAAAAGAAACGGCGTCACTGAACCGTTCAGTCGA 
GAAAAAGTAGTCACCGGTGTCCGTCGTGCATGCCAAGGCCGCGACGTATCAGATGACGCG 
TTGAAACGCCTAGCTCAGCAAGTGGAAGAAACAGTCCGCAGCAACGGAAGCTCTCAAGTA 
CGCGCTAACGATATTGGTTTAGCCATTCTCGATCCACTGAGAGAACTCGACGAGGTAGCG 
TACCTACGCTTTGCCTCTGTGTATAAGTCTTTTGACAGTGCTGACGACTTTGAAAAAGAA 
ATCCGCCTCATGCGCAGACGCGGAAGGGAC 

>RXAO 19 92 -downs tream 
TAGCAGACACAAAGTCTTAACTA 



>RXA019 96 -upstream 

GAACACGGCAGCGACACAAACTGCACAGATGCAAGAGTGTCGGTACCGTTAAAAACGAAA 
CACACTTTCACCGAAAAGGACTTCCCA 

>RXA01996 

ATGAGCAAGTTGACTGGCACCTGGACCCTCGACCCTGCACACACCGAAATCAAGTTCGTG 
GCTCGCCACGCAATGGTTACCAAGGTTCGCGGTGAATTCACCGAGTACACCGACTCCATT 
GTCGTAGATGCTGAAAACCCAGAGAACTCCTCTGCAAAGGTTGTTATCAAGACCGCTTCC 
GTTACCACCGGCAACGCAGACCGCGATGCACACGTTAAGGGCGACGACTTCTTCGCAGTA 
GACAAGTTCCCTGAAATGACTTTCGAAGCTACTTCCTTTGTTATCAAGAACGAAAACGAA 
GGCACCGTTACCGGCGACCTCACAATTCGTGACACCACCAAGTCCGTCACCCTGGACGTT 



Appendix A, page 263 



Attome^Bocket No.: BGI-129CP 



GAGGTTGGTGGCGTTGCTGAGGATCCATTCGGCAACACCCGCCTTGGCTTCGAAGCCTCC 
ACCGAAATCAACCGCAAGGACTTCGGCGTAGATTTCCAGGCTCCACTCTCCACCGGTGGC 
GTTCTGGTTTCTGAGAAGATCAAGATCGAGATCGACGGCTCCGCAATCAAGGCTGCT 

> RXA 0 1 9 9 6 - d o wn s t r e am 
TAAGCGCCCACAAACAAAAAGCC 



"> RXA or 9'9"9 - upstream 

GGGTATGTAGTTAGAGACGACAGACACAGAAATCTTCAGCCTCGCGAACCGAGTGATAGC 
ATACTTGACCATATCGAATTCTCTACCAGCTCGAGGCATC 

>RXA01999 

ATGACTCTCCCCACCCCTACACATTCCACCAAAGGCAGTTCAGGCCGCATGAAACGAATG 
GCCCTTATCGGCTCCTCGCTCATTATTTCCATGGGACTTATTACTGCGTGCGGTTCGGCC 
GCTGCAGAACCCGAAGCCCCTGCACCAACAGTTACCGAAACTGTAACAGCCACGGTGACA 
ACCACAGCTAAAGCCAGCACGATCACCTCGACAGTGACGGAAACTACCTCCGCGGAAGAT 
CTTGCCCAAGAAATTGTGAAGCCAGCGGCCGTGGAGGAATATTCAGAGCCTCAGGTAAAT 
ACGCCACAGCAGTTTGCGGCCATCCCGGAACCTGCACCGGCGGTTGCACCAGCTCAAACG 
TATTACGCCAACTGCGCGGCAGTTCGTGCGGCGGGTGCAGCTCCCCTTTATGCGGGATCA 
CCTGGATATAGTTCCAAGCTTGATCGCGATGGCGACGGAATTGCCTGCGAA 

>RXAO 1999 -downstream 
TAAATAGGAATAGTTAAAAACAC 



>RXA02001 

ACCCGCGACCCCATCGTCGCAGCCGTCGGAATTGTCCAAGCGTTTCAAACGATAGTCAGC 
CGGAATCACAATCCGGTCGAGGACCTTGTCGTGTCGGTCACGCAAATCCACACCGGCAGC 
GCCGATAATATCATCCCCGAAACCGCCTATATCAACGGCACTGTCCGCACCTTCAACAAA 
GACGTGCAGGCCATGGTCATCACGCGGATGGAAGAAATCGTCGCGGGCCAAGCTGCAGCC 
TATGGGGTCGAGGCGACGCTGACCTACAACCGCAACTATCCCGCCACCATTAACGACGCC 
GCCAAAGCCGCCATCGCTGCCGAAGTCGCGGGCGAGGTCGGCCTCGGGGTCAACCCGAAC 
GGCTCGCGCGGGATGGGGGCCGAGGATTTCTCGTATTTCCTCGAAAAGCGCCCGGGTGCC 
TACCTGTTCGTCGGTAATGGCGACAGCGCGGGCCTTCACAACCCCGCCTATAATTTCAAC 
GACGAGGCCGCGCCCTACGGCGCATCGTTCTTGGCCCGCATGGCAGAACGCCCCTTGCCG 
TTAAAGGGC 

>RXA02001-downstream 
TGATCCATGGCGGTCGAAGATGC- 

>RXA02004 

CGCGTCGGCCGTCTGATGCGTCAGAACGGCATTCTCATCATCCGCAGCCGGAAGTTCAAG 
CGCACGACCGGCAGCGATCATACCTTCAACATCGCACCGAACTTTCTGCAGCAGGACTTT 
ATGGCGAGCAGGCCGAACCAGAAGTGGGCGGGCGACATCACCTATGTCTGGACGCGCGAG 
GGCCTGGGTCTATCTGGCCGACATTCT 

>RXA02 004 -downstream 
TGACCTTTATCCCCGCCGGGTGA 

>RXA02 00 6 -upstream 

ATCATCCATACATGCAGAGCACAGCTTTCACACATAGACATCACTGCACATTTATCTAAT 
GGGAGACTCA 

>RXA02006 

ATGACAGTTGCACACAAACGAAGTCTGACATGGATCAAGAGACTATCTGCGACTACATTT 
GCAGCTTTTCTTGGCATTCAGCTTGTGACCCCCGCTCACTCAATTGAAAACACGACGCAG 
ATTCCAGAAAGCGAATTGCACAACCTCGGGCTCACAGACGAAGAAATTCAAGAATTCAAT 
CAATATCTCATTGACGAGTCACTCTTTCAAGAGACTGTAGAAACCTCTCCGATCGTAGTC 
AGCGACAATGAAGATGCAGCCCAAGATCCCGGTTTCGGCCTTTTCACCACAAATCCTGTG 
AAACACACAGATGAGCACATTGGCGCTCTATACTTCTCCGACCTACCAGGTATTTCCAAT 



Appendix A, page 264 



Attome^Docket No.: BGM29CP 



CTTACGTGCACTGCCAACTACATCGGTGGAAAATTCTGGACCACAGCACATCATTGTGTT 
GAAGGCCGCAGTCGCTTCGTCGGCTTCATCGAGCAGTCGGACGGACAATATGCAGGCATT 
GAGCATGTTTACACA 



>RXA02007 

GGCATCACCGCAAACTACGCCTTCAAGGGCAAAAAGGTTGTGGCTTGGAAAGACCTCGCA 
GGAATCGGATTCAAGGGTGeGGGGAG-T-T-TCGCT-CGCCCCACC TCCGATGCAGAAGTCACC 
CTCCCGGGCGTCACCTTCAACTCCCTTCCCCGCCTTGAAGCTGCTTCCCACGGCCGCATC 
CCCGATGCGATCACCGCAAGCAAGGAAGCAGCCGACGGCAAGGTTGTAGTCGTTCAAGAA 
GACGGCTACTCCGTGATGATGTCCAAGGAAGAGTACTTGGAGCGCCAAAAGGCACTGGGC 
AAGCCAGTTCAGTTGAACTTCGATGACGACACCGATGGGAATACAACACAAACAGAAAGC 
GTTGAATCCCAAGAGACCGGACAAGCCGCGTCTGAAACCTCACATCGTGATAACCCTGCG 
TCACAGCAC 

>RXAO 2 0 0 7 - downs t r earn 
TAGAGTGTAATAAGCCGTCCGAA 



>RXA02 0 09 -upstream 

AACTGCATCATTGTCGTTCCTGAACAAGCGCCGTGGTTTAAGCCAGCCATCATCAAACAG 
GCTTAAAAATACTCAATCGTCCCATTCAAGAAAAGAGCAC 

>RXA02009 

ATGACCATGTACAACGCCGCAAAGACCCTTGTTCCCCAGATTGTTGCTTTCGATGACACA 
GCAATCATCGCACTCGACCAAGCCGCGGAAGATGAATTCCGCAAGGCTAACTACCCCGAG 
GTT 



>RXA02 011-upstream 

TGAATTCCGTTTCTAGATTTTTTTTATTGATTGTGAGAGTGCATT 
>RXA02011 

GTGGCTAATGATTTTATAGAACCAAATGATGCCCCCGATGCACCTGATAATGGTGACTCG 
GGAAGCTCGGGGTTTGTTGATGAAGCAAAAGATAAGACCCGCTCAGCTGCACAAGGCTTA 
GGTTATGGCGCACTACGTGTAGGTTTTGGTACTGCAGCACTTGCAGCCAATGGTGCTCGC 
TCTATGGGTAATTTGGCTAAAAACCTGTGGACACCAATGATGGGGCTTGCCCTGTCTGCC 
GGTACTGGTATCTCTGCTGCCACAGGTGGCATGATCACTGCACGTGTAGGCGCAATGCTG 
GCAGGTACAGGCTCGGCG 



>RXA02 013 -upstream 

ATCACCGCGCTGGCGACAATTTCAGAAAACTCCCACAAAGCACTGCTTGGCCTTTATTTG 
TCCGGTCTTAAACACGGCATGATGGCTAACATCGGAGAAC 

>RXA02013 

ATGACGGAAAGTCCTGATCTAGCAGTTTCCTTTTTAGCCGCCTTCAATGACATCGAAGCG 
CACCTTCGAACCCAGCTCCGCGCTAAACGCTCCGACAGTTTCAGATGGATGGTACGTATC 
GCCGAGAAACAGCATCTGATTTCCAAAGAACAAGCAGAAACCCTTGATGCTTTTGCGGAG 
CTGCGCAACGCAATTAGCCACGGCCAATACAACGATCTACGCCCGATTGCCGATCCCCGC 
CCCGACACCGTGGACACCATTGAGAAGATTCGCTCCCTCCTTCTCAATCCTCCAATTGCG 
TTAAACGTCCTCCCGGAGCAAAAGGTCCGCTCCTACTCACTTGAAGATCCAGTGAGTAGG 
GCCTTAGAAGTTGTGCACACCACGGAGATCTCCCAATTCCCCATATATAAGGGAACGGAA 
TACGTGGCACTGCTAACTACCAACACAATCGCTCGCTGGGTTGCCTCCGATTTACATGAC 
AATGCCCAGCTGGATGCACGTTCTATCAAAGAGGTTCTGGATTATGCAGAATCCTCTGAC 
ACTGCAGTT 



>RXA02014 

ATCTCCCTCCAACTCCAAGCCATCAGCACCTTCCCCACCGACCCAGAAGGCGTGTGGACC 
TCCTTCAACCAACTACTTTTCGACCGCGGCCTAGGCTCCCTCGTCCCAGCACTTGCCCCA 



Appendix A, page 265 



Attome^Pbcket No.: BGI-129CP 



GAATCCTTAGACGACCTCCCCGACGAGGTCTCCGCCCTGCGTCGCACCACAGAGAAAAAC 
ACCACAACACTCATCAACCTAGCCAAGCAGCACGGACTCGTACACCACGACATCGCGCCG 
GGCACCTACATCGTCGGTTTGATCACCATTTCCCGCCCACCTATCACCGCGCTGGCGACA 
ATTTCAGAAAACTCCCACAAAGCACTGCTTGGCCTTTATTTGTCCGGTCTTAAACACGGC 
ATGATGGCTAACATCGGAGAACATGACGGAAAGTCC 

>RXA02 014 -downstream 

TGATC-TAGCAGTT.TCCTTTTT AG 



>RXA02019 

GCTGGCACCAAGGTTGAGGCCTCTGACCTTGGACTTCAGGCAATCCCTACTTCCCTACTG 
CCCAGCACCTCCTACGATTCGATTGACGATGTAGTTGGGCTCGTTGCGGCCTCCACATTA 
AGTTCCGGGGAAATAGCCACAAAGCCTCGATTCGTGGGCACCGAATTGATAAACTCCATT 
GCGACAAACGTCACTGATAGCTCTTTGGTGGAAGAAATTAACATGGTTCCACTCAGTTTG 
GCTGAACCTTCCGTCATCCCCCTACTGCAGCATGGGGACACCATTTCGGTTGTTTCCCAA 
GACCCAGACACCGGTCTCCCAGAGAACATTGCTGCAGGTGGAACAGTAATTCTGGCGGGT 
GGTACAGACCCCTCAACCATCTTGATTGCGCTTCCACAATCAATCGCTGAAAAGGTTGCA 
GCACAATCGCTCAATACCCCTCTGGCGGTAGTCCTGACCGGAGACAGAGCAAATAATTAC 
ACAACCGAAGAA 

>RXA02 01 9 -downstream 
TAGTTCCCTATTCAAAAAAAAGG 



>RXA02 02 1 -upstream 

TTGGGTCGCCGAGGAGATCTAATCCTGGTTTGAGTTCAGAGTTCACAGGTTTAAGCCTAC 
AAACCTTAGTTAAAACATGATGGAAGCGGTCGATTAAAAA 

>RXA02021 

ATGAGTGAAAACATTCGCGGAGCCCAAGCAGTTGGAATCGCAAATATCGCCATGGACGGG 
ACCATCCTGGACACGTGGTACCCAGAACCCCAAATTTTCAACCCGGATCAGTGGGCTGAA 
CGCTACCCATTGGAAGTGGGCACCACACGCCTCGGAGCAAACGAACTCACCCCACGGATG 
CTGCAGTTGGTAAAACTGGACCAAGATCGCCTCGTCGAACAGGTAGCAGTCCGCACCGTT 
ATCCCCGATCTGTCTCAACCTCCAGTAGACGCGCACGATGTTTACCTGCGCCTCCACCTG 
CTTTCCCACCGGCTGGTCCGCCCCCACGAAATGCACATGCAAAACACCTTGGAGCTGCTG 
TCCGACGTGGTGTGGACAAACAAGGGCCCTTGCCTTCCTGAAAACTTTGAGTGGGTGCGT 
GGTGCTCTGCGGTCCCGCGGACTCATCCACGTCTACTGTGTGGACCGTCTTCCCCGCATG 
GTCGACTATGTGGTTCCCCCTGGAGTCCGCATCTCCGAAGCAGAACGCGTGCGCCTAGGT 
GCATACCTTGCTCCGGGTACCTCTGTGCTGCGTGAAGGTTTCGTGTCTTTCAACTCCGGC 
ACCTTGGGTGCCGCAAAGGTGGAAGGCCGCCTGAGTTCCGGTGTGGTCATCGGTGAAGGT 
TCCGAGATTGGACTGTCTTCTACTATTCAGTCCCCGAGAGATGAACAGCGCCGCCGTTTG 
CCGTTGAGCATCGGCCAAAACTGCAACTTTGGTGTCAGCTCCGGAATCATCGGAGTCAGT 
CTGGGAGACAATTGCGACATCGGAAATAACATTGTCTTGGATGGAGATACCCCCATTTGG 
TTCGCAGCCGATGAGGAGTTACGCACTATCGACTCCATCGAAGGCCAAGCAAATTGGTCA 
ATCAAGCGTGAATCCGGCTTCCATGAGCCAGTTGCCCGCCTCAAAGCT 

>RXA02 021 -downstream 
TGACCCATTTTCATAACCAGTGC 



>RXA02 023 -upstream 

GATGTGGCAGCAATTTTGAAGCAGTACCTGAGCGAGTAACCGCATTCGGGGTTATCGTGG 
GACTTCCGAAATGTAACTAGAGACTAGAGGAGGAAACACG 

>RXA02023 

ATGGCTCCTAAACAAACTCCCAGCCCAGAGAAGAATCGAAACCTGGTGGGACCAGTTCTG 
CAACGTCGGCAGACAGAGGGTACTTTTGATCAACGCTTGCTAGAAATGCGCGCTGATCAC 
AATTGGAAGCACGCCGATCCATGGCGTGTACTGCGTATTCAGTCTGAGTTTGTGGCGGGT 
TTTGATGCCCTCCACGAGATGCCAAAGGCCGTAACCGTCTTTGGTTCCGCACGCATTAAA 
GAGGATCACCCGTACTACAAGGCGGGTGTAGAACTTGGTGAAAAGCTCGTTGCTGCTGAC 
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TACGCAGTTGTCACCGGTGGCGGTCCAGGTCTGATGGAAGCCCCCAATAAGGGGGCAAGC 
GAGGCCAATGGTTTATCAGTTGGTCTGGGCATTGAGTTGCCACATGAACAGCACCTGAAC 
CCTTATGTGGATTTGGGTCTGAACTTCCGGTACTTCTTCGCACGCAAGACCATGTTCCTG 
AAATACTCCCAGGCTTTTGTGTGTCTGCCTGGCGGTTTCGGCACGCTCGATGAGCTTTTC 
GAGGTCCTCTGCATGGTACAAACCGGCAAGGTAACCAACTTTCCCATCGTGCTGATCGGC 
ACTGAGTTCTGGGCAGGTTTGGTGGATTGGATCCGTCACCGCCTGGTAGAGGAAGGCATG 
ATCGATGAGAAGGATGTTGACCGGATGTTGGTCACTGATGACCTGGATCAGGCCGTCAAA 
TTCATeGTeGATGGAGAGGG-TGGATTGGACGTAGCGCG.TCTC CACAAT 



> RXAO 2 0 2 3 - downs t r e am 
TAAGCAGTGGCTACATTAGGTGT 



>RXA02 03 2 -upstream 

CTTAAAAAGGGGCTTTATCGGTTCAGGCGAGCGAGACCTTCGGCGTTCACACTTCGCCGG 
GGTCTATTTTTTATGCCCAGGCACGGCTCATAGGAGAACC 

>RXA02032 

ATGCCCTTTCTACAAATCTCTCTGCTTTCCATCGGTGTCGCCGCCGATGCGTTTGCTTGT 
TCCGTTGTCCGCGGCACCGCCATTCAAGTCAACCTTTTCAAACGCGCACTTGTTCTCGCG 
GGCATCTTTGGTGTCTTCCAAGCGGCAATGCCTTTAATCGGCTGGTTCATTGGCCGTTTC 
TTTGCTGGAATCACCTTCATCGCTGAAATTGATCACTGGATCGCTTTTGCACTATTGGGT 
ATTGTCGGCACCAAAATGATCTGGGATGCCTTCCAACCTGAAGATGATGAAACCATTGTC 
GATGACGGCCGCGTTCAATTTAGACCAGCAATTATCCTGGGGCTAGCCACCAGCATTGAC 
GCATTAGCCGTAGGCATGGGCCTGGCATTCGTGGAAGTTTCCATCCTCAAAGTGGCACTG 
TCCATGGGCAGCATCACCTTCGCACTTTCGCTTGCTGGCGCCTGGATCGGACACCATGGT 
GGAGGAAAGTTTGGCAAGTGGGCTACGATTCTTGGCGGAATAATCTTGATCGGAATCGGC 
GCAAACATCGTCTACGAACACCTCAGCGCG 

> RXAO 2 0 3 2 -downs t ream 
TAACCCTCGGCGCATTATCCTCA 



>RXA0203 6-upstream 

CTAAAATGGAAGGCAATGGATACCCGCCGCATGAACCTCCGCCAATGGAAAATCCTCGTT 
GCCCTCATCTCTGCTGCAGTGGCGGCTCTCGGAGGGTGGT 

>RXA02036 

GTGCATATTCCTTTTGGGCACCTCGCCGACACCGTCTCCTGGGACTGCGGGGGAGGCAGC 
TGCGCCACCAACGATTTGGTATCCCTGTTCATGCCGGCCGCCTTCATGAGTACCCTCGCC 
GCCTGCGTATTTGGCGCGTGGGCCATAGGTTTGATCGCTCCCGCACTATTCATCGCGGTG 
ACTGCCTGGGCATTTCGCTCCGGCGTGCAGGCTGCGATTGCCGACGGCTACACGTCCGCG 
ACTTCCGTCGGCTTCGAAATGACTGTCTCGCTCATTCTTTTCATCATCGCAGGTCTGTGC 
TTTCTGGGCTGGATCCCCATGTTCATCAACAACCGCCAAGTCGCGCGCAAGGTCCGCGAG 
AGGGCTGCGGGCTTGAGCAAT 

>RXA02 03 6 -downstream 
TAGGCTCTCGCTTTTCGACGTTT 



>RXA02039 

ACGTCCACCTCCACCACCGCACCCCTTTGGCTCGTGGGCACGCTTGTGTGGCTGGCGGTG 
CAGGCGGTGATGCATGACGGCGAGCTTTACCATGTGGAAGTTCCCACGATTGCGCTGGTC 
ATCGGCTTTGGCGCGCAGCTTCTGATCGGTGTGATGAGTTATCTACTGCCGTCGACGATG 
GGTGGCGGCGCGAGCGCGGTGCGGACTGGAACGCACATTTTAAACACTGCGGGGCTGTTT 
AGGTGGACGCTGATCAACGGTGGCCTGGCGATTTGGCTGCTCACCGACAATTCGTGGCTG 
CGCGTCGTGGTGTCTCTGCTGAGTATCGGAGCGTTGGCAGTTTTTGTCATTCTGCTGCCC 
AAGGCTGTGCGGGCGCAGCGCGGAGTGATCACCAAAAAGCGCGAACCAATTACTCCGCCG 
GAGGAGCCTCGACTCAATCAAATTACCGCGGGAATCTCTGTGCTTGCCCTGATTTTGGCA 
GCATTCGGTGGGCTCAACCCCGGTGTTGCGCCGGTGGCAAGCTCAAATGAAGACGTCTAT 
GCTGTGACCATTACCGCAGGTGACATGGTGTTTATCCCTGATGTGATTGAAGTGCCTGCT 
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GGTAAATCACTCGAAGTCACGATGCTCAACGAAGACGACATGGTGCACGATCTGAAATTT 
GCCAACGGTGTGCAAACCGGACGTGTGGCGCCAGGTGATGAAATTACGGTGACCGTCGGC 
GATATTTCCGAAGACATGGACGGCTGGTGCACCATCGCTGGGCACCGCGCGCAAGGAATG 
GATCTGGAAGTAAAGGTTGCGGCTCCGAAT 

>RXA02 03 9 -downstream 
TAACCAAGGGCTGCTGAAAAACT 



>RXA02040 

TACATACCTTTTGTCATTTGGTCCGATCTCGGTGAGGCTGCCGAAGGTGAGAACTTTGCT 
CGCTTCTGGTCCTGGCTGAAATCGCGCCGGGACAAAGCTCGCCAGCAGGGACAAACCTTC 
GGTGTGTTCTGCTATGCCAGCAACGGCGAAAACCACTGGATGCTCTCCACTGCTCGCAGA 
TTCTTCGGCAAAGTCAAAGGTGTGCCCGACGAGCAAGAAATCCGCAGCTTCATTAGCTCT 
GACCAATGGAATGACATGTTTGCTGTCGCGCGCTCCCAACTTGTTGGCCCCGGTGGTTTA 
GGTCTGAAACAACTCGCGCCGGCAGCTGGATTCCATTGGGAGGAAGAAGACTTCGCAGGT 
GAAGATAGCCTCCACGCATATCTCATTGCTTCCACGGCTGCCGAACCAGAAGCTGAGGCC 
GCTCGTGCTCAATTGCTCAGCTACAACGGCGATGATTGCAGGGCCACCGCAGCGGTTCGC 
CATTGGCTTCGACAAGGTGCGCGCACGGCACCTGTGCTGGGGAATATT 

>RXA02 040 -downstream 
TAAACCAAGGAAGGATTCTCCAG 



>RXA02 04 5 -upstream 

CACCTTCCGCCCCGGCTGCTTCTGAGATTACAGAAGCTCCTGCCGCTCCAGCCGCTCAAG 
CCGTTCAAGATCTCAACAACGAGAATGAGGTAACCAAGTA 

>RXA02045 

ATGAACTTCGCTACTATTTTCGGAAGCATCTTTGAGGTCACCCTCGTGGGCATTTTGCTC 
GGCGCAGGCCTTCCAGCCCTTTTTGCATTAGGAATCCGCTTTGCTCACAGCCCTTCTTCC 
AACGGCACCAACGCTCTTGGAAAAATTGCTTCAACCATCTGCTTTGCCATCATTGCGGTT 
GCTATCATCGCTGGCATTCTCTGGGTCACCAAAGCAACGATCTACCAGTACTCTGGTTTC 
GACATTTTCGGCACTGAAGGC 

>RXA02 045 -downstream 
TAAAAGCACCAGCTGCGAATAAC 



>RXA02 04 6 -upstream 

TCCGTGCCATCACCACCGGCGAGATCACTGGCATCGTGGACGCAAAACAAACAGCAACAG 
AAATTATTAACATCCGACGCAACGCTTCAGGAGAGTCCTC 

>RXA02046 

ATGAAAGAGACACTGACCACCGGTTTAACCCACCAAATGACCTACATAGTGCCAGCAAAC 
CGCACAGTTCCGCATCTGCTTCCCGAAGCAGCAGAATTTGAAACCATGCCAGATGTGCTG 
GCCACTGGATATATGGTCGGCATCATCGAGTGGGCCTGCATGGAACTTCTGCGTCCCCAT 
TTGGACGACGGTGAAATCTCGCTGGGCACTCATGTGAACTTCTCCCACGCAGCTCCAACG 
GTTCCTGGATCCACGGTCACCATC 



>RXA02 049 -upstream 

TCTACGCAGTCTCCACAGACCACGCAGCTTTAGATGCAGTGTGGCAGTCCTGGCTTCGCG 
ATCTGGAGTTGCCGGAGTTTCCTTCTGGTGGTTTGGACTA 

>RXA02049 

GTGCGCTATCTGACGCTGGCCACAATCATCGCAGGTCTCTCCGGGTTCGTCGTCATCATC 
ATCGCTGCCTGGGCCCTTGGTGATTCCAGCCAACTTTCCGAAGAATTCACCGCCTACTGG 
GGTCTGTTCTTTGCAGGAACCGGAGTGCTGACTGGGTTGACGCAGGAGACGACCCGCGCG 
GTGACGGCCGGTTCTCGTGGTGGTTCTCGTGGTGGGCGTGCTGGTTCTGTTGTTGGATTT 
AGGCCGTTTTTGTTTAGCTTCGTGGTTGCGGCGATAGTGCTCGTGGTGCTTGGCGCTTCG 
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GCGCCGCTGTGGATCGGCCAGCTTTTAAGTAATTTGCAAGGTGTTGGTGTTGGGCTACTT 
GCTGTAGGTCTTGCTAGCTACGCGATCCAAGCGACAATCTCCGGCATTTTTGTCCGGCTG 
CCAATTGTGGAAAAGAGTATGCCTCGC 

>RXA02 049 -downstream 
TGATTTCTTTGGACACCGGCGTG 



>RXAO 2 0 5 0 -ups t r earn 

CGCGCTCCCCTGCTGGTTCCGCTGCAGCAATTCCAATCGGCGATCATCGTTCGTTTTGTC 
AAAGGTACCGTCCGGTCCATTGAAAACTTTGGCGGGTCCG 

>RXA02050 

TTGGCAATTGTGTGGGCAGTCGGACTTGTTGGAGCTGGTCTTGCATGGTTAGTTGGCCCA 
TGGATCCTGGACGTTGTACTCCAAAAGGAACTCTTCGCGGTCCCTGGCTGGCTACTCGCG 
ATGCTCACCTTAGGCGCCACCACCACCGCTTCATTGATGGTGTCCGGCTGCGCGGCGATC 
GCCTTTGAACGTCACGGGATCTATCTCACCGGATGGGTTGTTGCCACTGTTGTTGCCGTC 
GGATTCTTGCTGGGACCTTTTGATTTGGGCGTCGCTGCTGGCCTTGCGCTCATTGTTGGC 
CCACTCTGCGGTTTGCTGGTACACATGGGAGCGTTTGTTGGTGGGGATCGGAATCGGGTT 
TTGACTGCGGGA 

>RXA02 050-downstream 
TAGTTTGGTTTGATTGGGGGATT 



>RXA02 051 -upstream 

CGCACTGATCGGTGTAGTAACTGGCGGTATTTTGCTGCTAATTAACTCGCAAAACGGTGA 
GCAGACATCATCTTCAACTCGCACAACAGTCAATGACTCC 

>RXA02051 

ATGGTCATCAGAGCTCTCCAGCGCGAAGAAGAAATCGTCCTTCTCAGCGCCGGAGCACTT 
GGAATCCATGAGAAAACCGTTGAACGTACAATTCGTGGAAAACGTATTCCTGGCACGCAA 
AAGACCGTGCACGTCCAATACAGCTACACCGGAAAACTCGGAATCGATGCCTCAGATGTT 
GAAATCAAATCCGCAGGTGACAATAAGCTTTCCATCACTATCCCTGAGTTCATCTTCATC 
GGATACGACGATCTAAAGTTTAAGACCATAGCCGAAGATGACGGTTGGATCAGTTTCAGC 
ACTGACGATATCGATACTGCAGAAGTAGTTTCTGAGATCATGAGCCAAGAGAACTTCGTC 
GAGCAAGTAACCACTAACCGGGAAATGTTGGAAGATCAAGCGGTTGATTTCTACAACGAC 
CTGCTCCACGAATTCACCGAGAAACTCGATACAGATCGATACGAAGACACCAAGATTGAG 
CTCGAATTCGAGTTTGAG 

>RXA02 051 -downstream 
TAGATAGTGCTTCGAAGACAGTT 



>RXA02 053 -upstream 

AACCAGCCAGAAACTATCTCCAAAAGCTAATAAAACCCTTGCACTGACAAATAAGGCGAC 
CTACCATGACTCTGTTTCCAACACATAAAAAGGATAAAAA 

>RXA02053 

ATGTCACTTTCAGTCGTCGAGGCGATTACCAACCGCCGCGCCACCCGCAAATACACCGAT 
GAAGCTCCTACCCCTGAGCTGATCGACAAAATCGTTGACCTTGCCCTGGAGGCACCCAGT 
GCGTTCAATGCGCAGCAACGTGAAATTGTTGTGATTACTGATCCCGCACAGAAGCAGAAG 
CTTTACGAGGCCTCCCATCAGAAACAATTCCTCACCGCACCTGTAACTTTCATTGCGGTT 
GCCCGCGTGGAAAACGAGCCTGAGGATTTGGAAGAGATTCTTGGTACGGAAAGGGCTGAA 
CGTGTCGCGGGATTCATCAACGGTCGCAGCATTCAGCAGGCACGCGAAGCAACGTTGAGG 
GATGCCAGCCTCGCGGCGGCTTTTCTAATTCTGGCTGCCCAGGCGGAGGGTTTGAGTACC 
AGCCCGACTACTGGTTGGGATGAGGAAAAAGTGAAGGAAGCAATCGGTCTCGGCGGGCGT 
GAGGATCGTGCAATCGCCCTTGTTATTGCTACCGGATTCCCTAATGAACAGCCGGAGCAC 
CCTGGTCGTTTGCAGAATAGGCGCATCGACAACAGCTAC 

>RXA0 2 0 5 3 - downs t r eam 



Appendix A, page 269 



Attome^Docket No.: BGI-129CP 



TAACTCTGCCAGCTCGCCCGGAC 



>RXA02 057 -upstream 

AAGTCTTTATAGTCCTGCACTAGCCTAGAAGGGCCTTATGCCGTGTGAATCACACAGCAT 
ACGGCCCTTTTTGCTGCCGTGGTTGCCTAAGGTGGAAGGT 

">RXAa2*057" ^ 

ATGAAACGAATCTGTGCGGTCGCGATCTCTTCAGTACTTTTGTTAAGTGGCTGCTCCTCC 
ACTTCCACAACGCAGCTCGAGGGATTCGATGGACGCTCAGCGCAGGAGATCATCACAGAA 
CTTGATCAAACCCCAGTCGCAGACAGAGCAACTAACCTCATGGCCTCCATTCGGGCAGAT 
GAGTTAATTCTGTCGGATCAAAGCGGACAGCTCAGCATTGACATGCCTGCAGATGAGTTC 
TATATCTCCGCAGCCCCGTACACCACCACAACCCACGAGTGCTTCTATCACAGCCTCACC 
ACATGTACTGGTGAACTCGCCAACACCCCAGTGAAAGTAACGGTGGTGGCAGATAATGGA 
GAAACCATCCTCGAAGAGGACACCATCACCTACGATAATGGATTTGTTGGGATGTGGCTC 
CCCCGCAACATTGATGCCACACTCACCATCGAACATGACGGCCTGAAATCCACCCAGCCG 
ATCTCTACGGGTGATGACGCCCCCACGTGCATCACCACGGCTGAACTAGCG 

>RXAO 2 05 7 -downs t ream 
TGAAAATCCTTTAGACAATAAGA 



>RXA02 05 8 -upstream 

GAAGCGGATTTTAGTCCTTGCGCTTGGTGCCTCGGTAGCGGGATGCTCAACGCTTTCCCA 
AGAACCTTCACCACCTGTTCCGTTGGGAAACGTTGATACT 

>RXA02058 

GTGCAGATTGTCTCTCCCAATGGGGAGATTGAGTCTTTTGTGCTGGGGAAGCTGTATGAG 
ACCGCATTAGTGGAACGTGGCAGATCTGCATCAGTTCAGCTGATTGACGGCGACTTGGAT 
GAGCAACTATCTATGCTGCGAGATGACAGCACTGATTTGGTGATTGCTTGCTCAGGACAA 
TTACTGGAATATTACAACCCAGATTTAGCCTCCGAGTTTGCCGTCGAATACGCTAATCAG 
ACAGCCTTTGATAAAAACTCTGGTGAATGGCGCGAAAAAGTCTACGATGCTCTCCAAGGA 
TCGCTGCCGGACTCCATCGTGGCCACCGATCCTTCCAATGCTATTGGTTGTAAGGACGAT 
ACGTCGCTGCCTCAAAACATCGTGCCAATTTATAGAAAGCCCAATCTGGATAGGGACAAT 
CGGGACACCCTGAACTTTGTGAGCGGTTCTTTGGGTACAAGCGATTTGGAAGCATTGGTC 
AAGGACGCCCAAACAACAGGCACAACCTCTGAAACTGCGCTGGATTTCTTATTGTCTAAA 
GGATTTTCACGC 

>FOCA0 2 0 5 8 - downs tr earn 
TAGTTCAGCCGTGGTGATGCACG 



>RXA02 0 59-upstream 

TCGGGAAATTCCACTCATGAACGCCTAGTCTACGGGAACCATTTCACCAGCGTGTACGTT 
GTAAATGTGAACTGAAAAAGTGAAAAGGAAGATGATAAAG 

>RXA02059 

ATGACTCAACCACGGCCCGATGCCGCATCTGTGTCGCTGGAAAAGAAGCGCCCAGAAGGA 
TGGCCAGTGGGAAGCTTTGAAACATACCCAGAAGCCCAAGCAGCAGTGGATTTGCTCAGT 
GATAATGCATTCCCCGTCACCGAATTGACCATTGTTGGTGTGGACCTGATTGAAGTGGAA 
CGCGTTACAGGTCGTCTCACGTGGGGTCGTGTGATTGCCGGAGGAATGGCATCTGGCGCA 
TGGTTGGGTCTGTTCTTTGGCATTGTCATGGCCTTGATGTCTGGATTCTGGTTCTCTTCC 
ATCGCAGCGGGAATAGGTATGGGTTTGGTGTTTGGCATTGTCGGTGCAGCAGTTCCTTAT 
GCTGCTTCCAAAGGCAAGCGGGACTTTACCTCTTCAACTCAAATTGTGGCGGGGCGCTAT 
GATGTGATTTGTTCCCCAGAACGTGCTCGGGAAGCTCGAGACATGATTGCCCTGAAAACT 
CGAGATCTCCGCCAA 

>RXAO 20 5 9 -downs t ream 
TAAGTTAAACTAACGCCTATGAA 
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>RXA02 06 6-upstream 

GGAACTTATCACAGGCGACATCCGTTTTGAGTAGTAGGTATCTTGGATAAGAAGTTACCC 
ACATCCTTGAAAGTCGAGACACAGGAGGTCATCGGAAGAT 

>RXA02066 

ATGTTCAATTCCGACACCACCGCGAATCTCCAAGCTAAAAGTCGAGATCGTGCAGGATCT 
AAAGCAAAG CGCAGCAGGCCAAGTTTTGATTCAGTAGCGCGGGATGTTTTGGATGTTCGA 
ACAAAAACAGCArAAGTTAAAAACAAGGCTAAAGAGT-T-T^^^ 

GCAGACGCCGCAGCCATGTTTGTAGACAATGAACTGTCCCGTGGCGCCATGCATCGCGCC 
AGGCTGCACATTGTGCACTGCGCTGAATGTAGGGAAGAGATTAACCGTCAGCGGGAAACC 
GTTGATTATCTCCGCTCAGAGTGCAAAAACGAAGAAGTGTCCGCCCCAATGGACCTCAAA 
GCACGGCTTGCCAGCCTCGCCACTGAGTGCATGCCTGGCCCTGGCGCAGAGAATTTAGCA 
ATGCAGCGCCCAGAGTCTTTTGTGGCTAAAGTTGAGTCCGTAGTGCGCGCAGTTCGTAAG 
AACCAAGGCCGC 

> RXA 0 2 0 6 6 - downs t r e am 
TAATTTTTAATCCTTATTTACAT 



>RXA02 0 67 -upstream 

TAAAGTTGAGTCCGTAGTGCGCGCAGTTCGTAAGAACCAAGGCCGCTAATTTTTAATCCT 
TATTTACATTTTCTGAAAGACCGGTCTGATGTTTTCTAGC 

>RXA02067 

GTGGGTTGGGGAGAGATCTTCCTCTTAGTCGTTGTGGGCCTTGTTGTCATCGGCCCGGAA 
CGGTTGCCTCGTTTGATCCAGGACGCACGCGCTGCGCTGCTCGCTGCACGTACCGCTATC 
GACAATGCAAAGCAGTCGTTGGACAGTGATTTTGGTTCGGAATTTGATGAAATCCGAAAG 
CCACTAACCCAGGTTGCACAGTACAGCCGGATGAGCCCCAAGACGGCCATCACTAAGGCG 
TTATTTGATAATGATTCCTCGTTCCTGGATGACTTTGATCCAAAGAAGATCATGGCCGAA 
GGAACAGAAGGCGAAGCTCAGCGCAACAAGCAGGCAGCTGACAACAATGCGAATGTGGTG 
GAACGTCCAGCTGATGGTTCCACCGCACGCCCAACGCAAAACGATCCAAAAGACGGCCCG 
AATTACTCAGGTGGCGTCTCTTGGACCGATATTATT 

>RXAO 2 06 7 -downs t ream 
TAGCTTTTATTTAACGCCAAGCC 



>RXA02 06 9 -upstream 

CGCCATCTGCTTGGTGCCGTAGCTGTCGATGACTTGCTCGACCACATGCTGCCAGAAGAC 
TGGCGCGACGCCGGAATCCGACCAGGAAAGGAGCACACCC 

>RXA02069 

ATGGCTGATTTCAACCGCTCTGAATTAGACAGCCCACTTTTTGGATCCCGCAAACGATTT 
AAATTCGACGATGACACCATTGGTGCCTACGCCGAAAAAGTAGCCCGGTTCTTTGGCACG 
GGACAGTACCTGTTTTGGCAAACCATTTTCGTGGTGGTGTGGATTTTCCTCAACATCGGT 
GGTTGGGCCTGGAGTTGGGACCCCTACCCTTTCATCCTGCTCAACCTGGCATTCTCCACG 
CAGGCTGCTTATGCTGCTCCGCTGATCCTGTTGGCGCAAAACCGTCAAGAAGACCGCGAT 
AAGCACACCATTTTGGCGGATCGTCGGCGTGCTGAAGAGACAAAAGCCGATACTGAATTC 
CTCGCACGGGAACTCGCAGGCGTTCGCTTAGCCTTGGGAGATACTGTCACACGTGACTAT 
TTGCGCCATGAGTTAGAAGATCTCCGCGGACTTCTTGACCGCATTGAAGCCAAGCTCGAC 
GACGAGGCAGCGTCCCGTATTGCAGACCGCCACGAACAGCACGGATCAGGACCTCAAGAT 
TTGTCTGACCCCACTCAGGGTGATGTTGCAGACGAATTT 

>RXA0 206 9 -downs t ream 
TAGGGAGTATCAAAACTTGGGAC 



>RXA02 07 0-upstream 

AGCACGGATCAGGACCTCAAGATTTGTCTGACCCCACTCAGGGTGATGTTGCAGACGAAT 
TTTAGGGAGTATCAAAACTTGGGACTACTATCGATACGTG 
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>RXA02070 

ATGACTCAAGTAACCGAATCCGCTGTCCGCAGCGCGCTATCCCGCGTAGAGGATCCAGAG 
ATCGGTAAGCCCATCACAGAGCTCGGCATGGTCAAATCAGTGTCCATCGACGGCTCTGAT 
GTCCAGGTGGAGGTCTACCTGACGATCGCGGCTTGCCCGATGAAAACCACCATTGTCACC 
AACACTGAAGCAGCTCTCAAAGACATCGACGGGGTTGGCCAAGTTCATGTCACCACCGAT 
GTCATGAGTGATGAACAGCGCCGTGCGCTCCGCGTCTCCCTGCGCGGTGAAACTTCTGAG 
CCAGTGATTCCATTCGCTCAGCCTGGTTCCACTACCCGCGTTTACGCTGTTGCTTCCGGC 
AAAGGTGGCGTAGGAAAATeeTeeATGAGGGTGAAC-T-TGGCTGCAGCCCTA GCCAAGCGC 
GGGCTGTCTGTGGGAATTTTGGATGCCGATATTTACGGACACTCAGTGCCCGGAATGCTC 
GGCTCGGACCAACGCCCACACCAGGTCGATGACATGATCATGCCTCCCCAGGCGCACGGC 
GTGAAGATGATATCCATTGCTCACTTCACCGAAGGAAATGCTCCTGTGGTGTGGCGTGGA 
CCAATGCTGCACCGTGCCATCCAGCAATTCCTCACTGACGTGTTCTGGGGCGACCTGGAT 
ATTTTGCTGCTGGATCTTCCTCCAGGAACTGGTGACATCGCCATCACCGTTGCCCAATTG 
ATCCCGAATGCTGAGTTGCTCATTGTGACCACTCCTCAGGCTGCCGCAGCTGAGGTTGCC 
GAGCGAGCAGGAACGATCTCTGTGCAGACCAACCAGAAGGTTGCTGGCGTGATTGAAAAC 
ATGTCTGCCATGGTGCTTCCTGATGGCACCACCATGGATGTTTTCGGCACCGGCGGCGGT 
CAAAAGATTGCTGATCGTCTTACCGCTGTGACAGGTGAAGAGGTCAAGGTTATCGGATCT 
GTTCCATTGGATCCGAACCTGCGTATCGGTGGCGATGTGGGAAATCCTATTGCGATTTCT 
GAACCACACTCCCCAACCGCTGCAGCGATCAATGAGATCGCTGAACACCTAGCTCACCGC 
AAGGTATCGCCCACCAAA 

>RXA02 070 -downstream 
TGACCCAGAACCACACCGCAAAC 



>RXAO 2 0 7 1 -ups t ream 

CATGGATTCCCATTTGGAGCCTTATTTACACAGGCCACCTGGCTTGTTTCCCACCGCGAT 
GTGCCACAATAACGCCATAACAGAAAGGCATACTGACACA 

>RXA02071 

ATGTCCAACTCCCCCACCGACGTTTCAACGAGCGCACCTCGAATTATGATCGCGCCAGAT 
TCCTACAAAGGAACCGCTACCGCATCAGAAGCTGCGCAATACTTAGGCGAAGGCGTGTTG 
GAAATTTTGCCCAACGCCTCCATTACGTTGGCACCCATGGCCGACGGTGGCGAAGGAACA 
TCCTCAGTTTTCGGCGGGCAGGTCATAACATTACCCACGACAAATGCCGCGGGACGCCTC 
ACCGAAGCCAGCTACACCTTAGATTCCGAAACAAACACTGCCTACATTGACATCGCCGCA 
GCCTCCGGTTTGCCCGCCGTTGCAGACGATCTAGTCCCCACCACCGGCGATACCTACGGC 
ACCGGCGTTTTGATCGCAGACGCGGTCACCCGTGGCGCAACTCGCATTGCTTTAGGCCTT 
GGCGGATCAGCCACAACTGACGCCGGCTCAGGA 



>RXA02 07 6 -upstream 

TAGTTTCCAAGAAACCATTTAGGCTTTTTCACCTTTCCGTCTAGCGATCCTCATCTGATG 
TATGTAGTCACGATGAGGTACGAGTAGGATCTTCCTGGTC 

>RXA02076 

ATGAAATCTCCATTTATTTTTGATGTCGCCGCACTCCTTCGTGGAAGTGCCCTTCCGGAA 
CACCTCACCCAATCAGGTCCAAGCCCGACCCGCATTGGTCCGGAAATGATCGCGATCCCC 
GAGGGCGGAAAAGTTATCGTAGAAGCCCAGATCATTCCACTCGGTGGAGGCCTGGCCGTC 
GAAGCAGATATCGAAGCGCAGCTTCTGGGACAGTGCTCCCGCTGCCTCCGCGAACTCACC 
CCAACCAAGACGCTGCACGTCTCTGAGGTTTTTGCTGCCGATCCAGACTTTGTTACTGGT 
GAAGATGCAGCAGATGACGAAGATGAGCTGCCAATGGTTAACCAAGACCAGATTGATCTG 
CTTCAGTCTGTCATTGATGAAGCTGGTCTGACCTTGCCGTTTAACCCTGTCTGCGAAGAA 
CTTGGGTACGGCGCATGCCAGGATGATGAAACGCCAGCTCCTGACGGTGTCTCTGAAGAA 
GTAGAAGACGAGGAAAAGGTCGATCCGCGCTGGGCTGGTTTGGAGAAGTTCCTG 

>RXA02 07 6 -downstream 
TGAGCAGGAAAAAGAATCGCCTC 



>RXA02 0 80 -upstream 

CGTAAATTCGAAGCGAGCTTCTAATTCTAGCAAGCTTGGTGATGGAGTATCCTGCCAAAA 
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TTTGTCCTGTTGCTTATTGTGCAGGAATTCGGAGGCGGAC 
>RXA02080 

ATGTCAATCGAGTGGTTACAAATTGTTGAATTAGGAGCGATCTTTGGTGCAGGTTTCCTC 
GCAGGAAGCATCAATGTAATTGTCGGAGCAGGAACATTAGTGTCGTTTCCTATTCTCGTG 
TTCCTGGGCCTTCCACCGTTGACTGCCACCATCGCCAACACCATCGGCATCGTTCCTGGA 
AGTATTTCGGGTGTGGTTGCTTATAGACGTGAACTACACGCCCATGTAAAAACCATCAGA 
TTTCTGCTGCCAGCATCAATCCTCGGAGGGATCACCGGCGCCTCGCTCTTGCTGCATTTC 
TCCGCAGATGTTTTTACAGCAGTAATTCCCTGGCTGATTGGATTCGGCACGCTGTTCGTO 
ATCGCAGGTCCATCAATTAAGAAGCATGTTGGCGCTCATACTTCAGGTGGCATCTCTGCT 
GGGTTTAGGCAATTGCCTTTCCCGAGCCGAACCACCTTCATCGTCTCAGTATGTGGTGCC 
CTGTTGCTGGGCATGTATGGAGGGTACTTCAGCGCAGCTCAAGGCATTCTTCTCATCGCA 
TTGCTTGGCATCACATCAACGCTGCAGATGCAGGAACTCAACGCCATCAAAAACCTCACA 
GTGGCGGCAGTTAATCTCATCGCAGCCAGTGTTTTTATAATCATCTCCCCTGAGTTGATC 
TCCTGGCCGACCGTTGCCTTAATCGCGCTTGGCTCAGCTTTAGGTGGATACATCGGCGGA 
CGGTACGCCCGCCGACTTCGCCCCAGTGTTTTTAGAGCATTTGTGGTCATCGTCGGAATC 
ACCACGGTCATCGTTATGACGATCGGT 

>RXAO 2 0 8 0 -downs t ream 
TAATGCAGCAGACTAGTAACCCC 



>RXA02 0 81-upstream 

CCTGGATGATGTCACTGTCTTAAATCCGGTATACGCAGATGATTTGTGGGAAGATCCGGA 
AGCTCAACATAATTTTGCGGTGCCACCGGTACAAAAACAT 

>RXA02081 

ATGACGTTAAGTGGCTTGGAGCTTTTAGAGTTCGAGCGTCGAACAGCTGCGATGGAAACC 
AGGCTTGGTCGGCATAATCGGGGAGCGGGTGGCGCATTTCCTGAGGCGGTGGTGTCTCGA 
AGCGTGGAGTTGCCACTTTTTGTACAGGCCCGGAATTTCCTCAACAATCAGCAGATCAGA 
GCTCAAGTGCATCGCCGTATTTTGGAGCAGCTTCCAACCGAGGGAGAGATTGTGCTGTTG 
GGGCACAGTTTGGGGTCGGTAATTGCTGCAGACCTTTTGAGGCGATTGCCGCCAGAGCTT 
ACGGTGAAGGGATTTGTCACCATCGGTAGTCCGTTGGCAAATGGTCAATTCAATGTGGAT 
GATTTGTTTAAGTTGCTGCGCACGCCGTTGAGCAATGTGTCGTGGTGGGTGAATTTTTGG 
AGTGGATCTGATCCTGTTGCAGCAAAACGCGGAGTGTGGGTGGCTGTTCCGTGGGTATTG 
GATTTTCGTGTGAAAACCTCACTGGTCCCAGGCCCTGGGCATTCTTCGCGGGAATACTGT 
GCCAATGATGCAGTGGCGGAAGCAATTGGGTTTGGGCTGTTCGGATCGCGCAGCAAAGAA 
ATCGTCCTTGCGGAGAAAAATCTGCAGATTCCGCTCAATGACGCGGAGATTTTTGTGCTG 
CAGGCGCTGCGTTATTGTTACCTCATTTTGCAACGGCTCAAAGGCGATGAAGCCTTAAGG 
TATGAGTACGCACTTCGGGAGACTCAGGATCGCCTGATTGAGGAGATTAAATCCAGAAAC 
GCCGAAGAGGGCCGGCCGATTCCGAAGGAAATCGCACGCCTGGATTTTGATAACGGTGAT 
CCAAACGCAGCAGCTCCTGTTCCAGGTTTGAGCCCATTTATGCCCAAAGAGCAGGCAATT 
GAGCGGCTTTTAGAGATCATTGGACAGAACCTGCTGCTGCCTTTTGAGATCGAGGTGCCG 
GAGAAAATTCAGCGGGAAGCACTGAGGGATTTCACGGCGGAAACTCAATTGGGTTCCACC 
GTGGGCGCTGATATTTTTGATGCATTGCAAATGGCTGTTGGGGTGGTGTCGGGAAGCGCG 
AAGAGCAATTGGCGCAAATGGGGAGCGTTTGGTGTGGGGGCTGCAGCTTTGACCGCTGCA 
ACGGGTGGTTTGGCTTTGGCGGCTGTGCCGACTGTTGCTGGAGTAGCCACTGTTGCCTCG 
ACACTCGCAGCATTTGGTCCAGGTGGGATGATGGGCGGTTTGGTCACTGCAGGAACACTG 
CTCACAGTTGGTGGCGGCAGTTTAACCGCTGGGGTGTTGAGCTCGGTGAACACCACGGAA 
GAGATCGAAGCGCTCGTTGTACAGAAGCTAAGTTTGGCTATTTTGTGGCAGCGCCATGAG 
ATAGATAGAACTCATGAGGTGTGGGAAGAATTCGCGGAGGCAGAACGTCTGATTGTGCGG 
GAGCACACGCGTGTGAAAAACGTGTCGGATAGTTCTTCGCCCATTTTGAAAGCTTTCGAG 
CAGCAGCGTTCGACTATTGAGCGGGCGTTGAAGTATTTGAGCGATCATGGGATGGAACCT 
GGCTGGTTTGAAGAACTGGAACCACCAGCCCCAACACCGTTTCTAAAACTGCGGGCTAAG 
AAAACTGAT 

>RXA 0 2 0 8 1 - downs t r earn 
TAGGAGAAACACAATGGAGAAAG 



>RXA02 084 -upstream 
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CGTTGATGGTTGGGTGGTGGGTCACAGTTTAGAAAAAGTGACTTCAAATCACGTCGAAAA 
GAAATTGAAAGTACTTAAGAAACATGTCACGCTAGGAGAC 

>RXA02084 

GTGATAATCATTGCAAGCGTTGTTTTCCTCCTCGTTGGCGCAATGTTGGCGAATGCTGCC 
GCTGCGCTCTTTAGTGCCAGCGAGCCATTCGGACGAATTTCCTACCTCATTGGCCTACCT 
AACGAAGACGACTTCGTGCCGTACTCACTACGGTTCGTGGCCTTTTTCCCACTGATGCTC 
-TeeGGA-TGGA-TGGCAGCAT-CC-T-T-CT-T.CGGGG,TGTG GGCAGTACTAATCATTCCTTTCGGT 
TACTTCCCATCACTGATGATGGTTCATAAGCACAACAAGCAGGTACAGCGAACCTGGGAT 
TCCGTCACCGTTGCTGACTTCTACGAGGATTCCACCCCTCTGGTC 

>RXA02 084 -downstream 
TAATTTCGATTTCTAAATGTCAT 



>RXAO 2 0 8 9 -ups t ream 

CTAGCTGACCAGTATTAATACCAATAATAGAACATATTATCGAACAATGTCGCTTGGGTG 
CTCTACACTTCCCACTATGATCAAACACCGAAACCGCCTA 

>RXA02089 

ATGTCTTCCATCTACTCCGCAACTCGCTACGCCGCCCACTTCAAAAGCGTCTTCCCCACC 
GCCCTGGATGACATTCAATCCATGATGCGCCACCCTCGATCACTGGCCAGAGCCATACCC 
ACGTGGCGCCCGCCGAGCATCCCGCTACCGTCACTTCCCGGCGAAGATCCCCTCACCCTC 
ACCTTGTCACGTCACCGCGCAGGCCCCGCCGCCCGCCAAATCATCCGCGAGTTCGGTGAG 
CAACGTGAACCCGCCTATCTCATCACCATCCGCATCACCAGCCCAGAGGGCTTCAAAGTA 
TCCACCCGCCTCGCCGAAGGCTGGATCCGCGCAATTCTCAGCACCGCGCACAGCGGCACT 
GTCCACCAGCTCACCGATGAGCCGGCACCGACGTTTTGCTGGCTTGTCGACGCCCACTTT 
GATCCGGTGCGTTCCCCTTCCTTCCTTTTCGAATATTCCAAAAGTGCAGCC 

>RXA02 089-downstream 
TAGAAAATGACGAAACCCTGGAT 



>RXA02 090 -upstream 

AGGTGAAAGGCTAGGCGCGGATTCGTTGTGGACGCTAGGCTTGTCGGCAGTGTCTTTGGG 
GGACGTCCCCAGCACAAACCAGATGGAAGGTCATCAGAAC 

>RXA02090 

ATGAGCTTTTTTGAGGACATCGCGGCTGGACTTGATAGTGACGGTATCGAGTCCCGCGTA 
AACGGCGACACAATGTTCGTTCCGATCACCTCTGACTTGGAAATCCAGTTCGTGGAGATC 
GATTCCCTCCTACCTGCAGCAAACGTTTATATCGCTGCAGCCAATGTTGATGAAGACGAT 
GATGAGTTCGAGGCAGTTCTCGTTTCGGTGGTGTTCTCTGTTGAGGATGCTGTCGCTGCT 
GTCGCAAAGCATGTTGCTACTGATCAGGTGGTGACTGTGCTGCGTGATCTACTTGAAGGA 
ACTGATGAACGCATCCAGGATTTGGAGTTTTTCCAGGATGCAGTGAATGCAAATTTGGTT 
CGTGCGGAAGTCGGCCAGAATTCTGAGCTTCAGGTTTTGGTCGAGGTTGAAGACGGCGTC 
CCAACCGCAACGGTCAATTTCATCGCGATCGGTGAGTCCTTTGAAGATCTGATTGATCAG 
GCCATTGAAGAATTGTGGGAATCCGACGGCGACGCAGTTCTATCGGATGAAGATCGCCAA 
CGCATGTTCGCTGATTTGACCTCCGAGTTGGAATTTGTCACTGATGAAGTCCTCGACTTG 
GGTACCTTCACTGATTTTGATCGACTTTTCGATATCCTTTCCCTCGCCGATGACCAGGCT 
GAGGATTGGGAAGCACAGCTCGTTCCTTTTGAGGACGAGGAATTTGATGAGCCGGATGTT 
TATGACCTTTTCGTCGATGACTCTGAAGAAGATGACGACGACCTCGATGATGACGAGGAC 
GATGAGGATGATGACGAAGAC 

>RXA02 09 0-downstream 
TAGATTTTAGCCTTTGTCGCGGT 



>RXA02 091-upstream 

AGATCTAGCCAACGAACTTGATTTCATCGAGCCGGAAGAGACAGAAGAAGAGCAGCAATT 
GAAGTGGCTTAGCCTTATGCAGTTTTTTGGAAGTAGATAA 
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>RXA02091 

ATGAGCATCTGGAAACGTCTGTTAGTGCAGTACCCGCGCTTCGCCGACACCCTCACAGCC 
GGCCAACCCATCACGCTCGAGGAATTAGCAACCCCGGAAGTGATCTTGGAAGCTGTTGCC 
AAAGGCCAAGAAATTTTCGGCATTGAGCAGCCAAAACATGCAGCACAACTCTGGTTTCAC 
TCCCTGTGCACCGCAATTGTCGGCCCCGCCGTCACCGCCATGGTGGAATTCGATGTCATC 
CCCAGCCTCGACATACGTCGAGGTCAGCTGCATAACATCGACGGTTACTGGTTCGGCTTC 
AGGCCGGAGGAGATGCTTGTCGACGCCTCCCTCCACCTGTCGGGCACCCAATTCGGCGAG 
AGT-A-TGCGCG-TGG-TGATTGAT.GCAT,TAT GCGCTGCCACGGATCTGCGACCGGCACCCCTG 
TGGGCGGTTGCCTCAGATGCGTTGGGAATCGCAGCTAGCGGCGCAGGTGTCGAGGCCTTT 
GAAGAAGAACATGCCCGCGAGGTGGCGGAAGCCCTCATTGAAGGAATGAATAGTGTGAAC 
TCAGTTCCATCGCCGCGGTTTAACGACGACGATTATTTCATTCGAGCTGGATGCTGCATG 
ATTTTCCACTCACCACGAGCTGATTTTTGCACGTCGTGCCCACAGAAGAGG 

>RXA02 091-downstream 
TGAAAGGCTAGGCGCGGATTCGT 



>RXA02 094-upstream 

TTCCACCTCTACACCGGAGTTCTTCCAACCAACGACCAGATCATTGCTGCGGAGGAGTTC 
TCCAAGTAAATTTCTCTCCCCTATTTTTAGGAGGCACCAC 

>RXA02094 

ATGGCTGAACACAACGCCATCATCACGGATGCAGTACATTCCGACCCCGCTGTTTTAGAA 
GACAACGCCGGGTTCAGCGGAAAGTACCTAATCCGTGCCCTGGACAAGGCAGCTCATATG 
CAAACAGGTGCCATCGAGGGATACATTTCTTGGCTTCGGAAGCACAATCCTGAGAAAACA 
CCGGCGCAGCTGCAGGTACTCGTCGACAAGCATTTTATGCGCCTTGCCACCGGCTCTGGC 
GCTGGTGTGGGCATGGCTGCGGCCGTGCCAGGCATTGGCTTTGTCACGGGTGCTCTTGCC 
GTTGGTGCTGAATCGTTGGTGTTTTTGGATGCTGCTGCGTTTTACACCATGGCATCCGCG 
CACCTGCGTGGCATCGACATCCGCCATCCTGAACGCCGACGTGGTTTGATTTTGGTGGTT 
CTGCTGGGCACCGCAGGCAAAGCCATTGTTGACGCAGGCGTCGGTGATTTATCCAAGAAA 
AACCACGCGCCGGGCATTGCGATTTCCCGGTTTAATATCGGTGGCTTGATGGAAGTCAAC 
GGCCGACTGATGCGCTACGCAGTGAAGGAAGTAAGCAAGCGTTTCCGTTCGGCATTGATT 
GGCAAAATTCTGCCGTTTGGTATCGGTGCGGTGCTGGGCACGATGGCCAACCGCAAAATT 
GCCAAGAGGACTGTCGGAAACGCATACGACTCTCTTGGTCCTCTCCCCACCCATTTT 

>RXA02 094-downstreain 
TAAGTACTCAAGACCCTTCCAAC 



>RXA02 097 -upstream 

TTGGCTACAGATGTTTCAGCGCTTGCAGTGGGGTAGTGTGTTTAAACATCACAATTAGTT 
CTAGAGGAAAACGCATTTTTTGCGCGGGGAGAGTGTATAC 

>RXA02097 

ATGCCGGCTGGCATCGCAGACATGACAGATTCATTGCTCGGATGGGCATCACAAACTGAG 
CTGGATCTGAACCAGCGTCTTGCAGGGGTAGAGTACTTTCCACAAATTCAGCTGCGACAC 
GATGAGCTCGAGCGCATTCATCGGTTTTACGGCACCTTTTTGTCCCGCCAGGTAGGCGCG 
GGCGCAAGCCTTGGGGATCTTTTTGAAATGACCCCATGCCTGACAGTCACCACCTTGGTG 
TCTCGGGCGTCACGGATCAGCGATCCAGCAGATTTCTTCGGTGAATACATCGGAGGACTG 
GGACTTAGCGCAGAACACGCAGCAGTTGTTGAAGGGTTGACCGAAAAGCTCTTCGCACAG 
GCTGGCCTGCTCGTTCCTGAGGGAATTGCATCTCCATTGGAGTTGTTATCCATCCACGCA 
GGCATTAGTAACCACGAAGTGGCCGCAGTGCTGACCGAAGTGGAAAACGGCACCACCGAA 
TATCCATTCATGTTCGACGCTGTCCTGCGCCTAACCCCTGAGTGGGCACAGACCCTTATC 
GGCGGAGTTCAAGAACTCATTGAATTTGCCACCACCCACCGAACTTCTTGGTCAGACCGC 
CAGCGCGAATCCTCACTGCCAGCCATGATCGATGAGATCGTTGTGGCGGAACTTCGGGAA 
CGCCCAGTTGGTACTGCCGACCGTGAAAACTCCGTTGGTGTGGCACTTCGTGAGCTTCGC 
CCACGCCTCATCCTGGATGCAGAACGCCGCAAAGTCTGCCTGCGTCTACCTGAACAGCGC 
GTCAGCGACGATGAAATCAACTGGCGAGTCAGCCTAGAAGGCACCACCCGGATTTTCTCC 
ACCCGCCGAGCATGGGGCGATACTTCTGGATACTCCGAAGCCCTCGACATCACTGTCGAG 
CGTCAAATCCGCGAAACCACCGTCACCGACACCTCAAACCAAATCACCTGGGTTGTCCCA 
GTCGTGGACTTCAACGACCCAGTGCTGGTGTTTTCCGCGCGCGGTGAAAACCTCACCGAC 
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AAGGTCTCCCTGCACCATCAAGAGATTTACGTTCTCGCGCCAGCGGAAGCAAAACTCGAA 
GACATGGTCACTGGCCAGCCAGTACCAGTTATTGAGCAATTCCTCGTAGAGGGCTGGAAC 
TCATGGGTGTGCTCCCGCGTGGACGCCCGTGGCCTGTCCTCTCTGAAGGTCAACAAAGAA 
GTCCGATGCATTGACCCACGTCGACGCGTTGCCTTCCACCACCCAGCCGAATTGGTCCCT 
CACGTACGATCCATTTCCGGACTCCCCGTACACGCGCAGTCCCTGATCGCCGAGTTCCCA 
CCAACCCTGAGCGGACAAGACGAAACCTGGATGCTCTCCATCTCGGCTTTCGCAGGTGTA 
GGCGCTGCTGGTGAAGAAATCGCCGAGCCAGAGCCTTTGGAAGTCCCTGCCGACGGTGGC 
CT-T-T-a:CGCCAT.C.T_T.CGACCC AGAAATATACGACGCCCCATGGGTGGGTGAATACCTGGTC 
CGACTCCGCGGCCCACGCAATGAATCCTTCCGACCCGAATTCGCCATCGTCGAAGACATG 
ACCACCGAATTCGAAGTCGCCTCAGGTGCATCATTTCGAATCCCAACCACCACTGGTCTC 
AGCGAAGCCAGCCTACGCGTGCGTTCCGGTGAAAAGCACTTCACCGCAGAGCCACGCCTG 
GTCACCGTTGAAGCAACCGACCCCAACGCATCATTCGTGGTCACCACCGATGAAGGCGAT 
CAAATGCCATTGCGATTTGTGCCACCACAAATCGCCATCGAACTTCCACTGACCACCGAG 
CCACCAACCTGGCGCGTCACCCGTACTGTCTGTGGACCACGCGACCTCGACGGTGCAGGC 
GAACTCCGCATCCGCACCGGTGTCGATGTCGGCGATCCAAAGGTCAGTGTGCGCAACCAC 
CACGGTTCACCACTGCGAACCGTGAAAATGGTCACCCCTGACAACGGCCGTACCTGGATT 
GCCAGCATGAAGGAAATCGCAGCCAGTACCTTTGTGATGCCACGCGGATCCATCGAATTT 
GAGTGGACTGACCGCAAGGTTGACCGTCGCGTTTCCGTGACGATTGCTGTCATTGACAAA 
ACTGAGAACTTTACTGGCATCACCATCGAAGATGGAAAGCTCGTATTCGAAGAACTCGCA 
GCCGGTCGCCAACTCGCTGCATGGGTGTGGCCACAAACCGCACCGTGGGTAAGCGCAGTG 
GAACTTGCTGTCACCGGACCAGAGCTGGAACTCCCTGAAGTTCTCGTCGGCGCAGGCAAC 
CTGATTGTTCAACTCCACACCGCTGACCCATTCACTACCTCCGTGACCCCACTGTCACCA 
GGAAAAGCTGCGGTCACCGTTGAGCAAGAAGGCTACTACTCAGCACAAACCGAAGAATAT 
GCACAGCTTTCAGCATTCTTCGGTGGGGAAGTAGAAGAACCACCAATCAGTGACGCTGTG 
GTCCCCGCACTTTGGGATGTTTCCCATATCTGGACCGAACAGGGAAACACCGAGCATCTT 
CCAGTAGTCCATGCCGCCCTGCGCTCCTCACCAGCCGCAGCACTGAAGGGTCTGTCCGCT 
TCGCTGGTTCCCGCACAGGCACTACCTGGAAAAGTCATTTCCTCCGGACTGGCAGCCTCA 
CCGTTCACCACGGAATCACCAGCAACAGAAGTGCACCGCACCGCATGGATCGGAACCCTG 
CAACTCCTGGGTGCACTGCCAAGCGCATTCAAGGAAGCCGAAGAGCTTGGCAACCGCACA 
CCACTGCTGCCAATCCTCGGACAACTTGAGGAAGTCGCCGGCAAGAACATCCTGTCCACC 
CTTGCAACTGGCCGTGACTCCACTTTGGACACCGCATGCATCGACCAATCCACCGTTGCG 
ATTGCCGGCATGAACGAAACCCAGCAAAAAGCCCTGCTGGACATGTTCTTCAGCAACGCC 
GACATCGTTCCTGGACCACTAATGGAAGACAACACCCGCCTCATGGCAGTGTTCGAAACC 
TTCAAGAAGCGCGATGCACTCCGTGAGGTTCTCCAGACTGAAGGCTTGATTAAGACCGCT 
GTAGAACTTCTTCGTGCCATGCGTGGAACCCAGCGTCAGCTGTATTCCTCCGCACGTATT 
CGATTCGACAAGCTCGATGGTGTCAACACTGACAACCCAGAAAACATGTGGGCACTCACC 
CCAGTTGTGTCACTGGTGTTCGCGTTGTCATCCCGTTTGCATGCACACGAATTGATCGGC 
AAGACCCGAACTCTCGATCGTGCATCTGCCGGTTGGGGTCGAATCGCTGATCTGGTGCCA 
GACCTTGTCACCGGTGACTTGATCTCCGCGGAGGCAATGGTTTTGGGAGCTCGAAACCCA 
GGACTCGTCGAT 

>RXA02 097-downstream 
TAGTCCCTGATTTCATCGGAGGG 



>RXA02 102 -upstream 

CGGTAAAACGTCCCGCTAGTGCGATGGAATCTGTGTCGGGGACTAAAACATCAAACTGAA 
TCTTCGGCATAACACCACAGTAGACAATAGCCTTGGTGTT 

>RXA02102 

ATGACTAGCCCCCATTCTTTTTCTGTCACCCCCATTCGCACCATGGCTGACGGCACGATC 
AAACAGATTCACCCTTTCACAGGCACCGAAGTGTGGACGGTCCCTGGGCGTGGAAATCGA 

cctctgtcacatcccgcttctacgatcgtcgaactatctgcacacgatcacacctcttac 
tgtgcattttgttccgacaatatgctctccactccgcctgagaaatcgcgcatcatcatt 
gatagctccggcgactttgacatccttcccggagcattgcctggtgagctttcagaaacc 
actccggaatttcgacgagtccccaatctgtttgagattgtctcttttgactactggcac 
cagaattttggtttcgatatggattcagaaaccgccatgcgcatggcgcaatacttggcg 
attccagaaggtcgcgaacatgttttagccattgtgcgcacccgactttctgccgctggt 
gaagatcccgcgcacatgaccgatggcgagttgttagaaaaagctcccagctactttgct 
ggtggtgatgacgtcatcatcggacgccgacactttgtcgatgacgcaaccaccagtgat 
caattggcctcatctggaacactgaccgttaaagagcatgaggcgttcatccgcctgact 
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gtcgatggcatcagggatttgtaccaccgcaaccgttacgcaccgtatgtagtggcgttt' 

CAAAACTGGTTGAAACCCGCCGGCGCGTCTTTTGACCATCTTCATAAACAGCTCGTCGCC 
ATTGATGAACGCGGCCGACTTATTGCCGATGAACTGCATCATCTACGTGGCAATCCCAAT 
ATGTACAACGAACTTGCTGTTGATTACGCCGGATACCACAACCTGATCATCGCGGAAAAC 
GATCACGCCGTGGCCTTCGCAGGTTTCGGTCACCGCTACCCCACCATTGAGATTTACTCT 
AAGTCCGCTATTCCTGAACCCTGGCTTCAAAGCGACGAGGAAATCCAAGCGATGAGCAAC 
CTCATCCATGCATGCCATGCTGCAACCGGCGCAGATGTACCCTGCAATGAGGGATGGGTA 
CACAAACCAATCGATGTTGATATGCCAATGCCCTGGCATGTGATGATCAAATGGCGTGTT 
TCTACCCTGGCAGGTTTT 

>RXAO 2 1 0 2 - downs t r earn 
TGAAGGTGGCACCAAGGTGTATC 



>RXA02 10 3 -upstream 

GAATCTGTTTGATCGTGCCGTCAGCCATGGTGCGAATGGGGGTGACAGAAAAAGAATGGG 
GGCTAGTCATAACACCAAGGCTATTGTCTACTGTGGTGTT 

>RXA02103 

ATGCCGAAGATTCAGTTTGATGTTTTAGTCCCCGACACAGATTCCATCGCACTAGCGGGA 
CGTTTTACCGTAGTCGCCAACCTTTTGATCGAAAAAGGCCTCATGGATCATGGCGTTGTT 
GTCCATGATCCAGCAGCGAAAATCGCAGAAGCTGTGGAAGAGCAGCTTCGCCAGACTTAC 
CGCGACGAGCATGAAGATGCAGACTTGGAAGAATCCTCGGTCAACCGTTACCTCATTGAA 
GTTGATGGAGTTAAAGGCTCCGTTAACCAAGTGACCATGATTTTTGCCCGTTTGCTCACC 
CCGCCAGCAGAGTTGCCAAAGGACGCTTTCCTCCTGGAGCAGGAACTTGCCTATGAAGTT 
CCTGCAGTCTACCCATGGACTGTGGAGATCCTTCGC 

>RXA02 103 -downstream 
TAGTTTTGAGCTACGTATTCTTG 



>RXA02104 

CACGCCTGCGCCCAACTGGAAGTTGATGGCACAAAGCCAGGTATGGGCGCAGCCGGGGGC 
ATTGCAATCGGACTGACGTGGCTGTCCACCCTCATGCACGGCAACGACCAACAGATCCAT 
ATCCTCCCCGGCGCGCCACTGATTGCCCGCTCCAACGGAATCGAGGATGCGCTGCCAGAA 
ACTGACTTGTTGATCACCGGTGAAGGCCGACTAGATTCCCAATCGTTCACCGGAAAGGTT 
GTGGGCACCCTCCACGGTTTAGCTAAAGCCCACGATGTGGATCTCGCTGTTGCGGCCGGC 
ATCGTGGAAGGCGGTATTCCCGATGATTTCCTAGCGGTAGAAATGATTAAATCCTCCGAC 
GTTGCAGCACAATTACGTGATGCAGGCCGAAGGATCGCTCAAGAATACGTAGCTCAAAAC 

>RXA02104-downstream 
TAGCGAAGGATCTCCACAGTCCA 



>RXA02 107 -upstream 

AAGAAGTAGAGCTCAGCGATGAAGATTTCGCGGCAGGCCACGACCTAGTAAAAACCAAAT 
ACGCCACCGAGGAGTGGACTAAGCGAGTTCAATAGTTTCT 

>RXA02107 

ATGGATCTGCACAAGGTAGCTGCAGCGCACGCGGCGACTCTTCCCCTGAGCACCAAAGAG 
TTTCCTTTCGGACCCGAGCACGAAGTGTACAAAGTGCGGGGCAAGGTATTTTTGCTGCTC 
ACGATACTAAATGATGAGCCGATTATCACGCTGAAATCAGACCCCGAGATTGGCGCTTCA 
CTACGCAGTGGCTTCCCCACCATCCAGGCTGGATATCACATGAACAAAGTGCACTGGCTG 
AGCATTAGCGATGGTGAACGGATCACGAAAGACTTCATCGAAGGTCTCGTGGAAGAGTCC 
TATGAACTGGTAATTTCCACCTTGCCGAAGTATAAAAGGCCT 

>RXA0 2 1 0 7 - downs t r earn 
TAACTTGGTTGCTTGCGGGTGGC 



>RXA02108-upstream 
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TTGATCCCGGTACTTTTGGCGCCCCAGATTTAGATGGGCGACCATCCTGATCACCCACAA 
TCATGCCGATCACGTTGATCCCGAGTTGCTCAAGCCCGGC 

>RXA02108 

ATGACGATTTACGCGCCTCGATCAGTAGCACATTCAATTCCAGTAGAATGCCACATCGTG 
GAACACGGCCGAAACTTTACCGTTGGGTCCCTATCCGTTGAGGTTCTTGGTTCTGAACAT 
GCGATGCTCACCCATTCCATGCCGATCGCGGAAAACGTTGGATACTTAATCAACGGCCGA 
-G-TGC-TCCACCCCGGCGATACCTTCCAA CCCATTAAAGATGTCGAACTCGCCCTGGTTCCT 
GTCAACGGCCCCTGGGTGAAAATGCTGGATGTGGAAGGCTATTTGAAGAAATTTCCACCA 
AAGCGTTTCATCGGCATTCACGATGGCATTGTTAATGATCGCGGTTTGGCGATCAACAAG 
AAGTTCTTAACGCATCTTGGTGAAACCTATGGCTCGGAATACTCGCCGCTTGAAGAGGGA 
GAGTCGTTGGAAATT 

>RXAO 210 8 -downs t ream 
TAGATTCTTGGTTTAGATTCTTG 



>RXAO 2 1 0 9 -ups t r earn 

GACTCTAAGGGAAGTGTTTCGCTTCAACCCGTACAGGTCTAATATGTCGGGAGTCTTGTT 
TTAAGCTCTTATATAACCTGTATAGGAAAGCGAAAACCTC 

>RXA02109 

ATGCTTGCAGTGCTATTCGGGGTGGTGGCCGGTGCCATCATGCCTTTCCAAACTTCGGTG 
AATAATAGATTGCGTCAGTCCGTGGGAGCACCACTGCTGGCGTCTTTTATTTCCTTTTTG 
GTAGGAACTTTTTCACTCCTGGTTGCAACGTGGATCACCAGTGGGCACCCGTATCCTGCT 
CTAGGAAATACAACTGGCCAACCGTGGTGGATTTTCACCGGTGGCATGTTGGGTGTTGTG 
CTGCTGACGGGAAACATTTTGCTGTTTCCCCGAGTCGGCAGCGTGCAGACCGTTATTTTG 
CCCATCTCCGGACAGATCATCATGGGCCTAATTATCGATACAACTGGCCTGGCACATTCG 
CCTCAAGCACCGTTAACCCTGTTCAGAGTATTGGGTGCTGCTGCGGTACTTGTTGGATCG 
CTGGCCGCAGTGGGAGTGTTCTCTAAGAAAAACATCGGACAGACCCAATCCCAAGGTGCC 
TCCATTTGGTTGTGGCGCCTCTTCGGAGTGGTGATGGGCATGTGCCAAGCAACCCAGGTT 
GCAGTCAATGGTTACTTGGGAACTGTCCTAGGATCCCCCATTGAGTCAGCACTGGTGTCT 
TTCGCTGTTGGCACCACCGCGCTGTTTATTCTGCTGTTGGTCACCCGAACCAAGTGGCGT 
GGAATCAACGGCGCTGGGAAGAAAAACCCATGGTGGATGTGGATCGGTGGCGTCATCGGC 
GCGACTGTTATTTTCAGTACTGCTTACCTGGGACCGATCATTGGCACTGGTGTTACCGTG 
GTGGTTATGTTGCTGGGCATGATGTTGGCCAGCCTGATGATCGACGCTTTTGGAATCCTT 
GGCAGCCCGCGCCGCCACATTCACATCGCGCAGCTTCTCGGGCTCGTGGTGATCATCCTC 
GGCGTAACAATGATCAGAATC 

>RXA02 109 -downstream 
TAAACCAAGAATCTAAACCAAGA 



>RXA02114 

TCCATCGGCTACGCCTGGACCACCGCATTTCACGCACTCACACCAGGCCTTGGCGGCATC 
GCCATTGGTATTTGGCTGCTCGGTGGTGTGCTCGGTGGGTTGGTTATCCGCAAGCCGGGT 
GCCGCAATTTTCGTTGAAGTAGTGGCCGCATGTGTCTCTGCAGCGCTTGCTTCACAGTTT 
GGTATCTCCACCATTTACTCCGGCTTGGCGCAGGGAATCGGCGCTGAAATCATCTTCGCG 
CTGTTCCTCTACCGTCGCTACAGCCTGCCCACCACCATGCTTGCAGGTATGGGCGCAGGT 
GGCGGCGCAATTTTCCTGGAAATGTTCTTCTACGGAAACCTCGCAAAGACGATGTCCTTC 
AACATCATCTATTCCACCACTGTCCTTATTTCCGGTGCGATCCTTGCCGGCCTGCTCAGC 
TGGTACCTGGTCCGCGCGTTGGCGAGGACTGGTGCACTTGATCGTTTCGCCGCTGGCCGC 
GAGGTA 

>RXAO 2 114 -downstream 
TAAATGACCACCGCACTTGGAAC 



>RXAO 2 117 -upstream 

TGAACACAAACTACCACGTTTATTGCATCATGCAACACCCTTGCTAGGATATAAAATACT 
CTATGAGTCCAGACGTTTTTAAAGGGAGCGAATTACCATA 
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>RXA02117 

GTGTCTACAGATCCAGAAGAGTTCGACCAAGCTGAAACCCTCGATCAACTCGCGTATGAG 
ATCATCCTGCTCACCCGGTATGGTGTCCAAAACACACCGACCAACAAGCGCGAAGCCATC 
ATGGATCGCAGCGCCCTCATCTTGCTCACCCGCCTTGACGCTCAAGGACCTATGACAGTT 
AATGAGCTAGCTGAAAGCTTTGGACTTAACGTTTCTACCGTGCACCGCCAACTCAAAGCA 
GCCATTGCCAATGGCTTAATTGAAGTCGTCGATGATCAAGCATGCCCCGCTAAACTTCAT 
CGTCCAACTGAGTTGGGT-AAAGAAAAACTGCAGCAGGAGC.T-T.C.T_TGCC CGCCAGCAGGAT 
CTCACCCGCATTCTTCATGATTGGGATGAGGAAGACATTAAAACGCATGCCAAGCTATTG 
CGGAAGCACAATGAAAGCTTGGAAGAATACCTCGATATGAAGTGGCCCCGCCCC 

>RXA02 117 -downstream 
TAAGTGCCCATAAACGCACCTCT 



>RXA02 121 -upstream 

CCGGGAAATCTTCAGGCGTCTCCTCCCATATGCTGCTGACAAATTCCAGAACAGGATCGT 
TGGGATACCTTCGAGACAAACTTCCGAAAGCTCCGCAACC 

>RXA02121 

ATGATCACCTCACCATTTGAGCGCGAGCTGAAGCTGCTCAACGAGGGGGAACTGGGTATT 
GTCCAGCAGTTGGTGGAATCAAGCAACATCGGATTCATCGTCGATCTTGAATTAGATGGC 
GATTATGGGTGGGCGGTCTACAAACCGGAATTGGGGGAGCAACCCCTGTGGGATTTCCCT 
CCTGGCCTGTACAAACGTGAACGTGCAGCCTTTGTGATCAGTGAGTTTTTGGGTTGGAAC 
ATCGTGCCTCCAACGGTGATCATGCACGATGCCCCGGCTGGTGTGGGCTCGGTGCAGTGG 
TTTATTGAAAACAATGGCGAACACTATTTTCCACTGTTTGACACCCGCGCTGACCTGCAT 
CCGCAGTTTGTCCGCATGGCTGTGTTTGATCTGTTGTGCAACAACACTGACCGGAAATCG 
GGCCATGTGTTGCTAGACGGCGATCATATTTGGGGCATCGATCACGGGTTGTGTTTTTCC 
GTCGAACCGAAGCTGCGCACGGTGATTTGGGATTTCGCAGGCTGCACCATTCCAGATGAC 
TTGGTGACAGATGTTGAGCAGCTTTTGGAGGACGTCCCGGAAGAACTTCATCAGCTTCTT 
CATCCCGCAGAAATTGATGCGCTGCAGCGCCGTGCCTCAAGAATCAGCAGGTTACCGTTC 
CTTCCGCAGGCGAAATCGCATCGTCAATTCCCTTGGCCACTTGTT 

>RXA02 121 -downstream 
TGAGTAGGCTGGCGGGCAGGTGC 



>RXA02 12 3 -upstream 

GGATTGAGTCTTTTCGGCAGCTGCGTGTGAACCCGGCTTCATGACATGCAGCATACCTGT 
GCGAAAAATTCCTGACCGCCCACTTAAAAAAAGGTCTAGG 

>RXA02123 

GTGTGGGGTGTGAGTCTTCCACCAAATGTACAAACTGTCGGTGAGCTGAAGGCCGCCGGC 
CACATCTACCGACCTTTGCGCGTAGAAATCCGCGACAACCTCCTAGCCAAACTTCGCAGC 
GGCGAAGATCCGTGGCCAGGCCTGCACGGCCTGAACTACACGGTCATCCGGCAGCTTGAA 
CGCGCGCTCATCGCCGGCCACGACATCGTGCTGCTCGGCGAACGCGGCCAGGGTAAAACC 
CGCCTGCTCCGCACGTTAATAACGCTTCTCGACGAGTGGTCCCCGATCATTCCCGGGCGC 
GACGTTCCAGAACACCCTCTTGCGCCAAACGTAGAGATCTCCGATGATCAGCCCATTGAA 
TGGGTACACCGCGATGCGCGCTATACCGAGAAACTTGCCACCCCAGATACTTCCGTGGCT 
GATCTTATCGGTGATGTTGACCCAATGCGTGTTGCTGAAGGCCGCAGCCTCGGTGATCTA 
GAAACCATTCACTACGGTCTGATTCCTCGCGCCAACCGTGGCATCGTGGCGATCAACGAG 
CTTCCTGACCTCGCTGAACGCATCCAGGTTGCCATGCTCAACGTCATGGAGGAACGTGAT 
GTGCAGATTCGTGGCTACAACATTCGTTTGGACTTGGATGTGCTGGTTGTTGCCTCAGCC 
AACCCTGAGGATTACACCAACCGTGGCCGAATTATCACTCCGCTCAAAGACCGCTTCGGT 
GCAGAAATCCGCACCCACTACCCACTTGAGTTGGACGATGAAGTGGCAATTATCCGCCAG 
GAAGCAGAGCTTGTTGCGCAAGTCCCTGATATCTTGGTTGAAATTCTTGCCCGCTACACC 
CGAGCGCTTCGTGAATCCTCATCGGTGAATCAGCGTTCTGGTGTGTCTGCTCGTTTCTCC 
ATTGCAGGTGCAGAAACTGTGGCCGCAGCAGCTCTTCGACGCGCAGCAGTGTTCGGCGAA 
GATGAGGCCGTTGCCCGCCTGGTTGATTTGGAAGCAGCCGTGGAAGTCCTCGGCGGCAAG 
ATTGAATTTGAATCCGGCGAAGAAGGACGCGAATGGGAAATCCTTGATTATCTCCTGCGC 
ACCGCAACCGCAGAAGCGCTGCGTTCCACTCTGCGCTCGCTGGATCTCACCCCGCTCATC 
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GCAGCATTAGACGGCAGCATCACCGTTTCCACTGGCACGAACATCACCGCGTCAGAATTT 
TTGGCTTCGCTCCCCGAACTCGGCGAAAGCACGCTATATGACGACATCGCTCAAGCTTTT 
GGTGCCACCACACCAAGTACTCGCGCGATGGCCATTGAGCTTGCTTTGGAAGGTCTTTAC 
CTTTCCCGAAAAATTGCCAAGGATTCTGGCGAAGGTGAAACCATTTACGGT 

>RXAO 2 1 2 3 - downs t r earn 
TAACTGGTTTTAAGGAGCACCAC 



>RXA02 12 4 -upstream 

GCTTGCTTTGGAAGGTCTTTACCTTTCCCGAAAAATTGCCAAGGATTCTGGCGAAGGTGA 
AACCATTTACGGTTAACTGGTTTTAAGGAGCACCACAGCC 

>RXA02124 

ATGGCCACTTCACATTCACGACCCCGCCGCAGCCGTTACGGACGCTACACCGGAGGCCCA 
GATCCGCTGGCACCTCCAGTGGATCTCAGCGATGCCCTGCGCGATATTGCTGATGATGTC 
ATGGCTGGTTATTCCCCTGAGCAGGCACTACGTGAATACCTGCGCAGAGGCGCCCGAGGA 
CAGGAAGGCCTCGATGATCTAGCCTGGCGTGCAGCCGAACGCCGCCGAGAATTACTTAGC 
CGAAACAACCTCGGTGGCACACTCGCTGAGGTTCGCAAGCTTCTCGATGAAGGCCTCAAG 
CTGGAACGCGCTCAACTGGCCCGCGATATCGATATGGATGACACCGATCGAGCATTCCGC 
GAAATGCAGATCAGCAACCTCCCTGAATCCACCGCCGCTGCCGTTTCCGAGCTAAATTCC 
TACGATTGGCAATCCCAAGAAGCACGCCAAAAGTTTGAACAAATCCGTGACCTGCTTGGC 
CGTGAAATGTTAGATCAGCAATTCTCCGGCATGAAACAAGCCATGGAAGGTGCCTCCGAC 
GAGGACAAAGCAGCCATCGCCGAAATGCTGCGCGATCTCAACGACCTGCTCTCCAAACAC 
CGCGAGGGAACGGACACTCCCACCGATTTCGCCAATTTTATGGCCAAACACGGCGAGCAC 
TTCCCCGAGCAGCCGCGCGACATCAATGAGCTCATCGATGCCCTCGCAGCCCGTTCCGCC 
GCAGCCAGTCGCATGTTCAACTCCATATCAGAGGAACAACGCCGCGAACTCATGAAACTA 
TCTGCCCAAGCTTTCGGATCCCCAGAGCTGCAGGAATTGCTCGGTGACCTGGCTGGAAAC 
CTCCAAGGTCTGCGCCCCGACCTCAACTGGGATGGCTCCGAACAATTCTCCGGCGACGAA 
GGCATGGGACTTGGTGATGGCACCGGCGCCATGCAGGACCTCGCCGAACTCGACAACCTT 
GCTGAACAACTGAGCAACTCCCACACCGACCTCGACATTGATGCGATTCGCCGCCAACTC 
GGCGATGACGCCGCTGTCTCTGCCGAAACTTTGGCCAAACTGGAGCGCGCGCTCCGCGAC 
AGCGGCCTTCTTCGCCGCAACCCCGATGGCTCATTGAAGCTCAGCCCCCAGGCCATGCGC 
CGTCTAGGGAAAGCGCTTCTCGACGCCGCCAGCGAACAATTATCGTCCCGCCCAGGCTCG 
CGAGACTCCCGGTTGGCAGGAGCAAACGGTGAAGCGACGGGAGCATCCCGACCTTATGTT 
TTCGGAGACACCCAACCATGGGATGTCACCCGCACCATCACCAATGCTCTGCAGCGAACA 
GCCGGAACAGATACGGAAGGTCCGCTGCGCATCAACTTAGATGATGTGGAAGTCATTGAA 
ACTGAAGCCCGCACCCTCAACGCCGTGGCACTGCTAGTAGACACCAGTTATTCCATGGCT 
GCCGAAGGCCGCTGGGTGCCCATGAAGCAAACAGCGCTTGCCCTCCACCACCTGGTATCC 
ACCCGGTTTAGAGGAGATGAACTAGCACTAATCACTTTTGGTCGACATGCCCAAAACATG 
GACATCGAGGAACTGACTGCACTGCCACCGGTTCACGAACAAGGAACTAATCTCCACCAC 
GCATTACTGCTGGCAGAACGGTTCTTTGCTCGCCATCCCTCCATGAAAGCAAGCCTGCTC 
ATTGTCACAGATGGCGAACCCACAGCTCACCTCGAAGCCGATGGACACGCCTGGTTCAAC 
TGGCCCACTGACCCAGAAACCATGTTCAAGACCGTCACCCAACTAGATAAAGTAACCAAG 
CGAGGAACCCACACCACACTCTTCCGACTGGGACATGATCAAGGATTAGAGCACTTTCTC 
AACCAACTAGCCGACCGTGTTGGCGGCACCGTGGTGGCTCCCGATCTGGACGGACTCGGC 
GCCGCAGTCGTGGGCGAGTATTTACGACACCGCTAC 

>RXAO 2 1 2 4 - downs t r earn 
TGAGCATTGGACGTTTTCGCCTT 



>RXA02 12 5 -upstream 

GACCTAAAATTCATCACCTCACCGTTTTTAAGGCTTAGAAAAATAGCAGTGTTGGGATGT 
GAATATCCATTTATGCTGCTGTAGTCGGCTATGTGGACGC 

>RXA02125 

ATGGTGGCAACCTCTCAGTTTATCGATGACAGCGAGGCTGCCCAGGCGGTACGCGCAGCT 
ATTGTTGCAGGATACCGAAACATTGATACTGCCCTAGCGTATGGAAACGAGCGCGGCGTT 
GGCGAAGGCATTCGCACCGCTGGAGTGCCCCGCGAGGAGCTCTTTATTTCCACCAAGCTA 
GCTGCAGAAATCAAAGATTACGATGGAGCAGTCGCCGCGATTGATGAGTCTTTGGCGAAA 
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ATTGGCTTGGATTATGTCGATCTGATGCTCATTCACTCCCCACAACCATGGAGTGATTTC 
CGTGGTGGGGACTATTCAGAGGGAAACCGTGAAGCGTGGCGCGCGCTGGAAGATGCCTAC 
AAAGCCGGAAAGATTCGATCCATTGGTGTCTCGAACTTCCTGGAGGCCGATCTGGAGAAT 
ATCTTAGACTCCGCGACGGTTGCTCCTCACGTTAATCAGCTTCTTGTGCATGTTGGAAAC 
ACCCCAAGCGAGTTAATCAGTTTCTGCGATTCCAAGGGCATTCTGGTCGAAGCATATTCA 
CCCATCGCCCACGGAGAGATGCTGAAGAACCAGCAGGTCAAGGCGATTGCTGACAAGTAC 
AACGTGAGCATTCCGCAGCTATGCATTCGGTACACAATTCAACTGGGAACGGTGTCTTTG 
-CCAAAGAC-TGCCAACCCAGATCAT ATGAGCTCCAATGCGCAGATCGACTTTGAAATTTCC 
GAGGAAGACATGGCGGCACTTCAAGAAGTGACCGCCCGCGATTATGGCGAGCACAGCGGT 
TTTCCTGTGTATTCCGGCAAG 

>RXA02 12 5 -downstream ' 
TAGAAAGATTTTTATCATGGGAC 



>RXA02 12 9 -upstream 

TGTTCTGCCGATCCAGCACCAGCTCTGGTGGCAGGAGCTGAGAGTTTTGCCAATTAACTT 
GGCGAACAGACTTGTTGGAAATGAATTTGTCAAGAATGGC 

>RXA02129 

ATGAAGATCATCTTCAAAATGGCTAGTAACAAGTTCATCGACAACAAAAAGGGGCTGGCT 
ATGCTAGTTTTTGCCGAACTTGTGATGGAAATGCTTGATCAGCCTGAAGAACAACTTCAT 
AATGTGCGTGGAGTGGCTATTGAGAAGCGGGAGTTCCTCAAAGCTCTCACCGCTGATTTC 
ACCAGCAGACTTAAACAAGCTCAAACCGATAAGATTCTTGTTTGGGATTTCGCA 

>RXAO 2 1 2 9 - downs t r earn 
TGACTATTATGTGGGCGACCCGT 



>RXA02 13 2 -upstream 

GCAGCCCACCGCCAGCGATTCCTCGCCGAACAAGGCTACGCATACCGCATCCTCGACGCC 
GACGACATCCTCTTCCCACTACCCAAGAAAGAGCTATAAC 

>RXA02132 

GTGCACAACTTCTCCTTCGACGTGGACGAATCCTACGCCAAGAAGAACAACGAAATCCTC 
CGCGACGCAAAGCGACTCCAGATCTCAGCACTGTGCCTTGGACTCATCCTCGGCGGCGGA 
GCCGTAGCCGTCTACCTGTTTTCTAACGGAGCAGTGTGGATGTGGATGATCGCCATCGTC 
ATGGTCTTCCTCGCCCTGTTGAGCTTCATCATGATTCCTGTGATCCCCCGCCAAATGGGC 
AACGCACAAACGCTCTACGATGACTACGAACTAGCCCCCGCCATCATCGCAGAAGTAAAC 
CCCCGCGATGTGGTCCTCCTGGCACTCGTCAACCGCAATGTGAACCCCGAAGCCAAACCA 
GAGTGGGCATTGGCCACCCGCACGATCGTTCGCGTCGGAGCACACGAACGTCGCCTCGGC 
GAACGTATCCCATCCGTCGCAATCACCGGCCGACGCACCGTCAAAGACCAAGACCACTGG 
GATGAAATCAGCCCCATGCCAATTACCTGGGGCACCACGGACAAAGACATCATCCGTGAA 
GCCGAGAAAACTATCCCCCACGAACTCTGGGCCAAACTAGAAAAGAACCGCGGCAAGTTG 
GAGGACGTTAAAAAGACCCCCAACAACCTGTTCAAACTA 



>RXA02 13 7 -upstream 

GCCTACTCACCGTCCACAGATGAGTAAACCCGGAAAAACCCGTATTTAGTTATTGGTTTT 
ACCTGCGTGGGCTGAAAGTCTTCACTTTTAATCCTTACAG 

>RXA02137 

ATGGTCGTTCTGATTCCTTTCAACGATGAAGTGTGCACCCCTATTCCCGATTTGGGAGGT 
TTTCCTTGTAGCCTATTGAGTGTGAAACTTCCTTGGGATAAAAATAAGAACAACGAAGGG 
GCTGACGCTGCAGGCCAAGACGCCAGCTCCACCCCTGAGACCGCTACGCCTGACGCTACT 
GAGCAGAAATTGCCAAAGGGGCACACGGCACCGAAGGGCCGTCCCACTCCGAAGCGTCGT 
GAAGTTGAGTTAGAGCGAGGTGTCGTTGGCGGCCAGTCTTTGGCGCCTACTGATACTTAT 
GCGCAGCAGCGCCAGAAGCGTAAAGAATTTAAAGCTTCTATGACCAAGGAAGAATTCAAG 
GCATACAAGCAGAAAGAGCGCGATGCCCGAGTTAAGCGTCAGCGCGAAACCCAAGCTGCA 
ATGGATCGCGGCGAAGATGCTTATTTGATGGATCGCGATAAGGGCGAGGTTCGCCGTTTT 
GCGCGTGACTGGGTGGATTCCCGCAGGTTCTTGTCTAACTTTGTGATGCCAGTAGCTATT 
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GCTTTGCTGGTTGTCATGCTGATCGGTAACTTCAACCCATCATTCGCTGCGACTTCTTCC 
ATGGTTGCCATGGTTTTGATGTTGGGCTTCCTGATTGAGGGCATCACCACTGGTCGTCGT 
GTGAACAAGGCTGCTCGCACGAGGTTCCCTGGTACCACCGAGACTGGTTTTGGTCTGGGT 
TACTACGCGTATTCCCGCACCATTCAGCCTCGTAAGTGGCGTACCCCTCGTGCACGCGTT 
GAAATTGGTGCTGAAGTC 

>RXA02 13 7 -downstream 
TAGCGCATGCGCACGTTAGTTCT 



>RXA02 13 8 -upstream 

TCACTCGCCGGAGATCCGTAAAAAGGGGAGTACACTGCAAGCCTATGATGTCCCGGCCTA 
AAAGTAATTCAAAGGGCCAACAGTTAAGGAGACTAAAGCG 

>RXA02138 

ATGACCGCTCCATCAACCAACACCGGTGTTATCTTGACCGAGTCCGCAGCGTCCAAAGCT 
AAGGCACTCATCGATCAGGAAGGCCGCGACGACCTCTCTCTGCGTATCGCCGTTCAGCCT 
GGCGGCTGCTCTGGCCTTCGTTACCAGCTTTACTTCGACGACCGCACCCTTGATGGCGAT 
AAGGAAGACATCGTCGGTGGCGTTCGCCTTGTCGTTGACAAGATGAGCACCCCATACTTG 
CTCGGCGCTCAGATCGACTTCGCTGACACCATCGAGCAGCAGGGCTTCACCATCGACAAC 
CCAAACGCAGGCAGCTCTTGCGCTTGTGGTGACTCCTTCAAC 

>RXA02 13 8 -downstream 
TAAAGAGATTCCGTTATGTAGGA 



>RXA02 141 -upstream 

GCCCATTCGTTTCCGATCGCACCGCAACCCGCGACGGCGAAAACACTCAGAGCAACGCTT 
AAGAAGGAGTGGCGAAAAAATGAAGTCTTCAGCAAAACTC 

>RXA02141 

ATGTACGGCCCGACCGTATTCATGGCCGCAATGGCTGTCATCTACATCTTCGCAACAATG 
CACGTTAGTGATGGCGGCAGCGTTAAAGGTGTTGAGTGGGTCGGTTCTGTGGCCCTGGTC 
CTGTCAGCAGGTCTGACGCTTATGCTCGGTGTCTACCTTCACTTCACTGAAGTCCGCGTA 
GATGTTCTTCCAGAGGACTGGGAAGAGGCTGAGGTTGCCGACAAGGCAGGAACCCTCGGG 
TTCTTCAGCCCAAGCTCCATTTGGCCGGCAGCTATGTCCGGTGCGGTTGGATTCCTTGCA 
TTCGGCGTTGTGTACTTCCACTACTGGATGATCGCAGTTGGTCTGATGCTCCTGATCTTC 
ACGATCACCAAGCTCAACCTTCAGTACGGCGTGCCAAAAGAAAAGCAC 

>RXA 0 2 1 4 1 - downs t r eam 
TAGTACTAAAACCACATATGCTC 



>RXA02146-upstream 

GGTTCTCTCGCAGAGAGAGAAGGAGTGGGGATAGGGGCCTTCCGCTCCGAACCCGACAGC 
TAACTCGGTCAGCAAACAGGAAGAATTTGGAGTTTCATCA 

>RXA02146 

GTGGGTAAGCACCGTCGCAACAATTCAAACGCAACTCGCAAGGCTGTAGCAGCATCTGCA 
GTTGCGCTTGGAGCAACCGCAGCTATCGCCTCCCCAGCACAGGCAGCTGAGGTTGTTGTT 
CCTGGCACCGGAATCAGCGTTGACATCGCTGGCATCGAGACCACTCCAGGTCTTAACAAC 
GTTCCAGGAATCGATCAGTGGATCCCTTCCCTTAGCAGCCAGGCAGCTCCTACTGCTTAC 
GCAGCCGTCATTGATGCACCTGCAGCACAGGCTGCACCTGCAGCAAGCACCGGTCAGGCA 
ATCGTTGATGCAGCGCGCACCAAGATTGGTTCCCCATACGGTTGGGGTGCTACCGGTCCT 
AACGCTTTCGACTGCTCCGGCCTTACCTCATGGGCATACAGCCAGGTTGGCAAGTCCATC 
CCACGTACCTCCCAGGCTCAGGCTGCACAGGGCACCCCTGTTGCTTACTCTGACCTTCAG 
GCTGGCGACATCGTTGCGTTCTACTCCGGCGCTACCCACGTTGGTATCTACTCCGGCCAC 
GGCACCGTTATCCACGCACTGAACAGCAGCACCCCTCTGTCTGAGCACTCCTTGGATTAC 
ATGCCATTCCACTCTGCAGTTCGTTTC 

>RXA02 14 6 -downstream 



Appendix A, page 282 



Attome^5ocket No.: BGI-129CP 



TAATCTGCATAAAGTCTTAAGCT 



>RXA02 151 -upstream 

ATGAGCGCATCGTCTTTTTTAGGAGTTGTCCGCCACCGTGAAAACTGGAAACTTAAACCC 
AGCCCCACAGCAGGTGACGGCTCCCCAGAACAAGGCTCGT 

->RXA0-2-l-51 

ATGGATTGGCCAGACATCGCCAAGGGAATATCCATCCTAGGTGTCGTGTTACTACACGTG 
TCGTTGGCAATTCCAGGTGGCCAGGACACCATGATGTCCCACCTGAACGCACTGCTTGAT 
CCACTTCGGATGCCATTATTTTTTATGGTGAGTGGATTTTTTGCAGTTAAAGTTCTGAAT 
CAAAGCTTTGGTGAACTTTTCCGCGGGCGACTGTGGTTCTACCTGGTTCCATATTTGCTG 
TGGACTCCAGTGAATCTTTATCTACACCGCCTCGAGGGCACAGTTTTTACCGGTAGAGCA 
CCGGGAACATGGGAATGGTACAGCGGCTCGATGCTCTCGGCCACCAATATGTACTGGTTC 
CTCTACTTCTTGGTCATCTTCAACCTATTTTTATGGGCAACGAGAAAACTCCCAGCTTGG 
GCAATTGTGGCGTTGGTGGCCTCACTGTGGCTACTTATGCCGGCTTATAGCGAGATTGAG 
ATTCTACGCAAGTCCATTATTTACTTGCCTACATTCCTCATTGGCGCTTACTTCCGCCCA 
CTGATTTCGCGTTTTGCAGAAGCCGCAACAAGGCCAAAAGCAATAGTGTTTGCAGCGGTC 
CTTTATGTCTCGGGACTTGCTTTGGGCGTGATCTCAAATGGGCTGCGCGACAGCGAAAAC 
CATGGCGCAAGCGTGCTGTGGCTGATGAACCTCCGCGATACTTTTGCTCATGCACTCGGC 
GGCAACCTCACTGGATTCGATATGGATCACCTTCCTGGAATGATCATTCGGATTGTTTCC 
CTGCCTGCAGGAATTGTGTTGTGCGTATGGCTTGGCCGAATAAAGCCAGTAGGGGAGTTT 
TTGAAACTTATTGGTAGGCACACCCTTCCCATCTACATTGGGCATGCAACAGGACTATCG 
CTGATTTTTGGTTTCGGCTTGCGCTGGAATTTCATGGAGATTGATAACTTCTCTGACAGT 
TTGTGGCACCACACCAATACGTGGATGGTCATCGCGTTTGCCTGCGCGATGCTCGGCGGG 
TACCTGACCTATCTGATCTCGCGAGTTCCAGTGCTGGGATGGACTCTTGTTCCCCCTAAA 
CTGCCAGAACCAGATAAAACTCCAGCTAAAGCACAAGCTGATTCTCACGTTAAAGCTCAG 
TCTGCGAAGCCTATGAATGCTTCTACCTCTTCTAAGACGTACGGTATA 

>RXAO 2 1 5 1 -downs tream 
TAACTGAAGCATAACCTGTGTGA 



>RXA02 152 -upstream 

AAGCCGTTAAAAGTTGAGACTCGCGCTGAGAATCTCACAGAAAACTCCGAAGCTCCCGCT 
AAGGTAGCTACCGGAATCAAATCTTAGGGAAGGAAAACAT 

>RXA02152 

ATGGCTATTTACCGTAAGCTTGCGGCTTCCGCTGCAGCACTGGCCCTGTCCGCATCACTG 
GTCGCTTGTGGCGACTCTGAGGACACCACCGAAGAAACCTCAACCACCTCTTCTTCGACC 
ACTTCCAGCTCCTCCAGCAGCTCTAGCTCCAGCACCGCGGCTACTTCCGAGGAATCTTCC 
GCAGTTGAAGAGCCAGCAGTGGAAGCTCCTGTGGAAGAGGCTCCAGTCGAGGCACCTGTT 
GAGCAGGCACCTGTCGTGGAGCAAGCTCCAGTTGAGCAGGCTCCGGCACCGGTTCAGGAA 
GCACCTGCACCAGTCGAGCAGGCTCCAGCTCCAGTTCAGGAAGCACCTGCAGCTGACGCG 
CCACCTGCACTTCCAGGTGGTGGCGGCGGACACGCTGGCTAC 

>RXAO 2 1 5 2 - down s t r earn 
TAAAAATTCATGCTTTTACCCAC 



>RXA02163 -upstream 

AGCCCGTACGATTTCTGCGTTCCCATCCTCTGCACCAGCTGCGCAGAAGATCTCCGAAGC 
CAACACCACGACGGGCCGATTCACCCCATTCTATTCGCCT 

>RXA02163 

ATGGCGGTGGCAACATTCGGAACCATCACCGACATGTTGGAAACCAAGGGGATCGTGAGC 
AATGTAGGCGGCACCGACACCATCGATTTGGGCGCGTTGTTGAATGAAACCCAAGCCGGA 
ACCCGCTGGAGCGAACTTAGCCCCAACTATCAGTCCAACCGCGTCGTGCAGATTTCTACC 
ACCGATGTGCGCACCTCTAACTCGGCGGCCATGTACCTATCAATGATGTCCTGGGTGAAA 
AATGGCGGAAAAACGGTGAGCAGCACTGCGGAAGCCGATGCCATCATCCCAGAGCTTAGC 
CAACTGTTCGTGGGCCAGGGCTATACCGAAAGCACCTCCGCCGGCCCGTTTGATGAATAC 
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CTCTCCCAAGGAATGGGTTCTAAACCAATGGTGATGATCTACGAAGCCCAGTTCCTCGCG 
GAACAAAACAAGGAAAACTCACGGATTTCCGGCGATATGGAACTAGTGTATCCAAGCCCC 
ACCGTGTACAGCACGCATACGGTGGTTAGCTTGAGTGACGTCGGCGCGGAGATCGGCGAA 
CTCCTAGAAACCGACGAAACCCTGCAGCAGTTGGCAGTCAAACACGGTTTTAGGCCAAAG 
AACTCCGCAATGATCGCCGATGCTGGCATGACCGACCGCATGCCCAACAACCTCAATGTC 
ATTGATCCGCCGGACTATGACTTCCTAGAACGACTCATTGATGGCGTGGGCGCATCGTAC 
AGTGCCACCCCAGCAGAAGAGGACACAGATCTA 



>RXAO 2 1 6 3 -downs t ream 
TGAAAAATCTTGTAAAAGGTACA 



>RXA02164-upstream 

TCAATGTCATTGATCCGCCGGACTATGACTTCCTAGAACGACTCATTGATGGCGTGGGCG 
CATCGTACAGTGCCACCCCAGCAGAAGAGGACACAGATCT 

>RXA02164 

ATGAAAAATCTTGTAAAAGGTACAGCGCTGGGCTTGAGCTTGGTGCTTCTGGCAGGTTGT 
TCAACTGTTTCGGATTCTATCGATAGCCTCGGCGGGGGCCTGGGTGGTTCCTCTGAGACT 
TTGAAGATTGTGGCCGCCACAGAGCTGGAAGATCTGCAGCCCGCGATCGAGCAAGCCTCC 
GACGACTTGGGTTTTGATATTGAACTGAGCTTTCCAGGCGGCACACTCAGCAACAGCCAA 
GCCCTCATGGATGGCGCTTTTGACCAGGACTATGATGCCACCTGGTTTGCCACCAACCGT 
TACGTCGATCTGATCGGCGCTTCCAACAAGCTGGGGGAGACCACCAAAATCGCGACCTCT 
CCCGTGGCGTTCGGTGTGAAAACTTCCATGGCCCAGGAGCTCGGCTGGGATCAGCGCCAG 
CCAACCTGGGAAGAGCTGGGCCAGGCCTCGCAGACCCAAGATTTCACCTTCGGTATGACC 
GATCCGGCCACTTCCAACTCCGGATTTTCCGCGCTCGTTGCCATGGCCACGGCATATGCT 
GATACCGGCCAGGCCTTAACAACCAACGACATCCCCGCGATCGCCGAGCCGATGTCCACA 
TCCCTTTCCGGCCAAACCATCACCTCCGGTTCCTCTGGCTGGCTCAAAGACACTTTCCTG 
GAACAGCCTGACCGCGCGAATGCGATCATCAACTACGAGTCCGTCCTGCACACCATGATC 
AGCGAAGACGGCGCCGATATCACCGTCGTGGTGCCCGCCGATGGCGTGGTCAGCGCCGAT 
TACCCGCTCTCTACGATCACGGGCTCCGACCAGGGCGAGCATGTAGCAGAGCTGGCCGGC 
TGGTTCGCTGAGCACCCCGACGCTTTAACAGATACTTATCGACGTCCGACCACCGCGAAC 
GCAACGCTCCCAGCGGAGCTTAGCTCGCAGACCATCATCGAAGCTCCCTTCCCAGGGAGC 
AAGACGGTCACCGACGCGCTTATCGACGCCTACACCAATCAATTCCGCGTCCCAGGCGAA 
ACCACCTTTGTGCTCGACGTTTCCGGATCCATGCTGGGCCAGCGCATCACCTTGCTCAAA 
GACACCATGTCAGACCTGATCAGCGGCGGCGCGACCACTGACCTTGCCAACGTGTCCCTG 
CGCGACCGCGAAAAAGTATCGATCATTCCTTTCAGCTTCGGGCCACACGAAGTAATCAGC 
GAAACCCTCGGTGCGGTGGGCAGCCCAAGCCGCACCGATCTGCAGCAGCGCGTTGAAGCC 
TTGCAAGCAGACGGCGGAACCGGAATTTACGACGCAGTGCTCGCCGCCTACGCAGAGTCC 
GCTGGTGGCGACTACATCCCATCCATCGTGCTCATGACCGACGGCGAACTCACCGCAGGA 
CGAACCTACGATCAATTCCTCACCGAATGGAACGCGCTTCCTAGCAATATCCGATCAATT 
CCAGTGTTTGTCATCCTTTACGGTGAAGCCAATGTTGCGGATATGGAACAATTGGCAGCA 
ACAACCGGCGGTGAGACCTTTGACGCCATCAACGGTGACCTAGACGAAGCATTTAAGGAG 
ATTCGTGCCTACCAA 

>RXAO 2 1 6 4 -downs tream 
TAATGGAGGATCCTTCTTTTTCT 



>RXAO 2 1 6 5 -ups t r earn 

GAAGCCAATGTTGCGGATATGGAACAATTGGCAGCAACAACCGGCGGTGAGACCTTTGAC 
GCCATCAACGGTGACCTAGACGAAGCATTTAAGGAGATTC 

>RXA02165 

GTGCCTACCAATAATGGAGGATCCTTCTTTTTCTCCCGCAAGAATCTCGCGGGTATCGCT 
ATTGCAACGCTGATTATCGCGCTGCACTTAGTGATCGGACTCGGAGCATTTTGGCCTGTT 
GTCGCCATCGCCGGATACGGCGCTGCGGTGGCACTTACACCTAAAAACCCTCCGAAGAAG 
GAACTCCCTCCGGTTCAGGCAACTCCCGAATTAGATAGCCCGGGTCTGCTTGCAGCCAGG 
TCTCAAGAACTCGTGAGAACTATGTATAGCCACGGTGCTGCAGCACCAGTGATCGAAGCG 
ATTAAGAGGCTAGACAGCTCACTGCAATTGGTCATTGGTAACTGGACAAGCCTGACCAAT 
TTTCCCGAGCACCAAGTCACCATTCGCTCAATTATCAACCAGTACATCCCAGGCATTATC 
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GACGCTTACCTGAAGATCCCCACCCGCAACGATCCTCGGGCAGTCGAAGACCTCATTGAA 
TCCTTCGACCTCCTGAACTCCGAGACGATGAAGATCTTCAATGCGATCCAAGAACAAGGC 
CTTAATAACCTTGAAGATCACGGTCGCGCACTGCGCATGCAATTTGGTCAACTGCCAGAA 
GAATTCCGGGAA 

> RXA 0 2 1 6 5 - do wn s t r e am 
TAGCCACTCAATGCAGTTAAGTT 



>RXA02166-upstreain 

CGGTCGCGCACTGCGCATGCAATTTGGTCAACTGCCAGAAGAATTCCGGGAATAGCCACT 
CAATGCAGTTAAGTTTTTCCTGCCCGGTAGGATGGTCCGT 

>RXA02166 

ATGAGTCTTGATCCACAGCTTCTTGAAGTCCTGGCCTGCCCAAAGGACAAGGGCCCACTT 
CGATATCTGGAGAGCGAACAGCTCTTGGTCAACGAACGCCTCAACCTGGCCTATCGCATT 
GACGACGGAATTCCGGTGCTTCTCATCGACGAAGCCACCGAGTGGACCCCCAACAAC 

> RXA 0 2 1 6 6 - do wn s t r e am 
TAGAAGTACATCAAGGACATTTT 



>RXA0216 8-upstream 

AGGGTTTAGTCATCTATTTCGGCTACGCTCACGTAACCTACGCATTCGTAAGTGGTCATG 
GGTCCAAGAAGCCCATTCCAAGACTTAGGAGCTTTATTTC 

>RXA02168 

GTGAGTATTTCTTCACTGACACCGCTGCACTCTTTCAAAGAGCCAGCAATTCTGTACGCC 
GGTCAGGCTTCTGCCTGGCAGCAGGTGATCGCTGATTCCAGCGAAGACCACATCACCGCA 
ACGCACCTGCGCGAGCTCCTGTCTCGCTCCCGTGCAAAGACTGCACCTTTCGCTCGCCAA 
ATCACCGCCATCGTGCCTGGCTCACTTGCTCGTCTTGAGGAACTGACCCGCGAAGACGCA 
CAAATCGGTGCAGACATCGACGCACAGCCTGCCGTTTCCATTCCAGGCATTCTGCTGGGA 
CAGATCGCTGCAACCCGTCAGCTGCGTGACCTCGGACTCGATGTCGCAGCAGCTTCCCGC 
CTTGGACACTCCCAGGGCATTTTGGGCGTTGAAGCAGTAGACAATGAAGAAGACGTTTTA 
GCTTTCGCCATCCTGCTGGGCGCAGCAGCTTCCCAGTTCGCTGGCAAGGGCGCACATATG 
CTCTCTGTTCGCGGCCTGTCCCGTGAGATCATCCAGGACACCATCGCTGGTGTCGATGGG 
GTAGAGGTCTCCCTGCGCAACGCTCGTGCACACTTTGTTGTCTCTGGTAAGCCAGAGGCA 
CTGAAGAAGGCTGCTGCTGCTCTACAGCGCGCAGCTGATGTTTACAACGAAGACATCAAC 
■GAAAAGCGCAAGGGTGGATCCCTGGCAGAGCCTAAGTTTGACTACTTGGATGTGGCCATT 
CCTTTCCACCACTCCTCCATGCAGGACGCAGCCGACTTGGCTGTCGAGTGGGCAACCACC 
TGTGGCCTAAACGTCAACGCGCGCGCGTTGGCAGAAGCAATTCTAGTTAACCCAGCTGAC 
TGGGTTGAGCAGATCGCAAACCTCAAGGCTGATTACGTTCTTTCCCTCGATGCAGGCGTC 
AGCCGTTTCACCGCTCCATTGCTAGACGGTCGCGGAATCTCTTTGGTTCCTGCGTTCTCC 
GCTGCAGAGCGCGACAACTTGGCTCGCCCTGGCTTCCACGTTCCTACCGCTGAGGATTGG 
TCCGAGTTCGCTCCAAAGCTGGTTAAGCTTCCAAACGGTGAGCACAAGGTTCTCACCGGG 
TTCTCCCGCCTGACTGGTTATTCCCCAATCGTCCTGGCTGGCATGACCCCAACCACCGTT 
GATCCTGAGATCGTTGCAGCTGCAGCGAACGCTGGACACTGGGCCGAAATGGCCGGTGGC 
GGACAGTACTCTGAAGAAGTCTTCACCAAGAACAAGGAAAAGCTCGTTTCCCTGCTCAAG 
GTTGGACGCTCCGCACAGTTCAACTCCATGTTCTTCGACCGCTACATGTGGAACCTGCAG 
TTCGGTGCACAGCGCATCGTTTCCAAGGCACGTGCAACCGGTACCTCCATCAACGGTGTT 
GTTGTCTCCGCTGGTATCCCAGAGGTTGAGGAAGCAACTGAGCTGATCAACGATCTGAAC 
GCTGATGGCTTCCCATACGTTGCATTCAAGCCAGGCACCGTGGATCAGATCCGCGCAACC 
CTGAAGATTGCTGATGCAAACCCAGAGACCAAGATCATCATCCAGATCGAGGACGGACAC 
GCTGGTGGCCACCACTCCTGGGTCAACTTGGACGATCTGCTCCTGACCACCTACGCAGAG 
CTGCGTTCCCGCAAGAACGTTGTCGTCATGATCGGTGGCGGCATCGGAACCCCTGCAAAG 
GCTGCTTACTACCTGACCGGTGAATGGTCCACCGATTTGGGCTTCCCAGCAATGCCAGTG 
GACGGCATCCTCGTGGGTACCGCTGCCATGGCAACCAAGGAAGCAACCACTTCTCCTCAG 
GTCAAGCAGGCACTGGTCGACACCCCAGGTGTTGATCCACACGACGCTGGCGGCTGGGTT 
GGCCGTGGCGATGCTCGTGGTGGCGTGACCTCTGGTCTGTCACACCTGCACGCTGACATG 
TACGAGCTGGACAACGATTCTGCTGCAGCTTCCCGCCTGATCTCTTCCATCGATTCTGAT 
GATTACGCAGATCACCGCGAAGAGCTCATCGAGGCTATCAACAAGACCGCTAAGCCTTTC 
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TTCGGCGAGGTCGAAGAGATGACTTACGCAGAGTGGATCCAGCGTTGGGTTGAGCTTGCT 
TACCCAACTCAGGACCCAACCTGGGATGATCGTTTCCTCGATTTGGTTCACCGCATTGAA 
GCTCGTCTCAACGAGGCAGAGCACGGCGCCATCACCACACTGTTCCCAGACCATGCGTCT 
GTGGAAAATGAGGAAGAGGCCGTCGAAAAGCTTCTTGCTGCTTACCCGCAGGCCCGCGAG 
ATCCAGGTCTCTGCGCGCGACGCCGCGTGGTTTATTGGTCTGTGCCGCAAGCACCACAAG 
CCTATGCCTTGGGTTCCAGCAATCGATGCTGACCTAGCACGCTGGTGGGGCCTTGACACC 
CTGTGGCAGTCCCAGAACGAGCGCTACGGCGCGAACTCAGTCCGCGTTATCCCAGGACCA 
'GTCTCCGTCGCCGGeATeGAeeGTGT-TGAGGAGCCAG-T-TGCAGAG.C_T.G.CT CGGCCGCTTC 
GAAGCTGCCTGCGTTGACGCTCTCGACGGCGAGCCAGAAGAGATCTTCGCTCGCCTCAAT 
GAGTCCAAGAACGAGCGCGAATTCCTGCTGGCTACCCCACACATCGTGTGGCACGGCAAC 
CTGATCGACAACCCAGCTCACGTCCTCAACGAGGGTGCTTTCGAGCTCATCGAGGAGGAT 
GGCTACTGGGTCATCCGTATCCTGGCTGATTCCTACTTCGACGATCTGCCAGTTGAGCAG 
CGCCCATACCTGGTTCAGCATGTTGACATCCCAGTTGAGCTGGGTGACGCTGGT 

>RXA02 16 8 -downstream 
TGAACCGGTGGTTTCCCAATTGG 



>RXA02 16 9 -upstream 

GTTAAAGGTCGAAAAATCCCACCCCTAGCCCTTTTAAATGAGTGTTGTTATTGTTAACCA 
CTGTTACTGGTGGGATTAATACTTATTTTTGGGAGAACTT 

>RXA02169 

TTGGACATGCAAATAAACCGCCGAGGCTTCTTAAAAGCCACCACAGGACTTGCCACTATC 
GGCGCTGCCAGCATGTTTATGCCAAAGGCCAACGCCCTTGGAGCAATCAAGGGCACCGTC 
ATCGACTACGCAGCAGGCGTCCCCAGCGCAGCATCCATTAAAAATGCAGGGCACCTTGGA 
GCTGTCCGTTACGTGTCACAGCGACGCCCCGGCACTGAATCCTGGATGATCGGCAAGCCA 
GTCACACTGGCAGAAACCCGAGCTTTTGAACAAAACGGCCTCAAAACCGCATCCGTCTAT 
CAATACGGAAAGGCAGAGACCGCCGATTGGAAGAACGGCGCCGCAGGAGCGGCAACCCAC 
GCTCCACAGGCAATTGCGCTTCACGTGGCAGCTGGTGGCCCTAAAAATCGCCCCATCTAC 
GTGGCGATCGACGACAACCCAAGCTGGTCTGAATACACCAATCAGATTCGCCCCTACCTC 
CAGGCATTCAATGTTGCGCTGTCCGCTGCCGGCTACCAGTTAGGTGTCTACGGCAACTAC 
AACGTCATTAATTGGGCTATCGCCGACGGCCTTGGAGAATTCTTCTGGATGCACAACTGG 
GGATCAGAAGGAAAGATCCACCCACGCACCACCATCCACCAGATCCGCATTGATAAGGAC 
ACCCTCGACGGAGTCGGCATCGACATGAACAATGTCTATGCAGACGACTGGGGTCAGTGG 
ACCCCAGGCAACGCGGTTGACGATGCCATCCCCACCATTCCTGGAAACTCCAACACGGGA 
ACAGGTACTGGAATTGATGCTGACACCATCAACCAAGTAATCAAGATTCTTGGCACCCTA 
TCTAGC 

>RXA02 169 -downstream 
TAAACTAGCCGTGCTGACTCACA 



>RXA02 170 -upstream 

ATTTAAACCGCCCACTCTCCAGTCGGAGGATGGGCGGTTTTCGCATGCAGTACTATTAGT 
GGACGTGTCAAGAACTTCTAAGGTTCACCCGGGATGGCGG 

>RXA02170 

GTGTCTACTGTCCTTTTAGCAGGAGTAGTTATTATTGGCGGAATTTTTACTCTCCCTCAG 
AAGGAGGAAGTAAAGGTTTCCGAATTGCAGCCACAGGCCAGCGCTGCATCCATCCCGTCT 
TCATCTTCCACAGCTGGGAAAGCAGTGGAAGAAAGCCCTCTAACGCAGTTTGTGGAAAAC 
TCGACAGGCTCCCAAATTACGTACATGAGCCTGAAAGACGATTTCCATACTGGCACGTCT 
ACGGAACGTTTTGCGCGCCCAGCGTTAAGTTTGTCTAAGCTCTACATCGCTGAATATGTG 
CTCGAGCACGGCACGAATAATGAGAAGTCTTTGGCGATGGAAATGATCAAAGATTCCTCC 
GACGTATCCGCCGAAATCTTGTATGAGGCGTACCCAGAATCAATTGAGGAGATTGCGGAT 
CAATACGGATTGCTCTCCACAAGGGGAGACGCGCACTGGGGATACTCGGTGACATCCACT 
TACGATTTGGTGAAATTTGTCAGCGCTCTCATTATCGATGATCCAGATTCACCGATCCTT 
GAAGCGATGCGTAATGCCAGCGCAGTCGCGGCTGACGGTTATCCGCAAGACTGGGGGACA 
GCGGTGCTTGATGAGGCAGAAGGATCCAAATGGGGATGGTCTGATGATCTCATGCTGCAC 
TCCTCTGTGACCTTTGGCGAAGACTATGTTGTGGCAGCTGCTGTGACTGGATCAAAAGAA 
GACCTCACCCAATTGGTGGAAAACCAATTGGGTGAGGTTGTGAGTCAGCACGGC 
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>RXAO 2 1 7 0 - downs t r earn 
TAGTTTAGCTAGATAGGGTGCCA 



>RXA02 1 7 2 -ups tr earn 

GAGAAACATATAAGTTGCTTTATTTTAAAGCCGGCATTGCTTAGAGAGTGGCCGATCACC 
GACTCCCGCTeGAGGGATA-TGAAAGGGAGATAAGT-T-TCCA „. 

>RXA02172 

GTGAATGCAGAACAAATCACCCAGGGGCGTCGCCAGCCGACGGCTCAAGAGTTTCGGGAC 
ATGCAGGCGAGCCCAGAATTTGGAGAGCTCCGCAGCAAGTTCCGTTCCTTTGCTTTCCCA 
ATGACCGTTGCCTTCTTCTTGTGGTACGTCGTCTACGTTCTGGTTGCATCCTTTGCATCA 
GAGTGGATGGCAACCCCAGTTTTCGGCGCAATCAACATTGGCCTAATCTTCGGCTTCCTT 
CAGTTCGTAACCACATTCGTCATTACTTACATCTATGTCATGTTTGCGAACAAGAACTTG 
GAGCCTCGTCAGGCTGCTATTCGCCAGAAGATGGAAGGT 

>RXA02 17 2 -downstream 
TAATCAGATATGAATTCCACTAT 



>RXAO 2 1 7 7 -ups t r earn 

AATACCCCCACTTTGAAAAACACCCCGTACAGTTACACCAGTACGGGGTGTTTTTTAGTT 
AAGCTTGGGTGATCACTTAACCCAGCTAGAAGGAGTCAAC 

>RXA02177 

ATGCGGGAAATATTCCTGATCAGCGGTGATTCCACCGAATCATCCTTGGTTTTCAAGACC 
TCCGAAGAGGACGGCGCTGAGGAATTTTTCATTGCTGTAACAGATGAACTCCACGCCATT 
CTTGCAGGTCATAGCGAGATTAAGAGCGCCCCAGAACCCGAAGAACACAAAGAGGTCCCA 
CCTCCTGTTCTAGAGCCGGTCGCTGCGGTAGAAGAGCCCCGTGAGGAAAAAGAAATTGAC 
CCTCGTATCAGCGCTCCCCTGACGATGTCACCCCGCGAAATTCAGATTCGGGTTCGCTCA 
GGCGCCACCATCGAAGAATTAGCCGAAGAAATCGGCGTCACCGAAGCCCGCGTTGAGCCC 
TATGCCCACCCCGTTTTGCTGGAACGTGCCCGCATTGCCGACTTGGCTAAGCAATCACAC 
CCCATCAGGGAAAATGGTCCTGCAAAACTGACTCTCTGGGAAATTCTTGCAACGGCGTTT 
GCCACTCGCGGCCACGATCTCACCACAGCACGCTGGGACGCCTACAAAGACGCCACCAAC 
CAGTGGATCGTGCGAGTTGATTGGAAAGCAGGACTCAGCGACAACTACGCGGAGTGGACG 
TTAAACCTGCACAACACCAGCAATCCCACCGCTGATCCGCGGACCCCAGTCGCAGCCGAT 
TTGATCGATCCTGAATTCATTCAGCCGGTACGTACCTTGACGTCCGTAAACTCCACCCAG 
GAACAGTACGACGACGAAACCGATGTTTTCGACACCGTACCAAGCCCTGACGACGCACCA 
GACTCAGAATCCGATGCCGTTGCTGAAATCACCAACGACAACGAACCTGAAGTCGATGCG 
GAAGGCCCACGCAACAGGCGTCGAAAAGCAGTAACCCCACACTGGGAAGATGTTCTTTTA 
GGAGTTCGCGCAAACACAAAGCGCCCGAAGAAA 

>RXA 0 2 1 7 7 - downs t r earn 
TAGGATGTGCTGATGCCAAGTCA 



>RXA02 17 8 -upstream 

CCCACGCAACAGGCGTCGAAAAGCAGTAACCCCACACTGGGAAGATGTTCTTTTAGGAGT 
TCGCGCAAACACAAAGCGCCCGAAGAAATAGGATGTGCTG 

>RXA02178 

ATGCCAAGTCAATTGGGAGAAAACGCGGCGATCGTCACCCTCTGGTTTGTTAGCGCATCC 
GATCCCCAATCCATCATCCGCTCGGAACCTCGGGCGGATCGTGGATATGGCCGAAAACTG 
TTGGCACAGCTCAACCCAACGTGGCCAATTACCCCCATCGGGCAGTTCGCCCTCAACAGA 
TCCGTTCCTGCTAGTGCCAACGAGTTCTACATCGCTGGTTTTCCCGGCATCACCATCATT 
CAAACCGTGTTGGAAGATGTCAGCTGTTTATCCAAGCTGAATCCTCGGTTACTGCGCAGC 
GTCCCGGCAACAGATGTCTACATTTTCGCCGTCAATGAAGAAACCACCCTTGGTGGCTTC 
GCACACATCTACAACGGTGAGATCAAACGATCCTTCATCGCCTATGAAGAGCGCGTCTTC 
GAAGACAACGGCATCCCCGGCGGCTTTGAAACCCCCTACTGGGCAGGCAAAAAAGGCACC 
CGGAAAACTGCGCTGTCGTTGCCCTTCAACCCCATCGAACTAGTCCACGAAGCACAACGT 
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GCATGGCTCGGATTCGACGCCACCACCTCCCCTGACATCAACGTCGTTGCCTATGCCACC 
GATGGTCGCCCCGAGCCGCGCATCGCTGCACCCCGCATAATTAACAGCGAGGAAGTGACA 
AGGTCCGCCGTCGAAAAGCTAGGACTGCGCGAATCCGCCTTCTACGACGACTACGAAGAA 
TACGAGGCACCCGATCGAGTGGTGTCCAAGCGCATTACCTCAAACGCGAAAAAAGCGGCC 
AGCTCAGCACAGAAATTTGGTAAATCTCTGTGGCGAGCCAGCCGCGAATTCGGGTCAAAC 
ATGGCGGAAAGACTCCGCCACACTGACCGC 

>RXA"0217-8-^downstreain ^ 

TAGCGCTACTACTTAGCGCTGTT 



>RXA02 180 -upstream 

GTTTCAGCTAAAAGAAGAATCCTTGCTAGTGGAATCAGCTGAGTTTTCCACGAGTTTTCC 
AGCTTTCTCACAACTTGAATAGAAATTGAGGTATCCGGCA 

>RXA02180 

ATGACGTCAGGGAAATCAACGAGTACTAGGGGAGCCCTAGACCGGTATTTCAAAATCTCG 
GAGCGAGGATCAAGCATTGGCACGGAAATCCGTGCAGGTGTGGTCACATTCTTCGCGATG 
GCCTACATCATCATCCTCAACCCCTTGATCCTTGGCACCACCCCTGACGTAGAGGGCAAC 
ACCCTAGGCATCGCACAGGTTGCAGCGGCAACAGCGCTTGCCGCTGGTGTCATGACCATC 
GCGTTTGGTTTGATTGCGCGTTATCCATTCGGCATTGCTGCTGGCCTGGGAATTAACACC 
ATGGTCGCCGTGACACTGGTTTCAGGTGAGGGCCTGACCTGGCCGGAAGCAATGGGACTT 
GTGGTCCTTGACGGTGTGGTCATTGTTATTTTGGCTGTGTCCGGCTTCCGTGTTGCTGTG 
TTCCGTGCGATCCCAGCATCCATGAAGGCGGCCATCAGCGTGGGTATCGGCCTGTTCATC 
GCCATGATCGGCCTCGTGGATGCAGGCTTTGTTCGCCGTATTCCAGATGCTGCCGGTACT 
ACTGTGCCAGTGACTTTGGGCATTGATGGTTCCATTGCGTCTTGGCCAACGTTCGTGTTC 
GTTGTCGGTGTTCTTCTCTGTGGCATCCTTGTTGTCCGTCGAGTTCGCGGTGGACTGTTT 
ATCGGCATTTTGGGAACCACCATTTTGGCGATCATCGCAGAAGCAATCTTTGATTCCGGT 
GCGTCCTTTGAAAATGGTGAAGCAAACGCAGAAGGCTGGTCACTCGCCGTTCCTGGTCTC 
CCAGACTCCTTCGGTGGCATCCCGGATCTTTCCATCGTCGGCGCAGTTGATTTGATCGGT 
GCGTTCAGCCGCATCGGTGTGGTCGCCGCGACCTTGCTGATCTTTACCCTGGTCCTTGCA 
AACTTCTTCGACGCCATGGGCACCATGACCGCTCTTGGTAAGCAGGGCAACTTGGTTGAT 
GATGAAGGCAACCTTCCAGACATTAAGAAGGCACTGGTTGTGGAAGGCGCAGGTGCCATT 
GTCGGTGGTGCTTTCTCTGCATCCTCCAACACCGTGTTCGCTGACTCTTCTGCAGGTGTT 
GCAGACGGCGCACGAACCGGCCTTGCCAACGTGGTCACCGGCTCCTTGTTCTTGGCTGCC 
ATGTTCTTGACCCCACTGTATGAAATCGTCCCCATCGAAGCAGCAGCACCAGTGCTTGTA 
GTTGTTGGCGCGATGATGATGGGGCAGGTTACCGAGATTGATTTCTCCAAGTTCTACATC 
GCATTCCCAGCGTTCTTGACCATTGTGATCATGCCTTTCACCTACTCCATTGCAAACGGC 
ATTGGCGTTGGATTCATCATGTACGCCATCATGGCTGCAGCGGCAGGCAAAGCAAAGCAA 
GTGCACTGGCTGATGTGGCTGGTCGCTGGACTCTTCGTCGTGTTCTTCGCGATTGATCCC 
ATCATGGAAGCTGTCGGC 

>RXAO 2 1 8 0 -downs t r earn 
TAATGACAACGCGCACGGTAATT 



>RXA02181-upstream 

TTTGGCTAGTAGGGTGATAATCTCAAATAAAATGCACTTTCACCAGCTTTTTCGATTCCG 
GAAGGTCTAACTACACGTCGTGGTGACCACAAGTTTTCTC 

>RXA02181 

ATGGTTGACGGACACATCCGCAATCTTCAGGGCCACATCGATCGCCTCGAGGCGGCAGCC 
CCTACTGCTTCACAGTTCCATGATCGCATCATCACTCAATTGCGTGAAGCTCCGGGCAGT 
GTTCAGGCAGCTGTCACGATTGAAAATAACCACTATAACGTCGAGCTGCGCCCGCCCCGC 
AAGTTAAATTCACTGGTCACCCTTGATACCCACGGCCACCGCGATGAGCGCCTACATCCA 
AAGATTAAAGGCCACGATATCGCGTGGCAGAACACGGCCACCGCAAACAGCCGCCGCCAG 
GGCGCCGATGATGGATTGCTTGTCGACGAGTCCGGCCAGGTGATCATGGCTATCAATGCC 
TCTCTCTTGGCGATTAAGGGCGACACCGTGTTTCATTCCACGCACCCCAGGTCGCTGCCG 
TCTGTTCTGGAATCAACGGTCATTGCCTACCTGCAGGAACAAGGCTGTAATGCAAAGCCT 
CGAGAGCAAGGCTTCAACATCAATGATTTGCGCTCTTCGGAAGTGTGGCTGGTGGATTCT 
TTGTCCGGCATCCGTCGCGTCGCTGCATGGCTCGAATACGGTTCCAAATTCCCAGTCTCA 
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GAAACGCGACCTGTGGCAGCTTTCGTGCCGACGTTTTCTGAAGTCAATGACTACCTATGG 
AGCACTGCACAGCAAGTG 

>RXAO 2 1 8 1 -downs t ream 
TAGGTCGCTCGACTGTTATTCTC 



^>RXA0-2i83--^ups-tream ^ 

TTGCACATATTCCGGATTCCGATCGTTTTTATATCACTGGTAAGCGTTGGCCTGACCTCT 
ATGAGGTTAGATTCGTCCCTGCTGACTAGAATCAAGACTC 

>RXA02183 

ATGGCAAGCCGGAAGACCAAGCGTAAAAACCTCATTCAGATTCTCAGCCTTATCGTTGCT 
GTGTTATTGGTGGTGATTTTGTCTGTGGTGTTCCAGCAATGGTGGAACAATCGCCCAGAG 
CCACTCCCCCAAGAGATCTCTATCTCAGCATCTTCTCCCGCTGGTGAAATCGAGGTATTC 
CCATTCAGCATGTGTGAACCAGGTGTTGAATGCGAAGAGAACGAGGTGCCAACGCTGGAA 
GTTGGTGCTGATGAAGAGTTGCACCTGACGATTCCAGAGGCAATTCATGATCATGACTGG 
TACTTGTTGACCATTTATGATGATCCGGCTGCAAATGACGAGTTCTACCACACCAGTTAC 
GACGCCACCGAGGCAACCGTTCCTGGTTCTGTGGATCCAACCGAAGAGGGTGCGGAGCGC 
CCACGTCTGGTCGTAGTGGAAGTGTCCGCTGTGATGATCGGTGAGGATGAAAATGGTGAG 
GAAAGCCCTTACACCGTCACGTGGTCGCTATCCACGATGAACGAG 

iJ >RXA02 183 -downstream 

% 3 TAACTCACTCACAAACAATAAGG 



i fl >RXA02185 -upstream 

rj CAACTCCTTGGGGTGAAGCCAGACATCCACTGGCAGAGCAACTCCTCCGCTCTAACCCGA 
^ I CAGCTAACCTCGACGGCGACAAATGAGAGGAAAACTTTTC 

Is J 

>RXA02185 

ATGGGACGTCACTCCACTAAGACTAGCTCCGCGTTCACCAAGCTCGCAGCTTCCACCATC 
Ij GCTTTCGGTGCTGCTGCAACCATCATGGCTCCTTCTGCATCTGCTGCACCTGATTCCGAC 
tfl TGGGATCGCCTCGCACAGTGCGAGTCCGGTGGTAACTGGGCAATCAACACCGGTAACGGC 
f[l TACCACGGTGGTCTGCAGTTCTCCGCTAGCACCTGGGCTGCTTACGGCGGCCAGGAGTTC 

GCTACCTACGCATACCAGGCAACCCGTGAGCAGCAGATCGCTGTTGCAGAGCGCACCTTG 
f5 GCTGGTCAGGGCTGGGGCGCATGGCCTGCTTGCTCCGCTTCCCTTGGACTGAACTCCGCT 
;£ CCAACCCAGCGTGACCTCTCCGCTACCACCTCCACCCCAGAGCCAGCTGCAGCTGCACCA 

GCTGTTGCTGAGTACAACGCTCCTGCAGCCAACATCGCAGTTGGCTCCACCGACTTGAAC 

ACCATCAAGTCCACCTACGGCGCTGTCACCGGCACCCTCGCTCAGTACGGCATCACCGTT 

CCAGCTGAGGTTGAGTCTTACTACAACGCTTTCGTCGGC 

>PIXA0 2 1 8 5 -downs t ream 
TAAATCTAGCTGCACTTTTTAAA 



>RXA02 186 -upstream 

AGCTGATCATCACTTTGAGTATCCAACCACCCCTTGAGGGTGGGGATGGGGGAGTCTTTT 
TTCATGATGTTGTTAAGTTTAAGCCTTGTTGAGGTGACTT 

>RXA02186 

TTGTTCCCAGAGTTTGAAAGAATGTATGACATGGCAAACGTAGAGAAGAAGCACTTCGTC 
GATCCGGCATGGCCGGAGCACAATCCAGCTGACGGACACGTCGTTACTGAACTCATCTCC 
AAGGTCGCAGGCGCGTCCAGCCCATGGGGCGATGACAAGGAATTCCCAGTTTCTGCAGAA 
GAGACCGGATACGTTCACCCGTACACCCGGATCAACCGC 

>RXA02186-downstream - 

TAAGAAACTTAAAAAAGAGGCAA 



>RXAO 2 1 8 7 -ups t ream 
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GGATCGACGAAGTGCTTCTTCTCTACGTTTGCCATGTCATACATTCTTTCAAACTCTGGG 
AACAAAAGTCACCTCAACAAGGCTTAAACTTAACAACATC 

>RXA02187 

ATGAAAAAAGACTCCCCCATCCCCACCCTCAAGGGGTGGTTGGATACTCAAAGTGATGAT 
CAGCTCTCCACAATCCTTAGAAATCGACCCGATACGGTTCTCCCTTTACCACCTAATTTG 
GCCTCTCTTGCTGCGCGTTTACAGCTGAGGGCGTCTGCGATTCGCGCGGTGTTGAAACTC 
-AA-TGCGT-TGGAACT-TGG.TGT-GT.n:GGAGGCCGTGGCC AACCTTGGTGGTGAACTCCACCCG 
GTTACTGCCCCCGAAGTGGTGGAATATTTGCATGTGGCGTTGGCAGAGGATCTTCCAGCG 
CAAGACACGATTGGTGCGGCTCTTGCCACGCTGAAAAATTTCGCGTTGGTTTATGGCGAT 
GACCAGTTGATGATTGCTCAGGAGACGATGGCTGCGTTGCCTGTTCATTGGCGGTTGCTT 
CCGGAGGTAAGTGATCGCGGGCAGAGTGAGGAACAGGTGAGGGAAAGCGTCGATAAGCTT 
TCTGATAGGCACCGCAAACTTTTGCACACGCTTGCGGCCTCGGGTGGCTTCGGTCTGACG 
CGCGATGCGGCGCCTGATGCGGATCCGTCGCGGCCGATTCCGCAGTTGCTGGCGTCGGGG 
TTGTTGGCGCGCGTGGATGAGCAGACCGTGCGCCTGCCGGCGATGGTGCGGCGTGTGATT 
GAGGGCCGCGAGCAGCTGCCCGCTCAGGTGCGCCCAATTCCGCGCACGGCGGCGCCAGGT 
TCGAATGATGGCGGCATTGCAGCCGGCCTTGAGGTGGTGCGGCACATGCGATTGCTTATC 
GACGCCCTCAGCCACGTTCCCGCCCCCACGCTGAAAGTCGGAGCCCTCGGTGTGCGCGTG 
GTGACTCGCCTGAGCAAGGAATTAGACCTTGATGAGACCGAGCTGGCACGTCTACTGAGT 
TTGGGTATGGCCAGCGGTCTAATCCGTAAAGGCGTGCCCGATCCATTGCCCATGGATGAT 
GATGGCGGCGATTACGTCGCTCCCACCCCGCTGGCTGACGAATGGATGGAATATGATCTG 
GCGCACCAATTGGGCACGTTGATGTCTGGTTGGTGGAAGCAAACTTACGCGCCGTGGTTG 
GTGGGTCGGGCTGATGATAAGGACAAGCCGATCCATGTTCTCAGTAAAACAAGCATCATT 
GATTCGCTTCCTGATGCTCGTGCGAAGATCCTGTCCTCTTTATCTAGGGTTTTAGTGGAC 
AATCTGCACGCGGATTTAGCATTCCATTATCCCCTTGCGGCGAGTCGGATGAATCCTGAC 
ACCATCACACAGCTGGTACAGGAAGCCCAGTGGATCGGAGCATATTCTCAAGGCGTGACC 
GCAGCGGGTCAGGCCTTAATTGATGGCGAAAACCCTACGGAGGTAATCAAGGCTCCTGCG 
CCGGTGGAGAATTTCATCGTGCAAGGCGATTTCACCATCATGGTTCCAGGACCACTAACC 
CCTGCGATGCAAAAAACCATGGATTCGATCGCATCGTTGGAATCACCTGGTTTGGCCTCG 
GTGTATCGACTCAGCGAGAAATCCATCAGGCATGCTCTGGATCTTGGGCTCACCACCCCG 
GAAATCTTGGAGTTTCTCAAAGAACATTCCATGACAGATCTGCCCCAATCTGTGGGCTAT 
TTGCTCAGCGATATCGCCAGAAAGCACGGCACCCTCCGAGGCGGCCCTGCACTGTCCTAT 
ATCCGTAGCGACGATCCCGCTTTGCTGCATTCCGCAGTGGAGGCGGGCGCCGATGTGGCG 
CTTCGGCAGATCGCTCCCACCGTTGCGATTGCTCAAGCACCCCTGCTTCAGGTGATCACT 
GTGCTGCGTGCTGCCGGGTTCCAACCTGTGGCAGAAGACGGCGAAGGCGCAAGTCTGAAT 
ATCTCGCCATCCCCTGCACGTGTGCCCGCAGCTTCCCCACCACCAGTTGTTCCGGCACTG 
GATGAAAGCCGGGTACAGGCAGCAGTCAAAGCAATCCGACGGGAAAATTCAGCATCTCAA 
GGAACTGTTTCCACACAGCCAACTCTTTCGGTGCTGCAGGCTGCAGTGCGAGGGCAGCGC 
ACGGTGACGTTGGGGTTCGTCGATAAGCAAGGCGTGGCCGTGCACCGCGTCGTCAAGCCT 
TTAACCGTCAACGCCGGGCAGGTGGACGCTGTGGATGAAGCCACAGGTGCGGTGCATCGT 
TTCATGTTGCACAGGATCACAGAAGTAATAGTGGATAAC 

>RXAO 2 1 8 7 -downs t r earn 
TAGCCTAGAAGTGACATAATGGA 



>RXA0219 9-upstream 

ACAGCTTAGTACGGATTAGACAATTCCCGAACTTTTCATTCGTAGTTCATTTTCAACGCC 
GCCTAAGCAACACAGGCAAAGCGCCACTAGTCTCGGTCGC 

>RXA02199 

ATGACTGACTCCACTCCGCAAGGCTCAACACCAGGCATGTCCCCTGAAGCTATCCTCAAC 
GGCACCGGAAAGCCGTGGGAAGAGTGGCTAAAATTGCTTGACGACGTAAAAGCCACCTCT 
TGGACTCACACCCACATCGCAAAGCACATCGTGGACAACTTTGATGTCAGTGGCTGGTGG 
GCTCAAGGCATCGCGATTGGTTATGAATACGAACGTGGCATGCGCAAACCCGGGATGACC 
AGCGATGGGTTCGCGGCCAATGCCTCCAAAACCCTTAACCTGCCGGTCGAAAAAGTGTGG 
AAGCTCTTCGGAGACGATGACCTGCGGGCGCAGTGGCTCGATCCCGCACTAATTGAGAAA 
ACCTCCGCCTCCGAACCTAGAACATTCAATGCCAAATGGTTGGCCGATGATTCTCGAGTG 
AGCGTCAACTTCACCTCCAAAGGCGACAATAAATCCAGCTTCGGCATCCAGCACAGACGC 
CTGCCTGATCAAGACAGCATCCCTGTCATGAAAGCATTCTGGAAAGAACGCATCGCTGCA 
TTAGTTGAGGTGTCAAAACAATTTTCGCTT 
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>RXAO 2 1 9 9 - downs t r earn 
TAACATTAAGTTCTTAGCCTTCA 



>RXA02 2 03 -upstream 

CGATTCAAAAGAGTTCACCGAGGTAGGAAACATCGTGGTCGCAGCCATTGATGCCCTCCT 
GGGCGTGCAGCTCTAGGAAATTTCAGGAACAATACATCTC 



>RXA02203 

ATGACCATTCGCGCCACTTTCCAGCCTTCCGTAGATGAATTCATCTCCACTCTCGAAGAG 
TTTGCAACAGGTTCATACCTTAAAGAGGACGAAAAGGAATTCTGGGACGAACCTTTCGAT 
GTCAAGGCACTTCCAGATCTTCGTTTCATCTTGGAAAACTACCTTGATTCCCTAGATAAG 
CTCGGTGAAGCACCAGACCTTGATGCTGTTAACGCCTCCGCTCAGTCCACCCTTGATGAG 
CTGGAGAAGTTCAACACAAAGCACCACGGTGCTGTTGTTGAGCCTGAAGAAAAAGAAGAG 
ATCACTAAATTGATGTTTGATGCTGCAAAGCAGACTGGTGCAGATGATCTTTCTGCAGAG 
GCTTTCCCTGAGTTTGAG 

>RXA02 2 03 -downstream 
TAAATTTCAGTAGAAGTTTTTTA 



>RXA02 2 0 6-upstream 

GGCAGGATCTGCTGCTGCGGCTAGGAGGGTTATCTCTTCATTCACCCGATCTACCGTACT 
ACCTTATGACCTCAGTAGTGTGGTGGGCGTGAAACAGCGA 

>RXA02206 

ATGGTCGGTTCAAGTGGTTTGCGGGTATCCAGGCTCGGTTTGGGCACCTCAACATGGGGC 
TCGGGCACCGAGCTGGCTGAGGCAGGCGATATCTTTAAGGCGTTCATCAATTCTGGTGGC 
ACGCTTATCGACGTCTCCCCCAACTACACCACCGGCGTCGCGGAAGAAATGCTCGGCACG 
ATGTTGGATGCGGAAGTCTCTCGTTCGGCTGTCGTCATTTCCTCCAGCGCAGGTGTCAAC 
CCCGCTCTGCCGCTCGGCCGACGTGTGGATTGCTCCCGCCGCAATTTGATTGCCCAATTA 
GATGTCACCCTGCGGGCATTAAACACTGACTATTTGGATTTGTGGTCTGTGGGCTATTGG 
GATGAGGGCACCCCACCGCATGAGGTGGCCGATACTTTGGATTACGCCGTGCGCACCGGC 
CGAGTCCGATATGCCGGTGTCCGAGGATATTCCGGTTGGCAGTTAGCGGTCACCCACGCT 
GCATCCAATCATGCAGCGGCCTCCGCCCGCCCCGTGGTCGTTGCACAAAATGAATACAGC 
CTGCTGGAACGCCGCGCAGAACAAGAACTCCTCCCTGCCACCCAACACCTAGGTGTCGGA 
TTCTTTGCTGGCGCTCCGCTGGGGCAAGGCGTGCTGACTGCTAAATACCGCTCCGAAATT 
CCCCATGATTCCAGAGCTGCATCCACAGGACGCGACGCAGAAGTCCAAAGCTACCTAGAT 
AATCGAGGCCGCATCATTGTCGATGCTCTTGATACTGCAGCCAAAGGATTAGGCATTAGC 
CCCGCTGTCACAGCCACCACCTGGGTGCGTGATCGTCCCGGAGTGACAGCTGTCATCGTG 
GGCGCTCGCACACATGAACAGCTGTCACATCTTCTCAAGGCGGAATCGGTGACTTTGCCA 
ACACCAATCACACAAGCCCTTGATGATGTCTCCCTG 

>RXAO 2 2 0 6 - downs t r eam 
TGACTTGGTCCAATTACATTCAC 



>RXA02 2 07 -upstream 

GAATCGGTGACTTTGCCAACACCAATCACACAAGCCCTTGATGATGTCTCCCTGTGACTT 
GGTCCAATTACATTCACTGGTAATCTGAAACCTTGTGAAT 

>RXA02207 

ATGCGCCGTCGATCCCGTGTGTCCCGTTTGCTTCCCGCCACAGCTTTGCTGGCCTCAACT 
GCACTTCTTTTAAGTGCATGTACGCAAGGGGTAACGGACTCCCCGGATATGGGCAAGGCA 
ACTCCCGCTGTCTCCCCCGCAGCAAGCAACCCGGATGGCCAAGTAATTGAGTTCGGCAAC 
ATCACTGACATGGAAGTCACTGATGGTGACATCCTCGGTGTACGCACCGAAGACGCACTC 
GCTATTGGTACAGTCTCCGACTTCGAAGCGGGTAGCCAGGTGGAACTGGACGTCGATAAG 
CAATGCGGCGACCTGACCGCAACCGGCGGCACTTTCGTGCTCCCCTGCGCCGATGGCGTT 
TATTTGATTGATGCCAAGGACCCGGATCTGGATGAGTTGCGTGCAACTGACAAGCCAGTC 
ACGGTGGCAGCCTTGACCAGCGATGATCAGCTTCTGGTGGGCAATGGTGAAGATGAAGAA 
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CTCACCATCTACCGCGAGGGCGAAGAGCCAGAAACCTTCACCGTCGCGGGTCCCAATACC 
CAGCTCATCGCCGTTCCTGTCATTGATCGCCACGACGCCGTTGTGCGCACCTGGAACGAA 
AACACCACGATTCAAGATGTGGACTACCCCAACGACCGTGAAGGCGCGACCCTTCGCGTG 
GGACTCGGCGTTGGTCAAATGGCTGGTGGCGAAGACGGCCTGCTGGTGGTCTCTGATGAA 
ATGGGTGGCCAAATTGCCATCTACAACGCTGATGATGTC 

>RXA02211-upstream 

ACTGTCCGAAGTATTGGATCTGGTCGAGGGAACTGTCCGTAAACGCGACTAAACGACCCC 
TGATTCACACTTTCAGACTACAAGAACTAGACTAAGCGGT 

>RXA02211 

ATGGTTTCAGTTCTTTTAATTCAGCCCCGTCAGGGAGAAGCAGTCGCCGCAGCTGAGCGA 
CGTGACTTTTTGCAGGCCACCGGTCTTAAGCCTCAAGAACTGACCTCCCGAATGTTGGAT 
ACCACCACTTCTCGAATTGGCAGTCTGGAAGGTTTCGACGGCGTGATTGTGGGCGGAAGC 
CCACTGAATGCCACCAACTTTGAGTACAGCGATTGGCAACGCCACGTCCACCGCGAATTG 
TCCTTGCTGATCAATCACCCACTGCCAACAATCTTTGTCTGCTACGGCAATACCTTTTTG 
ACCTTCTTCTCTGGCGGACAGATTGGTCGCACACACCCCGAAGATTCCGGCGCCACCACA 
GTGTTGCTAACTGACGCCGGCAAACGAGACGTACTCACTCAAGACCTACCGGATAGCTTT 
ACGTCCTTTACTGGTCACACGGAAAACTCCGTA 



>RXA022 12 -upstream 

GTGATGTGACTTTCTATCACCCCCTTACTCACCCCCATTGCTTATTGAGTAAAGTCGGTT 
CCCGCTCTTTCGTGAGCCCGACACTAATGAAGGTTTTTAG 

>RXA02212 

ATGATTCCAGAAAATATTGATCTCAAGCAGCTCGCTTCGGAGCTTGGTGATGATGCCGTG 
GCAATGGGGGAGCACACAGGCAACCAGTTTCCGACTTTGGAAAAAGACCTTATTAATGTT 
GTGACAGATGCAAAGGAATCAGATTTTGGATCTTTAGGGGTCGTGATTCTTGATGAAACT 
CCAGTGATGACTTCCAACCTGAGGGATATTGCGCAGGAGCTGTTGATTCAAACGGATCTG 
GACACCGTTGTGGTGCGGGCTCCAATGTCGGCTGCGGTGGTGAGTGATGTTCATTCGAGG 
GCGGCGCTTGAGTCAGGGCAGCATGATTTGCTTGGGACCACTGATTACGTGCTGGGAACG 
GAGCTTTTGGTACAGGATGTAACGGAATCGACGGTGGGGAATATTGATTGGGGTCAATTG 
CTGATTTGGGGGTTGGTTGCTTTGGCAATCGCCGTGGTTGTTGCGGGTGCGTCTGTGCGT 
CGAAAAGCAATATCTTTA 

>RXA022 12 -downstream 
TAAGTAAAGTTCTAAAGCTTTAC 



>RXA02216 

GTAGCGCCCGCCCCTGGACACGTGGTGTTGGCAACGGGACCAACCTGCCCCATCCAGATG 
CTGCGCGCCAACAAGAACACCTGGTCAGTTCAATTCCATGCGGATATGGATGCCGTAGGC 
ATGAAAAACCGCATGGATTTTTACTCCAACTACCGGTTCTTCTCCCCAGAAGATTATGAC 
CGCATCATTGCAGAGCTACCCTCTGTTGACTCCATTTATGCCAACAGGGTGCTCCGCAAC 
TTCGTGGAGGTCTGCGAAGGAATTCGTGTTGCTGATGGTGCTGAGCACCAACTCCCAAAG 
CTTAAC 

>RXAO 2 2 1 6 - downs t r eam 
TAATCGAGGAGACTGGTGATTCG 



>RXA02 2 17 -upstream 

CCAAATGGGTATGGGCGCTTTTGACCATCGTCAATGGTGTTGGCCCCGCTGCCTACTGGG 
CTTTCGGCAGGAAAAACTAAGAGTTGTTAGGGTGGCGCTC 

>RXA02217 

ATGACTAATAAAACACGAGCTCTACTCATTGGTGGCCACGGCAAGGTGGCCCTCCTAGCA 
ACCCCCATGCTTATCGACGCCTCGGTGCAGGTCACTTCCATGTACCGCAATCCGGACCAC 
AGGTCCGAAATTGAGGCGCTGGGCGCCACAACTTTAGAGCGTGACGTCACCACACTCAGC 
GTGGAGGATTGGGCAGATCTGCTCAAGGACTTCGACGTAGTGGTGTGGAGCGCCGGAAAC 
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GGTGGCAAGAACGGCGCGGATGCAACTTATGCCATTGATCGTGATGCCGCGATCGCATCC 
ATTGATGGTGCAGCTAGCCTAGGGGAGAAGGCACCTCGCTACATCATGGTGAGCTACATT 
GGATCCTCCACGCACACCATTGATCCTTCAGCATCCTTCTACCCATATGCAGAATCCAAA 
AAGGCCGCTGATGAGCACCTAAGCTCCACCAACCTGGATTACCTTATCCTCGCACCAGCA 
GCCTTAACTCTGGATGAAGTCAATGGCGTTGAGGTGATCGCCGATACCAACGAAGCAGCC 
GCAGGCCGCACCACATCAAGAGTCCTCGTTGCGGAAGTTATCACCGAGTTGGTGGTTCGC 
GACTTCCCACAAACCCGTGTGCTGCCTTTCGTGGATGGCGAATCACCAGTCTCCTCGATT 
.AGT 

>RXA02 2 17 -downstream 
TAAGCTTTGGGAGTTGGTGCTCA 



>RXAO 2 218 -ups t ream 

CAATGATTTATATGTCTTGGACGAGCGATTAAATAGAGTTGGCATACCCCAAATGATAGA 
CCCAAAGTGTCGTGTCCACCGCTCGTTGTAGCATGAACCC 

>RXA02218 

ATGTTTGCAATCATGACTGTCACAGGGCAGGACCACACCGGAATTATCGCCGCAGTTTCC 
ACCGCGTTGGCTGAGCTAGATGTCAATATTCACAACGTTTCCCAAACCATCATGGATCAA 
TGGTTCACCATGATCTTGCACGTTGGTTTCGATGAATCGGTCTTGGATATCGCCACAGTT 
CAGGAACGCATGAAGCCAGTGGAAAAGGAACAGGGCTTGGTTATTCGTATCCAGTCTGAA 
GCCTTGTTCAACGCGGTTAATGAGATC 

>RXAO 2 2 1 8 -downs tr earn 
TAGGGGGTGCACATGGATGATTT 



>RXA02 2 19 -upstream 

TCAGGAACGCATGAAGCCAGTGGAAAAGGAACAGGGCTTGGTTATTCGTATCCAGTCTGA 
AGCCTTGTTCAACGCGGTTAATGAGATCTAGGGGGTGCAC 

>RXA02219 

ATGGATGATTTTTCTGCATCGCTAGGTTTTACTGACCGTTCCTCGAGGGGAATTCTGGAC 
ACCATCGAGATGATTGAGAAGTATCGTCTTGATATTCGCACCGTGACCATGGGAATCAGC 
CTGTTGGAATGCGCGCGTGGCTCGATGGAAGAGACCGCGACGGCTGTTTATGATCGCGTG 
ACGTCACAGGCTGCACGTCTGGTTGAGGTTTGTGAAGGCATTGAGCGTGAATTGGGCATT 
CCCATTGTGAATAAGCGCATCTCGGTGACTCCAATTGCCCTGGTGACTGCTGGTTGCAGT 
GGCGATCCCGTTGACGTTGCTCGAGCCTTAGATAAGGCAGCAAAAGATGTCGGAGTGAAC 
TTCATCGGCGGGTATTCAGCACTGGTTGAAAAAGGTGGAACCACCTCCGATATTCGGCTG 
ATCCGCTCCATTCCCGAGGCATTGAGCACAACCGATGTGGTGTGTGGATCCGTCAATGTG 
GCGTCGTCTCGCGCGGGTATCAACATGAACGCAGTCAATGAGATGGGCAAGGTGGTCAAG 
CAAGCAGCTGAATTGACCAAAGATCGCTCCGCCATCGCATGTGCAAAGCTAGTGGTCTTT 
GCCAATTCTGTGGGCGATAATCCATTCATGGCTGGCGCTTTCCACGGCATTGAGGAGCCG 
GATTGTGTGGTCAGCGTTGGTGTCTCAGGACCAGGCGTGGTTAGTCGCGCGCTGGGCAAT 
CTTCAAGGTGCCACCCTTGATCAAGTCGCAGAAGAGATCAAGAAAGCGGCCTTCAAGATC 
ACTCGTACTGGACAACTGGTTGGTGCGATGGCCTCAGAACGCCTAGGAGTTCCTTTCGGC 
ATCGTTGATCTTTCGCTCGCTCCCACTGCTGAAGTGGGCGATTCCGTGGCAAATATCCTT 
GAGGTCATGGGTCTTGACCAGGTGGGCACACATGGCACCACCGCGGCACTCGCACTGCTC 
AACGACGCGGTGAAAAAGGGTGGCATGATGGCCTGCTCACGTGTCGGCGGCTTGTCCGGA 
TCCTTCATTCCAGTTTCTGAAGATAAAGGCATGATCGATGCGGTTCGCACAGGAGCAATT 
TCTATTGACAAGCTCGAAGCGATGACCGCGATCTGCTCAGTTGGTTTGGATATGATTGCG 
ATCCCTGGCGACACCCCGGCGGAAACTATTTCGGGCATGATCGCGGACGAAGCAGCCATC 
GGTGTGATGAATCATAAGACTACAGCTGTGCGTGTTATTCCTGTTCCAGGAACTGTCCCT 
GGCGATGAGGTAGATTTCGGTGGCTTGCTGGGTTACGCGCCGGTCATTCCAGTAAATACC 
GTGGGAAATAGTGAGTTTATTCACCGCGGCGGCTTCATTCCAGCACCCGTTCACGGGTTT 
AGAAAC 

>RXA02 2 19 -downstream 
TAGGAGATCCGGGGCCTTTACCT 
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>RXAO 2 2 2 1 -ups t ream 

TTCAATGATATTTGCTCTGATTTTTGGTTCTCGTCTAATTTCATTATTTTGTCACGCCAG 
CCATCACGACTTCATACCCACCAATTGAAAGTAAAGTCCA 

>RXA02221 

ATGTTTACCGCATCCATTCCTACTTATGAATTAGGGTCTTTCAGCAAGGGCTCCTACGTT 

GAGATCAAAGGAACTTACTTCTACCCTGACACGCTAAATACTTTATTTAGAAATTCTGGG 

GCAAAAGACAACGAAGAGTTCTTTGTAGACGTAACTCTTGTTCCAGAACCAGATAATCCG 
CATAGCACTCGAGGCCATGCCATTTCAGTCCGCTGGAATGATCTCGTAATAGGACATATT 
GCCTCGGATATGACTGAAAAATTCCAACAAGTGCGACGAGTTGCAGCTAGTGGCTACGAT 
GCTCGAGTCTCTGCTCGGATTTGGACGAATACAAACTATAAGAATGAACGAGATTTTTGG 
GTATCTGTTAAGCTCCCCGATCCAGATTTCCTTGTTCCTCTTAATGATCCTCCCCATGAC 
GGGTTTACCCTCCTCCCTTATGGAACAGCAATCCAAGTCACCAAGGAATCTGATCACATG 
GACGTGCTCTCAGAATTCGTGCCTCCATCTGGACAAGGTCAGATTCTCGTATCGCTACAC 
ATCATTAACGCAGGCGTGAGAAAAGAATGGGATGGCATTGAAGTTCGGCTCGATAATCAA 
CGGATCGGAGAGCTTACAAAGGCCAGTTCAGAAAAATTCGCACCCGTAGTGCGACATTTC 
GATGACCTAGGACTTAGTACACTATGTCGTGCGCTCATCAAGGGGTCATCACTAGCTGCT 
GAAGTAACTCTATATGGAGCTCGTGCACATGAGCTTTCCGAAGAAGACTTAGAACCTAAA 
AGCTCTTCCCCATTGCCCAGGTTGGTTGAATACCAGTCAAATCCGTTTAATTATCAAGTC 
CCCAACAGGTGGCCCGGCGAGCAGAATCAACGTGCTCCTAAGTCGCAAAAGTCTTCTTCA 
TCACCTTTCGCAGCGTATCGCGGGCCATCGCAACCTAGTAAATCACTCACACCGTTTGTA 
£3 GCGCAGACACCTGCGCCTCAGCCTAGTGATCGATTTATTGATTGGGATTCATTGCTTCAA 
^,3 CCGGACGGAACTCCAAGAGCTACGCCATTCCAAAGAGGAGTAACCCGCGGGTTAATTGGC 
m AAGCATTTTTCGAATCAAAAATCTCCAAGAATTGACTTTGCAACGGTGGGGCAATGTGAT 
H GCAATTCTCCGAACTTTCGGAGAGCCGACCGACAAGCTTTATAAAGACGGCAGGACTTCT 
TGGCCTTTGTGGTGGGCGCTCATGGCGATAGTCACCCTTCTCGTCATGTTGCTGAACTTT 
I ' I ATTCCAGGAATTGGTCCGATCTTCCCACTTATCGGATTGATCGTACTTGGTCATCACTTT 
^ ^ TGGACTCGCCGAAAACTTAACCCACCATTCGGTAGATC AAAA 

>RXA022 21-downstreain 
s TAGATATTCTCATCAAATATCGC 

h • ^ 

f y >RXAO 222 3 -upstream 

Ll CTTGCTTTTGAGGGCCGCTACGCGCAGCTGTATCAACGATGGAGTGCTCAATAGTTCAAA 

p 2 TCC ACC ACAAACTCTAGAGATTTGGGGTAGAAACGAAGAC 

>RXA02223 

ATGAGCACCTACCAAGACGATCGTTTCCCAGGCCCAGACCCCTACGCACCGCTTGGTGAA 
AAGCCAAGCTTTACCCTCACCTCCACCGACTTGGAAAACGGTGCAAAGCTGGCCGAAGCC 
CAACTCGGTGGCACCGATATTTCCCCACAGCTGTCCTGGTCAGATCTTCCAGAAGGCACC 
AAATCCCTCGCGATCACCTGCCTCGACCCAGATGCCCCAACCGGCGCTGGTTTCTGGCAC 
TGGGCAGTGTTTAACATCCCCACAACTGTCACGGAGATCCCCACCGGTGCTGGCGATGAA 
ACCCTCGGCGGCATCGAAGGCGTAGTTTCCCTCAAGGGTGATTCCGGCAAGCGTGGCTTC 
TACGGAGCGCAACCTCCAGCTGGCCACGCACCGCACCGTTACCTCTTCGCAGTTCATGCA 



>RXA022 2 6-upstream 

CTGACACCTCCTATGGCACiSCGGTATGTTTAATAAACGTAATTCGAGTTTCGGCGGCCGT 
GTCGCGCGGCCAGGACGACCCTAGCTTTTAAGGACCCACC 

>RXA02226 

ATGACTGAGAACCAGACTCCCAGCTCCACCTCTGCACCGAAGCCGGGACCTCGCCCGGGC 
CCACGGCCAGGACCCCGACCTGGGGCTCAGGTTGCTGCAAAGAAAGCTGCGGTTGCTACA 
CCTGCGCCGATCGCCAAAACTTCTAACGATCCTGCAAAGTTTGGTCGCGTTGAGGCAGAC 
GGATCTGCATATGTCACCACCTCTGCTGGCGAGCGTCTGATTGGTTCTTGGCAGGCCGGC 
ACCCCTGAGGAAGGTCTTGCTCACTACGGCGCCCGTTTTGATGATCTGGCCACCGAAGTT 
GAGCTCATGGAACAGCGCCTAATCTCCCACCCTGATGATGCGACCTCCATCCGCACGAAG 
GCTGAAGAACTCAAGGCAACCCTGCCCACCATCGCTGCGATCGGTGACCTTGATGGCGTT 
GAAGCTCGCCTGTCCAAGATCATCAACAACTCCGAGGAAGCCAACGAGCGCGCCAAGGAA 
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CAAAAGGCTAAAAACCGTGAGCGCGCAGTAGCTCGCAAGGAAGAGCTCGCTGTTGAGGCT 
GAAACCTTGGCAGAAAACTCCTCCGACTGGAAGGTTGCTGGCGACCGCATCCGCGCCATC 
CTGGATGAGTGGAAGTCCATCCACGGCATCGACCGCAAGACCGATGATGAACTGTGGAAA 
CGCTACTCCCGTGCGCGTGACTCCTTCAACCGTCGCCGCGGCGCACACTTCGCAGAGCTG 
GATCGCACCCGCGCATCTGCACGCAAACTCAAGGAAGAACTCGTTGAGCGCGCCAATGCT 
CTCAAGGAATCCACTGAGTGGAACGACACCGCCCGCGCATTCCGCGATCTCATGACCGAA 
TGGAAAGCCGCCGGCCGCGCACCACGCGAAATCGACGACAAGCTGTGGGCAGCATTCAAG 
GGCGCCCAGGACTACTTCTTTGATAAGCGCAACGCCGTAGCCAAGGAACGCGACCAGGAA 
TTCGAAGCCAACGCAACCGCAAAGCAGCAGCTCATCGACGAATACGACGCACAGATCAAC 
CCCGAGCAGGGCCTCGATGGAGCGCGCAGCAAGCTC 



>RXAO 22 27 -upstream 

ACCGCGTGCCATAGGAGGTGTCAGCCAGATAGGGTGCACTATCTTGAAAAACCGCGCTCA 
GGAGAGGTGTTTGCCCAGCAATTTCGGTGGGCAGGATAGG 

>RXA02227 

GTGGAAGACGTGAATGCAACGCTGATTATCATGCCTGGAAGTCCGGCGCTGGTACCTGAA 
CTGGCACCAGCGGATGCTGCGGGGGCGCGCTTGTTGGCGTCGTTACGTGCAGTTTTTGAT 
GCGGAACTGGCTAATGATGATCGCCCGATCGAGTTGGTTGGCTCCCGGGATGAGGCGTGG 
TTTACCAAGCATGCGGGAAATCTGCGGGCCTGGGGTGCACCGAGCGTGCAGGTTTCTGAC 
GGACATTATTTGCCGGAAATTTTGCAGCGTGTCGCGCTGGGTGGTTTCGAATCGCGTGTA 
ACTCATGTGCGCGATCGGTTGGGTAGCGTCAACGACAACACGGTTACGGTGCTTGCCCTT 
GACGGCCCCACGGGCTTGACCACCCGCGCGCCGTCCGCACTCGTGCCCGGCGCGTCCAAC 
ATCGACGCCTGGTGCCGCTCATTGCTGTCTGGAAAGCCCGGGGAAGTGCCCAGCACCAGC 
ACGCTTATCGACGCCTCCCTCCGCGAACCACAGCTCTGGCTCGACTTATCCGCCGTGGCA 
ACAGAAGCGTCAACTGCTCAACTTCTCGACAGCGACGACACACACGGCGTGGGACGCTAC 
GTTGCTCGCTGGACTTTT 

>RXAO 2227 -downstream 
TAACTTAAGGGAGATCTAGATCG 



>RXA0223 0-upstream 

CATCGCATAGAATACTGGTGCAATCGTTTACGTTCGCTATTAATGTGACACGTATAAGCC 
GACACTTTTAACGAAGCGCAGAAGGAGTGAGAGCAAGAAA 

>RXA02230 

ATGGGAGAACAACTTCCGTTTGCTAATGGTTCACGCTCCAACAAACTGCCGCTCATCGTC 
ATCGGTTTGTGCTGCATAATGCTGATCCTGTGGCTTAAACTTCCCGGCGTACTGCTTGCC 
ACCATCATTGGGGTTGCCACGATGAGTGTGATGCGGATGCGCACCTCCACCCCAGAAACT 
GCCTCGCTGGTTACTTCTATTCGGCTGTCTGCGGAAGATATTTCCGATGTGCAACATGAG 
TGGCAGCAGTTTTTGACCTCCCCCGAGGCCGATGCGCTGGCTGATCGCACGCTTGTCCGT 
CCCGCACTGGCGGATCCAGATTGTGGCGATAAGGCTATCGAGAAATTTCATTATGAAATC 
AGCAATGCCAATCGCTTCTTGGGCAGGTTGGACGCTCGTCTGCAACAAAACCTCGTGGTC 
AGTGAGCTAGAAACACTTCTCAAAGTAACGGACGAGCGCGCACTAGAGCTGCGGGAAACG 
TGGCTGGATGCGCGTAAAGCGGCCCAGAAACTTGGGCCGAACTACAATCGCGAATCT 

>RXAO 2 2 3 0 - downs t r eam 
TAGATCTGCACCTCACCGAGTGC 



>RXAO 2 2 3 1 -ups t ream 

TAAACACCTAAATTGAGCGCTCTATTCCATCAACGCGGGGGCAATTTCTCACGTGTAGGA 
AAAGTGACTATTGCCTGTTAAGGGAGTTAGACTAATCGCC 

>RXA02231 

ATGACTAGCGATCTGAAGACAATCGGTATGGATTTCGCCAAGTGGCAAGATGCAGTGGAA 
GCAGCAATTGCTTCACAGCGTCTCGAGGTAACAGGCGAGGTCCGTGGCGGCCAGCTCATC 
CAGTTCTCGGATGATTCCGGCGCCCAAATTAACATTCTGGCTGTCGAGCCTTTTGCCACC 
TTCGCCGGCTTTAACTCCGCAACAGTCGCTTACGGCCACGTCAGCATGATCAATGATGTG 
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CTGTCCCTGGTCGATATCATCGATCCTTTCGGCACCCCTGTTGCCACCATTACCTGCAAC 
CTTGCTCAAGGCCCACTGCTTGTTGATGAACCAGTGCAGCGCTGGCAGCAGATCCGCATT 
ACTGCCCTGGGCATTGATGTTGAGGTCCACGACAATGCAGATGCTTACATCCGCAATGGT 
GGCGAAACTGTCGGCATGCTGGTTTCTGAAGGTGCAGAGAAGATTGCCAGCGGCAGCGGC 
GCTGTCATCCCGGACGCATCCGCAGAGTTTTCCGCACGCGTGTTGTCTGCGGAGTACCGC 
ACCAACACTCTTACCGGCCAGCGTTTTATCCACGCAACAGTTGATGGCCTCTTCGCTTTT 
GATGTGTGCCTTCCTGATGCACCAGAACTACCTGCCCGTGACAGCGTGTTGTCTGGCAAA 
GTCATGCTGACTGCTGCCG TTATCCCCACTGAGGTCACCGGCTGCGGTGGCTCCGGTGGC 
GGCTGTGGCTCAGGTAGCTGTGGCTGCGGCGGACAC 

>RXA022 31 -downstream 
TAAAATTCTGCACAATTTTTTAA 



>RXA02 23 8 -upstream 

GGCGCTTAGCCAAAACATAGAGCGGTAGGGTATGCTTATCCGATTGAGCAACCTTTCCCG 
CTCTTAACACTACTGTCCATATACTTTTGAAAAGGTGTCA 

>RXA02238 

GTGACCAACGTGAGCAACGAGACCAACGCCACCAAGGCCGTCTTCGATCCGCCAGTGGGC 
ATTACCGCTCCTCCGATCGATGAACTGCTGGATAAGGTCACTTCCAAGTACGCCCTCGTG 
ATCTTCGCAGCCAAGCGTGCGCGCCAGATCAACAGCTTCTACCATCAGGCAGATGAGGGA 
GTATTCGAGTTCATCGGACCATTGGTTACTCCGCAGCCAGGCGAAAAGCCACTTTCTATT 
GCTCTGCGTGAGATCAATGCAGGTCTGTTGGACCACGAGGAAGGT 

>RXAO 2 2 3 8 - downs t r earn 
TAAAAGACCTTATAACTTCACAC 

>RXA022 44 -upstream 

CACCAATTGTTCTGGGCAATATCCAACCCCCGGGAAAGAAAATGATGAATGCAGCAGACT 
GGGCGCGTGGTGTCCAACTTGATCAGGAAGCGAAATTCCA 

>RXA02244 

ATGAGCCTAGAAAAATCCGGCGGATTCCGCTCCAGGACTCCAAAAGCGCAGCAGGAACCT 
GCTAAGCAGAAGCCGCAGGCGCGTAAATCTCCGTCAAAGAAGGCCCCGGCTCGGGGGCAG 
GGGCAGAGTCAGGGGCAGCGCCAGGGCCAAAGCAGTGGCAAAGGCGGCGGAAACCGCAAG 
CCCCCTGCGCAGGCCAGGGAAGTGAGGGCTCTGGGCGTCGATAAGCCGAGAGAAATTGCG 
TTTGAGGTGCTTGATCGTGTGCGTACCGGTGAGGCGTATGCCAACTTGGTGTTGCCACGA 
CTGCTGAGCAAGCACAATCTTTCTGGCCGTGACGCGGCCTTTGCTACGGAAATTACCTAC 
GGCACCTTGCGTAATGTCGGCTTGCTGGATGAGGTCATTAAGGCTGCATCTGGGCGTGAA 
CTGTCTGATATTGATCCAGAGGTTTTGGACGTGCTGCGTTTGGGCGCGTACCAGGTGATG 
TTTACCCGCGTGGAGGATCACGCTGCGGTCGATACTTCAGTAAAGATGGTCGGTGGGCTG 
AAGAAATTCCAGGCCACTGGTTTTGCCAATGCAATTTTGCGCAACATCACGCGCAAGGAA 
CCAGAGCAGTGGTTGAAGGAATTGGAGCCCGCGGAAGAGTTGGCTCGCGTTGCGTTCCGT 
ACTGCGCACCCACGCTGGATTGCGCAGAGTTTCTCACAGGTGCTCCCGGCAGATGAGTTG 
GAAGCAGCGCTTGCTGCGGACTCTGAGCGCCCAGTGGTGCACTTGGTGGCTCGCCCAGGT 
GAGATCAGTGCAGAGGAATTGGCGCTGATCACCGGTGGTGACGAGGGCAAGTATTCCCCA 
TACGCGGTGTACCTCGAGGGTGGCGACCCGGGTGATATTGAGCCAGTGAAGGATGGTCTT 
GCAGCAGTGCAAGATGAGGGTTCTCAGCTGATTGCTCGCGCCTTGGTGGAAATCCCCGTG 
GAGGGCACCGATGCCGGCCGTTGGCTGGATATGTGTGCAGGTCCTGGCGGTAAAGCGGCG 
CTCATTGGTGCGTTGGCTCGCATGGATCGTGCCACCGTTGATGCCGTGGAGGTCTCTGAT 
CACCGTGCCCGACTGATTGAAAAGTCCGTGCGTGGTTTGCCCGTCAAGGTTCATGTGGGC 
GATGGCCGCACCATCAACTTGACCGGTGGTTACGATCGTGCGCTAGTCGATGCGCCGTGT 
TCTGGTTTGGGTGCACTGCGTCGTCGCCCTGAGGCGCGTTGGCGCAAGCAGGAAAGCGAC 
ATTGTTGAGCTCAACACCCTGCAGTACGAGCTGCTTGAATCCGCTGTGAACAAGGTGCGT 
TCCGGTGGCGTGATTGTGTACTCCACATGTTCACCTGATCTGCGTGAAACCCGCGGAATC 
GTGGACAAGGCACTGGGGGCTCTGGAGATCGAAGAGCTTGAGGCTGCGGAGTTCATGCCA 
GGCATGACCGATACCGGCGATGAGAAATCAGTGCAGATGTGGCCACACCGCCACGGCACC 
GATGCGATGTTTGTGGCAGTGCTGCGAAAGAAG 

>RXA02 2 4 4 -downs t r earn 
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TAGACCTGTGAGCTAAGTGGGGT 
>RXA02254-upstream 

TTGATCGCCGATGCCGAAGAAGGCGGATTGTGGGAAAACCTCCTGCAGCACCGCTTCAGG 
TGGACATGGTGCGCTAGCTGGTCACGCCTTGGGAAACCTC 

>RXA02254 

GTGATCGCGGCGTTGACCGACATTTTGGGCACCTCCCAGCATGCGCTTGATCAAATCGCT 
rAA'CTCGCTGGAGC'CAAAGG/^^^^ 

GCGGAAGTATCAGGTCTAGACTCTGATGCTCGAGTCATGCGTCAAGTTCGTGGTCAAGTG 
GCGGTAGCTGCAACCCCCGGGCAGGTGCGACGCGTTCGAATCATTCCGGACAATCCAGAA 
CCGAACCCCGCTGCCATCGAGGCCATTCTCGATGCAGATTTGGTCACCCTTGGCCCAGGT 
TCCTGGTTCTCCTCTGTGATTCCACACATTTTGGTCCCAGGGATCGTTGATGCCTTGGCG 
CAGACAAAAGCAACCAAAACCGTGGTGTTAAACCTGACGTCCGAGCCAGGGGAGACCGCG 
GGATTCTCTGCAGAACGACACATCCATGTGCTCCGCCAGCATGCTCGAAACCTTCAGGTT 
GACCAAGTCATTGTCGATGCCAAGACACTGTCCTCACAAACCGAACGCAATCATGTAGAA 
CGAGCTGCTCGCACCCTTGGTGCAGAAGTCTCCTTCCATGATGTCCAGGCTGAAGATGGC 
CGTGGTCGATTCACCAGTATTCACGATCCAGCAAAGCTGTGTGCAGCGTTGCTGGCAAGT 
TTTGCTGGAGCACGAAAGCGT 

>RXA022 54-downstream 
TAAGGAGTAGGCGTGTCACTGAC 



>RXA022 5 5-upstream 

GTGTGCAGCGTTGCTGGCAAGTTTTGCTGGAGCACGAAAGCGTTAAGGAGTAGGCGTGTC 
ACTGACGAGTGATATCAAACAAGAATTGGCGCAGGTCCAT 

>RXA02255 

GTGGCCAAAAACAGTGTTCGTGCTGCGGAAGTGTCTGCAATTTTAAGGTTTGCTGGTGAG 
ATGCAAGCTGTCGGCGGCAAGCTGGTCATCGAAGCAAATTTGGACAGCATGCAAGTCGGT 
ATGAGGCTTCAGGAGTTTATCCAAGGTTTGTACAACTCTCGAGTCGATGTGCACACCGTG 
AACCCGACTGTGAGCAGGAAAACGCCACGGTATTTGGTGCGCATCATTGACAATGCCGAT 
GAAATTGCGCGACGCACCGGACTGGTCACCAGGTCTGGACATGTGGTTAAAGGTCTAGCG 
CCTTCTGTGGTCAGCGGAACAATCAGTGACGCTGAAGCTGCATGGCGCGGTGCGTTTCTA 
GCCAATGGATCTTTAAGTGATCCAGGTCGTTCCTCTTCGTTGGAGGTGTTGTGTCCTGGT 
CAAGAATCAGCATTGGCACTGGTTGGATGTGCGCGAAGAATTGGGATCGCGGCGAAAACG 
AAAGATTCTCGAGGATTTGATCGCGTCAATGTTCGTGATGCGGAAGCAATTGGGGCACTG 
CTCACTCGAATGGGTGCCCAGAAAACTCGCATGTTGTGGGAAGAAAAACGCATCAAGCGG 
GAAAGTCGAACTCCGCAAAGCGGGTTGGCCAACTTCGACGATGCCAATCTGCGCAGGTCA 
GCCCGAGCAGCAGTTGCCGCTGCAGCGAGGGTAGAACGCGCCATGAAGATTCTTGGTGAT 
GATGTTCCTGAGCATTTGGCTGAGGCTGGACAGCTGCGTGTGCAGCACCGTCAGGCATCG 
TTGGAGGAGTTGGGCCGGTTGGCTGATCCTCAAATGACCAAGGATGCTGTGGCCGGTCGT 
ATTCGTCGTCTTTTGACGATGGCAGATAAGCGCGCCGAAGATCTGAAGATTCCTGATACA 
AATTCTGTTGTGACGGAAGATTTGTTGGAAGAAATT 

>RXAO 2 2 5 5 - downs t r earn 
TAGATGATTGAAGCCTAAAAACG 



>RXA022 6 6-upstream 

GAGGAAAGTAGCGCTACATCTGCATATCTACCCCCTTAAAAATGAAGCATAAAACCGCCG 
TGTACCGGCCTTTTATTGATTTTGACGTAAGCTTGCACCG 

>RXA02266 

ATGACTCAAGATGAACACCCCCGACAGGCCGACTCCCATTTCAACATGCTTTTACCGGAT 
GGAAATGAAAACGCACACCAGCTTTCTGTCGCTCTAAATCAGGTGGCACATCTGTTGGCC 
TATGATGCGGACTCTTCAATTCATCGGCCTGATGGGCTAAGTCTGGCGTCCTATAGAATT 
CTCTTTTCACTGTGGACTGATGGCCCGATGAGTCCACTCCAGGTGACTGACAAGACTGGA 
ATGAAAAAGTCTGCGATTTCTAACCTGTTAAAGCCATTGCTCGCTGAATCTCTGATTGTG 
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CAGGTGACGGCAGAAAATGATCGACGCTCAAAGGTTTTAAGCCTTAGCGAAAAAGGCACT 
ACATACATTCAGAAAACAGCCACCCGCCAAAATGCTTTGGAATCCGAGTGGTTTGGCACC 
CTGACCGACATCGAGCAGGATTTATTGGAGTCGTTGCTCAGGAAACTGCTCGACTCCAAC 
CGCGCATCCAAGGTTCGTAAAAACCGATCTAAC 

>RXA022 66-downstream 
TAGCGTCGATCCTTAGGGATGTA 



>RXA022 67 -upstream 

TGCGCTCGGCAAGTGTTTTGCTTATCGACGTCTCCCCACATAACAATCCCAACTCGAAGC 
ACCAACGATTCAAGCCTTATCAGTTTTGTACAGGAAAATA 

>RXA02267 

GTGCAAAAATGGGGTTTAAGCTTCGTGGAGAGGATTGTCATCGTGAACAACGTGCAAGAG 
TTTCATCGATTTTTTGATGATTCCGCAGTCTATTATCCCTGCTTCGTCCCGCTTGACCGA 
GCCATCGGCGAACACTTTGATCGTCAGAACAAACCGATGTCCAGATTCATCGGAACGCTC 
ATTCTGCCGTTAGCCAAACTGGAAGAAGCCGCCCAATACACCGGCGATGAAGTCCTTCGC 
GTGTCGGCAGTAATCAGTACTGATGGGCTCGCTGATCTGCGAAGGGATTTTTACGAACTC 
CCCAACATCGACATCGCCTCGGTGGAAATCAAGCTGGTCGGCGCAGCCCTCACCAACACC 
GCTTGGTTGGGAGATGTGGAAAAACTCATCCAACAACATCGCAACACTTTCGTATGGGTT 
GAGATTCCGACAGCCCTGGTCACCGCAGATATTGTCCGAAAACTCCGCCACATGGGAGCT 
GGCCTGAAATACAGAACTGGAGGTGATAGGGAAGAGCTCTTCCCCTCACCGCAGGACTTG 
GTCACTGTGCTGCGCACCGCCATCGATGCTGCATTGCCGTTTAAACTCACTGCAGGCCTG 
CATCGTGCTCTCAGGTATCGTGACGAGAAAACCGGCCGACTTCACTTCGGATTCCTCAAC 
ATTGCAGCCGCCGTGGCGACACTTCGTGCTGGAAAAGGCGAGGCAGAGGCACTGAAGATC 
CTTGAAGGCGATGATGCCGCTCCGCTTATTCACGCACTACAAAGCGGCGAAAACTGGCGG 
GATTCCTTCCGCAGCTTCAGTACCTGCAATGTTGTTGAACCACTCAACACTCTGATTGAT 
CTTGATGTGTTGGCGGAAGGAGACGTACATCCC 

>RXAO 2 2 6 7 -downs t r earn 
TAAGGATCGACGCTAGTTAGATC 



>RXA02 271 -upstream 

CACTCCCCTATCCTAAGCCACATCTCGGTTTATTAAACTGTTAGTGAATTCTCACCCGCA 
ACACTGGTGTATTTCAGTTACATCCGTATGGTTATTGGTT 

>RXA02271 

ATGAGCTTTCTTAACTCTGCAAAAACCAAGACCGTAGCCCTCACCGCAACCTTCGTTGGT 
GCAGCAACCCTTGCAACTCCTGCAATCGCATCCGCTGACATCGTCGACAACGCCCTCGCA 
GCCCTCCCATCCGGTGAGATCAGCTGCTCCCAGGCTGAAAAGTACTGGACCACCGAAGCT 
GATTACAACAGCAAGGTTGCACAGGCCAACGCCTTGGCAATGTTTGACTCCCGCGGCCCA 
CAGATCCAGGCAGCTCTCGCACGCGTTGACGAAGCAGCAAACCGCTGCGGACTCAAGGGC 
GGCACCGTAGCTGCGCAGGCTGAGGCAACTGAGGCTGCGCCTGCCGCTCCAGCACCTGCA 
CCGCAGGATAACACCGGCACTTCTCAGACTGCCCCTGCCCCAGCAGCACCAGCAGCACCA 
GCAGCTACCCCTGTGGTTAACCTTGCACCTGCAGGATCACCAACTTTCACCATTGAAGTT 
CCAGGAGTTGGCGGGGTTCAGCTGCCAGATCTATACCAAATCGTCCAACAGTTCTTGGCA 
CAGTTCGGAATCAAGATC 

>RXA02 2 7 1 -downs tream 
TAAATCTATTCACATCCCTTAAC 



>RXA02279 

NCNGCCAGGGCTACCGCGCTTGTCGATTTCTTGGAATCCCAGACTGTTGACCAGCTGAAT 
AACCCCGATGTCCAGACTTACCTCACCGAAGCGGAACTGATTCGCGATGACTTGAGGTCT 
TGGGCAGTCATCAAATCAAATGGCATTGGACAACATCGATCTTGTTCCATACGGCGAGGA 
AACGACGAGCCACTTGCAATCGCCCGCAAGATCATCGAGGAAACCGCTTCCCATCCTGAG 
CTGAGATTCGAAAACCTCGAGGCCCAGTTCTCCGAGTTCACCATCTTGCTTGCTCAAAGC 
CCGGAGAACCTCGACGTAGCCCGCTACCAGGAGCTTCGTACACAGGGAAACTTTGTTCAA 
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GAACTCGCCTTGGACAGCATTTTCGGCCAACATGCCGTTGTTCAAGACACCGGAAACGGC 
GAAGCCATCCTAGATGAAACTATCGGGTACATGATCGGCGCCGGCATGCGTGAAACCACT 
GCCCGCACCGCCAGCCAGTTCGCGCAGCTTTACTCATTTGTGGGCAGGCAGGAACGCTCC 
ATTGAAATGGCACGACTCGCTTTCGAGGAACTTCAAGCGGCAGGACTTCCCCACCGTGAG 
GAAGAACTGCGATTGGGCATGCAACTCGCCCAGGTTGAACCAATTGAAGCCCGCGAAATC 
CTGGAAAAGCTGCTGCTGCCTAAATTCGAGCAGAATCTGACACTTGATGAACTTGAAACT 
GAAGCACTCCTTCCTTTGGGTGCTACCGTTGCTATCCACGACCCCCAGGCTGCCGCAGCA 
ATTTTGCGCCACGCTCGCGAAAACGCCGCAGGGTTCGGCAACTTCGAACTCGCAGTCCAA 

GCGATGACCATGATCACGGATGTCCTCTACACCCAAAACATGCACGAGGAAG-TGeTGGAG 

GAGGTGAAeeACTCTCTCCCCTATGCTCAAATGCTTGATGATCAACACCAAGCTGAACTG 

AAACTGCTGGACAGCATCGCCATCGTCCAGGCAGACCTCGGTTCCACCGAAGCGCTGGAA 
ACCCTGGGCACCGCAATGGGACTCGCAGAAACCACAGCTCAGAAGCTATACGTGCAGGAA 
TCCCTCAACCGCGCATACTTCACTTTTGCCCGCCCTGAAGATTGCATCAGCGGAGCAGCC 
GACGCTTCTGCCCTGGCCATGCAAAACGATGACCCTTCCAATGCAGCTGCCCAGTTGGAG 
CAGTGTGCACAGTACTTGTTCCAATTGGGCCACGAAACTGACGGCGCAAGCCTGCTGGAA 
TCTGCATTCAGGGTTGAAGGCATCCCCACTGAGCAGGCACTGTACTACGCAAATGCACTG 
TCTTCCATCTATGAAGATTTCGGCGATTCCGCGAAGTCGCAGTACTGGGAGCAGCAGGCG 
CAGGAAAAGCAGCAGCTTCTGGAG 

>RXA0227 9 -downstream 
TAACGGCCGTTTAAAGAGTCGAA 



3 >RXA02280 

n GCGGACCTGGCTGAAACCATGTTGGGTCTTCTCACCTTGGAGACCTCCCGTGGTCGCATC 

^ TCGATCGGTGAGATCACCACGTTGTCCATCACCGAGGATGTGTCGCTGCAGCTGGCTACC 

Z ACGTTGGATGATTTCAGGCAGCTCAACACCATTGCGCGCCCGGACACCTTGATTATTAAT 

'J GGCGGCTACATTCACGACAGCGATCTGGCTCGGCTCATTCCCGTTCACTACCCACCGCTT 

2 ACGGTATCTACTGCTGACCTGCGCGAATCCATGGATCTGATGGAGCTTCCGCCGCTGCAG 
=^ GACATTGAGAAAGCCAAGGCACTGGATGCGCAGGTCACGGAATCATTGAAGGATTTTCAG 
y ATCAAGGGCGCAACGAGGGTTTTTGAACCCGCAGATGTTCCTGCCGTGGTGATCATTGAT 

TCCAAGGCGCAGGCCTCACGGGATCGCAATGAAACACAAAGCGCAACCACTGATCGTTGG 

3 GCTGACATTTTGGCAACGGTGGATAACACGTTGAGCCGTCAAACAGCCAACATTCCACAG 
n GATCAGGGACTGTCGGCGTTGTGCTTGAATTGGAACAATTCGCTGGTCAGGAAATTGGCG 
\\ TCCACTGATGACACCGCCGTGGTGTCGCGCACGGTGCGTTTGCTCTACGTTCAGGCATTG 
1 TTGTCCAGCAAGAGGCCACTGCGGG.TGAAGGAACGCGCGCTGCTTAATGATTCGCTGGCA 
% GATCTGGTTTCTTTGTCTTTGTCATCCGATATC 

^ >RXA022 80-downstreain 

TAAGACAATCCTCCGCTAATCTT 



>RXAO 2285- upst ream 

TTAGCTTGTCGACGTCCCCCTCTTCCAACACCTCCGGCTTTGTTTGTTTTTCCAACCAAC 
CGGGCTCTGCTGCGGTGGCGACGGCTTTTGTGGCCCACTG 

>RXA02285 

TTGGTTTTGGATGAGCGCTGGGTTGGTGTCGGGCTCGTTGATAAATGGGACGAGGGGGGC 
GTCGAGAAGCGTCTCTTTGCTGCGGTCTTGTGTGTGGTTGGGGCCGGGCGCGGGCACGTC 
GATGAGCGTGGCGAGGTCAGATATGGAGGCGCGGAAGCGGCTCTCCTCTCGCTTGAAGGA 
CGGGTTGTCGGCGTCGAGGTCGAAGATGGCGGACATGAAGTTTTCGCTCGCGGCGTTTTC 
CTCGAGGCGGCGCACGAGGTAAGAAATGGCCACGTCGAATTCTTGTGGGCGCACGGCTGG 
TACGTAAAGCAGCAGCTCACCGACGTCAACGCTGACGGCGCGCGCCTGATCGGACGCCAT 
GCCCTGCAGCATTTCGAACTCCACACGGTCCGCTACCCCACGCTCCACAGAGAGCAAATG 
TGCGAATGCTATGTCGAAAAGGTTGTGGCCGGCAACGCCCAGGCGCAGGCCCTCCATGTT 
TTCTTTGCGCATCGTCCAATAGAGGACGCGCTTGTAATTGGCATCGGTGGCTTGTTTGGA 
AGGTTCTGTGGCAACTGGCCAGCCGGTGATCTGCGCGTGGACGTGCTCCATAGGCAAATT 
AGCACCCTTGACCAGGCGAACCTTAACGCCCGCCCCGCCTGTGTTGACGCGCTCGCGGCC 
GAACTGCGCCAAGTCCTGGATTGCACCGAGGGCATCGGGAAGGTACGCCTGCAACACAAT 
TCCGGCTTC 
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>RXA022 85-downstreaTn 
TAGTTCATGCAGCTCTGGATTGG 



>RXAO 2 2 8 6 -ups tream 

GCAGCGCACACGCTTTCCCCTCAGCCTGCTGATACCCCCGTTTTGCCACCTAAAACAACC 
TCTCATCTTCATTTCATATTCACTTCATAGGGTTGAATAC 

>RXA02286 ^ — ~~ 

ATGAAGAACGCAAAACTTTTCCTCGCGCTCATATCCGCTCCTCTTATCCTCGCTGGCTGC 
AGCTCCACCGATACTGGAACAGCAGAATCCACCATTTCCAGCGAAACTGCTTCTGCAGTA 
GATGCCACCACTTCTACCTCCTCAAGTACCGCCACCTCTGCCGTGATTGATGACGATCCG 
GTATTCGACATCATCGACATCGTCCTTGCCCAATACCCCGACAGGATCATCACCGACATT 
GACCGCGAAGACTCCTCCGATCAATACGAAGTCGATGTTGTGGTTGGCCAAGAAGTCCTT 
GAACTTGATGTCACCACCAGTGGCCAGATCCATACCGACGACCGCGACAACGATGATGAT 
GACGACATCCGCGAAGCTCACGCAGCCACAGTCACCGCAGCTCAAGCCATTGGCCTAGCG 
CTGGATCAATACCCAGACGGAATTATTGATTCTGTTGAATTAGACGAAGACGACGGCCAG 
CTGAAATGGAAAATAGACCTCGATGACACTTCCGGCAATGATCTTGCTGACGTTGAAATC 
GCAGCAGTT 

>RXA022 8 6-downstream 
TAAGCACGCGCACGGAAAGCCAC 



>RXA022 87-upstream 

TTGAAAAAGGAACATTAGTGCCAGTAACAAGAGCCCAGTTGAATTCAAGCGGGCAGAGAC 
ACATCTGGCCCTCAAAATTTTCCTTTTACTGGAGACCACT 

>RXA02287 

GTGTACTCAATTTCAGAAACTATCGCCCGAACTCTTATGCCCCGCACCGATCACGTTTTC 
GACCTGATGGGCAACGGAAACGCCTGGTTCGTCGATGCCCTAGAACGCCTCGGGCGAGGC 
ATCATCACCGTCCGCCCCACAGTTGAAACCGTGGCCGCCGCGGACACCTACCACCGCGTC 
ACCCGCCGCCCGGCGGTCGCTACCACCACCTATGGTGCTGGTTTCACCAACACCATGACC 
ACGCTTGCCGACGTCGCCCTCTCCCGTATCCCACTTCTTTTAGTTGTGGGCACTGCCCCG 
AGCGCCGGGCCTCGCTGTTTCGACATTGACCGGCAAGGACTCGCACGTGCCGTAGGTGTG 
GAAACCTTCACCGTGCATGCAGATGACGTTGCTGCGGTAACTCTTCAGGCTTGGAATAAT 
ACGCCGGAAAACACACACGTGATCCTGGAAATCCCCTATGACCTAGCAGCTGCCACAGCC 
ACCGATCCAACAGTGACTACATACCTGCTGCGCCCCGGATTTCAGAAACTCCCGATGTCA 
CCGACCTTGTCC 

>RXAO 2 2 8 7 - downs t ream 
TAGCTCTACGCAATGCCCAAAAT 



>RXA0 22 94-upstream 

TACCTCACCTGGCAACAAATCCAAGGAATGTAGATAAGTCGGGGCAAACTCTAAGAAATC 
ATCCTGGTTTGTGGCAGGGAACATTCCTAGGATGGGAGGC 

>RXA02294 

ATGGCAAAGACAAAACTAGAAAGCATCTCCGAGCGCAACTCGGATGATCCGCTTAGTTAC 
CCCGACCTGACTCTTGCACCAATATCCACAACAGTCACAGTCGTGGTCGCCGAAGACACC 
CCAAACGATAACTTCTCAGAACTTCTCCTCGGCGCAGCAGAATCAACCCGTCTTTTAGGA 
CTCGACGAGCTCCACATCATCGCTCCATCAGTCCACCTACCCGCTCTCGCAGTAGCAGCC 
GCCGACATCGCACACCATCTGCCAGAGAAATTCCAATTCTGTGAAGCCGAAACCTGCACT 
CATCTCCACCCCGACGATGACACCTATCTCACGGCTGAATCCGTTGCTCAATTGGGTACG 
AAGCTGAAGTCTGCG 

>RXAO 2 2 9 4 - downs tream 
TAGTTGTTAGGAGCCACCACAGA 
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>RXAO 2 2 9 5 -ups t r earn 

TTCCCATGCTAATCCGCGAAAATGGCACTTCAACAGCCATATACTTTAAACAACACAAAT 
GATGCAAGACTGATACCGGGATGTGATAGGAGCGCACCAC 

>RXA02295 

ATGGGGTTGGAATTAGCAGCTAGCGGGTGGGGCATCCTCATCGCAGGCGCCGCCGTAGCC 
GGATGGATCGACGCAGTAATCGGCGGTGGCGGACTCGTCCTCATCCCGCTGATCCTCGCG 
GTCATGCCGCAACTCGCACCTGTGACAGCGCTGGCCTCCAACAAACTGGCAGCCGTCACC 
-GGCACGGCATGGGGGGGA-T-TGAGGG-TGGTeAGGGGGGTeAAAeeeGAeAAAAAACTGCTT- 
GCGCTGTACGTTCTGGTGGCAGCTGTGTGCTCCGGTGCAGGCGCCCTGGCTGCGAGTCTC 
ATTGACAAACAAATCATGCGACCGCTGATCATCGTGTTGATGCTGGTCGTTGGCCTGATC 
GTGGTGTTCAAACCAAACTTCGGAAGGGGCGAAAGGAAAGCCCTGCCCACCGGATGGAAA 
CGCTGGGCCGCCATCGTTGCAGTCGGACTCATCGCAGCCTACGACGGCATCTTCGGACCC 
GGAACCGGCATGTTCCTCATCATGGCGTTCACCGCACTGCTCTGCGAAAATTTCCTGTCC 
TCCGCAGCCATGGCGAAGGTCGTAAACACCGCAACAAAGCTGGGTGCGCTAATTGTATTC 
ATCATCGGCGGCCACATGTGGTGGACCCTAGGACTCGTGCTGGCAGTCGCCAATGTCGCA 
GGCGCACAACTCGGTGCCCGAACGGTGCTTGGTGGCGGTACGAGGGTAATTAGATACGCA 
CTACTAACCCTGGTTGTCGTCATGAGCGTCTACCTCACCTGGGAAGAAATCCAAGGAATG 

>RXAO 2 2 9 5 -downs t r earn 
TAGATAAGTCGGGGCAAACTCTA 



>RXAO 2 2 9 6 -ups tream 

GCATCATTTGTGTTGTTTAAAGTATATGGCTGTTGAAGTGCCATTTTCGCGGATTAGCAT 
GGGAATCACCAGTATTTCTGGACGGTTAAGGATGATTCAT 

>RXA02296 

ATGCGTAATCAAACAATCGCTGCGGTCGCAGCTTTGGTCCTGCTCACCGCCGCGACGCCC 
GCGATCGCTGCCACCCGGGGGAGAGCTGGAAACGGAGTCTATTCCATTGACATGGGCGAC 
GAGCAAAAGCTTACCTGCGTGCTTTTCGATGAGCCCTCCACCGAAGCGCACGTCGTCGCG 
AGCTGTGCTGCGACTTTGCCGGTGACCTGGAAGCTTCTGGACGGCGCTCACGAACAAGCC 
GCGAAACTTGAAATCACCCAGGCTCAAGAGGGTGAACTCTCGGTGACAGCCAGCAAGCAG 
CCGTTGATCACCACGATGATTGCGCCCACCAGCATGACTAAGCCCATCAGTGTGAATAGG 
CTTGTGGTTGTTCCTGGTGAGAATGAGGTTCGCTTTTATGCTACCGATCCTGATGTTTTA 
CCAGTGCTGATCACGCCTGACTCCTATGAAGTGTTGACCGATTCCGCTGCTAAAGTGAAA 
GCGAGATTA 

>RXA022 9 6 -downstream 
TGAAATAAACGTGGATCAAGGAG 



>RXA022 9 7 -upstream 

TGGTGATCACGCGTGACTCCTATGAAGTGTTGACCGATTCCGCTGCTAAAGTGAAAGCGA 
CATTATGAAATAAACGTGGATCAAGGAGTCCGGTGCCCAA 

>RXA02297 

TTGAGCGATAAAGAACCAGACCCCCACGAACAAATTCCAGAGAAGCCATCCCGCAAGGTT 
ATTGGACTTCGTTGGTGCATCGTAGCGCCGCTGTCGGTAGCCGTGGGGTGGCTTTTTACT 
ATGTGGGGTGTGCCAGCCGCATGGATCCTCGGGGCGATCCTTGTTGCCGGTGTATGTGCG 
CTGACCACAGGGCAAGATCTTCCGATGGCCAAGGGGGTGCATGTTTTTGGTCGCTGAATC 
GTGGCGATGGTGGCGGGGCTGCCTTTGATTAGTTCTTCTGGTTCGGAACTTGTTCGTTTC 
CTCATCCCGGGTCTTGTGATTTCCTTTTTCACCATCGCGGTAGGCATCGTTGGTGGTTTG 
TTGCTGGCAAGATCCAGGCCGGAGATTTTGCCGGAAACTGGTGTGCTGTCCATGGTGGCG 
GGTGGCGCGTCGGTGATGCCGATTCTGGCCCGAGAGTTGGGCGCTGATTTCCGCTATGTG 
GCGCTGACGCAGTACCTCAGGTTGTTGGTTGTGTCCATGACGTTGCCGCTGGTGACGCAC 
TTTTTCGTCCCTGGCGGGGCGGATTTGGGATCGCGGGGTGAGAAATGGTTGGACGTGTTG 
AGTTTGGGAGAGTTCGGGACGTCGATAAGCGTTTTATCGCTGCTGGTGCTCTTCGGTATT 
GTGCTGGCCGGCGAACCTCTCGGCAGGTTGCTGCGCTTGCCTGCCCCTGCGGTGATGGGG 
CCGCTGATCCTGACCGTGGTGGTGAGTTTTGTGATTCCAGATGATCTGAGCCTGCAACCG 
GCAACCGTGTTTAAGATTATCGCGTTGATGGCGATCGGTTGGATGTGTGGCGGTCCCTTG 
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AATATGACCGCGCTGAAGGTGTTTTCTAAGCAGCTTCCGGCCACGTTCTTGTTTATTTTC 
GCGCTGCTTGCGGTGTGCGCAGGTGCGGCGGGGCTGCTCACCTGGTGGTTGGATATCAGC 
TTCTTCGAGGCTTACCTAGCAACCAGCCCTGGAGCTCTGGAGACGGTGTTGGCGCTGTCC 
TCGGAAGGATCTGCAGGCCCGGTGGTGGTCACGATCCAGATCATTCGACTACTGGCAATC 
TTGACCATCGCCGGTTTGATCCCCACGCTACTGCGACGCATTTTGCGTAGGGATCGT 

>RXAO 22 9 7 -downs t ream 
TAAAGGCCTTCTAGTTCAGCACC 



>RXA022 9 8 -upstream 

AAATCATAGCGTGAGATGACAAGGAAAGGAATATTTCGATCCGGCAACAACCCCCGCGTC 
AGGTGGGATTATGCCGAAAAAATCGCTACGATAGCCACTT 

>RXA02298 

ATGACTCTTCAGAGTTCTGATAAACGTTCTCCTTCACTGTTAGACGCCTCCTCCGAGGTC 
TTTGTCCATGATTTGGCAGCTTTGTCTCCCACTGATGCCACTGCATGGGGTATCTCAGGC 
TTCGAAGGTGATCTTCAGGATTTCTCTCCTGACTATTGGAATGCCATCGCCGAACGCAAC 
CGCGACATGGTTGCCGATGTTGATGCTTTTGATGACGGCACTGATGACAACGATGACGAA 
GAAGATTTCGATGACGTTGACCGCGTCACCGCTGATGTTCTCCGTGATCGCGTATGCCTG 
GATCTGGCCCTGCACCACCAGGGCGAAACCTTAGCGAATCTCAACAACATTGATTCCCCA 
GTCCAGACCATCCGCGATACCTTCCTCATCATGCCCCGCGAGACGGACGATGATGTGGAA 
AATCTCCGCGAACGTCTCTCCCGCGTCCCCGACGCTCTCCACGGATACTGTGAATCACTC 
GCTGAGGCTGCCAGCCAAGGCCATGTTGCAGCGGTCCGCCAGGTGGAAGAAGTGGTGTCG 
CAATGTGAGGACCTCGCTGATGAGGACTCCGTTTTGCAGCACCTTGGCTTGGATGAAAAT 
GATCCAGTAGTTGTAGAGGCCCAGGAAGCTTTTGCACGAGTTGCCGGTTGGTTAGCAGAG 
CAACTGGCTCCGCATGCTCCTCATGTGGATGCGGTTGGCCGGGATCGCTATGAAATGTTC 
TCCCACCTGCACGTCGGCGAGTTTGTAGATCTGGATGAGGCTTACCAATGGTCCCTGGAA 
CAGCTGCGTGACATTGATGCTCAGCAGCTTCAGGTAGCCCAGCAGCTGTACGGCCCTGGC 
ACCACGATCCGTGAGGCCATGAAGAAGCTCAATGCTGATGAGCGCTACCTCATCCGAGGC 
ACTGATGCTCTGCAGGAGTGGATGCAAAAGACCGCTGATCAGGCAATCGCTGATCTAGAT 
GGCGTTTCCTTCAACATTCCAGAGCAGGCTCGACAGGTTGAGTGCCTCATCGATCCTGCT 
GGAACTGGCGGCATTTTCTACACCCCACCAAGCGATGATTTCTCCAGGCCTGGCCGCATG 
TGGTGGTCTGTGCCTAAAACCCAGGAAGTCTTCCACACCTGGCAAGAGCTCACCACCGTG 
TTCCACGAGGGTGTTCCTGGCCACCACCTGCAGATCTCCCAAACTTTGGTGGAAAAGGAT 
CTGAACCTGTGGCGTCGAGTCGCTTGCTGGAACTCTGGCCACGGTGAAGGTTGGGCGCTG 
TACGCAGAATCTCTCATGAAGGAATTGGGATACCACGAAGATCCAGGCAACCTCATGGGC 
TACCTTGATGCTCAGCGACTCCGTGCAGCCCGCGTGGCCATTGACATCGGAATTCACCTG 
AACAAGAGGAACCCAGAGTGCACCGGCCTGTGGGATGCGTCTTATGCGCGCAGCTTCCTG 
CGTGAAAATACGTCCATGAATGAAGATGCGCTGTACTTTGAGCTCAACCGTTACCTTGGT 
TGGCCAGGTCAGGCCGCATCGTATGCCATTGGTCAGCGACTCTGGTTGAACCTGCGCGAT 
GAGGCCATTAGCCAGGGGCAAACCTTGGCGCAATTCCACAGCAAGGCATTGTCCTATGGC 
AGCATCCCGATGGGCATTTTGCGCGATCAGGTGCTGAAC 

>RXA02 2 9 8 -downs t ream 
TAGAAGGCCTTTAACGATCCCTA 



>RXA023 00 -upstream 

GGGTCATTCCGGTGAACACGGATTTCGCGCCGGTGAATCTGACGGTCAGCCAATTGCGGG 
CAATGCTGTCCAAAGCGGAGCGTAAAGATAAGGATCAGAA 

>RXA02300 

ATGAAAACTTATGCAGTACTAATTGCGGTGGCAGGGTTGGCACTTGCTGGGTGTAGCTCG 
TCGGCTCCTGGAATCTGGCGTGCCACTGAACCCGCAGATGCCTACCTTGAAATAGCCGAT 
GACGGCACGCTGTCCGGAACCGACGGCTGCAACAGACTTTTTGGTGGCTGGGAAAAAGAC 
GGCTCTACCATCACTTTCGGCGCCATCGGTATGACAGAAATGTACTGCGAAGGCGTCAAC 
GATTGGCTGTCCCAGATGCACACCGCCACCGTCACCGATGCCACCATGACCATTTTCAAC 
GAGGCCGGCAGCAATATTGGCGAGCTAAAACGC 

>RXA02 3 00 -downstream 
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TAAATGCTTCTCGACGTCAAAAG 



>RXA023 01 -upstream 

GCTTCGCATATGTCTGGATCTTATTGGATGTATGAGTCAGAGATCAGGGAGATCGCGCAC 
TAACCGAACCTGGCCAGTGCAACAGGATTATGTTTAAAGC 

>RXA02301 

ATGGATCTTGCACTGGCTCAGGTTGATTCCACCGTTTCGGGGCTTTATGACGCCCTCGAT 
CTCATCGGCGTGCTGCTGAACGGAATAATCGGTGGAACGATCGCCAGGCAACGAGGCTAT 
GACATCATTGGCTTTCTGTTCCTGGCGTTATTTTCTGCGCTGGGTGGCGGAATGATCCGT 
GACATGCTGATTCAGCAGGGGACTGTCGCGGCGATCGATAATCAGATCTACCTTGCGCTC 
GCGTTTTCTGGCGCGCTGATTGCCATGGCGGTGAACTTTAAAGGCAGGGTGTGGGAGCTG 
TTTAAAGTTCACGGCGATGCCATTGTGTTGGGCGTCTGGGCGGTGACGGGTTCCGTGAAG 
GCGATGAATGCGGGGGTGGCTCCGCTGCCGAGTATTTTCATGGGCGTGCTCACCGCGGTG 
GGTGGTGGCATGGTGCGTGATGTGGCTACTGGCCAGACGCCGACGATTTTTGGTGGCGGA 
ACTCTTTACGCTGTGCCTGCGACGCTTTCTGCCACGTCAATGGTTATTTTTCATAGCTTT 
GACCAGGTAATTCTGGGTATGATTATTTCACCGTTCTTGGGTATCGCGTTGGCGGTTACT 
GCGTATTGGTGCGGTTGGGTCATTCCGGTGAACACGGATTTCGCGCCGGTGAATCTGACG 
GTCAGCCAATTGCGGGCAATGCTGTCCAAAGCGGAGCGTAAAGATAAGGATCAGAAA 

>RXAO 2 3 0 1 -downs t r earn 
TGAAAACTTATGCAGTACTAATT 



>RXA02 3 02 -upstream 

GGCCAGGTTCGGTTAGTGCGCGATCTCCCTGATCTCTGACTCATACATCCAATAAGATCC 
AGACATATGCGAAGCTAATGAAGGAAACGAGGAGCTGATA 

>RXA02302 

GTGGCAACAAATCGTACATCTTCCGCTGGTGTCATCACGTCTGTTCTCGCATCCGCTTTG 
TTCGGAGCGATCTTTTTCATCTCTGGGGCGATTGAGGCAAAGGCGGAAACACTTGTTGCT 
TGGCGTGTCCTTCTAACAGCGGCATGCTATTTGCTTGCCCTTCTGCACCCTGCTGGTCGG 
AAGGTGTTTAAGGAATTTTGGGACACACTAAGGTCCCAACCTCGTCAAATTCTGTACTTT 
ATCTTCCTCGTTGTACTCATCACGCTTCAGCTGTGGCTGTTTTCTTGGTCGCCTAAGAGT 
CATGCTTTAGATGCCTCACTTGGTTACCTGTTACTGCCCATTTTCCTAGTAATTGTGGGG 
CGGTTTTTCTTCGCTGATTACATCACCAGGCTGCAGTGGATTGCGGTGGGAATCGCGCTG 
ATCGCAGTAACCTTGAAATTTGTCATTAGTGCGCAATTATCGTGGGTAACTTTTGCCATC 
GCTGCGGGTTATGCACTGTATTTTGCGCTTCGTAAATACTCGGGGCTGAACAACGCTTTT 
GCTTACGGCGCAGAAGTTTTAGCGTTAAGTCCCCTGGCATTTTTCATGCTCGCCACTGTC 
GAGGATCCGCTGTCTAACGCCATGTTGTCAATGGTTATTCTGGCGGGCCTCGCTGGCGCA 
TTAGCTATGGCGTTGTATCTAGCCGCCTCAACTCTGCTTAGTATGCCGATGTTTGGCCTG 
CTCAGTTATGGTGAACCAATCTTGCTGTTTGTTGCAGCACTATTA 



>RXA02303 

GATCCTGATCCAGCAGACCGCTATATTGCACATCTTCCCGATCGCACCACGCATACTGCG 
ATGATCATGTTGGGTTCTGGCCTTGATCATTCCATGCCGGGTGTCGCATTTATCGGTGGT 
GTGAGCGTCGATGACGTCCCGGAGGTCGGAGGCGCGATTTTCCACCCGTCGAATCCGACG 
GGCCGCTGGGCTGTATCGTTCCACAGCGGTGGTTGGTGGCGCGGTTCCGGTGATGCGTTG 
GAGTTCCAGTGGCGTCCAGAGGTCGCGGCAGCTGCGGAATTGTCCGGCACAACCATCCTT 
GACCTGGACTATCCGCTGGCCCCAGGCCATAACCTCCACGATATGAATGAGGTTGTGGGC 
AAGGCGGTCGGTTACGCCCGCCACCATAATCCGGTGTCGATCACGGGTTGGGGTTATTCC 
TCGGGCGCGGCGTTAGCCGCGATTAATGCATCGCTTTTCGACGCCCTGGTCCTCACCTTT 
CCGGACCTGGGTAGCGTCGAGAAGCTCCCTGCCGAAATTCGTGGAGACGCTGTAGTGCCC 
GCGGCGGCTGCGTGGCCGACGACCTTTGTGCAGATCGCGGCGCAGGATGAGATCGCGGAG 
CGGCCAGGAGAGCTTGGCGACGCGACCGTGAAGGAATACGTTTCCCGCCACCGTATTTCC 
ACACCGAAGGTCGCGCGCGAAAAAATCACCGACGTGGCGGAGTTCCTTAAAACTGTTTGC 

>RXA023 03 -downstream 
TAATGTGCCAGCAGGTTGTAAAT 
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>RXA02 3 04 -upstream 

CTAGCCATCATTGGTAGTTCCTAATTGTTTCCGTACAGTATAGCTCCAGCACAACTTCTG 
AGTGCAAGTTTTTTATAACAGGGCAGTAACGTTTACTGGT 

>RXA02304 

ATGAAAACTCCCCGTCTGCTGAAGATCCTCAGCGCGATGGTGGCTGTCACTGGACTTCTC 
AT-TCCAACGGTGGTGGGGA-TGGGGGGGGeTGATGeTGeTGAAeTGTCCGACAACGTTCCC 
GATCGCACCCAAATTGCCATCATCAACCCTGATGGCAGCGTGCAAGAATCTGACAACGCC 
GAAGAATCCCGCCCGGCATTATCCCTGGCCAAGCTGTATTTGGGTTATTATGTGTTGGCT 
CAAGGCGCGGAAGAAGATATTGAACTAGTCCCAGATATGATCCGCTACTCTGATGATTTC 
ACCGCGGATTATTTGGAGAGCGAATACCCGGAAGCAATTCCTGAGGTTATTGATGCCTTC 
GATTTGGAAGACACCGAATGGGCTGGTTTCTGGGGCAATGCAACTACCAGTGCGGTGGAT 
ATTGCGACGTTTGTAGGAGCACTCATCGACGATCCCACGGCGCAGCCCTTGCTTGAGGCA 
ATGTCTGACACCGCTGAGTATGCGGCGGATGGCTACGCCCAGAACTTTGGCACTTTTACA 
TTGTCCGATGTCACCGGTACTAAATTTGGTTGGTCTGATTCCCTGGATGTGCATTCATCG 
GTCAGCTTTGGCCCTGGTTTTGTGATCGCTGCCAACACCTACGGTGACGCCGAAACGCTC 
ACCGAAGATGTCCAAGATTCCGTGTCTTCGCTGTATCCGGAGGAAGTAACCACCGCGATC 
GAGGAGCAGGTGGATCAGCTGTGTGAGTGCGCTGCAGAGACTACGCATTTGGGAATGGAC 
ACTGGCGCGGAGCTGAAAGCACAGCTTGAGGGCACTATTTATGGAAAAACCCTCAGCTTT 
TTACCTAATTCAGCCCCAGCGCCAGCGTTTATTTACAACCTGCTGGCACAT 

>RXAO 23 0 4 -downs t ream 
TAGCAAACAGTTTTAAGGAACTC 



>RXA02 3 07 -upstream 

TTTTGCATTAACCCCAGGTAGGGGCATTGTCGCAAAGCCCAACTACAGCAAGGTGCGTAC 
GCTGGTGGCCAACTGAATACGTTTGAGGAGAAGGTTTTCT 

>RXA02307 

ATGAGTGGCACCGCCATCATGTACGACACGACAGTTGTTCCATCGAAGAAAGAAATCGCG 
CAGGCTTGGAGTGGTTATGTGGATCTTCAGGGAAGCTACCGCCTGGTAGATACGGTGGAT 
GGGGAAGTTGGCGTTGAGGTGCTGATTTCCAAGGATCGGGAGGGGCGTTTACTCCAGATT 
GCGTTTAGTTATCGTTCGGCAGAGATTAACCCAGAGCAGACACTTTCCACATTGGAGCAT 
GGTGTGTTGGGCAAGCGTTGGGTGACTAATGCGTTGGGTGACCCGGTGGCAGTGCGGGAG 
TTTATTCGCACTATTTTGACGGGCGATGATGGTGCAGCTCGTAGCGATGGCGTGAAGGGC 
TATCTGGATATTAAAGGTTCCGGCGATGCT 



>RXA023 08 -upstream 

GGGTGAGATTGGAATGATTTCGGCCCGGGCGCTCGAAAACCGTGATAGACACAATGAACC 
GAGCAAATCCGCCAGGAAATAAATTAAGTAAGGAATATCC 

>RXA02308 

ATGAGTGAAACCCAGTCGAATTCAGTGTCAGCGGTAATGCCTGCGCAGCTCCCTCCAGGG 
CCTGCCGAGCGTACTGTGTACTCCTACGGTGTTCGCGCAGGGGATCAGGTGCACATTTTA 
AGAATGGAGGGTTTTGATTCTGACGCGAATATTGTCGGCGAAAGGGACATTGAGGCGCAT 
GCTGAACAAGTCTTTAAGAACCTGCAAGCAGTAATCCACGAGGCAGGAGGAACGATGAAC 
AACATTGTTTCGACCACTACTTATCTTGCCGATGTCACCGATGCTCCCGTTGTTAACGCT 
GCTCGCTCCCGCTATTTCACCGGAGAAGTATTGCCCAGGCACACCGTAATTGGAGTTGCT 
GCTCTTGCTCGGGCACAGTTTCTAGTCGAGATCTCAGCGGTGGCCTATTTGGGGGACCTT 
TCAAAAGAC 

>RXA0 2 3 0 8 - downs t r eam 
TAGATACATGATTATTTTTGCAT 



>RXA02 3 14 -upstream 

TGATAGCACCGAAGTATCCGGATTCACCATTATTGAAGCTTCGACCGTCCGAGATACCCG 
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CCGTGCACAACAGCAAGCTCTCATGGACACGGTGCACTAA 
>RXA02314 

ATGGAGTGGTACCAAGTGCGCCGACGGGCCCGACAACTGCTCATTGTCCTTTTTATAGCA 
GCGATGCTCGGAGCAGCCTCCATGGTGATCGGGCCATTCCTTAACGACCGCACTATCGAA 
GGCAACTCCGGGCGCGCCTTGGCACAAGTAACCAACGTCGGCAGCTACCGCACAACGGTG 
GATTTCCAAGATGAAAACGGCATCTATCACTCACCAGCCACCGGCCTGTTGTTCCCCACG 
GGACTGGGCGAGGGGCAACGCGTGTGGGTGAACTACGCCAAATCAGATCCAGACCTGGTC 
AAAGTAGAAGGCCGCAAGTGGACACTGTCCATCATCCCAGCGCTTAGTGTCGCAGCTGTC 
GCCACCGCTACCTGGTCAGTACTATGGCTGGGAGTGGGCAGATTCGGAAGACGATCCGAC 
GACGCCAACGAAACCACAGTG 

>RXA02314-downstream 
TAAAGCTCTATGCCGGGAGCATT 



>RXA0 23 2 4-upstream 

GAAGGTCAAAAAACTTGACTTTATTGAAAACAATTTCCATTAAGAAGTGTACACTTGCGT 
CGACTCTATTGAAAATGATTCCCAAAAGGAGGGCTTTCAC 

>RXA02324 

ATGGCCACAACGACCCCAGTCACCGTGCTATCAGGATTTCTCGGCTCCGGAAAAACCACA 
TTGCTCAACCAGATCCTCCACCACCGAGGATCCCGGAAAATCGCAGTCATTGTCAACGAT 
TTTTCAGAAATCAACATCGACGCAGCCCTCATCGCATCCGAAGGCCACCTCACCCGCGGC 
GAAGACCGCTTCGTGGAACTGACCAACGGATGCATCTGCTGCACCCTGCGCGAAGACCTC 
GTGGATTCCGTCGGCGAACTCGCCAGCAGCGACCGCTTCGACCACATCGTCATCGAATCC 
ACGGGTATCTCCGAACCAATGCCGGTAGCCGCCACATTTGAATGGCAGTGGGATGACGGC 
ACCCGCCTGGCTGACAAAGCACCGATCGACACCATGGTCACCCTGGTCGATGCCACCCAA 
''j TTCATCGACCTCATCCGCAAAAACACCTCCCTCACCGAGGCTGACATGGGCGCAACCGAG 
3 GACGATGAACGCACCATCGCCGACCTACTCACCGATCAAATCGAGTTCGCCGACCGCATC 
J TACATCACCAAATCCGACCTGGTGGACCGCACTGTCCTCGAGCAAACCCGCGCACTAATC 
GCCAGCATGAGTCCACGCGCCCGCATTGACTTACTCATCGATGGCCTCAATGACGGCTCC 
5 CCCATCACCGACGACATCCTCGGAGCTTTCCTCTACGACGAAGCCACCGCCCGCGCCTAC 
S GAGGGCTACACGGAAGAACTCGAAAACCCGCACACTCCCGAAACCGAGGAATACGGCATC 
\] AGTTCCGTGGTATTCCGCTCTGACCGGCCGTTCAACAAGGATCGCCTACTTCAGGTACTG 
^ CGTTCCACCACTGGACTCGTTCGCTCCAAAGGCTATTGCTGGATCGCTGATCACCTCAAC 

2 ATCGTCCAGGTCTGGCACCAAGCCGGCCCCAATTTGAGCATTCGCCCGGCCGCCTATTGG 
f GCCAATTCAGAGATCACCCCCGGCACTGAATTGGTCCTGATCGGCATCCACATCGACGGC 

3 CCCACCTTGCTCGCACTGCTACAAGGCGCGACGCTTACCGATGCGGAAGTGGCGGCACTG 
GTTTTG 

>RXAO 2 3 2 4 -downs t ream 
TGAGTTCCTCAAGTCCGTGAATT 



>RXA023 2 5 -upstream 

GGGCAGAGATTTGAAGATGGAGACCAAGGCTCAAAGGGAATCCATGCCGTCTTGGTTTAA 
TACTGCACCCGTCTAATGAAAATCATTACTATTAGGTGTC 

>RXA02325 

ATGATGGACCATGCACACGATTCCTGCTCACCAACTCTGCGCCGTGATTTGGAGGTCACT 
GGCCAGCTCCAACCTGAGAAAGCTGTCGATTTAGCAGCGCCGCACGAAGGGAAGGTTGCC 
AATATAACGAAGGTGACCTCCTCAAATATGGAGCACACCATCACGCAGGCCTCAAAAGCT 
AAGGAGGTGGTGGTGCTCATTGGTCACTCCCTGCTGCCCACATTTCAGGATTTGGAAAAA 
GACATTCTGCACTTTCAGGCAGGTAATAAAGGGCGATTTTCTGTAGCGATTGTTGATCCT 
GATCGCAGTGCAGATGTGGTTGCCAGATTTAGGCCAAAACAGATTCCGGTGGCATACGTG 
GTGAAAGATGGCGCCAGCATTGCGGAGTTCAACTCGCTCAACAAGGAGCCGGTTGCACAA 
TGGCTTGATCATTTTGTGTCGCGGGAAACGATCCCCAATGAAAAAGAGGGGGACGTCGAT 
AAGCAAATAGACCCGCGCCTGTGGCGGGCAGCGGAATTGGTGAACGCCGGTGATTTTCGC 
GCGGCGTTGGCGTTGTATGAGCAGTTGCCGCAGGATGCGACGGTGAAGCGGGCGCACGCG 
GCGGTGTCGGTATTGGCGCGGATGTCTGTGGCGGATCGGGGAGAGGATCCGATCGAGAAG 
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TCGCGCCGGGATCCAGACGATGTGAACAAGGCGCTGGCGGCGGCGGATATGTATGTGTTG 
ATGAATCAGCCGGACACAGCGCTCGCGCACCTTGCAGCACTATTGCCAAAACCGGAGGCT 
GCCCGGCGGATCGTGGAGTTGCTGAACTTGTTTGATCCGCTGGACCTGGTCGCATTGGAA 
ATCAGGGCGCAGGTGGGGAATGCAATGAGC 

>RXA0232 5 -downstream 
TAAGAAAACACTTTAAATATTCT 



>RXAO 23 31 -ups tr earn 

TGCAGCGTGCATTCCCACCATCGGGTCAAGAATCTATCCGCCCAGCCCCTGTCCAACTCC 
TCAACTAAAAAGGCAGCACTTAAAAAACACTATGGAACCC 

>RXA02331 

ATGGAACTAAACGGCGGTCGTTTCTACGCCCGCAAGCTCACCTCAGATAATCGGATTGAT 
GATGTCCCGGCGCTCTCACTGATCCTTGCCGATGCAGCACAGTTCATCGCGGACGCCACC 
ACAGCCTGGCACGAGGACACCGAATACACCTGGGCTATCTGCGAGCAGACCAGTGTTGAA 
CTACTGGCACTGGCACGCCTTGATCCCAAGCAGCGCACACTCGAGGTCGTGCCCGCAGGT 
GATCCCGCCACCCAATTGCCCAATGATCCAGTGCTCGCTCCGAAAACCATCGGCGATGCT 
GTGGCGGAGGGCCGCGACACCATCACCAGATGGGCACAAGGCTATTTAGAAATCAGCCTC 
ACTGAT 

>RXAO 2 3 3 1 - downs t r earn 
TAGGTTCTCTCCGAAATGGGCAC 



>RXA023 3 6 -upstream 

CAAATCCACACGACACAATTACACAAATTTTACCTTGTGCATTGAAAGCCGTCAGCCGAT 
TAGCGTTAAAGAAAATAAAAAACCACAAGGGGAGCACACC 

>RXA02336 

ATGAAAGACACCACCGAGATCAACTGGCAAGGCTACGCCGATGGAACCGCAATCCGCGAA 
GCAGTCATCCACTCCATTGAACGAGAAGTATCAGCGGGCGAGCAGCCAACCCCAAACGAT 
CTTAAATTTCTCGGGCTGTTCCAGCACCGCGCCGGGTATGTGGGCTCGTTGATCACCGGT 

>RXAO 2 3 3 6 - downs t r eam 
TAAGTGTGGGGAGCAGGCTGGCT 



>RXA02337 -upstream 

CACAAGGTAAAATTTGTGTAATTGTGTCGTGTGGATTTGAAGGTTTTTGTAAATCTAGTT 
AAATCATGAGGTCATAAGCTTTTCGGGAGGTTGTCAAAGG 

>RXA02337 

ATGTCGAAGCTTTACGCGGGGGCAAGGATCAATGCACTGCGCCGAACCCATCAGCTCACC 
CAATCAGCATTGGCCGACAAGCTTGATCTCTCCACCAGCTATCTCAACCAGTTGGAAAAT 
GACGGACGGCCACTCACTGCCACGGTGCTTCTGCAGCTGATGAAAGTGTTCGATGTTGAG 
GCCAGTTACTTCTCCCCTGACCGGGGTACGGCCACTGCTACCCGACTGGCTGAAACCTTG 
GCGATGAATCAGGGTCCGACGATGTCGATGGATGATCTTTTAGATTTCGCGGATCGTTTC 
CCTCAGTTAGCGCAGCATATTATCCAGCCTGCTGAGGTTGATCCCACGCATAGTTCTGCG 
CATGATTTTGTTCGGGATTATTTTGCCACCCACAAAAACTACATTGATTCGCTCGATCGC 
CTTGGAGAGGAGTTGGCAACTGCCATTGGTCAGCCGGGACTTCGGGTTACTAGGCTCGCG 
CAGTTGCTTGATGCGGAGTACAACATCACGGTGCGTTTCCGGGCGCCGGATATTACTGGC 
CGGAGGCACTTTGATCCCCAATCGCGTCAGATTCTGCTGCGGCAAGATCTCAGCGAGGCG 
CAGCAGTGTTTCCAGTTGGCGGAGGAATTGACGTTTCTTGCTCATGCAGAGCTCTTGGAT 
ACCCTGACCACAGATCAACCGGATCTCCCTTCTGAGGCAGCTATCCGCCTGGCTAAGGTG 
GGTCTCTCCCAATATTTCGCGGCTGCTGTTGTCATGCCGTACACCCGCTTTTTGGAATTC 
GCCCAGGATAAGCACTATGACATCGAGTTGATCTCTGAGGCGTTTGGAGTGTCTTTCGAG 
TCTGCATGCCACCGCCTGTCTACTCTGCAGCGTTCGGGGGCGTCAGGGGTGCCGTTTTTC 
TTTGTGCGCTCGGATCGTGCAGGA 
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>RXA0233 8-upstream 

AAAACGTGTCTAAAAATTCAGTTTTTATTGCTGCTGATCACCTCTTGAAGAACTCAACCC 
AAAAGTGCTTCAAGTTATGAGAAAGTGAAATCCAACACCC 

>RXA02338 

ATGAAAAAGAGCATCGTTGTATTTGAAGTCGAAGGCGGCTCCGACAAGCACTTCGACGGT 
CACCGTAAAGACACCATGCCTATCGTCAACTCCATAAATGATGCTGGCTGGCAGGCAGAG 
■GT^.GT-GTACTAC CGCCCAGAGTGGACCGAAGGTCTCTTTGAGTACGTATCTGAAAACTTC 
GACGGCTACATCTCACGTGTCAACCCAGGCAACATCCCAGGCGGCGAGCGCGGCTACTTT 
GACCTGCTCACCCGCCTGTCCGAAGCAGGGCTCGTGGGCATGTCCACCCCTGAGGAAATG 
ATGGCATACGGCGCGAAAGATGCGCTGGTCAAGCTATCCCAAACCGACCTGGTGCCATCC 
GACACCGAGGCGTACTACGACGTGGAGACCTTCCACAAGGTTTTCCCAACCTCCCTGTCC 
TTCGGTGAAGCGCGTGCTCAAGCAAAAACCTGGCTTCACCGGCTTCCGCATTTGGCGCGT 



>RXA02339 

CCCACCGACAACCTCTTTTCATATCCTGCACAACGCTATGATCTTCTCACACTTGCCTTT 
GAAGTTAGGATTGGGGACATGGTTCAAATTAATGACATGCTTGCCCCTCCTCCAGTAAAA 
CTTCCGGAAGATCCTGCCCTCGGCGCCGATCCAACTTTGACCTCGACAGCGATTGCGCAT 
CCTGACAGCCCATTGGTGTGGGCGTACCGAGCTGAAAATCTTATCAAATCTGCATCAAAT 
GATGAAGAGAAGATTCAGGCCTACGCTTTTGCGCGCACGGGTTACCACCGCAGTCTCGAT 
CGTCTGCGTGCCAATGGTTGGAAGGGTTGGGGTCCTGTCCCCTTCTCTCATGAGCCAAAC 
CAGGGAGTGTTGCGGGCTATCGCTTCCCTAGCTCTTGCTGCGAAGCTGATTGGTGAGGAC 
AACGAATACGATCGTTGCCGCCAGATGCTCTCTGATGCGGATCCAGAGTCCGTCGCAGTC 
CTACTCGACAAA 

>RXA0233 9 -downstream 
TAAACCACCAAAAATAAAACAAT 



>RXA02340 

GAGCGCGTGCTCAAGCAAAACCGTGGCTCCACCGGCTCCGGCATTTGGCGCGTCCAGTTG 
GTAGACAAGGAACTGGCTGCATCCATCGAGCCAGGCACCGCACTGCCATTGGACACTGAA 
ATCAAGTGCACCGAAGCAGTCGACAACCACACTGAAGTCCGCAAGCTCGGCGAGTTCATG 
GATTTCTGTGACCAGTACATCATCGGCGACAACGGCATGCTCGTTGATATGCGTTTCATG 
CCACGCATCGTCGAAGGCGAAATCCGCATCCTTCTCGTCGGACCACACCCAGTGTTCGTC 
GTGCACAAGAAGCCAGCAGAAGGCGGCGACAACTTCTCCGCAACCCTGTTCTCCGGCGCG 
AAGTACACCTACGACAAGCCAGAGCAGTGGCAGGAACTGATTGACCTCTTCGCAGACGCT 
CGCCCAGTCATCGCAGAAAAGCTCGGCGGCGACAACATCCCATTGATCTGGACCGCAGAC 
TTCATGCTCGGCGATGTCGTTGACGGCAAGGACACCTACGTGCTCGGTGAAATCAACTGC 
TCCTGCGTCGGCTTCACCTCCGAGCTGGACATGGGCATCCAGCAGCTTGTGGCATCAGAG 
GCCATCAAGCGCATCGAGGAATTCGCGCAGCTTACTGTT 

>RXA02 3 40 -downstream 
TAAAACTTTGCTTCTCGACGTCT 



>RXA023 41-upstream 

CGCGACTGGCGGAGAAATTCGTGTTCGCGATGCTTCGGGCACCGTTCACACCCTCAACGC 
CGGTGAAATTACGCACCTTCGCCTGCAGTAAGGTGACGGT 

>RXA02341 

ATGGGGAATTCACTTGAGAAACATATTGCAGAGGGAGACCGGATCCACGTCGATCTGACA 
TCTCCTTTATCCGCAATGTTGTTCCCCATTTTTGAACTCATTGTGATTACTGGAATCTGT 
TGGATGGGCATCGGCTTTTTGGATCAGCTTCCAGGAATCGATGGCACCAACCCCGCCGAT 
AGCTTCCCCGAAGGCACCCGCAATCTTCTAGTGGGTGTGTGGGCAGTACTTGCTGCATGG 
CGTTTCGGTCTTCCTTTAATAAGGCAACGTCGACTCCGCGTGATCTTGAGCGACCGCAAA 
CTGCTGGTCCGACGCGCGGGTCTGCGCACCGGGTTCGATTCCATTCCACTGAGCTACATT 
CAGCGAGTCCAACGTCGGCGAAACACCCTGGTCTTAGGTGTTGGTGGACAC 
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>RXA02 3 47 -upstream 

ACGGTTGGAACAGAGCTGCACCTTTAATCAGGCAGTTGCTGGCCAACTGAGTTAGCCTAA 
AACGATGAAGAAAAATCCTTTGGTTGAATGGGTCTGGGTT 

>RXA02347 

ATGGATGAACTCGGGGTTGGCTGGTGCCAATGCGAGAAAGATTCCATCACCGGAAAAGCA 
CCACATCCCGTGAACAAGCCACTGGTCACCAAATCCATTATCAGGGCTCTAGGCGATGTC 
CCCGATGTCATGAGCAACCAGGACATCAGCCTTGTGGTGGTGGATTTGTGGAAATTCGAT 
ACCATTACTCCTCCAATCGCAGAATCCCTCATGCGTTCCGTCAAAGCTGTTAACGGTGAG 
ATGCACCCGCAGTATCCCACCGCGACAGCAATGGCTGCGATCAAGCATTTCTCCAACACT 
TTTGATGGACAGATTAACGCT 

>RXA02 3 47 -downstream 
TAAAAGGCCTGTTATAGACTGAT 



>RXA02 3 49 -upstream 

CTTCGAGTGCTGTGGCGAAAAATCCGAACTCCAAAGAACTAGCCTAAGAACTAGCCCCAT 
GAGCTATCCCTCAAAAAATTACTGATAGTGAGGTTTTCGC 

>RXA02349 

ATGTCAACTGCATATTTTATTGCGCACGGAAACGATACGTACCGCCCAACGGAGCATTCC 
AGCGGTGCGTGGCGCGATGATGAACTCCACCTTGCACCGGTTGCCGGTTTGGTGATTCAC 
CATATGGAACGTTGGCGCAGGGAAGTGGTTGGCGATGCTTTGGTGTTCAGCCGTTTTAGT 
TTGGAGGTCTTGGGCCAGATCGCTCGGGATGATGTCACCTTGAGAACAGAGATCGTTCGT 
CCCGGGCGCACCATTGAACTTATTGAAACCGTGGCTGAAATCAACGGCAGAGTGACGATT 
CGTGCACGCGCCTGGTTGCTGAAGACCTCTGATCTTGCCCATATTTCTGGCGATACTTTT 
GAAGCGTTGCCGTCAATGACTGAACTGGCA 



>RXA02352 

ATCTACAACACATCGAGCACGCTCAACGGCTTCATCGCAGACAAAGACAACTCCCTGCAA 
TGGCTTTTCGACGTCCCCGGCAGCGACGGTGCCTCTGAAGACTTCGGTAATTTCCTTTCA 
AAAGCCGGCACCATCGTAATGGGATCCACCACCTATGAATGGCTGCTCAAGGACCTAGAT 
TTCATCAGCGATCCCCACAAGTGGACCGATGTGTATGGCGATCGCCCCACGTGGGTGTTC 
AGCAGCAGGAACTTGGAAACCCCGGAAGGAAAACCTGTCAAGGTAGTAAATGGAGATGTC 
GCCGATGTTCTCCCCGCCATACTGGAAGAGAGTCCAGAGAACACTGATATTTGGATCGTC 
GGTGGTGGCGATCTGGCGGGTCAATTCTTTGATGCGGGTGCACTCGATCGGATCATCTTG 
ACCATGGCGCCAGTGTTTCTCGATGAAGGGCAGCCAGCGATGCCCCGCCGGATCGAAAGT 
AATCGTCTCCGCACCGTAAATGTCCGCGAGGTTGGACAATTCACCGAGATCACCCTGGAG 
ACGATTAAAGGGGCT 

>RXA023 52 -downstream 
TAATTTGTAGAGTTTTGGGCAGA 



>RXA023 56 -upstream 

TTGGCAGTAGCCATGCGTTCTGCTCCTGACCTTGAACAGCGGTCCCAATTTAGACCCGCT 
AAACCCACAATGTGTACTGGTGCTGGTAATTTAGTAGAAC 

>RXA02356 

ATGGCAACGGTCACATTCGACAAGGTCACAATCCGGTACCCCGGCGCGGAGCGCGCAACA 
GTTCATGAGCTTGATTTAGATATCGCTGATGGCGAGTTTTTGGTGCTCGTCGGCCCTTCG 
GGTTGTGGTAAATCCACTACGCTGCGTGCTTTGGCGGGGCTTGAGGGCGTGGAGTCGGGT 
GTGATCAAAATTGATGGCAAGGATGTCACTGGTCAGGAGCCGGCGGATCGCGATATCGCG 
ATGGTGTTCCAGAATTATGCTCTGTACCCTCACATGACGGTGGCGAAGAATATGGGTTTT 
GCGCTGAAGTTGGCTAAGCTGCCGCAGGCGCAGATCGATGCGAAGGTCAATGAGGCTGCG 
GAAATTCTTGGGTTGACGGAGTTTTTGGATCGCAAGCCTAAGGATTTATCGGGTGGTCAG 
CGTCAGCGTGTGGCGATGGGTCGCGCGTTGGTGCGTGATCCGAAGGTGTTCCTCATGGAT 
GAGCCGCTGTCCAACCTGGATGCGAAATTGCGCGTGCAAACCCGCGCGGAGGTCGCTGCT 
TTGCAGCGTCGCCTGGGCACCACCACGGTGTATGTCACCCACGATCAGGTTGAGGCAATG 
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ACGATGGGCGATCGGGTTGCGGTGCTCAAGGACGGGTTGCTGCAGCAGGTCGCACCGCCC 
AGGGAGCTTTACGACGCCCCGGTCAACGAATTCGTTGCGGGCTTCATCGGCTCGCCGTCC 
ATGAACCTCTTCCCTGCCAACGGGCACAAGATGGGTGTGCGCCCGGAGAAGATGCTGGTC 
AATGAGACCCCTGAGGGTTTCACAAGCATTGATGCTGTGGTGGATATCGTCGAGGAGCTT 
GGCTCCGAATCGTATGTTTATGCCACTTGGGAGGGCCACCGCCTGGTGGCCCGTTGGGTG 
GAAGGCCCCGTGCCAGCCCCTGGCACGCCTGTGACTTTTTCCTATGATGCGGCGCAGGCG 
CATCATTTCGATCTGGAGTCGGGCGAGCGTATCGCT 

'>RXA"0 2 3"5'6^owns t r earn . 
TAGTTTCGGACGTGGGGAGGCGT 



>RXAO 2 3 5 8 -ups t ream 

TGAAGGTTGGACGCTGCTTTTTGCAAATGACCTCGAGACCTCCGATATTCCCGCTGCCCT 
TCGTCCCTAGTACACCCAAAGTTTATGAAAGATAAAAATC 

>RXA02358 

ATGGTTTCTTATAGCGTGCACGGCGCACTAGATATCGACGGCAGCCTCAAAAAACTCACC 
CTCGATTTCCTCAATAAACTAGCCACCAATCCAGCTTCCCCGGGGCTTCATATTGAGCCC 
ATCAAAAACAGCATCGACTCCCGCGTCCGCACAGGTCGGGTCAATGATCAATTCCGCGCA 
GTGCTTTTTGAGCTTCACGACGAATTTGATCATCACTTTGTAGTGGGTGGGTTTATCCCC 
ATGATGATGCCATCACCAAGGCAGGAAAAATCCGCCTTGAAGTCAACTCTG 

>RXA023 58 -downstream 
TAACGGCATTACTCGACTCATCG 



>RXA023 60 -upstream 

AAGTAACTAAAGTTCGAAAGTATTTCCGAACGGTGTCGGCCTCTGCGCATACACTGTATT 
TTTAAAGAAAATTCTTCTCAATTCTAAGGGTGAATATCCA 

>RXA02360 

ATGCGTGGTGACGTTCAAAAAATAACCAAGGTTTATGACGGCAAGCACCGAACCTTGGAA 
ATCCCGGTTTATCAACGCAATTACGACTGGACTGAAAAGCAATGTTCACGCCTCTTTGAT 
GACCTCAGCGAAGTGGTCAAAGAAAACCACCGTCAACATTTTTTTGGAGCTGTGGTTGGT 
AAGCCTCAAGGCAGCTGGACCTGGGTTGTCATCGATGGACAGCAGCGTCTTACAACAATC 
AGCTTGTTCATGCTTGCGCTGGTACATTCCTTGCGCGCATCTGAAGTTGAAGAAGGTGAG 
TTTAATGCTGGCTACAACATTGATCTAGCCACATTGATTGAGGATGACTACCTCCGATCC 
GGCAATGAGGGAAACCTCAAGTTCAAGCTCAAGCCAGTTAAAAACGATAATGAGGCTTAT 
CAAAAGCTCTTCGGCCCAGAATCTGAATTCATAGAGTCCTCAAACCTCACTGCTAATTAT 
CGCTACTTCCGCAATGTCCTTAAGGCAACCGATCTCACCGCAGCTCAACTATGGGAAGCT 
ATCGAGAAACTCAGGGTCATGTATCTTGACCTTGAGGAATTTGATGATCCGCAGCGAATC 
TTTGAAAGTCTCAACTCCACGGGATTAGAGCTCAGTGAAGCTGATAAGGTACGCAACTTG 
GTTCTTATGGATCAGGAGCTCAAAACCCAAGAAAAGCTCTATGAGCAGCGTTGGAATCCC 
ATTGAAGTCTGCGTGAAATTTGATACCGACAATTTCATTCGCTGGTACTTAACTCTCAAA 
ACCGCGCGCACCCCAAGAAAGCAAGATGTTTATGAGGAATTCAAGAAATTCATCCGTAAC 
TCCAAGCTCCCGGTCGAATTCATCCTCGACGATATGTACGAGTACGCGAAGCTGTACCGA 
GATCTCTTAGGTGCCACTACTGGGTTTATAGCTGCCGATAGGTGTCTTAAGCGTTTTGTC 
CCTGTCATGGGCGATGTGGTTTTGCCTTTTCTGCTGCCTGTTCTCAAAGATGCTAAAGAC 
GGCATCATCACCGAATCAGACTTCCTCGGAGTTCTAAAAGTTCTGGAATCCTATTTATTC 
CGCCGTTTTGCAGTCGGGGTTGCTAGTAACGCCTTAAGCAAGATCTTCTCCACTGCTTAT 
AGCGACATCAAGAAATTCTGGACTCCAGGGCAAAGTTATAGCTCACTGCTGGCCTACATT 
CTGAAACGTCGCGATGGTTCCGGGCGTTTTCCCTCCGACAGTGAATTCCGTGAGAACTTC 
GCAACCAAAAATTTCTGGAATATTCATAACGAAAACAGGCGTTACTTATTTGATTGTCTA 
GAAAATGCCGATTCCAATGATGTTCGTGACATCCAAACAAGTCTGGATGAAGGATCTCTC 
TCCATTGAACACATCATGCCACGTAGCCTAAACGATCAGTGGAGAGCTGAACTCGGCCCT 
GAATATGCTCGAATTCATGAGACTTGGATTAATAGAATTGGTAACCTCACCATCACCGGC 
TACAACTCCGCCTATTCAAATTCTTCCTATGAGCGCAAGCGGACGATGGAAAATGGATTT 
TTGGTATCCCCCTATCGCATCAATAATTTCATCAAAAAGCAGAAGCATTGGTCTGAAGAA 
CAGCTAATTGAGCGAACCGAGCTGCTCACTCAAGCAGCGCTGGACTACTGGCCCCTTCCA 
AAAGAAACCTTCCAGCCACCACAAGCTGTGCTTCCTACAGAATCCTTAGATAGTGATCTT 
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TCTTTCCGCGGACGCGAAATTGTCGCCTTTGAATATGAGGACTACAAGGAAACGGTAACG 
TCCTGGGCAGACATGCTCCAGAGCGTTCTAAAAGTCTTGAACCAATCCTTCCGCCAGGAA 
CTCATAGCTTTGACCAATGAAGAAATCTGCCTGGCAACTTCAAACAACAGTAACAGCAGT 
CTCCGTGAAATTGACCACGGGCTTTTTGTAGACACTGGCTCTAGTACGAGTGTAAAGATT 
GGCTTCCTCCGCAGAGTTTTTACTCAACTGGGGCTAGAGCAGGAAGCATTGGTTTTCACC 
CTTCGACCACTGGCAAATGATGTAGAACCCCGAGATGATGAACTCGAGGTAGAGGTAGAA 
AAGAAATATTCCGATTTGACTAAATTCATCCCACAGTTAGAAGAAGCTGAGAATCTCGAG 
GGGGCGGATACAGAGGTTATTCCTCTCCTCTCAAAGCTCAAGGAACAACTGACAGCCTTT 
"AGCCCGGAGAATCCTCAAGCAGCCCTAGGGGGCCTACCTGTTCCAGAATTCCTCAAACAA 
AATGTGATTGAACAACTAAGCGCAGAGCACATCCTTGCTGTACTCACTCAACACTTTAAT 
ATCGCATCCATGATGGGTGATGACTATTTGCTCGAAGAGCTCAGGTCAGGCCGCTTAAGG 
GAATTACTGCAGCGTTTAGAGGAATTGGATAGC 

>RXA02 3 6 0-downstream 
TAATAGCCGTAGTCGGTGGTCAA 



>RXA02 3 61-upstream 

TAGAGGAATTGGATAGCTAATAGCCGTAGTCGGTGGTCAAACTTTGACCACCGGACTCCC 
CTTTAAGCACAATCTCTAGCTTTTATTTAGGCTTGGAGTT 

>RXA02361 

ATGGAACTTCTCTCCCACTTGCTTGCTCTTGATCCTGCCTCCCCTCGTTTGACTGTTTAT 
AACGAGTCCACGGGTGCGCGTTTGGATTTCTCCGCCATCACTCTTGATAACTGGGCGTCC 
AAGGTTGGCAATATGCTCCTTGAGGAATTGGATCTGGAGGAAGGCTCGCTCATCACTATT 
GATTTGCCGGTGAGCTGGCAGGCCGCAATGATTATGCTCGGCGCTTTAGCAACTAGTGTT 
GAGGTCTCTTTTGATGATCCCGAGGCAGATGCCATCTTTACCTCCCTCGATAGATTTTCC 
CACTACAAGGGCCATAGTGATGTGCTGATTGTCAGCGAGGATCCTTTTGGTCGTGGAGTT 
GTTGAAGGTGGCGGTGAACTGCCTAATGGTGCCATCGATTTTGGCCCCACAGTGCGTTTT 
TATGGCGATCAATTCTTCCAGCCTACCCGCACATTGCCGGAAATCATCCAGCATTCTGAT 
GTTCCGGTTGGCGCCAGAGTTCTTGCAACTGGTTGGTCAGATATCGAGTCCTTCAATCAC 
CAGGTTTTAGAACCACTCGCAGTGGGTGGCTCTGCAGTAATTGTGACCGGACTGGCTGAT 
ATTGAGCGTTTAAACCAGATTGCAACCAATGAGAAGACAACCCACCGTATC 

>RXA02 3 61-downstream 
TAGGCAAATTTCGGTTACTACTA 



>RXA02 3 62 -upstream 

ACAATTGTTCCCATTCGCATATCTCGTGTCGACCAGAGTCGCTACAGTAAGGAGAAACTT 
AATTATTTGATCCGATTCTTCCGTTCAAAGGCCTCATTCC 

>RXA02362 

GTGACTATCTCTCGCCGACTCAAACAAGAGCGCAGTTTCGCTGACGATCTTCAAGATCTC 
AAAACTCTCAATGATCAACTGCGGTTTACAAACGCCAAATTGCAAGCTCGCATCAGTGGT 
ATTGGCAATGATGGAAAGAAAATCACGCGCCCTACCCCACTCCTTGCGCTGGATTTTCAG 
CTGACCGTTGAAGAATACGAAACGATCATTGCAATCTTGGTGGAAGCAGTTGGCGGAAAT 
CAATCCAAGCCAGCGATTCTTAAAGATCTGTTTATAGAATATCCACTCGTCTTCCTGGCA 
GCGCTTTCTGGAACCGCCATGCTCGATGCTCAAGAAGGTTTCTGGCCTGCGTTCTGGAAA 
CGCACTCAGGTGTCAGTTCCAGAGCATGTATACGACGCGATCCGTAAAGAACTAGTTAAT 
AGCATCCGCAAAAATGGCCTAGAAACTTTTTCTCTCGCTGACCTCAATCGACGCGAATAT 
GTCGGACTCATCCAACTTCACAGTGGCCTTTCTGCAAAAGACATGCTCGCCTTGGTCAAA 
TTTATCGATCACACTCGAGCAGAAAACCAAGGATGGGATTCTGGTGAGGACTTTGCATCA 
TATGCGAAGAGTGTCTTCTCCTCCGGGGACAACCTATTAACCACGGAGTCGCTCAAGCAA 
TTAGTCACCCACATCCCTGCGCGTTCCGTCGACTTCATCGCCAGAGTCTATGAACTAACC 
AATTGGTACCGCGACCTCAAAGACCTCAATGAAGTAGAAGCCTTCGTAGGTACTCATGGG 
CTGCCGGAATTGTCTTTCAAATTTCTTCTGGAGTGTCTGAGCGGCGAAGCTGAACAAATT 
GCCGAAAAGACGAAAGCAGCACCAGCAAGCCTGGAAAACCTGGAACCTCCGCATCTCTAT 
CTGGATCCACAGAGTTTTGAACTCAGTCTTGTTTTCCCAGCGATCTCTAAAACTGCAGCA 
CTTCAGATTCCAGCACCAGAATGGACAGTGATTTATGACGGAAACTCCATTAAAGTTCGT 
CCCGAACAGGACTGGTCCTACGGAGGTTTCGCCGAATACCGTTTGCCTTTAGACAAACCG 
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CTCTCCAGCTTGAGAGTCATCACTCCAACAGAGAAATCCCTAATTCTGATTGAAGGATTT 
GGCCACAAGAATCCCATTATGTTCTTTAAGAACAACGGTCAGCCATATGCAAACCAAGAA 
ATGCTCAGTGGCAACGCTGTCACAGCTATAGTCCCAGCTGCAGCAATCATTCGTGCACGT 
ATGCGAGCTTCCAAGACTTTCAACTATCAAGACTTGGGTCCCTTGTCCGGATGGAACAAG 
TGGGTCATTCGTTCGATCCCACTCAAACGAGCTGAATCGATCACAGTCTCCCACGGTGGC 
TTCAGAAAAGAACTCCCAGTTCGACGCAAAGTTGATGTTCAATGGATTACTGAGGATCTC 
ACGATCGAGAATCTTCAAGGTCTCGATCATGAGCCCGTTTTCCACACGAGTCCCCGCATC 
GAATTCCCCACCTCTGGATCAAACTGGGTAATTCAGTATTCACAGATTCTTCCAGATGGC 
"AGCCTCATCGAM:TGGAA"GATTA"CCCA'GTCGAAC'CTGAA?^^ 

ctcttcgaagaatccgacgacccttgggtcgggcaatttttagtaactctgctcaaggat 
gaaaaagtctatgaaacccgcaaattcaatctcgcggaaggcctcgatctttccctaaca 
ttcagcggaggcggacctgaaaatcgatttaggtaccccagcatcaatcagggacaaact 
ggcttaacaaagactttcgcccgttttagttccaattctgaaaagcacatcaggttccca 
gatgagatcatcgggcttgatgcattcacctctcaaaaagcgtttaacatcgcaagcggt 
gatttccctgaggactacaacctcgacgttttcatcacgcctccgcaacttcactaccaa 
gtacctgtcacacacagccaaacaaagtgggaaagcacaaagacgacactagatttcaat 
gactttgccgatggaaacctccagatcagattccctaatgaagtctatgatccaaacttg 
aaaatcattaaaatggtggcatacaagaaacctgagtccagtgagcctaaatacttaagc 
aaaattggttcaagcaaagtgtggtctatccctatggatcgcatcaaggaactcatggat 
gatgatgcccaattccttttgatcgcggagtggttcgctgaaagtaaagaccagcaccga 
gagaagatcattagcgaagctaagcgaactggaaaaatctccaatgcagcgcttaagagt 
gctcgtcctcaacctcaagcaagttcccacattgcaacaattgagaaaaagcccctacta 
gctgcggctgaaattaagctttctaccgtggagttggaacttggtcggcacacttctaag 
agactggaaggctgggcatggtctgcgctcaacccgcttgatccaccaatcaaagtcgat 
ttccaaggaacctcaggctcacttccagacacccacttcgtcgttggccctttaatcgtg 
gaagtgagagaaaaagagtttctctcccaatggcagccaaaagttccctcagttaaagcc 
gtggttgcaaatgatccctcatttgaattggaccctcaatttgatcctttcctcacacac 
cgatggatgttcgctccacgaagtgggaaggtcttactcccacaagaaatccgcacagtg 
tgggacgcccgattcaatatgcgccatgtcttagcgcagcgtgaaaaccttcatgtgaaa 
tcgattcaagattttgacgatgccaccagtacctatctcaccagtgatcctcgggtggca 
ttagatgaattggataagagctcaattccgtctaattcccactttgaatcattcatccga 
tccggattagctgagctttctttcgaagttgacgacacagccggagatatccatcgcgtt 
ccctggatcggcctgatccaggaaatgaacgacctcagaattctgcagatacaaggctat 
gaaacagaagaacgagccatcgaacgccgaaattcgcagagctacatccgtgagatagga 
ggcagtgaattgtggaatatcctaaaaggaaattcagagggattgtctcttgctcaaaaa 
tgcgcaccacaagccactgagattaatgtgattcgtaattcaggcttggaagctatgcgc 
aatgggctgggcgccgatcagttcagcgccgagtttatttcagcagactcacgcctacga 
gctcagcttgaatggttggaaaaccgccgagagctcaatgatctcggccagctcccaacg 
ctcttcgatttcgccgagaaatacgagtacctcatcgatcacttaggtgatgatcgcatc 
aaggtcactgcacgtgagctgtctactcttgcgtcggaacaccgtcgcggcaacgctgaa 
aactggctttatgcaccatatgtgtcattcatttacagcttgcttaaccgaatgatcgct 
catgaagtaatacgtccgatcgctcagatcaattactcacggcacgattgggcaaacgct 
gctcggctgattcctcgtctcacaggatttgacctggtgagtgccgaagcgaaagtgctc 
agcgcaataaacaacaacaatataatcccaactgcaatt 

>RXA023 62 -downstream 

taaggatcactatgtccaacgca 

>RXA02 3 67 -upstream 

ggcacttgaatccggacgctaagttgttgatacatcaacttatttcttggctatacttga 
ggtcacgtttcctcagctcaggagaagttcggagaagtcc 

>RXA02367 

atgtcaaacgcagaaattaatcccgttgaatatgaaatcaacaaccacgcccctggtacc 
gcgctaaacccacagtgcgaagacggcgccaacgtagaaatcatcacctcccgtgaagtc 
cccctcggcggaccacgcgccatgaccgtgcaccgcacactcccccaacgccagcgctcc 
ctcatcggtgcctggtgttttgtggatcattacggccccgatgatgtctcactaaccggt 
ggcatggatatggcctcccacccgcacaccggattgcaaacagtcacgtggctttttgaa 
ggcgaagtcacccaccatgattccggcggaaatcacgcagtcgtgcttcctggcgaagtc 
aacctcatgaccgccggcgcaggcatctgtcacaccgaagtttccgccacctccaccacg 
attctgcatggtctgcagttgtggacagttcttcccgacaaagaccgcgaaggaccacgc 
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CGCTTTGATCACTACGCTCCAGAAGAAATCACACTCGAAGGCGGAAGTGCACGCGTTTTC 
CTAGGTTCGCTATTTGGTCAAACCTCCCCTGTTCATACGTTTACTGGCTCTTCCTGTTTT 
AGAGTGCAT 

>RXA023 67-downs tream 
TGATCTTATGGACCAACTGCCCT 



>RXA02 3 6 8 -ups t r earn 

CTTAGGTCAAGCTTGCATTTATTGGCTAGTGTCGGAAATCATGGGAGATTTAGCAAAGCA 
CATGGGCAGTGAACCACCAGCATGGTGGAAGTTTTTACCG 

>RXA02368 

ATGATTGTCCTCGCTGGAGCCACTCGAGTTACCTATGAAGTAGAACCTTGGCTGGCGATC 
CCATTATTCATTTTGGCTTTTGCATCGATATTGATCCCATTCCCGATCTCTAAGACAAAA 
GGACTCCGTGATATCGATGCCTGGAAAATCCACACCACGCAAGGCGATAAAAAGCGTGCC 
ATCCGCCAACTGATCATTCCGGCTACGGCTTTGGCCATCGACATCATTGGGCTGCCGACA 
TTATTTAATGCCCCTCCCCTTGCTTCCGCTGCACTTTTTGGCGGTGTTTACGGCGCTTCC 
CTAGCTTGGGCTGCGTACAGAGCTGATCAGCTTCCACGCATTCGAACGAAGGAACGCCTC 
GCAGAACTTTCACAAAATGCATCTCTGGATGATGTGCGCTCAGATGACTTAGATGTTCTA 
GAGCAGCCGGAATCCCGTGAATTAGTGCGCTGTCTGCTTGCCCACGGTGCGATGGATGGC 
ACTCGGGTGATGGCCAGACAGGTCGCGCGAGTACTGGATACCGAGGTAGACGAAGTACAT 
CAGGTAGCACGCTCACTAGAACAGCATGGTTTGGTTAGTCGCTCCACCATCATGCCGGGT 
GGGGATCCAGGAAAAGTATTCATCGAAGTTTCCCTGAAAGGGATCTCAGCCATCAAGGCA 
C TTGAATC CGGACGC 

>RXAO 23 6 8 -downs tream 
TAAGTTGTTGATACATCAACTTA 



Ly >RXA0237 4-upstream 

s ACCCACAACAGACATATTTTCTCCTTGATGCGCACCAAAATGCGCCTTAGGTTGAGATGA 
r 3 ATTGGATAGCCCACCGTACGCCTATCTACACTGAATTACC 

r r? 

t\\ >RXA02374 

;/i ATGAGCTATGACTTTGTCCTCTTTGAAACCGATGGCGACCCAGGTAGCGCCCGTATTTCC 
AAAACCCCACTGACCGAACGCATCGATTTCGCCACGCCATCTACAACCCCTGTGTTGGAA 
TCTCTTTCGGCAGGGCTTGCCGAAACGGTGCCAGACACCGTCAAGCTTGAAGAAGACGCC 

C3 ATCCACTTATCCGGTGATCGTTGCCTTTACGTTGTGACCAACTACAACTCCGCCGAAGAA 
GCAGCCGAATGGCTCACCGCCATCGCTTTCGATTACGGACTGGGCCTTGCCGACATGAAC 
GCGGACACCATCCTGCTTTTCGGCGATGAAGATTCCGACGCTGTCGTCCAAATCGATGAC 
TGGTTCTCCCCCGCTTTCTCTGCGTACGGCCTTCCCCACCTCCTGGTGGAAGTCATGCGC 
CTGAAGGATTCCAAAACCCCTTATCTTCGAGTCACACTTGCTGCAGATGACTCGAAATTT 
ATCCAAACCCTTTACGAAACCGACAACAAACAATGGTTGGTGGAAACCTCTTCCTCCACA 
GGCACGGACGAAACCCACGTGAAGACCATTAATGATGTGCTGGAACGCATCGAGACATGG 
TTCAACCAGGAGACTGCTGTC 

>RXAO 2 37 4 -downs tream 
TAAACCTTTTGTCGTGTTCTGGG 



>RXA023 81-upstream 

AAGTTTGAAGAAGTAATCAAGCTCCCCTGTGAGGACTCGTTGTAGTCTTTTATTTAGTTA 
ATAAAAGATTTCATACCAACTTGTCAGCAGGGGAGCTTTC 

>RXA02381 

ATGTCTGTCACAAACTTCCGTCGGTTTCTTGCTGGCATAGCGGTCATCGCGGCGTGTGTT 
GCTGCGACTCCAACAGCTCAGGCACAAAGCAGTGGCTCTTCTGGATCCTCTGGTTCTTCA 
GCGGGATCTAGCGGGCTGTGGGATTTACTTTTTCCAGAATCCCATGAGTCTTTTATCGAG 
CGGCTTCTTGATCCTTTGGATGACAGCCATATATCTATTCACCCTGACCTCACCCCAGAC 
CTGTATGAAGAGGTGTTTGATCCACCGCAAATTGGTGAATGCCCAGCCGTTGTTGCTGTG 



Appendix A, page 312 



Attome^ocket No.: BGI-129CP 



GTCGCACGAGGCAGTGAACAAAACCTTCAAATCCGACCCGCGCGATACAGCGAGGAATCT 
CCATGGACATCCAATGGATTTGAGGAAAAAAACTTTCGTAGTTTCTTTGGCCGAATGGAA 
AAACACTACCGTGAATCGACTGGCGAGTCGTTGATGAAAGACGTCTACGTGATGGGTCTG 
AATAATATCGAATACCCTGCTTCTTTGCCACTGTCTTCGGAGGGAAGCAGCGCCATTGAA 
TTGGGCACTTCCATTTCTAGTGGTCGCGACAATGTCATCAGCGCGATTGATCGCTTTGAA 
TCAGCGACAGGGTGCACGCCGAAGTACCTGTTGGCGGGTTATTCTCAAGGTGTCCTCATC 
GTTGATGGCTATGAAGAGGAGTTGATTGCGAGGGATCAGTACCTCGGCACCCTGCACATC 
GCGAATCCAGCGCAACAAGTTGA TGATCCAACACTTGTTGGGCATGAAGTAACCACGGGA 
GGCTTGGCTAGTTCCGTGGAGCCCGTCGAGGACAATCCTTTCAA'GGTGAGCTACTGCCTG" 
CCTGGAGACATCGTGTGCGATCGTTCTTTTGAACAGTTCTCTGCTGCGGGATCCTCTATA 
GCAGCTGCGCAATTGAGCACCGGAAATATCCGTCCAGGTCGAGTACACGTGCAATACTTC 
GTTACCACCCAACCGTGGGATGAGCAGATTTTTGACGAAGTCGCATCGTGGATTGAAGCT 
GCC 

> RXA 0 2 3 8 1 - do wn s t r e am 
TAAAAACTCGCGAGGACGCATGC 



>RXA02 3 83 -upstream 

GGGCAACAATGTGGAAAACGCCCAGTGGTATCTTGACGGCTGGAACATGGGTGTTACGCA 
GTAAAGAAGATGGCAATAAAAATGTGGAGGAGTAAAGGCG 

3 >RXA02383 

ATGCCAGTTCGGGTAATTGTTGATTCCTCCGCATGCTTGCCAACGCATGTGGCCGAGGAC 
CTCGACATCACGGTGATTAACTTGCACGTGATGAATAACGGTGAAGAACGCAGTACATCC 
GGGTTGTCGTCGTTGGAACTTGCAGCAAGTTACGCCCGCCAGCTTGAACGCGGTGGCGAT 
GACGGTGTGCTTGCGCTGCATATTTCTAAAGAGCTCTCGTCCACGTGGTCCGCAGCGGTG 
ACAGCAGCCGCTGTGTTTGATGATGATTCTGTGCGCGTGGTGGATACCAGTTCGCTCGGT 
ATGGCTGTGGGTGCTGCCGCGATGGCTGCTGCCCGCATGGCTAAAGATGGCGCGTCTTTG 
CAGGAATGCTACGACATCGCGGTGGATACCTTGAAGCGTTCAGAAACCTGGATCTACCTG 
CACCGCATTGATGAAATCTGGAAGTCGGGACGGATTTCCACTGCAACCGCCATGGTGTCA 
ACGGCTCTGGCAACCCGCCCCATCATGCGTTTCAACGGTGGTCGCATGGAGATCGCCGCT 
AAGACCCGCACCCAATCTAAAGCGTTTGCCAAATTGGTGGAATTAGCCCAGATCAGGGCA 
GAT 



>RXA02 3 87 -upstream 

GCTAGCCCCGATTCGCTTCAGGTCACCACCTTGAAGGCCAGCGAAATTACTCAGGGTGAA 
TTGTTGGATGCGTTAAGCCCATCCTTGTTTGCTGAAGACC 

>RXA02387 

GTGTGGTGGTGCTTACCAACATGGATCAAAGCAGGCCAAGATGCTGTAGATCTAGCCTTA 
TCCGCAGCAGTTGATCCCAGCCCTGGTACCTACTTGATCGTCATGCACTCTGGCGGTGGA 
CGCTCTAAGTCGATGGTGAAGAAGCTGGAAAAAGTCGCGGTGGTGCACGATGCCGCAAAG 
CTGAAAGACCGGGATCGTCCAGGTTGGGTAAAACAAGAGTTCAAAAACCACAAAGTCCAG 
GTCACCCCAGATGTCATTCATGCTCTTTTAGAGGGCGTGGGTTCAGATCTTAGAGAGCTG 
GCGTCCGCCGTATCCCAATTGGTTGAGGACACCCAAGGCAACGTGACGGTGGAAAAAGTC 
CGTGCCTATTACGTGGGTGTTGCTGAGGTATCGGGTTTCGACATCGCCGATTCTGCATGC 
GCCGGTCAAATGTCAAAGGCCGTGGCCAGCACCAGACGTGCCCTTCAATTGGGTACCAGC 
CCGGTTGCATTGGCAGCTGCGTTGAGTATGAAAGTTGGCCAGATCGCCAGGCTGTATTCC 
ACCAGGGGACGCATCAACGGTTTTGAGCTGGCCAAAGAATTGGGCATGCCGCCGTTCGTG 
GTGGAGAAGACTGCGAAAGTGGCCCGAAACTGGTCGGGAGATGCGGTCAGCGAGGCCGTG 
ATTTTGATGGCCGATCTG 



>RXA023 90-upstream 

GCTGGTGGTGCTGACCCATACGCTGGAACTCCAACTGCTGTTGATACCGCCAAGATGTTT 
GGCCGCGAGGATCTCGTAGCTCGCTTCGAGTCATAGGCCG 

>RXA02390 

GTGGAGTGGACCGCTTTTGGCACCCTGATTCTGCTCAATTTGGTGGGCAGTTTATCCCCG 



Appendix A, page 313 



Attome^Cocket No.: BGM29CP 



GGGCCTGATACCTTTTTCCTCCTCCGCTTAGCCACCCGCTCCAGAGCGCACGCGATCGCT 
GGCGTCGCCGGCATCGTCACCGGACTCACGGTGTGGGTGACGCTGACGGTCGTGGGAGCA 
GCGGCGCTGCTCACCACTTATCCGTCGATTCTCGGAATCATCCAGCTCGTCGGCGGCACG 
TACCTAAGCTTCATTGGGTACAAGTTGCTGCGCTCGGCGTCGAGAGAGCTTATCGACGCC 
CGCCAGTTCCGTTTCAACGCCGATGCCCGACCTATCCCGGATGCGGTAGAAGCACTGGGA 
ACCCGCACTCAGGTATATCGACAAGGTTTGGCCACCAACCTGTCAAACCCTAAAGTTGTC 
ATGTACTTCGCGGCAATTCTGGCTCCGTTGATGCCAGCGCACCCATCACCGGTGCTGGCG 
TTCTCTATCATCGTGGCGATTTTAGTGCAGACCTTTGTTACCTTCTCTGCTGTGTGCCTC 
ATTGTCTCTACGGAGCGTGTGCGCAAAGCAATGCTGCGTGCAGGTCCCTGGTTTGACCTG 
CTTGCTGGCGTTGTCTTCCTCGTTGTGGGTGTGACTCTGCTGTATGAAGGCCTGACCGGT 
TTACTCGGG 

>RXA02 3 90-downstream 
TAAAGGCATAAAAAATGGCTTCC 



>RXA02 3 93 -upstream 

GCCACCTTCATTTTTCNCANGCCNCNGCAAATCAGAACNCNACCTTCTGGCACTCCCNGC 
TCAAATNNGGGACGTCCATGCNGANGTTTTAGACATCTTC 

>RXA02393 

ATGGCGGAATCTTTAGTGATTATCAACATCGACGAGAAAAGCGCCAAGCTGCTTATCGAC 
GCCGCCCGCCACCACATCCCCACCCGCTTCACCGGGCCCAACGCCCGGCCGCTCAGCGTC 
ATCCCCATCGAGGATCCCCGCTCACGCCCGACGCTCCACCCAGATCATGGTTGGATGATG 
CCGCTAAGCCCACCAGTGGTGGATGAACTGCTTGGCGGTGGCTTGAAAATTGGAGAAACA 
GAACTAGAAAGCACCAACATTGCGTTCATTGTTGATGCTTCC 

> FIXAO 2 3 9 3 - downs t r earn 
TAAAAATCCTGTGCCGTGAGGTT 



>RXA02395 

CTCATCACCATGGCTATCCCCTCCTTCATTTTGATCCTGGCGTTCACCATTTTCGGTGGA 
ACTGCCATCACGATGAACCGCGAGAACGTAGATGGTTTTGACGGCAGTTCATCCAAGGAA 
CAGGTGCTGTTTGATATGTTCAGCAACCTTCCGCTGTACTCGATCACACCGTTCATTTTG 
ATCTTTGTGCTGGCAGTATTCTTTGTTACCTCTGCCGATTCCGCCTCCGTGGTGATGGGA 
ACGATGAGCTCCCAAGGTAACCCTGCACCAAACAAATTAATCGTGGTGTTCTGGGGACTG 
TGCATGATGGGCATCGCGGTGGTCATGCTGCTTACTGGTGGCGAATCCGCGCTGACTGGT 
CTGCAGAACCTCACCATTTTGATCGCCATTCCGTTTGCGCTGGTGTTGATCGTGATGGCT 
ATTGCCTTTATTAAGGACTTATCCACAGACCCAGCCGCTATTCGACAACGCTATGCAAAG 
GCAGCCATCTCTAACGCGGTGGTTCGTGGCTTGGAAGAACACGGCGACGACTTCGAGCTC 
TCCATCGAACCTGCAGAGGAAGGTCGTGGAGCGGGTGCTACCTTCGATTCCACCGCTGAT 
CACATCACCGACTGGTATCAGCGCACCGACGAAGAAGGCAATGATGTTGATTATGACTTC 
ACCACCGGCAAATGGGCCGATGGTTGGACACCGGAATCGACCGAAGAAGGCGAAGTGGAC 
GCGAAAAAGGAT 

>RXAO 2 3 9 5 -downs tr earn 
TAAAAAATAACGACTGGCTGGGA 



>RXAO 2 3 9 6 -ups tr earn 

GAGTGCTTGTAGGTTGATAGAAAGTAAACTAAAGTAAACATCAGGTTAACAGCCGGGGGT 
TCAAGTATTAACTCCCTCGGAAACAGAAAGGAACACGACA 

>RXA02396 

ATGGCTACCACAGCTTCCAAGATCTCCACGATCCGTCCAGCACAGCAAGATGCTCTTTGG 
AGCGTACGTGAGGATCTTCACGCTCGCTTCGATGGCCTGGTCGATCCTGTCCAGGTAGAC 
GCAATTTTGGACCATGTCGCATCTAACCGCGAAGCCAAGATCACCGTCTTCAGCAAGATT 
TTCATCGCTCGCGAGGCAACCGCTGCACTTCAGCAGATTGCTGGCAACGTTAACGCAGAC 
CTGCTTGACTTCATTGCCCTCAACCGTGGCATGGCAGCA 
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>RXA023 9 6 -downstream 
TAAGTTTTAGCTGCCCATAAATT 



>RXA023 9 8 -upstream 

GTGTCCAATGAATGCGTTCAATAAATGCCCTCTTTAAGCATATTCTCTGAGTGCATTCAT 
TACAGGCGTTAATTAAATGCGTTCATAGAAGAACTTGAAA 



>RXA02398 

GTGGTTGAAGTGAAGAAGCGTAATCTCCTCGTAGCTCCCCTCACTGCTTCCCTGGTGTTC 
TGTAACTTGGCTGTTGCAGCAAACGCCGTTGAAGTTGAGGCCGAATCACCAGTTGTCATC 
AATGAAGTTGAATCCAACAGCGACCCAGTTGGTGACTGGGTGGAGTTGGCTAACACCGAC 
AACAACAACTCCATCGACATTTCCGGTTGGTCCTTAGTCGATGACAAGGAAGACCTGGAA 
AATGCCCTCGTCCTTCCTGAAGGCACTGAGATTGAGTCCGGTGGATACTTTGTTATCTAC 
ACCGACTCTGCTGATTACGTGCCTACCAACAACACCTTTGGTGGCCAGGAATACTTCGGC 
CTCGGCAAAGATGACACTGTTACTCTGCGCAACGCTGAAGGCGAAGTAGTTGCTACCTAT 
TCCTGGAAGGATCTGGGCGAGCACGCAGAAAACACCTATGGTCGCATCCCAGATATGACT 
GGTGATTTCGCAAACACCGGCGTTCCAACCCCAGGTGCAAAGAATGTTGCTGCTGAAGGC 
TCCGGCGAAGAAGAAGGCGTTGTTGCAAACGCCCAGCTTCCATTCCACAACGTTGAAATC 
ACCCCAATTCACCTCGGTGGAGATTTCACCGGTGAAGATATGTCCGGCGTTGATTTCGAT 
GCAAACAGCACCGCATGGATCGCCAACAATGACATTGGAAAGATCTACTCCCTCGCCCAC 
GACATAGCTAACAACACCTACAAGCTGACTGGCGAATGGGAAACCGGCTACCCAGAAGGC 
GGCGGAGAGCCAGACGCTGAAGGCATCGTCGCAGCTACCAACGGTGACATCTACCTGTCC 
ACCGAGCGCAACAACGCTGACAAGAACGTCTCTCGCCCATCCATCCTGCGTTTTGCTACC 
CCAACTGGCAAGACTGGCGTACAAAACGCAGTTCAGGAATGGGACCTGTCTGAGTTCGTC 
GGCGACATTCAGCCCAATGGTGGTCTTGAGGCAATCGCGCAGCTCGAGGACAACATCTTC 
GTTGTCGGTGTCGAAGAGACAGGTGATGTCATCGTTGTTGATCTTTCCGCTGACCAGCCA 
GTTCTGGTTCAAAGGTACGAATCTTCCTTCGACGGTGTCATGTCGCTTGATTACAACGCA 
GCAACCAAGCAGCTCAGCGTTGTGTGCGACGAAGCATGTGACGGCTTGTCTGAAATCCTC 
GAATGGGATGGCGAGAAGCTGTACAAGTCCGACGACAAGATCTACGAGCGTCCAGCAAAC 
CTGGGCAACTGGGCTAACGAAGGCTTCGGCACCTACACCTCAGAGCTTAAATGCGAGAAC 
GGCAACACCGTTTCTGTCACCAGCTACCTCTGGGCTGACGATGCAGCAACCAACGAAGGC 
ACCTCCCTCAACTCCGCACAGGTCATCAACGGAGATTGCGGCGACGTCAACATCCCTGGA 
GAGTCCTCTTCCGACAATTCCTCTTCTGACTTTGCAACCGGCAGCATCGCAGGCGCCTTT 
GCAACCGCAGTGCTCGCAGTCGTAGGCATT 

>RXA02 4 03 -upstream 

GCACAGAATTAAATCGCTGGTGTGCGAACTTTCATACCTTAACGCAGTAGTGATGCTTAA 
GGCACAACGTGGGGGCAATTCCGGCCTATACTTTGGAAGT 

>RXA02403 

ATGACTACTTTTATTACCTCCGGTGGCTTGGAAATCTCCCCCGCTGGCGCTCATATTGTT 
CACGCCGAATCACCTGAAGGTGAGCTGTTGTTTGTTAGCTCCGCTTCCCAATATGGGGAG 
GGAAATGCAATTAGGGGTGGTGTGCCCATCATTGCTCCATGGTTTGGTGGACTGCTTGGT 
TTGGACCCTGCACATGGTTGGGCGAAGCGTTCCGCGTGGGACGTGACTGAACATGACGGC 
CAAATTCACGCTGAATATGGCCGCGATGGTTTACTGCTGGATATTCGTGCGAACAGCACT 
AAGAATGGTTTTGAGATCACCCTGCGCGCTTACAACGACACCGATGAGGCACGCACTGTG 
CAGTTGGCCTTCCACCCTTATTTCAAGGTGGATGATGTAGAAAAGATCGAGGTCCGTGGC 
CTTGATGGGGTGGACATTCTCAATCGCCTGAACAATGAGGTGGAGACCCAAGATGGTCCC 
GTTACTTTTGATGGCGAGTTCGATCGCATTGCGCTAGGGACTCCGGTTGTGAGGATTTTT 
GATACCGATCGCATCATCACCATTGAGGGCGATGGTCATGATTCCACTGTGGTGTGGAAT 
CCAGGCGAAAGTCGCGCCTCCACCGTGGCCGATATTGGCGAAGGTGAATGGCGCGACTTT 
GTGTGTGTTGAACCGGCGCTTTTGGGTGCTGACCAAAAAGGAGTGAGGGTGGCTCCGGGG 
CAGTCAGTCACCGTTGGGATGCAGGTAAGCGTCGAAAAGCGTGCT 

>RXA02 4 03 -downstream 
TAGTTTTTTGCTTTGAACTCGCG 



>RXA0240 6-upstream 

CACTCTGATAGCCTTTTCTCTGAAATTGTACCGAGCATTTGATTTTGTTCCCCTATCAAT 
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GCTGGTTTTGGTGACAAAAACTCGGCGGAAGGACCACCGA 
>RXA02406 

ATGGAAACCCTTGCAGCACAAGCGCGCACCCTGCTAGAAAAATGGGGCGTCGCGCCGACG 
CACGCATCTTTCGTCGAATCCATTGCAAAGGCCATCCCGATTCTGTCGATCCTGCTGACG 
CTGATTGTCACCGTGAATGGAATTTCAAGCGGAAATCCGGTCCAGCCACCAGCACTGGAA 
CAGGTACGGACCGATGTAGTGAACAAGATCAACTACGAACGCAACCTAAAGGGCCTCGTC 
TCGATCAGCCCGGAGCTTGAATTACACACGGCAGCCCAAACAATTGCGCAGCGAAATGCA 
GACTCAGATTCCG^^^^ 

AATCTGCCCTATGCAAATGCCAACGCCGATACCATCGTTGATCGGTTCTTAAACTCTCCT 
GATCATGTCAAACTACTGCTTGCAAACGATTATGAAGCCATCGGAGTTGGTGTGGCCTAC 
AAGGGTGATCATGCGTGGATAGTGGTGGAGTTCACTGTAGCTCCCGCTGATTCCGTAGAA 
TCAACAGAG 

>RXA0240 6 -downs tr earn 
TGAATACCAATCCGTCTGAATTC 



>RXA02 40 7 -upstream 

GGATAAAAATTTGGATGACATATCACCTAAGCTTGCAATTTCTACTGGAATAGCGCGACT 
ACTCTGCACCAACGCATAGTTGTTGACTAGGCTATTTGTC 

>RXA02407 

ATGAATAGGCAAAACCAACTTCACTACCCGCAGGAAGTGAAGGCAGTGGAAAGTGTGGAA 
TCAAGCTTGAACATGTCGTCACCTTCTGCACCGCTTGCCACGCCAGATGTTGAGCTTGAT 
GTGCACACGTTGTCGAGCGAAAACCTGCCTTGGTTGTGCATCGTGTGGGATGATCCGGTC 
AATTTGATGAGCTATGTCACCTACGTTTTTCAGACTGTGTTGGGCTTCAGTAAGAAGAGG 
GCCACTGAGCTGATGATGCAGGTGCACACCGAAGGTAAAGCCGTGGTGAGTTCTGGCGAG 
AAGGAC 



>RXA0240 8-upstream 

GTGATGTACGCGGCGGGGAAGCCGCCGAGGAAGACCGCGAAAACCTCGTGCAGTGGCTTG 
C C TAG AATC AAG AGTC C TTGC TGG AAGC G ATG ATGAATTA 

>RXA02408 

ATGCTTATCGACGTCGCGGGCTTCCTTTTAGGCCACGTCACGAAGGGGGATACGGGTTGC 
TCAGTGGTCATTGCACCTAACGGTGCATTTGCGGGCGTCGATGTCCGTGGGGGAGGCCCA 
GGCACCAGGGAAACCGACCTTCTAGAACCACACAATTCTGTGCAGCAAGCACATGCCGTG 
GTGTTGTGTGGCGGTTGGGGGTTCGGGTTGGCTGCTGCCGATGGAGTGATGACAGCCCTA 
GAAAACCGCGGTATTGGTTTCCCTGTCCGTCCCGAAGGGCCTATCGTGCCAATCGTTCCA 
GGCGCTGTGATTTTTGATTTGTTGGTGGGCGATCCCAAAAACAGGCCCACGGCAGCTGAT 
GGGGAACAAGCAGTTGAAAACGCTTTCGCTGGTACACACAACGGTTCGGGCAGCGTCGGT 
GCAGGAACGGGTGCTACAGCAGGTCGGCTGCGTGGCGGTTTTGGCCAAAGCTCGCGCCGG 
GTCGGAAAGTACACCATCGCGGCAGGGGTCGTGGCGAATCCTGTTGGGGAAGTCGTGGAC 
CTAACAACTGGAGCTTTGTTTGGTAGGCCCGAAGTGATGGGGGTGGGCGTCGATAAGCTA 
AAAAGCGCGGCAGAGACGCTGAACACGACCATCGGCGTCGTGGCAACTGACGCGCCGGTG 
ACAAAAGCCCAAGCGAAGCGCTTGGCGCTGGTGGCCCATGATGGTTTGGCGAGGGCAGTG 
CGGCCGTCGCATTCACCGATGGACGGTGACACATTTTTCGCCATGTCATCGGGTGATGGT 
AGTGGCGTTACCCCGGTTGAGCTGGGGGAATTGTCGGCTCATGCTGCA 



>RXA02409 

CGTGCACAGTCTGTGCCGAAGGATCCTCTGGCAGAGATGACCGGCATGACAAGTGGACAC 
AAAGAAGCACCAACCGATCCGGCGCTTGCGCGTTTGCTCCCTGATTTTCAGCACGAGGGC 
GATGAGGAATACGACGGCGATAATTCTTTCCTCCGTTCACTCCATGAAGGCGACATCACC 
CGAGCAAAACTGGAAAATCTGCGCGTGATTAACGATGCGCTGGGACCCGACGGAAATGTT 
GCGGTCACCGCCTCTGAGGAGGAAGCGCACGCTTGGTTGGCTGCGCTCAATGACATCCGC 
CTGTACGTTGCCTCCGGTGATGTACGCGGCGGGGAAGCCGCCGAGGAAGACCGCGAAAAC 
CTCGTGCAGTGGCTTGCCTACAATCAAGAGTCCTTGCTGGAAGCGATGATGAAT 
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>RXA02409-dovmstream 
TAATGCTTATCGACGTCGCGGGC 



>RXA02 4 12 -upstream 

TGCGGTGCGAGCAACTTCGGAGACTATTGGCTCTCCTACAGCTGTGGCATCCGCGAAACG 
TTCACCCAAAGGCAGTCTCATTGGGTTGATCTTGATCTTG 



>RXA02412 

GTGGCCATCATCGTGATTGCGTTTGTCTTGTTGTTCAACAGCCTCGTTGCACCAAATAAT 
TCCTCGAGCCCTGTGGCAAGTCCAAGCACCTCTGAATCTGTGGAGCAAACTATTTCGGAA 
TCCCCTGAGTCACCGAGCGCGACAGAGGATCAGCCCCCAAGCAGTGCAACGGAAACTCCC 
CGAAACCGCCCTGCGCAACCATCACTTCCTGCGGGAGCATCACCAGCCAATGATGCTGCT 
GCCACCCAGACCGATGCCGGCAATTTAAACAATGTGTACACCGGGTCAGCGTCCACCTCA 
GCAGGTTTTGCTCAAGCCGTCCGAGATGCTTTTGTAAACCACTATTTAGACACCAATGAA 
CTATCCGGCAGGGTGACAGCCACCAGCCCTGTCACTGGCGGAAACTACACCATGAACTGC 
GAAGACAACGGCGAGTACGTCACCTGCACAGGTGGCAACAACGCCGTTGTCTACATTTCT 

>RXA 0 2 4 1 2 - downs t r earn 
TAAAACTTCTAACTACACCCGGG 



>RXA02 4 17 -upstream 

CGCTGTTCAGAGGACTTCCGCGGGGGTCGACAGTATAACGAATTAGCGTCACTAGAATAA 
TCGGGCTGTTTAGTTCTTCACACCAACATAATCTTATGTA 

>RXA02417 

ATGGACATGAACTCTTCTGACCGATTGGCTCTACGCACCGCGTTAGAGAAATTGTCGGCA 
TCGGCTACCGCCATGGCGTCAGCGAGCAATGACATCAAAGATCTCGTTGCACGCCTTGAT 
GCCCAAGAGATGTCGCTTATCGACGCAAACCCGGCTCCCACCCCAGCGCCCACTGCCCCA 
CCCGAGGCTCAGCTTGAGCCCCAACCACTGGTGTATGCAACCGCCTCAACGGCGCCTGCA 
CTGGCGGATGTTTCCGGGACCAACCGTATTCCACGTTTCGTTCGGCATCGCGCCCTGGAT 
CCAGCGAGCGAAGGCTGGCCACTTGGCGTCGAGAAGCAAAAAGTGCAGGCTCCTGCGTAC 
CCGCACCCCGTCCGGCCAGCTCGTCCGGCAAAGCCGCCGATGACGTCGGAGGAAAAGATC 
ATGCGTGGCGTGGCGATCGGCGGTGGTGTGATCACCGTGGCCGGCGTGATTTTGCTGGTG 
TCGGTGGCGATTCAACGCGGTTGGCTTGGTCCGCTGGGTCGTGTGATTGGTGCGTACCTG 
CTGGCGGTGCTGCTTCTTGGCGCCGCACATTATGTGCGCAAGCGCGGAACCCGTGTGGAA 
GCACTCGTTGCGTTGACGGTTACCTCCCAGATTGCGTTTCTTGCCACAACGAGTGCAATC 
ATCTTCATTTTGGAATGGTGGCCGCCTGGATTGGGCTCGCTGGTGGCATTAATAGGCAAT 
ATTGGGTTCTTAATCGTTGGTCGATTGTGGAGCCTATCCAAAACCGAGAAGTCCGCGGCC 
GAAGGCCACACAGTATTTGTGGGAGCCATCGCCGTTTCAGGATTCTCCGCGATACTCTTC 
GCGCTCTCCGCCGATGCCTGGTGGCCAATTTTCTCCATTGTTGCGGCATTGTTGCTGTCG 
TACCGCATCTCCACGAATATCATCCGAGCGAGCATGGCGGCATTCGCGGTCATTCTGCAG 
TTTGTTTTGTCGGCATCCTGGCAAACCATGGAATGGCCAGCAACAATCGTCGGCACAATT 
ACTGCAGTCCTACTCGTAGCCTTGACATTGTGGGATCCGTTTAAGATCACCGCCACCGAC 
AGCCACGACATCGCGTTGGAGGAATACTGGCGCAGCTTTGAAACCAACCCTGTTTCCACG 
TGGGTGGGTGCTGTTTCTCCGGTGCTCATCGTGTTCATCACCACCAGCATGTTCATTGCA 
GTCGACTGGCCATGGCTTGCCCTGATACCAGCGTGTGCGGTGGCAGCTCTCGGAATTTTC 
GCGCTGCGCTCATCAGACACCGCGTCCATTGAAAATCAACGCATGTCTCGCCTCATTGCT 
GTTGTTGGCCTTGCGTTGATTGCTGAAACTTTTGTCCAGCTGTTCTACGGCGATCTCCCC 
ACCAACCCGCTTCTCGTCATGGTGTTCCTCATCGCCGGAGCTGCACTATTTATGTGGTTG 
CGGATGCTTCCACCGCAGCGTCAATTAGGTGTCGTCCCATGGGTCGCTTGGCTGATTGCC 
GCCGTGGCGATGACCGGCGTGCTACTGCGCAATGTCGTTTCAATTTCTCCACTGTGGCTC 
ACCGATACCCAAGCGCTCATCCAAGCATTGCTGATCTTGGTGTTCATTGCCGCCACAATC 
CAAGTCCGCCGCAGCTTCTACGGACACAAACTGTGGCTGCAAATTTTGGTCGGCTTGACG 
CTTCTCACGCTGTCCGCAATTTCCATCGTGACCATCACAACCTTCATCGGTCGCCTCATC 
GCAGGAAATGCCGGCATGATGCTCGGATTCCTCATCGGCCACGCCACGGTTTCTATCCTG 
TGGATGGTCATCGCCGCAGCACTGATGCTTAATAGGAAGCTTCTCGACGCGCCCGGCGCC 
CTTTGGACCGGCGTTGGCTTGGCGGTTGCGGGCACCTTCAAGCTGGTGTTCTTTGACCTG 
GTCGCGCTGTCCGGAGTTCCCCGCGCAATTGCCTTCCTGCTCTCCGGTATCGCACTGCTG 
ACAATCGCTGCTATGAGGGGCCGGAGAACCTCAGAAAACAAGGCCGACGTAGCTAGACCT 
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CAGGTGGCTAGACATGGGGCGACTAGCCATAAAAATGAGGAGCCTTCCCATGAAAGCCCC 
TCATCTTCTCCTACAACAACTCTT 

>RXAO 2 4 1 7 -downs t r earn 
TAAGGAATTGGCCGGTGTAGGAA 



>RXAO 2 421 -upstream 

CGGTGTACTTTAGCAACAAGGAAAAATAACTATCTACGGCCTGTTAATAGTTCAACCTAC 
AGGCCAAACCCGCCTTCATTAATGAATTGTGAGATCGACC 

>RXA02421 

ATGACATTGCTCTTGAAGCCAATTTTGCAGGCTGCGGGAATCAATCCTGAAGATGCGTTA 
GCAATGCGTCATGTATTTATTTCGATCCACGAGGACACCAATTCCAATGGTATTACCCGT 
GAATCTAAAGACGAAGAGATTCTCGCCTACACAGCTAGCCAGTCAAGTGATCCGCGTAGA 
TTCCCACTGAATCCGCCACGCTTTTGGATGGTGTTCATCCGAGAAGGTGGCTCGCAGGCT 
CGACTATGGAAAGTGGTGGAAAACCACGGCGAAGTCACCAATGATGGCGTACGCAGAGTC 
TTCAACCTTACTGAGATTGAACTCATGGATGACCTTGCAGGCAGACTCGTTATTCGTTGG 
AATTCACCACGCAAGTGGTGGATTAAGGGCACTACTGCTGCCCTATACACCGTGGATACT 
ATTGCCGATGCGGAGCCTATTCCGTTTCCAGGTTTCGACAATCTTGTCCTGAGCTACCCA 
TTTCTTCAAGAAGTGATGCGTGAACCTGCCTATGCTTCGTGGCGCACAGCTCTTGGTGCT 
GTCAAAGGTATTTACCTCATTACCGATACCCGTACTGGCCGCCACTATGTCGGCAAAGCT 
GAAGGACTAGAAAACATACGCCAACGCTGGAACAGCTACGCCACCAATGGACATGGCGGA 
AACGTAAAACTCAAACAGCTTAAGCCCGACACATTTCGTTTTTCGTTGCTTCGGGTCTTT 
GATCCCGCAACTCCAACTAGCATTATTAACGCTGCTGAAAGCCACTTTAAAATTGCTCTC 
GACACGATCAAGCACGGATTAAACGCAAAC 

>RXA02 421 -downstream 
TAATCGCAGCTCCCCAACCCCAA 



>RXA02 42 3 -upstream 

TAGGTACGATCGGACGAGGAGAAAAAATCTGAAAACAATCCAGTGGCCCACCTCGGCTTA 
TAAAACTGGACAACAGTATTTTGATTGGAGCATCACCATA 

>RXA02423 

ATGATCCGCAAACTTGCTCGACCAATGCTTGCATCGGTCTACGTCGCAGATGGCGCAGAA 
ACAGTATTGAACACCAGCGCACACGTCGAAGGCACTCAGGTAGTTCTGGATCGTATCCGT 
TATGTGCTGCCCCGTAAGTACGCAAAGCGCATTTCCAGAGATCCAGAATTGGTCACCCGC 
GTCATTGGCGGCACCAAAGTCTGTGCGGGTTCTTGT 



>RXA02425 

CCCGGCGCCTTTGATGAATTAACCAGTGTTTGGGGAGAAAAAGGCGGAAGTTGGGCCGCT 
GTTATCGGCTTCTTCGGTGGCATCGCGCTGATCGCCATCATCGACCGCTTAGTCCCCACG 
GCGATTAACCCCCACGAGCCCTCCACCGTGGGAGGCGCCGTTGAAGGATTCGAGCGCCGC 
AACCGCATGATGAAAATGGGTGTGCTCACTGCGCTGGCCATCGCGATCCACAACTTTCCC 
GAAGGTTTCGCTACATTCTTGGCCGGATTGTCCGATCCAATGATCGCGATCCCTGTGGCC 
GTGGCAATTGCCATTCACAATATTCCAGAGGGCATTGCGGTGCCGGTGCCACTGAGGGAA 
GCTACAGGGTCACGTCGAAAAGCATTAGGTTGGGCGACCCTCTCCGGCCTTGCTGAGCCC 
GCCGGCGCCCTCATCGGATTCCTGCTGCTCATGCCCTTTATCGGACCAGAAGCACTCGGC 
CTGTGCTTCGCCGCAGTTGCCGGCGTGATGGTGTTCATCAGCGTCGATGAACTACTGCCC 
ACTGCCATCTCCAGCGGCAAACACCACACCGCCATCTACGGACTCATCGCTGGCATGGCA 
GTCATGGCGATCAGCCTGCTGCTGTTTATC 

>RXA02 42 5 -downstream 
TAGCGTTCAGCCGCAACAAGCAT 



>RXA02 42 7 -upstream 

AGCGATGCTGACAGTGCTTCACTTCGGGCCGCATCTAATTCCTGCTCGATTACCCAACTG 
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CTCGCGCAGGGAATCGTCATCGACGACGAGGTGAACTAGC 
>RXA02427 

GTGGATTTTGAGTTGGGTAAACGCTGCCCCTGCGGAACTGGCCTTACCTACGGTGAGTGC 
TGCTACCGCTTTCACTCCGGCGAATGGGTGGCCCCCACCGCTGAAGCGCTCATGCGATCT 
CGGTTCACCGCCTTTGCTGTTGGAAATTCCCAGTACCTTCTTGACACTTGGGATCCAGAA 
ACCCGGCCAAGCGAACTCGGCCTCGATATGGGAATTGATTTCTACCGCCTCGACATCCTC 
■GAGACCACCGGC GGTGGACCCTTCGATTCCACCGGCACCGTAAAATTCCAAGCCTTCTAC 
AAGGGGCTCGCCTCCGGCGTCCAAGAAGAAGACTCCACATTCCGCAAGGTCAACGGCGCG 
TGGGTCTATTCCACAGGAGATGTCGAC 

>RXAO 2 4 2 7 - downs t r earn 
TAGTTTCCCCACACGTGCAATAG 



>RXA0242 8-upstream 

CGAAAGATATGCATAAAGTGATGATGAAATAGCTTTGTCGAAAGGTTTGCTCCCGGTGCA 
TTCAGTTAGCGTGAAGGTGCCATCATCACAAGGGTTGATG 

>RXA02428 

ATGGCCGCGACGTTAGATCTTCCAGATACAGATCCCATTGCCTATGCAATGTTTGCCCAC 
TGTTTCACCGGCTCACGGTTCACGCCAGCCGCCGCGCGAGTCAGTAAAACACTCGCAGAA 
TCCGGCGTCGCCTGCCTGCGTTTCGATTTCCCAGGACTGAGCCAATCAGAAGGTGACTTC 
TCCAAAACCACCTTCAACTCCAATGTGGACGATATCGTGGCGGCCTCGCAGTGGTTGACG 
GAACACTACTCCGCTCCACAGTTGCTCATTGGACACTCCTTGGGTGGTGCAGCATCACTG 
AAAGCTGCCACCAAAATCTCCTGCCTCAAAGCAGTAGCAACGATAGGTGCACCTTTTGAT 
CCTGCGCACGCAGTCCTGCACTTTGCTGATCGCATATGTGATGTAGATGATCAAGGTGCT 
GTCACTCTGCAGCTCGGAGGCCGGGATGTCACCATTTCCCGCGAATTCCTCGAAGACCTT 
GCAGAGGTCAACCCCGAAGATCACCTCCGCAGGCTCCGCAAACCACTGCTTTTACTGCAT 
TCCCCCACCGACCAAACCGTCGGCGTGGACAACGCGCAGCTCATCTTCAGAGTCACTCGC 
TACCCTAAATCCTTGATGACTTTGGACAAGGCAGATCACCTGCTCACCAAAGATGGCACC 
GCACAGCGTGCAGCCCGGATCATCGCGAACTGGGTCGAGCCCTACCTGGTTCCAGAAAAC 
GTCTGTGAGGATCTTCCGGAGTTTGTCGCCGAAGCCTCAACCATCAAAGCCAGCAAATAC 
GGCGCAGCCATCCGCACCGGTGGTCACAATTTCATCACCGACCGCGACAAATCCCAGGGT 
GGCAAAAACCTCGGCTTCACCCCTACTTCCCTGCTGGTTTCCGCGCTTGCTGCTGCAAAC 
TCTCAAACGATCAAACAAGCAGCCATCGACAACCGCATCAAAGGCCTTGACGATGTCAAA 
GTGACGATCTCCCAGGAACAATCAGCCGACCACGGCCAGATCAAACTCCGCCGAAAGATC 
TCTTTGATCGGCAACCTCAGCGATGCTGACAGTGCTTCACTTCGGGCCGCATCTAATTCC 
TGCTCGATTACCCAACTGCTCGCGCAGGGAATCGTCATCGACGACGAGGTGAAC 

>RXA02 4 2 8-downstream 
TAGCGTGGATTTTGAGTTGGGTA 



>RXA024 3 0-upstream 

CTTGTAGTCAAGCGTGGACCAAATGCAGGCGCTCGATTCCTTCTGGACCAGCCAACCACG 
ACCGCTGGTCGTCACCCAGAAAGTGACATCTTCCTTGATG 

>RXA02430 

ATGTCACCCGTTTCACGTCGCCACGCAGAGTTCCGCATCAATGAAGGTGAATTTGAAGTC 
GTGGACGTAGGGTCCCTCAACGGAACCTACGTTAACCGCGAGCCACGCAACGCTCAGGTC 
ATGCAGACCGGTGATGAGATCCAGATTGGCAAGTTCCGCCTGGTTTTCCTCGCAGGCCCT 
GCTGAG 

>RXA0243 0-downstream 
TAAAAACACTTCCTAGGAAAGTT 



>RXA0243 3 -upstream 

AGGCACGAGATCATCCATCGTCGGTTCCATAGAATGGGTAGCTGTCGAATGCTGATAGAT 
ATTTGGTGACCAGAGATTAGAGCAAAGGATCATTTTCATC 
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>RXA02433 

GTGAAGCTTTTCAAGGCAACCGCAGTTACTTTTACTGTTGCAGCAGCATTGGCGCTCAGC 
GCGTGCTCCAGCAGTGATGATTCCTCTTCGGAGTCAAGCACCTCTTCTTCCACCTCTTCG 
GCTGCGTCTGATGCTGCGACTCAGTACCCAACTGCTGAGGAACTGAATGCAATTTTGGCT 
GTGGCAACCGACCCTGAGGCACCAATCGAGGAGAAGGTGAAGACTGTTCAGGGTTCTGAG 
AACGCTCCTGAGCTGTTTGAGACCATGACTCAGGCAAAGGTGGAGTCGGGTGCTGAGTTC 
CAGGTTGTTGGTTCTGTGCTTCCTGGCTATGACCCAACCTCTGAGGTTCTGACCACCGTC 
ATGTTCCAGCTTCCGGACCGCGCTGAGCAGGAAGCTGAAGGCGTGGAGTTTGTGAACACT 
GATGGTAATTGGCAGCTGTCCCAGGATTGGGCTTGTATCTTGATCACCAATACTGTTGCT 
CCTGAGCAGGTTCCTGCAATGTGTGTTGGAACTGATGCTTCTTCCGCTGGTATTGAAGAG 
GCCCCAGCTGAAGAGGGTGCTGTTGTTGAGGAAGCCCCTGTTGAAGAGGTTCCTGTTCAG 

>RXA02 43 3 -downstream 
TAGGGTTTAACGGCTCAGGCTGA 



>RXA02 43 7 -upstream 

GCCCATCATAACTACATCGAGCGAAATGCCAACCACATGTCCCATGCTTTTACTAATGTG 
GGGTCTTAGAAGAACGCGACCAATTTAAGGAGAGTTGAAT 

>RXA02437 

ATGAGCACGATTGGCAACCTCAAGTTAGTAGTGGATGGCGCACGTAAAGCTTATGGAACT 
TATGCGGATTACCGCGACCGCAAGGTGTCTGAGACTTATGATGCGTTGTCCCAAGCTGCT 
GGTGAATATGCACCAAAAGCTGAGCAGGCTGTAGAGACTGCGCGGGAATCAGCGAAGGAA 
TTTTATACTGAGTCGCGCGATAAGGCTGGAAATGTCACCAAGGCTGCTCGTGCTCGTCTG 
GAAAAGGCGCTCGCTGAGGCTGACAAGCAGGGCACTTCTGCGTTGAAGGACGCACGTGAA 
TCGGGCAAGAAATTGAACCGGAAGGCGCGTCGAAAAGCAGACAAGGCCGCTAAGGCAGCC 
CGCAAGGCGACTGAAAAGAAGGAGTCGCACTGGGTGCGCAATCTGTCGTTGGCGGCGCTA 
GCGACCTCCGGCATCGTCGCGGTGGCCTACGCGTTTTTGAACAAGACCAAGAAGGAAACC 
CCAGGCACCCAGCCTCCACGGGTTGAGGTTCAGTTGAAGAAGGCCGTGGAGCAGGATGAG 
CCTGAGGTTGTGGCTGAGGCTGCTGTGGAGGAGCCAGAGTTGGTGTACTCCACAGAAAGC 
CCAGAAACCACTGAAGCCCCAGCTGAGGCCACCGAAACTCCAGCAGAAACCACCGAAGAA 
GAAGCCAAAACCGAAGCTGAACTAGAGGCAGAGCTCGAGGCTGAGGCCGATGCGGAGCAG 
GAAGCGGCAGAAGAGGCGGAAGCTGAGGCCATTCAGGCTGAGTTTGATAAGAAGAATGCA 
CCTCAGCGCACCCAGAGCGAAAAGAAGAAG 

>RXA0243 7 -downstream 
TAGGTTAACGCTTCAATTCGTGG 



>RXA02443-upstream 

CAAGCACTGCCGCGGGAGCCACTATCACTTTGTTAAGTGCTGCGATATTTTTTGCCACCT 
TATTGACAAAGAGTGCCATTAGTAGGTTAAACTTCACCGC 

>RXA02443 

GTGATACTGAAAGACATTTTCAATAATGGGGAGCTCTTTGGGGCTTCCTCCGCGAAAAAT 
TTCCGAAAACTACTAGCTGTTCCAGCCGTTGCCGCCTCACTAGCTTTTGGTATCACCGCC 
TGTTCCGCTGTAGATGACACCCCTGACATTGTGGTCACCACCAACATCCTGGGTGATGTT 
GTAAGCCATATCGTGGGAGATTCCGCAGATGTCCAAGTACTCATGAAACCCAACGCAGAT 
CCACATTCCTTCGGAGTCTCAGCACAAGACGCCGCTGCCATGGAACATGCCGATCTCATC 
GTGGCCAATGGACTAGGACTTGAAGAGGGCCTTCAATCCAATGTGGACAATGCCAAAAGC 
CAAGGGGTTCCCGTCTTGGAAGTCGGCGAACACATCGATGTCATTGACTACTCCCCCGGC 
GTTCCAGATCCTCACTTTTGGACAGACCCGGCGCGCATGATCGCCGCCACGGAAGTTATA 
GAAGCTGAACTGATCAAAGAACTCGATCCTTCCCTGACTGAATCGATCACACAATCAGCC 
CAGCACTACCGTGAGGAACTTGTTGCCCTTGATGAGGAAGTCACCGAATTGCTCAGCGGC 
GTGGCCCCAGAAAACCGCAAGCTGGTAACCAATCACAATGTTTTTGGATACCTGGCCAGC 
CGGTTTAACTACACCGTCATTGACACCATCATCCCAGGTGGAAGCACATTGGCGGCGCCT 
TCAGCATCTGACCTCAATGACATCTCCACCGCCATCGAAGACAACAATGTTCCCGCAATC 
TTCACCGATACCTCAAGCCCACAACGGTTAGCTGAAGTGTTGGCCAGCAACGCTGGCATT 
GATGTTCAAGTGGTGTCCATTTTCACGGAATCACTCACCGATGCAGATGGTGAAGCACCC 
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ACCTACATCAGCATGCAAAAAATCAATGCCGAGCGCATTGCAAGCACTTTGTCC 

>RXA02 443 -downstream 
TAAACAGTCCTAAACAGTCTTAA 



>RXA024 4 4-upstream 

AAAATCAATGCCGAGCGCATTGCAAGCACTTTGTCCTAAACAGTCCTAAACAGTCTTAAA 
CAGTCCCCGTTTTACTAAATGTTTTACTAAAAGGAGAACC 

>RXA02444 

ATGAAAAACTCCAAGCTACTTCTTATTGCTGCGGTATCCACCGCATCTATCCTGCTGGCA 
AGCTGTGGCACTGACAGCTCTGCAGATACTGCAACTGCGTCTAGCTCTGCAACAGCAAGC 
TCCGAGGCACACGATCATGATGGCCACGAAGCCGAAGGCAGCAGCACTGCCGTTGAGGTG 
TCCTCCCCGCAGGCCCGCATCGTCACCACCTACGACGGTGGCATCATTACCCTCGACGCC 
AACACTCTGGAAATCCTGGAAGACACCGAACTAGCAGGTTTTAACCGCCTCAACAGTGCA 
GGAGACGGACGCCACGTATTTGTCTCCACAGGTGGCGGCTTCCAGCTCTTTGATACCGGC 
GCATGGACCGAACCACACGGCGATCACACCCACAGCTACACCGCCACCCCAGAACTCACC 
GACATCACCTACTCCACCGATAAGCCTGGTCATGTAGTGAACCACGCCGGCAAGACCGTG 
CTGTTCGGCGATGGTGACGGCAAAATCCAGATCTTCGACACCGCTTCCCTCCTCAAGGGC 
GATGAAGTAGAACCTGAGATCAAAAACGCCCTCAAAGCCCACCACGGCGTGGCAGTAGTC 
CTCGAAAACGGCGACCTGCTGCACACTTTGGGCGATGAGGATTCCCGCAACGGCGCCGTC 
GTATTCAACGCAGCCGGTGAAGAAATCGCCCGCAACGAACAGTGCCCCGGCGTTCACGGT 
GAAAGCGCAGCACTCGGTGACGCCATCGCAGTTGGCTGTGAAGACGGTGTACTGATCTAC 
AAGGACGGCGAGTTCACCAAGGTCCAGGCACCTGATTCCTACGGTCGCATCGGCAACCAA 
TCAGGCAGCGACGTCTCTCCTGTCGTCCTCGGCGATTACAAGGTAGATAAAGACGCCGAC 
TTGGAGCGCCCAGAGCGCGTTTCCCTCACCAACACCGAGACCGGCGAGCTCACCCTCGTT 
GACCTCGGCACCTCCTACTCCTTCCGCTCACTTGGCCGTGGCCCTGCAGGCGAAGCAGTA 
GTTCTAGGCACCGACGGCGCACTCCACATCATCGATGCCAACACCGGCGCCATCACCAAC 
ACCTACCCCGTCATCGATGCCTGGACCGAACCAGAAGTATGGCAAGAAGCACGCCCAACC 
CTGTTCATCAACAAGGACCGCGCATACGTCTCCGACCCATCAAACAACGAACTCCATGTT 
GTTGACCTGGCCAACGGCAACATCCTTGCCAGCGCCACCCTGCCAGGAACCCCCAACGAG 
CTCACCGGAGTGAGCGGC 

>RXA02 4 4 4 - downs t r earn 
TAAAAAGAAATTGCTTTTCGACG 



>RXA02 452 -upstream 

TTTGCGCGACTAATCGCCGGATAAATGAATTGATTATTTTAGGCTCCCAGGGATTAAGTC 
TAGGGTGGAATGCAGAAATATTTCCTACGGAAGGTCCGTT 

>RXA02452 

ATGACGCCTGCAGGTCCAGCACAATTACTCATTGTTGCTCTTGTAGTAATTGTCCTCTTT 
GGTTCCAATAAGTTGCCTGATGTTGCTCGGTCCGTTGGCCGTTCGATGCGCATTTTCAAA 
TCTGAGATCAAAGAGATGAACAAGGATCAGATCGAAAGCTCCGATCAGACCTTGAAGAAC 

>RXA02 4 5 2 -downs t ream 
TAAGGTTCCTCGCATCTAAAAAC 



>RXA02454 

ATGCATCTGCTCAACTTCTACTGGGGAGATGTGTCACTGTCTAATACTCTCTTTCGTCGC 
GATGCTGAAACCTATTCCGCCTATCTCGTCGATGCCGAAACCGGGGAGTTCCAGCCCAAC 
CTCTCTGAATCACGCAGGCTTTACGACGTCGACATCGCCCGCGTCAACATCATTGGCGAA 
CTCATGGACCTACAGGCGGGTGAATGCCTAGATAAGTCCATCGATGTCATCGCCCTAGGA 
GGCCTTGTCGAAAGCTCTTATCTTGAATTGTGGACGGAGCTCACCGCGGAGGAATCCGTC 
GATGCCAGTGAATATTGGCGCCTCTCTGAGAGAATTGACCGGCTCAATCAACTGGGCTTT 
GACGTAGGGGAGCTCAAGGTCACGAAGGACGATTCGCGGCAGGTTGTGCGCATTCGCCCT 
GTAGTGGTGGATCCGGGCCACTATCGTGCAGAGCTATTGAGCTTAACCGGGCTGAGCGTC 
GAGGAACACCAGGCCCAACGCCTATTGGGCTCGATCCAGGCCTATCAGGCCGTCGAATGC 
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GGACCGCATGTAGGTCTTACCCAAGCCGCGCATCTCTGGATGACGAATGAATACGAACCG 
ACTATCGCCGCCGTCCCCGTGGAGATGTTAGACAAGCTGGAGCCAGCACAAATCTTCCAC 
GAAATCGTCGACCACCGCTGGTTCCTCGCCCAAGAAAGGGGAGGGGCTGTCACCCTCCCA 
GAGGCCACGGCATCCTATCTTGAATCCGTGCTTCCGGCCCGCCGCGACGAGGCTCGCCTC 
CTCAGCACAAACCCTTCAGACGAAGACTTGTCA 

>RXAO 2 4 5 4 -downs t ream 

-TAACC-T.C-TCGCG.TGCCCCAACGG 



>RXA024 57 -upstream 

CTGTAAAGCCACGTGAGCTGTTGCTTAGACTTTACTCTACCCCCGCGTGTCCACCACATC 
AGTTAGAACATATGTACCACTTCAAATCTAGGGGGAAACA 

>RXA02457 

ATGTTCTACTTCACCGTCAATAATCCGCAGGATCCTTTAAGCACCGAAATTGTTGAGACT 
AATCGCCGTGACCTCGCATTTTGGCATCGATTACGCCCCAAAGATGACGATGATTTAGCC 
ACAGCCATCAACAAAATATGCGTGCGCACAGGCTTATCCCGCAAACTGATCGCCGCTTGT 
TTATTTAGCATCTGCTTCCTGCCGTACTTACCCAACTTCCACAAACTCGTCGAAAAGCTT 
GGTCATCTCGACATGGCGCGCATCAACGCGATCACTAAAGCTGGCGAAAAAGTGCCAAGC 
GAGAAGAGAGAGCTTTTCGACGCCTACCTCGTCGATTACCTGACGCCTCGAGCGGAGGCT 
CAGTGCTTGCCCCAGGCAAGCTCAATTTCCGCAATGATGCGGAAATTTATCGCACAACAC 
TGCCCCGACGACAAGGCCTCCTCAGCCACCAATGATGGCTCCATCCGCTACCGCAGAAAC 
AACAAAGGCGGGATCAGTATCACCGTCGATGCCACCGCCAGCGAAGTAACAGAAATCAAA 
GCTGCCCTGGAACAAATGTCCAAAGATAAGGACTGCACACCAGGCACTTCCCTACTCCAC 
ATCATTCGTGGCCTGCCGACAAAAGTCGTACTCAACACCTACGGCACCAAAGACAGCCCT 
GAATACTTAGAAGGAGGAACCTGGCTGTCAAAGGAACAGTCTGAGTTCTGGAAAACCCGA 
ACCACGTCCAGTCGGGATATGGACGCCGCCCACTTCTCTTACACCACCGCCTACGCTCCA 
ACCCGAGAAATGCGCGTCTACATCAAAGGTCTACGCACCACCTGTAGCGTCCCTGGCTGC 
AGTGTAGCGGTCGAAAACTGCCAACTGGACCACATCATCCCCTGGGGTGAAGGAGGGCCG 
ACAACACCGTGGAATATTCATCCCCTGTGTGTCTTCCACCACATCCAGAAGACTGAAGGG 
AGGCTCCAGTGCTATCCACTACCGGACGGCACCGTCCTATTCCTAGTGGATGGAATACCG 
GTGTTCTCCATCCCCGACGGGCCTTTATCTAAATCGAATAAAACCTGGGGGACAAAGTTC 
GGCAAATACATGGAGCGTCGAATCGCCGCC 

>RXA024 57 -downstream 
TAATCCAGCAAGCCAGCGTGATC 



>RXA024 59-upstream 

GGTGCGATCATTGGCCTCGCGGTTGATGGCGTTCAGGTTGAAGACATTAAGACCACTTCC 
AAAACTTTCCCTGGTTTTGAAAATGTTTGGGAGGAGATGG 

>RXA02459 

TTGGCTAGACGCAGCTATGACGAATCCGATGTTCGTGTTCGCCCAGGTAAAGGTACCCGC 
CCTCGTACGAAGGATCGGCCATCGCATGAGAATGCTCTAGTGGGCATGGTTGTGACGAAG 
GATCGTGGTCGTTGGGGTGTTGTTCTCGATGGTCGTCAAGATGCCATTGTGACGATGCGT 
GCCCGTGAGTTGGGGCGTACGGCTATCGAAGTGGGTGATCGTGTCGGAGTTGTCGGCGAT 
ACGTCTGGCCGTCCGGGCTCGTTGGCTCGAATTGTCCGCCTTGAGGAGCGCACGAGTGTG 
TTGCGTCGTACGGCTGATGACACGGACCCGTTTGAGCGGATTGTGGTGGCTAATGCGGAT 
CAGTTGTTGATTGTTTCTGCTGTCGCCGATCCGCCGCCTCGGGCGGGTTTTGTGGAGCGT 
GCTCTAATTGCTGCGTTTGTTGGTAATTTGCAGCCGGTGTTGTGTTTGACGAAGTCTGAT 
TTGGCGGATCCTGCGGAGTTCGCTGCGGAGTTTGAGGCTTTGGAAGTGCCGGTTGTTGTT 
TGTGGTGTTGATGATCCTCTTGATCCTGTTTTGGAGGTCGTGGAAGGCCATATTACGGCG 
CTTATTGGGCAATCTGGTGTGGGTAAGTCGACGTTGGTTAATCGTTTGGTGCCGGAATGC 
CGATCGTTAAACTGGTGTCGTGTCGGGGGTTGGCAAGGGTCGGCATACGTCGACGCAGTC 
GGTCGCTCTTGCCAT 

>RXAO 2 4 5 9 - downs t r eam 
TGATAATGGTTGGATTATCGAAA 
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>RXAO 2 4 6 0 -ups t r earn 

GCGCCGTCGAAGCCGGACTCGTAGGCGTCTACTACCAGCAATTTGACCGTGCAGTCGTCG 
AAATCGTCGGACTGTTCGGGCTAGAAGGAGAATTCTAATC 

>RXA02460 

TTGCGCGTCTACATCCCAGCAACGTTTTCCACACTCCGCGGACTCAATGAATCCCGCGTC 
ATCACAGCA CGCTCCGGATACGGTTTCGCAGTCACCCCAGCACTCCTTGACTTCTACACC 
GACGGTGACGAAGAAGAAATCGCACATGCAGCCTTCCAAGACGCCGCAGAAGCCTCCATC 
CGACTCCTCGCAATCGGCGACGAAGAAACATTTCCCTACCGCAGAGTCGTCGTCTCAGTA 
GATGTTGACGACTCCGTGGTGACCTACCAGCCTGAAAACGGCGAATCCGTAGTCAAACTC 
AGCCCAGCGCACATCAACCTCGACGACGTGGCAGCAATCCACATCGACGTTGAAGCCTCC 
GAAGCAGACACCAAAAAAGCTATCGAAGTCATCGACGAATCCGACCTCGGCGAAGAAGAC 
GCCGAACTCACCGTCGGAGACGCCCAAGACAACTTCATGGCCTGGTACGACCCAGAAGAG 
CTCCCCTTCCTAGTCGAGCTCCTC 

>RXAO 2 4 6 0 -downs t r earn 
TAGATCACATATCCCACGCGTCG 



>RXA02461-upstream 

AGAAAATCTCAAGGCAAAAAACAAGCCACCCCAATCTGTGCGACAATCAAACCACAGACT 
ACGACTATTATGTCACGAAGAAACCAAAGAAAGGGAAATA 

>RXA02461 

ATGCGCGGACTAATTGTTGACTACGCTGGAGTACTAGACGGAACCGATGAGGACCAGCGT 
CGCTGGCGCAACCTGCTCGCCGCAGCAAAGAAAAATGGCGTCGGAACCGTGATCCTCAGC 
AACGATCCAGGTGGGCTCGGCGCAGCGCCGATCCGGGAACTCGAAACAAACGGGGTAGTC 
GATAAGGTGCTGCTGTCGGGAGAACTTGGCGTCGAAAAGCCAGAGGAAGCAGCTTTCCAG 
GCCGCCGCAGACGCCATCGACCTGCCCATGCGTGACTGCGTGCTTGTCGACGACTCGATC 
CTCAACGTGCGCGGCGCCGTCGAAGCCGGACTCGTAGGCGTCTACTACCAGCAATTTGAC 
CGTGCAGTCGTCGAAATCGTCGGACTGTTCGGGCTAGAAGGAGAATTC 

>RXA 0 2 4 6 1 - downs t r earn 
TAATCTTGCGCGTCTACATCCCA 



>RXA02 4 64 -upstream 

ACAACCACATCCGGAATGCTCGATTACGTCCGCCATGACACGCAAAGATCTATTGGCTAT 
CACCGAGGATTGCCCTGACGGATCTTCTTACTTGAGGTTC 

>RXA02464 

ATGGGCACAACACCAGACGATTCCCGAACTCCTGAAATCACCCAAGACATAGAAATAACC 
GATGGCAGGATCGTTGCCATCGGTCAATCAGTGGCTGCGGTGTATACAAACGATCCTTCG 
CCTCGAATCGTCTCCTACAACGATGATGGTGAACTAGTTGGAGAACAAGCAGTCGATGAG 
GTTGAGTTCCCGGATCCGCCGTTTCAAAGCGCGACCGCTGATCTTCCACACCATATGAGT 
TGGTTCAACGGAGACAGCCTCGTACTGTTCTCTCCCACTCAGCTCAATGTACGACAAAGC 
TTCAATGATGCTTTAGGAACCGGCATTGCGTTGAACGGAAGTCTCCTCTACCCCACCGCT 
GAGGGCATCACGGTAGCTAATTGGGACACCGGAGAGGTGCAGCGCACCATTCCGGTGGAC 
CGTGCGGGCTACGACGGTGAAGTTGCGCTCGGCGTTGTAGGGCAGGTGATCGTCGAAAAG 
CGTGGCTCTGAGATCGTTGCTCTAGGC 

>RXAO 2 4 6 4 -downs t ream 
TAGATCTCGTTGTTAGCCCAAAG 



>RXA02 46 5-upstream 

CTGGTGCAATATAAAAGTTAACCAACCAGTCATCCAATATGTCGCCTAAGTAGTCTTCCC 
AAAGTTAACAGCTAGAATCATGGCCGTGACTTCTCCGAAC 

>RXA02465 
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ATGCCTGCATCAATTCGCTGGGGCGGCATCGTCGCCCTCATTCAATCCACCATCGGATTC 
GGTTACGCCTTTTTCCTTATTTACAGGGAAGCTACGGGCGAGACGGATCCAAGCATCGTC 
TACGAAACCGATAACGCCAACACGTGGGTTGGCTACGGTACCGCTGCATTCTTCATCATT 
GTGTTCGGAACGGTTGTTGCAGGCGCAATCAACATGATGAAGGGGCATCGCTGGGGACGC 
GGAGCTGTCGTCATGCTGAATATTATTTTGTTGCCGGCTGCGTATTACATGTTTATCGAA 
GGCCGATTCTCCTGGGCGATCGTCACAGGAATCTCAGCTCTCTTCGTTTTGGGCGCACTG 
TTTAATAAGCGCGCCGTCCTTTGGGCTAACAACGAGATC 



>RXA02465-downstreain 
TAGCCTAGAGCAACGATCTCAGA 



>RXA0246 6-upstream 

CGAACCGCAAAGCGTTCCGCTGACGGAACTGCCGCCTGGCGGCAGCTACACCGAAACCGG 
TGCTGGCACTTTCCGCCAGGTCGGCGCTGCTCTTCCTCGC 

>RXA02466 

GTGGGCGAGGGGCAGGAACAAACTTTTACGTACGTCATTGAGATTGAGGATGGCGTCAAC 
ACGGCCGCTTATGGTGGCGACGATGCG 



>RXA02467 -upstream 

GTGAACGTAGGTCTGGGGCTTTCAGAAGACACAACTTAGATACTATCGTTGCACGGTTAC 
AATAGGGTCATTCCAATACAACGATTCTTTTAGGAGAGCT 

>RXA02467 

ATGGATATCAAGATCGGATTTGCCGATACTGCCCGTGAACTGGTCATTTCTTCTGCTTTG 
CAGCAGGATGAGGCCGCTGCGAAGGTGTCGGAGGCTTTGGCTAATGATTCTGGCGTTTTA 
GATTTGAGCGATGAAAAGGGTCGCCGTTACATTATTCGTAATAGCCGAATCGCTTATGTT 
GAGGTCGGCACGAGTGCTCCTCGTACTGTCGGCTTCGCTGGCGCA 

>RXAO 2 4 6 7 - downs tr earn 
TAGGGGCTTTTAGACACGTGTCG 



>RXAO 2 47 2 -ups tr earn 

ATGATTCTCATAAGGCTATAAACAATGTAGTTAGGTTACACTAATGGTGTCCGGTTGTGA 
ATAGTGCAGCGGACGGGGTTCCGCTGCGGAGGAGGTCATC 

>RXA02472 

ATGTCATTTGTTAACATCACGGCTCTTACGTTCCCTGCAGGGGCTGAAAAAGAAATCGAA 
CAACGCTTCGCGGCTCGTAAGAAGGCTGTAGATACGGCCAAAGGATTCCAAGAATTTGAG 
TTGTTGCGTCCACAATTTGGTGAGGATCGCTACTTCGTAGTTACTCGTTGGGATTCCCGC 
GAAGACTATCAAGCATGGTCGGATGCCCGCCCTGCCGGTAACCATGCTGATGATGAACAA 
CGTGGCATGAGCGTGGAAGTTCTTGGTTTCGATGTGGTTCCTTTGGAAGGC 

>RXAO 2 4 7 2 -downs t r earn 
TAAAAGTCCTTGGCGTGGCATAG 



>RXA02 473 -upstream 

TGCAGTTATGATTAAACTAACTCCTAGCAGTGGCCAACTACATGTCTGGCTTAATAGCCT 
ATGAACGCCTAAGCCTGGAGCCACAACAACCACATTCCGA 

>RXA02473 

ATGGTCGCAGAGTACCCTGACGGATCCTCGGAAATATTCCCGGTAACGTTAAATTTAATT 
CCGGAAGATACCCTCGTTTATGACGCCGTCTACAAATTCAAAAGCATCCGAACTGGTTCC 
GAAGATCAAATAACCCCATTTGTATCAAACCAACCTGATGTGCCTTTCCCTGCAGGAACA 
TCGTTCACATTAACTGGATATTATGAAATTGATCAGCTGAGAAGTGCAGGATGGAAATTT 
GAGCTTAATCCTGTAACAGGTGAACTTTCAGTCACAGTTCCTATCTCTGTAATTTACCCT 
GATGGGTCTCGTGATAACACAATCGCGACCATGGAATCCGTAGGCCCTGATGATTCTGAG 
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CTTTTCAAACCAGACTTTGATTTAATCCCAATAAAATCAGGTGACTATATAGAGATAGGT 
GTACTCGCACCAGGGCTTCCTGCTGGTACGGAATTCCATCTCGATTACTACGCACTTCCG 
GATCGATTCTTTGACTTAGGCGGTTCTACAAGCCTTTCAGGCAACGGTAAGTTCTCTCTT 
GGAGTTCCACTTACCTGGAATGATGATCTCCAGCTCCCGATCTCGATTACTTTTCCTGAC 
GGAAGCCACACAGTTGAGAATTTGCATGTTGACGTAACCCCCGCAAACTTTGCTGGCAAC 
CCCATTGACGAGCCTAAGGACGATGACAAGGATCATCCACAACCGGCTCCTAAACCAAGT 
GGCAGCTCATTTGGTTCTAGC 



>RXAO 2 4 7 3 - downs t r earn 
TAGTTCCTACTAAACAGTTCAAA 



>RXA02 47 5-upstream 

TCGCTCATTGAGGACGGACTCGCGGAACAAAATGAGGCGGGTTATTTCCACCTGCCACGG 
TAAACCACTGCGCGCCTGCAAAAAACAGTAGGTTTAAGTA 

>RXA02475 

ATGCTTGGTCTCTCTCGTCGTAAGTTTGCCATGCTCGCTGCCTTAACTGCGGGAATCGTT 
GGCGTTGTTGCCACTGGTTGTAGTACGCCCGCAGAACCTGAAACGATCGATAATCCGGTG 
TTCATTGGTATCTCCATCGATCCAATTAAAAACCTAAGTCCGAATCACGCTGCAAACCTC 
TTCGCTTTATCTGCAGATGGCTCGGGAGGAATTTTCCAAGAACTCGCTCCCACATACTTT 
CCGTCGATCCATCGATTAGGAAACGGATTCATCGCACCCGATAGAGATTCTTTGGTAGTT 
GTCGACGCTTCTCTAAAGGAAGTTTATCGACACGAAGTGGCCAGGCTTGGTGTTGGAATG 
CAAACTCAATCAGCTAGGTCTCCACTGCATAAATCAGTTGCCTTCTCCTTCAATGAAGGA 
ACAGCTGAAGCCCCATATAGACACCGCATCGTCTCCGCAACTGAGAAAACATCAGCTTCC 
GCAATGACAGATCAGCGGCACTTCGCGCTTACTGCATGCGATGACGGATCCACACGGTGG 
GTCGAATATTCCCCTGACCGCGGAATGGAAGATCCAATGGGCCCCGGCTCAGCACGCATC 
GTGACTCTCCAGGCCGACGGAGAACTCAGTGAAATTGACGTTGAGTGGAATTTCCCGGAT 
CGGCCCTCCGCCCCAATTATTCTGTCTTGCGAAGATCCAAGCGCTTATATAGTTTCAGAA 
GAAGACATCATCTATGTAAAAGACGAGGTAAGCCCTGCCGAATCCATAGGAAAATTACCT 
GCATATGAAATTCCGGACCGCGCCCGATTCGATACAGTTTCCGGCGAAGACTACTTCGCT 
TTTACGTCAACTGGGATGCTGACACGCATCAATATTCCCCAAGCAAAAATCGTCTACGCA 
CAATCCATTGACCTCTACGGCAAGCATCCGGTTTCCATAACTTTCGATTCCGACCGTGCA 
TACGTGGTTACTTCCGGGGATTCCGGGGAAAGCCTTCTTGAAATCGACTTGAATGATCCA 
ACATGCACTTCAGATCAGCTCTCGCTCACTGGTTTCAACAAATTACTCACAGCTCGGAAA 
CCTAAGCCAGAACCGTCGATCATCATCGAAACCATCTTGCCAATTGACCCAAACTACTCA 
CTGGGTTGTAAGAGT 

>RXA02 47 5 -downstream 
TAGATTTTGGACGGAAGTGTGTA 



>RXA02 47 8 -upstream 

GACATCGTCGAAGCGCTCTCCAGCGGCAACATCGACGATTATCGCAGCGCCGTGCTCGCT 
CACTACGCGCCGTTTCGCCGCATGATTTCCAACATGCTCG 

>RXA02478 

ATGCGCACTAGCCTCATTGCGCGCGGGTTGTACCGCATTCCCGCGCTGGTCTGGGATCAG 
GGTCTTTTAACGCTTTTCGACGCCCGCCTCAGTGTTGACGACCTCCCCGCACCCATCGAC 
GTGGTGTCAGCGCGATCCTCAGACGGCATCACCTGGACCACCCCAGAACCAGCAATCGTC 
GAAACTGAACACCGCGGTGTGGGCGATGTCTGCCTTGTCACGGGCGATCTGTGCTTCCAC 
GGATTGTCCAACCTCGCAGGATTTTTTGAGGATCCCACCGACCTTGAACCCCGGCTGGCG 
CGCCGGGATGTGAGTGGGTGGACGTCGATAAGCATGGCCCACTATTTTGCGGATGTTGAT 
GCCGCGTTCGCCTCGTCGGGGACGGGACTTGTCCTGGCGGATGGGCGGTGGATTCAGAGT 
TTTGTGGTGCGGCGCGGGCGCGAGATTTCGCTTCGGATTCTGCGCAGCGATGGCCACATC 
ACCGATATTGCCGGCGGTAACGAATCCGCGATGACGCAGCTGCCGAGCGGTCGGATTGTG 
CTGCATTCCAGGGGGGTGGGACACCGTCTGAGCAGTGTGTCCGATGATTTCGGGGAGACA 
TTCACTCCGCTGGAGCCTGTGCCTGAACTAATCGACCCCGGCTGCAACGGCCACGTGTTC 
TACTGGAAAGCGGCTGGAATGCTCGCCGCAACGCACCTGGCGGACCCTGATCTGCGACGC 
CACTTGGTGGTTGATTTATCCAGCGACGAAGGAGCGACCTGGGCGCATCGCATCACCATC 
GAGCGCGAAGAAGCCGCCTATTCAACCGCTGCGGAAATGCCCAACGGAGATGTTGCCGTG 
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GTGTGGGAAGCAGAGGGAACGCGCGCGATAAAATGCACGGTGATCAGCGTAAATGATATT 
TCGCTGCGGATCGATGAGCCCATTTCCGATGCCATATCCCTCCGCCATGTGGTGATCAAC 
GATGACCATGACGGCATCGAAGTCGCACTGCCTGACGCATCGCAATGGGGTGAAGGTGTA 
TTCAAAATTGTGTCCAATCCAGACGCGAGCACCCAAAAAATCCGCACTCGAGGCAAGCCC 
GCGCGACAGACCCTGGAAATTGGGGATGAATTGGTTTTTGATATCCGCAAGGGTGGAGAA 
GTGGCTTACGGCGTCACGGTTCCTTATGATGGTCGCTCGTTGGGGAAGTTAAACAGGATT 
TTGGAGTGGGGCTGTAGAGGCCGATTTGCGGTCCTT 



>RXAO 2 4 7 8 - downs t r earn 
TAATTGCGG 



>RXA02482 -upstream 

AAACGGTGGCGCCTTAATTGTTTTACGCGTGCTGACAGGAACCTTTTAGGTGATTAACCT 
GGTTTGCAACTTTCCAACCTCAGCCGGATAAGGAACACTA 

>RXA02482 

GTGGGCGTGGCTAAATCAAAGAAATCTGCTTTACCTAAAGTCCTGCTCACCATCGTGGTG 
ATCCTGCTCCTGCTCGTGCTGGTAGCAGAATTCGGGCTGCGCTTCATGATCGGAAAACAA 
CTGAAAGATGAGTTCCAAGCTCAGGCTTCCTCACAAGGAATCTCTGCAACTGAAGAGCCC 
TCCATCAGCTTCGGCGCATCCCCACTCCTGTTAGGCATCGCTCGGGGAAGCATCAATGAA 
GTCACAATCGACACCCCCGACTCCGTATCCATCACTAACCAAGACGGTGTCCCCTCCATC 
AGTGGCACACCAGAGTCAACTATCCAACTCCAAGGGCTTGATATCGGTGACCGCGACAAC 
CCAGTCGCAGACCACCTCACCTTAACCACATTGGCAACCGACGATTTCATCCTGGCAACC 
ATCCAACAGCAGATGGCCGAAGCAACCGGCGGGAACAGCACCTCCCAAGGATTCGCAGAA 
CAGCTTATCCAGGAACTCATCAAAGTCACCGACATTACTTCCGATGCAGCTAATCAAACC 
ATCGAAGTTGAATTCACCGACGGCGCCGCCCGAGCCTCACTGCACCCCATCGTAACGAAC 
GGCCAACTCGGCTTTGAGATCGTAGATTCCCAACTCTTCGGATTCGGCCTCCCCGATGAA 
ATCTCCCAAATGCTCACCGACGCACTGCAATCATCAATCAATGAAGTAGCCGGTGGCCTG 
CAAATCCAAAGCCTCGAAGTTGTCGACGCTGGCATCAACGTCACCCTGACCGGAGACAAC 
ATCAACATCCAGACCCTAGAAGCCGCACAG 

>RXAO 2 4 8 2 - downs t ream 
TAAAGAGCGCTTTCGCGTCTGTG 



>RXAO 2483 -ups t ream 

CATGGGCCCTGCAATCGAGCCTAAGGTTGCCGACGCACTCGGCGAGCTCTTCGCAAACGA 
AGGCGCTCTGACCGAAAAGTGGATCTCCGAGAACCTCTAA 

>RXA02483 

ATGGCTGATCACGCCCACAATCTGCGCGCCTCTTTCCGCAAGGGTGCAAACGGAAAGCAG 
AAGCCAATCGGCGTGATCACCCGCGGCACCACCGGTGTGAACCGCCTACGGCGCTTCGAT 
CGGTGGTGCTTTCATCATCCCAAAATACGTTCGCTTCTCGACGCCACTTCCCTGGCGTTA 
GATGTCGGGTACGGCGCCAGCCACACAACCACCGTCGAATGGGGACGTTGGCTCCACCGC 
CTCCAACCCGACATGGATGTCATCGGCCTAGAAATCAACCCCGAACGAGTCCTCGAACCC 
CAAAACGGCGTGTCCTTTGAACTCGGCGGATTCGAACTTGCCGGCTACACCCCACAACTC 
GTGCGCGCCTTCAACGTGCTGCGCCAATACGACGTGGACCAAGTCGAAGCCGCATGGGAA 
ACCGTCACCTCCAGACTTGCCCCAGGCGGACTGTTTTTCGAAGGCACCTGCGATGAAATC 
GGCAAACGCTGCACCTGGATCACACTTAACTCAGACGGCCCACAAGAACTCACCCTTGCA 
TGGGATCCTTGGGGAATCTCCACCCCCTCCGATGTGGCCGAACGACTGCCCAAAATGCTC 
ATCCACCGCAACATTCCTGGTGAAAAGATTCACGCACTGCTAGCAGCCGCTGATTTAGCC 
TGGGACTACTGCGCCGGCTGGGAACCCCACGGACCGCGCGTGCGCTGGGAAAAAGCCCGC 
GAGATGCTCATCGACCAAGGTTGGCCCATCGCAGTGTCCAGGCGACGCGTGGGCGATAGC 
CTGCTGACTGTACCGTGGGAAACGGTGGCGCCT 

>RXA02483 -downstream 

TAATTGTTTTACGCGTGCTGACA 



>RXA02 484-upstream 
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CGGCGAAAGTGACTTCCGAATCGAGTTCGACGCCGTCGATCGCGGCGATTTCCTGGGCTA 
GCGATGAATCCAACACCCCACTAACGGTAGTCTTATCCTC 

>RXA02484 

ATGGCAACGCGTACAGAAAACACCATTACGATCAATCAGCCCGTCGGCAAGGTGCACCAA 
GCACTGACCACCGAAGCCTACTGGGCATACATCGCAGAGAACCTCTCCCCCGAAGCTGGC 
GAGGTCAACGAGTTCACCGCAGCTGACGGTGGCGCAACCGCAACCCTTTTTGAGGTCCTC 
CCACTCGAGGTCCTCeeAGAGGGAGT-TGGCGCAATGATCAGCCA GGCACTGAAGGTCAAG 
CGAGTCCTCACGGTTCCTGCACTGACCAACAACGCCACAACCGTCGAGTACAACGCTGAC 
GTCAAGGGCACCCCTGTTGATTTCAAGGGCACCATCGCCATCAACGGCGACGACGCAGCA 
ACCACCTTCGACTACAGCAACGAAGTGTCCGTGAACATCCCATTCATGGGCCCTGCAATC 
GAGCCTAAGGTTGCCGACGCACTCGGCGAGCTCTTCGCAAACGAAGGCGCTCTGACCGAA 
AAGTGGATCTCCGAGAACCTC 

>RXA02 4 84 -downstream 
TAAATGGCTGATCACGCCCACAA 



>RXA02 4 86-upstreain 

TCCGACCTCGTCGCATTAGCCAAAGAAATCCGCGACGGAGTCCTCGAAACCTTCGGCGTC 
ACCCTCGTCCCAGAACCCGTCTGGATTGGAATCAGCATCG 

>RXA02486 

ATGACTGAATTTTCCGACGTCCCTGGCACCGCCGCCCCACTGCACAGGGCGTTGGAAAAT 
GCCGGATACTCCACTTTAGAATCCCTCGACGGTGTTCCCTACAAGACGTTGATTGCCCTG 
CATGGTGTCGGAAAAACTGGCCTCGGCAGGATCCAGGCAGCATTGTTGGAACGTGGCCTT 
TCCCTGGGGGAAGAAACAAAAGGCGCCACCATCACCCCAGGTCACACCGGTAAAGTGGCC 
TCAGATATCAAAACTCACATCACTTCCGTGGATCCCGTCGCATACGTCGATGGTCTAGAG 
GGGCGTCGGGTTGCTCACGGGCACCAATTGCTATCGATCTTCGGTCGCGTCACCGGCGCG 
GAACCCAAAATGTGGGGACCCTCCATGATCGGATACGGCTCAGTCCACTACGTTTCCCAC 
ACCGGAAGGGAAGGCGATTGGTTTCAGTGTGGTTTCAGCCCGGCGAAGTCCAAAATCTGC 
CTGTATGGCCTGAAGGATTCGCCTCGCGGTGAGGAATTGCTGCAGAAACTTGGAAAATAC 
ACCGAAGGCCGCGGATGCGTGTACATCAATAAACCGGAAGACATCGATTTGGATGTTTTA 
GAGGCCATGATCAGCGAGTCATGGGCCGGCCAAGGC 

> RXA 0 2 4 8 6 - d o wn s t r e am 
TAGGTTGCAAATCCCCACCACAA 



>RXA02488 

AAGCTGACTGCAACTGGTGTCGATGTCATGGGCACCTTCTACCCAGAAGGTGAAGCACTT 
GCGCCAATCACTTTGAACCTCACCAACGAAGTTGTATGCGACGAGCCTGAAACCCCCGTT 
GAGCCTGAGGTTCCTGTAGAGCCTGAGACTCCAGTAGATCCGGAAACCTCGGTCGACCCA 
GAGACTCCAGTAGATCCGGAAACCTCGGTCGACCCAGAAAAGCCTGGCGATGACAACAAG 
GATGACGGAAGCAACAGCAGCAGCAACGGCGATATCCTCGGAATCTTGGGCATCCTCGCA 
GCGCTTGGTGGCGTTGGTGCACTTGTGTACAACTTCCTGGTAGCTAGCGGATTCCTTGCA 
GCGTTTAAG 

>RXA02 4 8 8 -downs t ream 
TAAATGAATCGTTTTCCTAGTGC 



>RXA02489-upstream 

TATCCTCGGAATCTTGGGCATCCTCGCAGCGCTTGGTGGCGTTGGTGCACTTGTGTACAA 
CTTCCTGGTAGCTAGCGGATTCCTTGCAGCGTTTAAGTAA 

>RXA02489 ' 

ATGAATCGTTTTCCTAGTGCCTTATTAGCAGCCTCTGTCGCGGGGGCTGCGTTGGCCATT 
CCAGCGACCTCTGCACATGCAGCAGAATCTATTTGTACATTCACCGGCGATGTTGGGTGG 
AATGTGCGCGATTCTTTCAACAGTTATCTTTTGGGAAACATCGCAAATGGTAGTGCTTAT 
AAATATAAGGGCGGGTTGGACGTTCGTGACGGCGTCCAGACCGACGGTAACGGCAAAACT 
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CCAGCACTGACCTGGCCAGTTGATTCGGTGACGTCTTCGAAGATTTCCACTTCCGGAGGC 
GCGCACTGGACCGGACACAACCTGTACCCCGGTGATGACCTCGCGGAAGTCCCTAACAAT 
TTCACGTTGGATCTTGATTTTTCCAACATCACTGTGGAGCTGAGTGGTTCTACAGGTCGG 
TTGTTGGTGGATTACACATCTCGGGAATACATCAACACCCACACGTTGGGTGAGTTTCAA 
ACTGGTGAACAGGCTGAGCTTGCCACGATTACTTTTGCCAAAGCTCCAGACCTCACCTCT 
AATTCAGTCAACGTGACTGGCGATGTGGCATTGACTGCTGATGGTGTGGAAGTTTTCGGT 
GGTTTCTACACGGCAGGGGAGGAG 



>RXA02 49 5 -upstream 

AAGGAGGAAAATTATCACCGTCTTAAAAACGGCTAAGGCTTTTCTAAATTCGCCGCTGCG 
CACCATCACGTGGCGCAGCGTTGTGGCGAATAAACTCCGC 

>RXA02495 

ATGGCATTAACAGTGCTTTCGGTTGTGCTAGGAACCGCATTTTTGTGTGGCTCCCTCCTC 
CTCACACATTCCCTTGAAAGAACATTTTCCTCCATCGTTGATGCCGGCGTGGAGGGCGTT 
GACGTGGGCGTTATCGCGCAACAAAACAACCCCGACGGCGTACCTTTCTCCGTCATCGCC 
GAAATTGAGCAGTATCCGGAAGTCCGCGCCGTCAACATCATCGGCGACGGCCCCGGCATG 
CCCTCCGGCACCACCATGACCGGCCAATCCGCGCTGATCCTCACCGACTCCGACGGCAAT 
CCCCTGCAAGCAGGCAGCTCCGGCACGCACCCGCTAGCCATTTATCCGCAGGGCGAGTGG 
GTCTCGCCCGAGCCAACGCTTATCGACGGCCACTTCCCCACAAAACCCGACGAGGTAGTA 
GTCAACGCTTCGGCCGCCAAACGTGGCGGGCTCTCCCTCGGTGATCACCTAACGATCGTC 
ACACCCACCGAACGCATCGACGCCACCCTGTCTGGAACCTTCGAATCAAACACCGACGTC 
GCAGGCTGGGTCGGAGTCGGATTCACCCCACAGCGCTACGTCGAACTGCTCACCAACGGC 
ACCGACGCCAGCCAAATCACCATCGCAGTCAACGACGGCGCCGACCCCATGGCAGTCCGC 
AACCGCATCGGCAAAAACCACCGGGACCTGCTGCCCCTGCTGCCCGAGCAAATCATCGAC 
CAAACCACCGGCGACACCGACCGCCAACTGGAGTTCATGACCTACGTGCTCCTGGCATTC 
GCCGCGATCGCACTGATTGTTGGCTCGTTCATCATTGCCAACACCTTCGCGATGATCGTC 
GCCCAACGCACCGGCGAATTCGCCCTCCTCCGTTCCATTGGTGTCTCCACGTTCCAAATC 
GGATTCTCCGTGATTATGGAAGCAGTATTCGTCGGACTTATCGGCGGTTTCATCGGCATC 
GCAGTTGGCTTCGGAGTGGTCAATGCACTTGTCCAAGTGCTCAACCAATTCGGCGACACC 
CTCTCCTCCATCGACATCACCTACAACGCCGGATCCTTCATCTTCCCTGTCCTCTTCGCC 
GTCACTGCCACCGTACTAAGCTCCATATCGCCTGCTCACCGCGCCGGTAACCTCCCACCA 
GTCCAAGCATTCGAATCCTCCGATGCACGCAGCGACGCCCTCGGAAGGATCCGCTTCCTC 
GTCGCCGCCGTCATGCTCACCCTTGGAATCAGCCTGACGATCGCAGGTGCCGTGGTATCC 
GCCATCAACGGAGATGAATTCAAAACAGAAACACGCCTCGCATTCATCGGCGCTGGACTT 
CTCTTAGTGTTCTTCTCACTCTCCCTGTCCGGTCCCGCACTGATGGTGGCGACCTCTCAG 
ACTCTTGGCGTGGCGATAATGTCGCCGTTCCGAGCCGTCGGCAAGCTCGCACAACGCAAC 
ACCCTGCGCAATCCGCGACGCTCCGCAACCACCGCACTGGCCGTCACTTTGAGCGTTGGC 
CTCGTCGCCTGCGTTGGAGTCATCGGCGCCACCACCCGCGCCAGCGTCTTCGGGTCCATG 
GAATCCACCATCAAATCCCCATATGTCCTCGACAGCATCGGTGGCACCATGATCCCTGGA 
CAACCCGCCGGCGGTTCAAGGTCACTGTCCATGTCCGCAGCCGTCGCACAGGAAATCGCA 
CAAACCCGCGGAGTCGGCAAAGTGGGCACCCTCATGACCGGCAGCGTCCAAGTCAACGGA 
TGGGACAACGAAAACACCACAATTTTCGACGGCGACCTCTCTCAGTTCCTCGACCTCGCA 
GTCCGCTCCGGCGACGCCTTCGACGACGAAACCCCCGGCGTCATGATCTCCACCACCTAC 
GCCGACCAATCCGACCTCGAAGTAGGCGACACCGTCACCGTCAACCCCTACGGATCCGAC 
GACGGCATCCGCGTCCCCATCACCGGCATCTACGCAGAAACCAACCTCGTCGGACACCTC 
ATGGTCAACGCAGCCGCCACCAACCGAGTCCTCACCTCCGCGGACACCTACCACCGGTCC 
CAAATCTTCGTCAACGGCGACGGCTCCACCACCAACGAAGAACTCCGCGACATCCTCGTC 
GACGCCGTAGCCCCCTTCCTCATCGTCCAAGTGAAATCCAAAGATGAATTCCGCGGAAGC 
CTCGGCACCCAAATCAACCAATTGCTCGGCATCATCTACGGACTGCTCGCCCTGGCAGTG 
ATCATCGCAGTCCTGGGAATCGTCAACACACTGTTCCTCTCCATCAGCGAACGCACCCGC 
GAAATCGGAATCCTCCGCGCCACCGGCGTCCAACGAGGACAAATCCGCCGCATGATTACC 
CTCGAATCCGTCATCCTCTCCATCCACGGCGCAATCCACGGACTCCTCCTAGGTACATTT 
ATCGGCTGGGCAATCGTCAGTTGTCTCCGCACCCGAGGCATGGCACCCGTCGAATTCCCC 
TGGACCCAAATCGGATTAATGCTCATCTCCGCAATCATCATCGGAGGCATAGCAGCCCTC 
ATCCCAGCCAACCGAGCCTCCCGAATCTCCCCTTTGGAAGCAATCAAC 

>RXAO 2 4 9 5 - downs t r earn 
TAACAGTCTGCATCGGCAACCTC 
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>RXA02 49 6 -upstream 

CGGGACGCGCGTCTACTGCAACTAGGTGGACAGTATTGCTGCCCACATCTAATACACCTA 
ATCTCACACCTAAAGGTTAGACGGTCTAGGGTGGCAAAGT 

>RXA02496 

GTGAATCGGTCAAATTCTTCTTCGGTATTTTTAGGTTTCCCCGAGTCTTCGCCAGCGGCG 
GCATCGATTCGTGCTGGGGAGGAACTCCCTCTTGATTTCCCACGTGAATGGTATGAATTC 
ACGGATCCAACTGATATTGAGCATGTATTTAGCATCGATTTAACGTGGCTTGAGTCTAAT 
TGGAATTGCACCTTTGGTACCCCCGATTGTTTAGGTATTGATTCCGAAAACGCCGACGTG 
GGTTGTTGCGGCCACGGTGCATTCTTAGCAGATGAGACAGATCGAGATCAGCTTTATGAT 
GCCGTTGCTCAGATGCCCGCTAAGTATTGGCAGCTACGCCCCGCCTCCACGGACTCGTTT 
TTAGCATCCGATGACGGCACCGACATTGAGCCGTGGCTGACATGGGATGAATTAGATGAT 
GAAGACGGCAATCCCGAGCCCGCTTTGAAGACAACTGTGGTCAACGGCGCCTGTATTTTT 
GCCAACAGGGCGGGTTGGGAAACAGGCGCGGGGTGTGCGCTGCATCAGTGGGGCGTGAAC 
GCAAATGAGGATCTAACCGTCGTCAAGCCTGAAGTTTGTTGGCAGCTCCCGCTGCGCCGC 
CTGGAGGCCTGGGAAGAGCGCCCCGACGGGCAAGAAATCTTGCGCACCACAATTACTGAA 
TACAACCGGCGCGGCTGGGGCAACGGCGGCGAGGATTTCGACTGGTACTGCACCACCTCT 
CCGCGCTGCCACACCAATGCCGAACCCATGTGGAAAACACAGGAAACAGAACTCCGTGCA 
CTCATGGGACCAAACTCCTACGAGGTG 

>RXAO 2 4 9 6 - downs t r earn 
TGACGTAAATATTTGGAAGCACG 



fj >RXA024 9 8 -upstream 

1% CAAGGTAGAAATTTGTCCGTGGGCACTTCGTGAAGGTGTGATCCTCACCAGGATCGACAA 
I' I AGGACTCGAGTAACATTTACCCGGAAAGGAGTTGGCGAAA 

>RXA02498 

ATGAGTGAAGAGAAACTCACAGTCGCTGAGCTGATGGCGCGTGCCGCGAAAGAGGGACGC 
5 TCCACCGATGCTCCCCGACGACGCAGGCGCCGCAGCATCGAAGACGGTGGCGTATCCGTT 
C5 GCTGAGCTGACCGGCTCCATTCCTGCCGTTAAGGAAAAGCCCGCGGAGTCCAAGCACTCC 
m AGCGTGCCCATCGATGCACCAGCAGAACCTGAGGTTGTTGAGGCCCCCAAGCCTGAGCCC 
fy. GCCGAAGAAGTAGAAGTGGCTTCGGTGGAGGGCGACGTCGATAAGCAGGAAACCCCTGAG 
ll CGTCCGGCGCCGAGCAACGAAGAAACCATGGTGCTGCGCATCGTGGATGAAAAAGATCCA 
^? ATTAGCTTGACGACGGGCGCGTTCCCCGTGGTTCCGGCAGTTGCCGCCAAGCCGGCGCCC 
GTAGTGCGCGCGGAGAAGGACGCCGATGTGGAGACTGCCGTAAAGGCAGATTTCGCAGAG 
I J GTGGAAGTCGATAACACTGACACCACGCAGATGGCTGTGGTGGAAGAAGTTGACGAGGAG 
CCAGAGCAAGAAAACAAAATGTCCGTATTCGCGATCATCATGATGGCGATCGTCGGAGTT 
GTTCTCGGTGTCGTTGTATTCCTCGGCTTTGAAATGCTGTGGGAGCGCCTGAACAAGTGG 
ATCGTCGCTGTTCTGGCAGTCGGCGTGACCTTGGGAATGGTGGGCATCATCCACGCTTTG 
CGCACCTCACGTGATGGTTTCAGCATGGTTCTCGCAGGAATCGTGGGCCTGGTCATGACG 
TTCGGGCCGCTGGCAATCGTCATG 

>RXA0249 8-downstream 
TAATTTGTCGTTTTGGGCCCCCG 



>RXA02 500-upstream 

ACGCGGGTTAGATTTTTGCTCGCGATCCGAAAGTGCACTTCGGCAAAAAGTGCTGGCAGG 
TTTTGTACGTACAACATCGATTTAAGCGAGGGAAACCGTA 

>RXA02500 

ATGGGTTCTGTCATCAAGAAGCGCCGCAAGCGCATGTCCAAGAAGAAGCACCGCAAGATG 
CTGCGCCGTACTCGTGTCCAGCGTAGAAAATTGGGCAAG 

>RXAO 2 5 0 0 - downs t r earn 
TAAGCCTTCAATTGAGCTTCAAA 
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>RXA02 5 0 5 -upstream 

TCGGAAAGCAATCCGGAACATTCAGGTTGTAGACAATGTCATCAGTTCAGTTGACCGTCC 
CATTAAGCGCACTGGTCGTTTGCGTATTCCGGGGGTCTTT 

>RXA02505 

GTGGCTGGCACTCATGCGTATGTCAATGAAACTCTTTCGGAAAATGAGTTCAGCATGTGC 
CGAAAGAATGAACCTGGTTTGGTCATTGAGCTGGAGAACATCAGCATCGATCGCATTGTC 
ATTTCCACACCAGATGCCCACCGCTATGCGGATGAGCTCATGGCGGCTGTT 



>RXAO 2 505 -downs t ream 
TAGAACTCAGTTTCCGTCAATAA 



>RXA02 5 0 6-upstream 

CCTTTCCCTGAACTCTAAGCAATTGTGATCTATAGTACAAATGCATAAACATTAACCGTG 
ATATCCATCTCTTGCATACCGGCCGAAAGGTTTAGCACAC 

>RXA02506 

ATGCACCTCAATCAGCTCGAATTTTTCATCGCAGTAGCCCAACACGGACAGATCAACCGC 
GCCGCCGAAGAACTCCTCATTTCCCAACCCGCTCTCAGCCGACAGATCTCCGCACTTGAA 
AAATCCGTCGGAGCTCCACTCTTCGAACGCCATTCCCGCGGTGTCTCCCTCACAAAGGCC 
GGAGAAATCCTCCACGAAGAAGCCCTCCGAACGCTTAGCAGGATGCAATCGGTAGTCGAT 
S3 GAAATCCAATCCGGTGAGCACCTCATCACCAGCATCAACATCGGAGTTCCCCCTGGAATC 
k2 CCCATCGACTGGTTGCGCTGCCAACTCATCGATTTAGGCCCCGAGACCCGCATTTCACTG 
r n ■ ATCGAATCCCCCACCGATGATCAGCTAAAACTTCTTAAAC AACGCGAACTCGACATCGCC 
fj CTTTGTCGACGCCAAAGCGAGGCCTTTGCCACCACACTTGTCCACGAACAAGAACTGGGA 
in ATCGTCGTCCGAAAAAACTCCGAACTGCACCAAAAAGTCGCAGGAAAAGACAACGCCACA 
'tl CTCTTCGATCTTGAAGGGCTTCGAGTCCTCGCACACTCCCGCGGTGAAGTAAGAATTCAG 
^ GAAGAAATCCTCAAAAACGCCATGCTCGCCGCAGGAGTTAATGCCACGTGGATCTTCCGA 
AAATTTGGGCAATATAGCTCACTGATCGCAGACCTTGTCCAGGCCGATGTCGCACTCACA 
ACAGAGGAATCCGCCCGCACCAACTTCCCCAGCTGGCAATGGGTCCCCATCGAAGGCGAA 
^ GACGCCTCCGGAAATGACCTTGTTGTTCGCACCTGGATCACCTGGAACCCCCAACCCACC 
O CCCGCGGTGAAGGCCCTGATCCAGAAATTTATTGACGGAAAC 

fij >RXA02 5 06-downstream 

[ 1 TGAGTTCTAAAC AGCCGCCATGA 



>RXA02 510-upstream 

CCCGTCGATGAGGCAATCGCTGTGATTTCTTCCTGGATTGGTGACCGCATCAATGATCAG 
CCGAGCGAGGACTCCATTGCAGCTCGCAGGTAGCCCTGAG 

>RXA02510 

ATGGACTCATCTGACAGCCACGTTGGTCAGGATGTATATGTTGATCAAGGTCTAGGGGAG 
CCCGACAGACTGGAACGTCTGTGGGCGCCCTACCGGATGAGCTACATCAACACTCGATCT 
GGCGGTAAGCAATCAACTACCGCCAAGCGGGACCCCTTCATTGAGGTTCCCAAAATGAGT 
GATGAGGACGGCCTGATCGTTGCGCGGGGTGAGCTGGTGTATTGCGTACTCAACTTGTAT 
CCCTACAACGCTGGACACATGATGGTGATCCCATTCCGTAAGGAAAAGAATCTAGAGGAT 
TTGAGCTTGGCAGAATCTGCGGAGTTGATGCTCTTTACCCAAACGGCCATCAAGGCGCTG 
AAGCAGGTGTCAAACCCTGATGCTGTCAATGTTGGTTTAAACCTTGGCAAAGCATCGGGT 
GGCTCAGTGGGAGATCACCTTCATGTCCATGTGGTGCCTAGGTGGTCGGGTGATGCTAAT 
TTCATGACTGTGATTGACGGTGTCAAAGTGCTACCGCAGACCCTGCGTCAAACCAGGGCC 
ATGCTTGCGCAAGCATGGGGCACCATTGATGGGGCACCAGGCACTGTCGACCCAACGCTG 
ACTTCAGCGATCCGTACCGCAGCACCGAAGGAGCAC 

>RXA02 510-downstream 
TGATGCTGGGACTTCATGGACGT 



>RXA02514 

AACTCCCACAACCCAACCCCAGTAACCATCACGGTTACTGGCAAGGGTGAAGGCGTTACC 
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TCTTTCGGCGCAATCTCCATCGAGGTTGAAGCGGGCGCAGACGCTATCGTCGCACTGCAG 
TACGTCGGATCCGGCACCCACGCTGACAACGTCGAATTCATCGTTGGCGACAACGCACGC 
CTGACCGTCATCACGGACACCCACTGGAACGCTGACGCAGTTCACCTGAGCAACCAGCTT 
GCACAGCTGGGACGCGACGCAACTCTACGCCACACCGTGGCAACCTTCGGTGGAGAAGTA 
GTCCGCATCGTCCCACGCGTGCGTTTCACCGCACCAGGTGGCGACGCAGAAATGCTCGGC 
GTCTACTTCGCAGATGATGGACAGTACTTCGAGCAGCGCCTGCTGGTTGACCACGCTGTA 
CCAAACTGTCGCTCCAACGTCTTGTACAAGGGCGCACTTCAGGGTGACAAGAACTCTGAC 
AAGCCAGATGCCCGTACCTGCTGGGTTGGCGATGTGCTCATCCGCTCAAACGCCCACGGC 
ACTGACACCTACGAAGCTAACCGCTCACTCGTCCTCACCGAGGGTGCACGCGCAGACGCT 
ATTCCAAACCTCGAGATTGAAACCGGCCAGATCGTTGGCGCAGGACACGCAGCAACCGTC 
GGTCGTTTCGACGACGAGCACGTGTTCTACCTCCAGGCCCGTGGTATTCCTGCAGAGGAA 
GCACGCCGCCTCATCGTCCGCGGTTTCTTCAACGAAGTGATCAACAAGGTCCCAGTTGAA 
TCCATCCGCGGGGAATTGGACAACCGAGTCAGCTCGGAACTCGCAGTTCTTGGCATG 

>RXA02 514-downstream 
TAATTAAGCCAAAGTAACTAAGC 



>RXA02 518-upstream 

CGCGTGAAGTGCGCGCTGCTTGGGTGGAAGGCTTTCCAGGCGGCAACCGCTGACGCTGTT 
GCGCACGCACATTAGCCCGCTGTATTAATTGGAGGAAACC 

>RXA02518 

ATGAGCGAGCACACCGAGAACACGACAGAGGTTGAAGACCAGAACGCTTCCACCTTTGAA 
GCACAAAGCTCTGAGCGCCCAGAGCAGTCCGAGGCAGACCTGGCTAAGGCCAGCGATGTT 
GAGGAGTACATGCGCGACGTTATTGACCCTGAACTGGGCATTAACGTTGTTGACCTGGGC 
CTTGTCTACGATATTTACATCATCAACGGCAACGAAGCTCACATCGATATGACTCTGACT 
TCACCAGCTTGCCCGCTGACTGACGTCATCGAAGATCAGGCACGCACCGCAATCGTCGGC 
AACGGCATTGCAGAGAAGATGTCCCTGAACTGGGTATGGATGCCACCTTGGGGTCCACAC 
ATGATTACCGAAGAGGGCCGCGCTCAGCTGCAGGCCCTAGGATTCGCGGTT 

>RXA02 518-downstream 
TAAAAGGCTGCTTATCGACGCCA 



>RXA02 519 -upstream 

TGTTTTAAAACTTCATTCCAATTACCGAAAATGAATATAATTTGAGATTTAGCTCACACT 
ATCCCCCTTCGGGTCACCACCAGACTCTGATGCGAGGTAA 

>RXA02519 

ATGTTCTCCGCTCCCTTGCGTAGAATGATGCGAGTGACGAAGGACGAGCAGATTCAACCC 
AATTCGAACGCCCCTGAAAACAGAAAATGGTTTCCTCGGGCACCTCGTCCCCTACGCCAA 
TTTCTCGACACTTTGCCGCGCATCGGCACCGCTGGTTCCAGATCAGCGACCCTCCACGTG 
GAAGACGAGCAGAGCCCTTTAGGGGCAACGCTTTTCGACGTCGCGACCGGCGCGAGCTCC 
ATCAACGACCGCGATACCGACGCCTCAGGGCTTGAGCCTGAAAAGATTCGCCGATTTGCA 
TGGCTGCGCCTGATCGGCACCATGGGTGCGTTAATGATCGCGTTTGGTGCGCTGGGCGCG 
GGTGCACTTCCGGTGGTGAATAATCCGTATGTGGATTTCCCTGGCGGAAACTTCATGAGC 
CGAATGCTGCAGACCTCTTCCATGATCGTGCTCATCGGCGTGGGATTTTTGGTGCTGGCG 
TGGGTGTTAATGGCACCGCTGGTGGGTATTCCTTTTAAACGCAGCGGAAACAGAACAGCC 
AGCGTGAGTTTGTCCATGCTGCGCCGCACATTTGGCGCCTGGGTAGCGCCCATCATGCTC 
ACCGCCCCACTGTTTACTCAAGACATTTATTCTTATCTGGCACAAGGCTCTGTGACCGCG 
CAGGGAATGGATGCCTACGCCGGTGGACCGCTTGAACTATTGGGGCCCGATAATCATCTG 
GCACGGTCCGTGCCCTTTATTTGGGCCCAGTCGCCCTCGCCCTACGGCCCTGTTGCGCTG 
AGCATCGCGGCGTCGATAAGCGTTATTACTAATGACAGCATCGTTGGAGGCGTGCTGGCG 
CACCGTATTGCGTCGCTGCTGGGCGTTGTGGCTGCAGGCTGGGCGATCACCATGCTGGCC 
AGGCGCTGTCGGGTATCTGAAGAAGCGTCCTTTTACCTGGGCGTACTTAATCCGCTGCTG 
ATTCTGCACCTGATCGGCGGTATTCACAACGAATCCATCCTGCTGGGATTTTTACTTGTT 
GGCCTGGAACTCGGACTGCGTGGCACCGACCGGATTCAAACAGGGCTGTGGGGGCCTGCG 
TGGACATATATTGCACTGAGTGGCGTATTGATTTCTTGCGCAGGCCTGGTCAAGGTGACC 
GGCTTTATTGGGCTCGGTTTTGTGGGCATGGCCTTGGCCAGGGCGTTTCATGCACGTGGA 
CATCGACACGTCGTTGCGATCGGCGTTGCAGGCCTCGTTCAAGTAGCAGCCCTGGTGATC 
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ACCGTGGTTGTTCTCAGTGTGATTACCGGAATCAGTTTGGGGTGGATCACAGGTCAAGGT 
GGCGCTGCGACGATCCGAAGCTGGATGTCTATGACCACCAACATTGGCGTTATTTCTGGA 
TTCATCGGAATGAATTTGGGGCTAGGCGACCACACCGCAGCCATGCTCGTTGTGACCCGT 
GCAGCCGGAATCGCGGTAGCTGCCGCCTTCATGGTTCGTATGTTGTTTGCCACATATAGA 
GGTCACATTCACGCTGTGGGCGGACTGGGCGTGGCGACTTTCGTCCTCGTTATCCTCTTC 
CCCGTGGTGCATCCGTGGTACATGCTGTGGGCTATCGTGCCGCTAGCTTCCTGGGCAAAT 
AGACTGTTCTTCCAGCTCGGAGTGATTGCCTACTCCACTGCCTTCAGTTTCTTTGTGCTG 
CCT CGCGGGCTTGCACTTCCAGTCGGAACTGTCTTTTCCATCTACTTCGGCGCAGCGCTC 
GGATTCAGCATTCTCCTATTAGTTGGATGGTGGAGTTTGAGGCGGAATCCAACCTTTGGT 
TTACAC 

>RXAO 2 5 1 9 - downs tr earn 
TGATCAACTGTGACTACTGATTT 



>RXA025 2 0-upstream 

TTTGCGCTGGTAGGGGGGAAGGGATTGGACACGGGAATGGAATTAGGGAACACTTGTGTT 
GTCTAAAGGTGAAAGCTAAATCAAGCAGGAGGTGACACCA 

>RXA02520 

GTGGGAGATGTTGTAAAAGGCAACGACGCGCACACCGGAGACGGTGATACGCGCCGAAAA 
ATTCTTCTCATCCTGTTGGAACGTGCACCGGTGATCGCTTCAGATATTGCTGAACAGCTT 
CAGCTTTCAACTGTGGGAGTGCGCAGGCACCTAGACAACTTGGTTGAAGAAAATCTGGCG 
GAGGCGGCAAATCCGCGCCAGAACCCATATGAGCCCAAAATGCGCGGTAGGCCAGCAAAA 
ACTTATCGGCTTACTGATAAAGGTCGCTCAATCTTCGGCCACGAATATGATTCCCTTGCT 
GCGGCAGCTCTAGCCACTCTTCGAGAGGTCGGCGGAGATGATGCAGTAAGGCAATTTGCT 
AGAAAGCGGATCGAAACAATTGTTGAGGGTATTACCCCAGCAGATGTCACAGATCAATCA 
ATCGAAGATACAGCCAAATCTTTAGTTGAAGCTTTTAGTCGGCATGGTTATGCAGCAACT 
GTCGATGCCACTCGAAACGGGTTGCAACTCTGCCAGCATCACTGTCCAATATCTACAGTC 
GCCACGGAATTTCCGGAACTGTGTGAGGCAGAGCATCAAGCAGTCTCAGAACTTTTGGGG 
CAGCACACGCAACCATTGGCAACAATCGCGGACGGCCACGGCATCTGCACAACAAATATT 
GCATTGACACCCATCAAACACTCC 

>RXAO 2 5 2 0 - downs t r earn 
TGATGAAAGGAGCGGATCATGAC 



>RXA02 521-upstream 

GCACACGCAACCATTGGCAACAATCGCGGACGGCCACGGCATCTGCACAACAAATATTGC 
ATTGACACCCATCAAACACTCCTGATGAAAGGAGCGGATC 

>RXA02521 

ATGACTTCGGCAACGACGAACCCAGGGGTTAACGAGCCCTTGACCGATGACCAGATCATT 
GAATCCATCGGTCCGTACAACTATGGTTGGCACGACTCCGACGACGCTGGTGCATCCGCA 
CAGCGTGGTCTCAGCGAGGATGTCGTACGCGACATCTCTGCGAAGAAGAGCGAGCCAGAA 
TGGATGCTTCAGCAGCGCCTCAAGGCCCTGAGCATTTTTGATAAGAAGCCAGTTCCAACC 
TGGGGTGCAGACCTTTCAGGCATTGACTTCGACAACATTAAATACTTCGTCCGCTCCACT 
GAGAAGCAGGCACAGTCCTGGGAGGATCTCCCAGAAGACATCAAGAATACCTACGACAAG 
CTGGGTATTCCTGAGGCCGAGAAGCAGCGCCTCGTTGCAGGTGTTGCAGCTCAGTACGAG 
TCTGAGGTTGTCTACCACCAGATCCGCGAGGACCTGGAGGAAAAGGGAGTTATCTTCCTT 
GACACCGATACCGCACTGAAAGAGCACCCTGAGATCTTCCAGGAGTACTTCGGCACCGTC 
ATTCCAGCAGGCGACAACAAGTTCTCCGCACTGAACTCCGCTGTCTGGTCCGGTGGATCT 
TTCATCTACGTGCCAAAGGGTGTCCACGTGGACATTCCTCTGCAGGCTTACTTCCGCATC 
AACACCGAGAACATGGGTCAGTTCGAACGCACCCTGATCATCGTTGATGAGGATGCCTAC 
GTTCACTACGTTGAGGGCTGTACCGCACCTATTTACAAGTCCGACTCCCTGCACTCCGCA 
GTCGTTGAGATCATCGTGAAGAAGGGTGGACGCTGCCGCTACACCACCATTCAGAACTGG 
TCCAACAACGTCTACAACCTGGTGACCAAGCGCACCAAGGTTGAAGAGGGCGGCACCATG 
GAATGGGTCGATGGCAACATCGGCTCCAAGGTCACCATGAAGTACCCAGCTGTCTGGATG 
ACTGGCCCACACGCAAAGGGCGAAGTTCTCTCCGTCGCTTTCGCAGGTGAGGGACAGTTC 
CAGGACACCGGCGCCAAGATGACCCACATGGCTCCTTACACTTCCTCCAACATCGTGTCC 
AAGTCTGTGGCACGTGGCGGTGGACGTGCGGCTTACCGTGGTCTGGTTCAGATCAACGCA 
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AACGCTCACCACTCAACCTCCAACGTTGAGTGTGACGCACTGCTGGTCGATGACATCTCC 
CGTTCTGACACCTACCCATACAACGACATCCGTAACGATCACGTGTCACTCGGCCACGAG 
GCAACTGTTTCCCAGGTTTCTGAAGAGCAGCTGTTCTACCTCATGAGCCGCGGACTTGCG 
GAAGAAGAAGCAATGGCAATGATCGTTCGTGGCTTCGTTGAGCCAATCGCTAAGGAACTC 
CCAATGGAGTACGCCCTTGAGCTCAACCGACTGATCGAACTGCAGATGGAAGGATCGGTG 
GGC 

>RXA02 521 -downstream 

-TAAGCCCAATGAGTGAAGTAGGA-- ^ — 



>RXA 0 2 5 2 4 - ups t r earn 

GACGCGATCAGGCGCTCCTACGCACCCAGGCAATTAGGCCTGAGCTTATCGACGCATCCC 
TCCTCGATTCCACCGACCTCAAAGTATTGGGACTGGACAA 

>RXA02524 

ATGACAGAGACCACACCTCAACCCCCAAAGCCAGAGCCCGAGCTCCCGAAATTTCTCAGC 
AACCCAGAACGCGCCGACATCATTTTGTTCATCGCACTCATTGTGATGGGCATTTTCTCC 
CTCTGCATGATCCCACTGCGCGCCTGGATGCTCACCCAACCTCTGGCCTACACCCTCATC 
GTCGGTGGTTACACCAGTGCAGTCGTGGGCGGCGCGAACGCTTCGGTAGAAAACGGCATC 
TGGTGGGTCTACTGGCTCTGCACCCTGATCGGCGCGCTGAAGTTCATGCCCGTCTATTGG 
CTGATGGGTAAGCGCTGGGGCATGGAATTTATCGACATGTCCCTCCAATACATGCCCCGC 
TTCCACCGCATGTTCAAAAAATCCGTCGACTCCGAATCCACCCGCCTCTACGCCTGGATC 
ATCGGCCTCATTCCACTCGCATACCTCCCAGGACCAGTGCCGGGAACCATCCTTAACGCA 
GTGGCTGGGCTGGTGAAAATCCCCTTCTGGATCATCATGGCCTGGAATGCGATCTGCGTA 
CTATCGGTCAACGGACTATTCATGTGGCTGGGATACACCTTCGGCGAACAAGTCCTCGAC 
ATCGTCAACGTGGTCAACCGCTACATGCTTTGGATAACCTTAGGATTGCTGGCGCTGATG 
TTTTTCCGCGCACGGAAGCAATTTGCCAAG 

>RXA02 52 4 -downstream 
TAAATGGTTGAAAGGAATATGAC 



>RXA02 52 5 -upstream 

CGTGGTCAACCGCTACATGCTTTGGATAACCTTAGGATTGCTGGCGCTGATGTTTTTCCG 
CGCACGGAAGCAATTTGCCAAGTAAATGGTTGAAAGGAAT 

>RXA02525 

ATGACCACCATGCGAGAAGTTTCAACCGACCTCAACATCCTCATCGTCCCCAGCGAATGG 
GAAAAAGTACTAGAAAACCTACCAGCGACATTGAGTGAGTCCGGATTCGTAGCCTCTGAA 
ATCCACTCCCAGATCGTCGACCTCACCTGCGAACCCGACAACATGCTTGTCACCCAGTTC 
TCCCAGCTAGAGGGCCACCCACCAATTGTGGAAGTGCTCCACCGCCTAGTAATTAACGGC 
TCCTCCGACCTGGAGCTTAAAGACCTCACCAAAAAGGTGGTGGGGGCGTTGCCTCAGGGG 
ACCTACTGGTATGGAACTTCCCTTGAAGGTGCGACCGAACCTGGCGTTAACGCATCATGC 
GCGTGGCAGCATCGGGGC 

>RXA02 52 5 -downstream 
TAGTTTTCCGCGTTTAGTCAGTT 

>RXA02 53 4 -upstream 

TTACCAGTAATCTATGCAGATTTACTGTCCGTTGGGGATCCGCGCCTATCGGAAGTTGCC 
TACATTATAAAAACTCAGATTCAGGAATACACAGACCATG 

>RXA02534 

ATGAATTCACCGAACGCGGACATTATTTTAGTAGTTAACAAGCTGTCCAAGTTTATTGAT 
ATCGAAAATATTATGCTCGTTGGAGCACGATGTAGAGACATTCACCAGCAAAAATATCGC 
GATCAAACAGCGGGTAGAAGAACTAAGGATGTTGACTTCGCTTTAGCTTTAGAAAGCTGG 
GACGACTTCAATCTATTAAAGCAACAATTCTCACCGACTGGTAACGCATGGCAAGGAATC 
ACCATTGGAAATATTCCAGTAGATCTCGTGCCATTCGGAAATATTGAAAACCCACCCGGT 
GAAGTCTTGTCCAGAAAAGGTCATCTACTTAATGTCGCTGGGTTCAAGGAAGTATTCGAG 
CAAGCTGAGCTATATCCCCTAAATGATGCGATAGACATTAAGTTGTCTACAGTTCCCGGA 
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CTTACTGCGCTAAAGCTACATGCATGGCTCGACCGTAAAGAAAATAACATCAAAGATGCA 
AGCGATCTAGCATTAATCTTGTCGTGGTACGAAGAGGATGTAGAAACTTTATGGAATCGC 
TATTTTGCCCTGGAAAATCAAGGATACATAGGTGAACCAGAGGCAATGGCAGCTGAATTA 
CTAGGACTTGACACTGGAAGAATACTCGGCCACAAGGAAACTCAAGCCCTCCTTGATCGA 
TTTAATGAACAGTCTCCTCCTGAGCTAAACCAATTTGCTGAATCACTTGAAGCCCCTCCT 
GAACACAGTCACCCATTAGAACGGCGTCGTATCCAGGTCGAGGCACTGTTAGGTGGACTT 
AGAGATTCCCTCGGTTACGATGAA 

->-RXA 0 2-5-3-4"do wns t r e am 
TAGCTTCCAATCCCGCATTGTTC 



>RXA02 5 3 7 -ups tr earn 

ACCTCCATCTCAACAATCATCTTTCCGATATGCGCACTGTCAGCGAGCAGATGCTCAACA 
TAGACGTCGATCTTGGCCACACACTGAATAAGTTGCACTG 

>RXA02537 

ATGCTCGCCCTCAAAAGTTCAGAATTAGAAGGCATAGCCACATCACTCACCGCCGTGGCG 
GGTGCGCTCCACGAATCAAACACTGACCGGTTGCAGTCCTGGCAGCAGCTCGAAACGATG 
ACCTCTGCCAGCTCCCTTATCCAGGGCTTTATCAAGCTTGTCGATTACAACCGACCCACA 
GTGAATATCGTGGAACAAATGCACAAAACCGCATCCACGCTTTTCAACACCGCTGATTTC 
CTACGCACTTTGGAAGGCTATGTTGATGTACTGGAAAAACAAGCCGATAAATCTATAACG 
fj CTCACCGTCATGCTTCGATATATTGCCAGCTTGAGTAGCCTTTTAGACCTCATGTGTGCA 
^3 CGCGAGATCAACGCGTTGTGCACAGCGATTACTCCAGAACCATTGAAGCATCTGGGCGAT 

I = TTTGGCACTCTACCGCCTCAGCAATCC ACGAGTTTCATTTGG 

I. i • 

>RXA02 53 7 -downstream 

Y'l TGAATGCCCCACCAGAAATCCGT 

''-4 

Ly >RXA02 53 8 -upstream 

B GCGAGATCAACGCGTTGTGCACAGCGATTACTCCAGAACCATTGAAGCATCTGGGCGATT 

r 3 TTGGC ACTCTACCGCCTCAGC AATCCACGAGTTTCATTTG 

?:j >RXA02538 

GTGAATGCCCCACCAGAAATCCGTGCCTTAGCCGAAGCCCATCCCGATATGCAGATCCTA 
^2 GAAGCCGGCGATGGTTCATTGGTAGCATCGTTTGGGGATATTGATAGGGCTACGACCGTG 
\^ ACCACCATCGTGGCAGGTGTGGGTTCCTCCAACCCAGAAGGGTGGAATACATATGTTGAC 
U CGTGCCCGCACAGTATCTGCTTCCACCGGTTCCGCAACGGTGTTGTGGCTGGGATATCAA 
GCACCCGCTTCGATTCCTGCTGCGGTATCCGGCGCGGCAGCGAATCGCGCTGCCGCGGAT 
CTCCAGAGGTTTCAAGCGGCACTACAGTCCCGCAATCCCCACCAAAGAAAAGTAGTGATG 
GGCTACAGCTACGGTTCCACAGTGGTGGGAAAAGCTGCGTCTTCCGGCGAGCTCAGTGCC 
GATGCGTTGGTATTGGTTGGCAGTCCCGGCGCGGGTGTCTCGCACTCTTCCCAGCTTGGC 
GCACCTGTGTATGCGGTAACAGGGTCTGCTGATCCCATCGGTTTTGCCGGCACCCAATAT 
GACGGCATCCACGGCACTGATCCCACCGCTGCCCTATTCGGTGCAACAGTGTGGGATTCG 
CCCTCAACGCATTCCGGTTATTGGAATGACCAGGAGTTCCTGGGCAATGTGGCGGAGGTG 
GTTCGCGGCAAA 

>RXA02 53 8 -downstream 
TAGAAAAGCCGCCGCACACTGGA 



>RXA02 54 0 -upstream 

GCATATGCTGAAGCAGAAACTAATTCAGGTTTTGATCCCCGCGCTAACTGGGCGGGCCAG 
AACCGCTAGACGTTCTCTTTGAGAAAGGAGGTGACGAAAC 

>RXA02540 

ATGGCATCCACACCGAAAAAATCCAACGATGAAGGTCAGTTTGACCGTGTCGATTTTCAA 
GGGGAAGTCTTCGTTATCTCTGTCGCAGCCGAGCTTGCCGGCATGCATGCCCAAACTTTG 
CGAACCTACGATCGCATGGGTTTGGTCACCCCGATACGCACTCGCGGAGGCGGTCGCCGT 
TACTCCCGCGCTGACGTGGAATTACTCCGAGAAATTCAGCACCTCAGCCAGGAGGAAGGC 
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GTAAACCTCGCCGGAATCAAGGCGATCATCGAGCTCGGCGAAGAAAACCGAAACCTCAAA 
GAATCCCTGCGTAAGGTCACAGCTGAGAATGAGCAGCTCAAAGATCAATTACGCAGCGGG 
CGTCCGCGTGGCGAGCTGGTGCACGTGCCCCGCTCCACCGCGGTGGTCATGTGGGAACGC 
CGCAAGGGGCGTTCCAAG 

>RXAO 2 5 4 0 - downs t r earn 
TAAAAACATGCTTGTCGACGCCA 



>RXAO 2 544 -upstream 

CCAATCAGGGAAGATAAGAGCTGTTTTCAACAGGTCCCACTCAACTTTGACACCAAGTCT 
CACGCAAAATTAACAGCCATAAACTTTAGAAGGACACCCT 

>RXA02544 

GTGTCCCACACCTGTGGCATAGTGATTTTTGTGAGCACAGAATCAGGAAACACCCCAAAA 
AGGGATGATGCAAAAAGCACCATCCCTCCGAAAGATTTGCCTGACACCGTCTTAGACGCG 
ATTGAAGGCAATTTTGAGCCACCGCTAAATACCCAGAAGTCGGCGGTTCCCCCTAATGCC 
GAAGCAACTGTCGAGGCTGATTCTGAAGGAACTACCGACCGCTCTGTCATTTTGGGCAGG 
GACGGCCGCTGGCTGTCCGGATGGGCATTGCGCTTCATCGTGCTGGTTATCGCCGGCGTC 
ATTGCACTTCGTATGCTGGGCTTCATCTGGGTTGGCATCCTCCCAGTCGTCCTCGCACTT 
CTAGTCTGCACCGTGCTATGGCCACCAGTGAAATGGCTGCGCGAGCATAAGATTCCCACG 
GCGCTCGCCGTTGTCATCACAATTTTGGGTTTCTTCGCCCTCATCGGCGGAGTTTTTGCA 
GCCATCGCGCCAAGCGTGTCTTCCCAGACAAAGCAAGTGGTAGACCAAGCAACTGTTGGT 
ATCGAAGATCTAATGGATTGGGTTCAGGGCCCACCTTTTAACTTAGATATCTCACAGTTT 
GAAGGCGCGCTCAATGACCTAACATCCATGCTGCAATCACAGTCTTCCACCATTGCTTCT 
GGTGTGTTCTCTGGACTGTCAACGGCATCATCCATCGTTGTCACACTAGCAGTGATGCTG 
GTGTTGACCTTCTTCTTCCTCAAAGACGGTCCTCGTTTCCTGCCATGGATGCGCGGCTTC 
ACTGGTGAAAACGCAGGTTGGCACCTCACAGAAGTCCTGACCCGTACCTGGAATACCTTG 
GCCGGATTCATCCGTGCTCAGGCATTGGTGTCCATGGTTGACGCAATATTCATTGGTATC 
GGATTGCTGCTTCTTGGCGTCCCAATGGCCCTCGCGCTCGCGGTCATCACATTCTTCGCG 
GGCTTCATCCCCATCGTCGGTGCGGTGTCTGCAGGCGCCCTGGCTGTCATCATCGCGCTA 
GTTACCAACGGCGTGACCAATGCGCTTTTGGTACTTGTATTGATCCTGGCGGTTCAGCAG 
ATCGAGGGCAATATCTTGTCCCCATTCCTGCAGTCCAAGGCTATGAACCTGCACGCAGCG 
GTTGTTTTGCTATCCGTCACCGTCGGCTCCACCATGTTCGGCATCATCGGCGCATTCTTG 
GCTGTTCCAGTAGCCGCGACGTTGGCTGTCTGGGTGCGCTACCACTCTGAAATGGTTGCT 
TTGCGCGCCGGTGAGATCACCAGTGATGACATTGAGATCGCCACGACGAAAGGTTCCCCA 
ACCAGCCTCAATGGCCAAGAAACCCTTGCTGCCATTCGAAGCAGATTCGCCATCCTTGGC 
CGCAAGAAGCCGACATCTGCCACTGCAGAAAAAGCAGACTCAGAAAGC 

>RXA02 54 4 -downstream 
TAGCCAATAATGCTCACTCCCGA 



>RXA02 545 -upstream 

AAGAAATCGAGAAAGTAATTCGTGGGTGAAGTTGTTTCAGAGTTGTTTTTTATTAAACAA 
CTCAGCCTGTAACCTCTTGGTCGTTCTATGCTTGGTCACC 

>RXA02545 

ATGACTGAGACTCTTTTTGTATCCGCCACAACTGAGGAAGCGGTGTATCTTCCAGATGGA 
ATCGACTTGCTGGTGACTGGCATCGGAACGACCGCAGCAACGATGATTTTGACTAAGGAG 
TTGGCTACTCGGGAGGTGCTTCCTGCCCGAATTGTCAATATTGGTACGGCGGGAGCTTTG 
GTGGATGGATTGGCTGGCGTATACGAGATCGAATACGTTCTGCAGCATGATTTCAGTAGC 
GAGTTAATCGCTGAAATGACAGGAAAGCCATGCTCAAATGGTTCAACTTTGGCCACGAGT 
GGGCACTTCCCAGTAGCGAGTTTGGCAACAGGAAACTCATTTATTGCAGATTCAGAAACC 
CGCAACCACCTGGCCACCCGGGCCTCCCTCTGCGATATGGAGGGCGCGGCGCTGGTGGGC 
GTCGCAAAGCATTTTGGTGTTCCGATTACGCTGCTGAAGCAGGTTAGTGACAGCGCGGAT 
GAGGAGGCTTCGGGGTCGTGGTTTGATGCGGTCGATGCGGGCGCACGACAGTTGGCGGAG 
GCTGTGAAGGAGTTTAAA 

>RXAO 2 5 4 5 - downs t r earn 
TAACAAAAACCCGATGCCTGGCG 
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>RXA02 54 6 -upstream 

GATTATGTCGGCTCCACCATCGTGGTCAGCTACACCGAAAAACCAAACGCCCAGGGCGCA 
ATTCAGGGCAATTCCAGTTTCTCTAGGATCGAGAAATAAC 

>RXA02546 

ATGCCATTGTTTATCGACGACGCCCTCCACCGCAGCAAAAAATACTTCCACGCGCACTTA 
AGeGAGeTGeTeeTeGGeGAATTTGCAGGCCTCAGCCTGCCCCTGCACCCACCGA'CGGCA" 
GCTAAAGCCGCCGCCGATATTGATGCCACGAGGGAATTTATCCGCCAATGGGAGGGGCGT 
GATGATGTGGAATATGCCATTCGAAACTGGTCTCCTGTGGGCTTAGGTAAAACTGAAGTA 
CCCGTTAGGCTGACGTTGAACACGACTGAGGAATTAGTTGTGTTTGCGCAGGTAGAGGAT 
GAATGGTCTTCACTTCACGAGAGGTTTTCACAGCTGTCTGGTTTTACAGCGGAGGTGGTG 
GCGAAACATGTGTCGCTGTGGCGTTCGCTGTCTAACGATGATCTCTCTAAGGCAGTGTTA 
GTTGTGGATTGGTTTTTGAAACACCCTAACTCTGGCCTGCTGAAACGCGCCGTCGCAGTT 
GAAGGCGTGCATACCAAATGGCTCGAAAACCACCGCGTACTCATTGAAACGTTAGTGGCC 
GACAAACGTGGTGAACCTGGTCGTGCCGATCTTGGACTTGGTGACGCCGAAGCTCGCGTC 
CGGCTCCGCTTCCATTCCGTAGATGCTCCCGCTGGGCTCACAGACATTGAAGTACCGCTT 
TCCAACCTGTGTGAATTACAAGAACCGCAAGTAATTCTGATGGTGGAAAACCTCGATTCA 
TTTCTCGCTTTACCCACTTGGCCGGGCGTAACAATTGCTTGGGGTGCGGGCTACCGTGCA 
GTAGACATTGTTCGAGGACCCTACTTTTCTAATGGTCGGTTGCTGTACTGGGGTGACCTT 
GACCTGGACGGTTTCAAAATTCTCGACGGCGTCCGCAGCCATGTTCCTCACACCGAATCC 
GTGCTGATGAACTCTGAAACCGTCTCCCGCTGGCGCTACCTTGGCGTTGCCGACCGAGAA 
TTCAAGGCAGAGAGCTTTGACAACCTTCATGATTTTGAATCTGACGCACTTGACCTACTC 
ATTACAGACGGTGAGCTCCGCATTGAACAAGAACGCATCCGCCTCGATGTTGCTGTTGAA 
GAAATCGAGAAAGTAATTCGTGGG 

> RXA 0 2 5 4 6 - downs t r earn 
TGAAGTTGTTTCAGAGTTGTTTT 



>RXA02549 

ACCCTCACTGCAATCTCCTCCGAAACTTGGCCTATCATGCTCGCGCCATGGGTATGTCTG 
CCTCTGCTTTCGCGAAATGTGGATGCACGGGCCATCGCGTTGTCCTTACTTCCCGCGGCA 
TGCATGGGTGCAGTTAATGCCACCGCCACGATGGCAGCACTCATCCCGGCAGCGCTGATC 
TTGCTGTATAGAGGGCTCTTCTTAAGGCTGCTTCTGTGGGGAATGGGCGTTCTCGCTGTT 
AATTCATGGTGGATCGGACCTTTGTTGGTGCTTGGCAAATACGCCCCGCCCTTCACCGAA 
TTCATCGAAAGTTCCTCCGTCACCACTTCCTGGCTCAACCCAGTAGAAATACTCCGCGGA 
ACCACCAGTTGGACACCCTTCGTAGACACTGAACGACAAGCCGGATATCTCCTGGTCAAC 
GATGCTCTCTTTGTCACCCTCAGCGTTCTCGTCGCAGCCCTCGGCTTGATCGGCCTCACC 
TTGATGAAACACCGTGGACTGTGGGCATTCATGCTGGCCATCGGACTCCTCATCCTCGGC 
AGCGCCCACCTAACGGCTGTTCAAGAATTCCTCGACGGCCCAGGCGCAGCACTTCGAAAC 
ATCCACAAATTTGATCTATTAGTCCGCATGCCGTTGATGGTGGGCGTTGCCGCATTGGGG 
TCGCATATCAGTCTGCCCTTGCTTGGGACGACTGCATTGACCAGCGGACAAGGCAAACAC 
CACACCATCCCGCTGCCTCTCCAAAAACGCCAAGCCGCAGGACTCCTCGTGGTGATCATC 
GCTGTCGGTGCTCTTGCTCCCGCATGGTCGGCACGGCTGCTACCTCAGGGAACGTGGGAT 
GAAGTGCCTGACTACTGGTACGAAGCCACAGAATTCCTCAACCAAAACGCCACAGGCACC 
CGCACGTTGATTTGGCCTAGCTCGCCGTTTGCCCGCCAGGACTGGGGATGGACTCGGGAT 
GAACCAGCTCAACCACTTCTTGATGTTCCGTGGGCTGTCCGCGATGCCATTCCTTTGGTT 
CCCCCGGAGGCGATTCGCGGATTAGATGGTCTCGACGACCTAGGCACTCTAGGCACCGGT 
CTAAACGACGAGGCTTTAAAACGTCTAGGCATCGGCGCAGTACTGGTGAGGCATGATCTG 
GAAGCCGACCCAGATATTGAGGTGGATCTGCCTGGGGAAAAGCACACTTTTGGCTCCCAA 
GGCCAAGTAGACGTCTACCTCACCGACCCCGACCGCAATATGTGGATCACTTCCGGCACA 
TCCAAGCAGCTGCCCACCGTCGCTGGCGGCGGCGAAATCCTCTCGCTCCTAGACACCATC 
AACGGC 



>RXAO 2 5 5 2 -ups t ream 

TCCTTAAATACCCACTGTCCTCTATTCTGGGTTAGGCTTCACTGGGTAAAAGTGCCTGCC 
TATGCCTGAAACTTGAGCATGGCAACAGCAAGGAGACACC 
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>RXA02552 

GTGGGAAAACATGCAGCTGAAACATCGGAACCGAAGAAAAATTCACCGTGGCGCATTGGT 
TTGTTGACGTTTTTGATTTCTTCAGTTGTCGTGACGCTGGTGGGCATGGTGATGCTGTGG 
CCGGATTCTGATGATGTGGTGTTGGCGGATAACTTTTCGCAGACGTTTGCGGGAAATCAT 
GAGCAGGTGGATGGAACGATCACGCTCGTTGATAATTCTGCGTGTAATTCGCCAGACACC 
GGCCGAGTTTTTGCGGAAAGCCCCACGATTTCTGCGGAGCCGGCAACGTTGGAGTGCGTG 
CGTGCACTCGTAGACATCACATCGGGTGCCAATGAGGGGCAGAAAACTCAGCTGATCACT 
TACGCGCAACCTGGTGATCCGGAGTTTTCCGAGGGCGACAAGATCCGCATGGTGGAAACA 
CCGGATACAAATGGTTGXGATCATCTACACCTTTGCTGATTA 

atcatttggggtgtggttctcattgtggcgatgggagctttcgcggcgtggcgaggtgtg 
cgtgcgctggttggtttggtcgtcaccttgggaattgttggtattttcttgctgccagga 
ttggccagcgggcacgatgcgatgtggttggcgctggtgtgtggcgcggcgatcttgttg 
attgtggtgccgatggttcacggaatcaactggaaatcggcagctgcgttggcgggcacg 

CTGGTGGCATTGTTGTTGTCGGCGGTGTTGTCGTGGGCGTCGATCGTCACCACTGAATTT 

gcgcggactgggcga 

>RXAO 2 5 5 2 - downs t r earn 
TGAGAATCATCTGAAGATCATCA 



>RXA02 554 -upstream 

GCTTTTGAAGTGTGTCGCGTGTGCGGACTGAAATAGTTTCCGCTTCAACTTGGTTGCTAA 
GGATAGGCTCCATAAAAATAACCAAAGGCGGAAAATTTCA 

>RXA02554 

ATGTCACACACTAAGCCATCCATTGCCATCCTCGGTGCTGGCCGAGTGGGTTCTTCACTT 
GCCAGGTCAGCGGTCGCCGCAGGCTATGAGGTAAAGGTTGCTGGTTCAGGTGCTGTGGAC 
AAAATCGCTCTTACCGCTGAGATCCTTATGCCCGGCGCGGTTCCAAGCACTGCTGACCAG 

gctgtaaaggatgcagatattgtgttcttggctgttcccctgcataaattccgcagtgtc 
aatccagccactttagagggcaagatcgttattgacacgatgaaccactgggttccggtc 
aatggtgagttggaggaaattgatcaggatccgcgcagcacttcggagattattgcggag 
tttttcgcgggatcaaccatggtgaagtcttttaaccacattggttatcacgagattgag 
caggatgcgggtaccgggcgtgcgattgcgtatgccacggatgatgtggatgcaggtgcc 
caggttgcacagctaattaagagttttgggtttgttcctttaaatattggcgcattggaa 
aacggccgtattctggaacctggccaagaagctttcggcgcgcaccttaataaagattcg 

CGCCTAGAACTTGTTAATCAGCGG 

>RXAO 2 55 4 -downs t r earn 
TAGTACCTCGATCTTCAGCCAAC 



>RXA02 55 5 -upstream 

GTTTTATCGCTATTTAATACAGGCCTACCCCCACTACCCCCATTCAGTTCAGGGAATCCC 
CGGATTTAAAACAATTAAAAACCCTCTAGAATGAGACATT 

>RXA02555 

ATGGGCGAACAATTTCCAGGCGATAAAAACATCCGAGTCAGCGACACCGAAAGATCAGCA 
GCACTAGCAGCACTCGGCCAGTTCTACGCAGAAGGTCGCCTCTCCCTAGAAGAAACCGAC 
GACCGCTGCGAAGCCGTCGCCGACGCCAAAACCCGCGGCGACCTCAACGCCATCTTCTAC 
GATCTGCCCAACCAACAAATCGCAGTCGTCGACCGCTCCGAACAAACCTACACAGCCACC 
GAAGTTGCCGAACTCCACCGCAAAGGCGCACGCCCACGCGCCGGAATCCTCGGACTCACC 
ACAGTTTTAGCCATCACCGGTACCGCTGCTTTCGCCAGCACCACAGCTTTTGCAACAGTA 
CTTTTAGCCCTGATTCCGATCGTGTTCATCATGCTGTACGTGATGAAAATTGGTCCTGAA 
TCCTGGCACGCACCAACACCTCGCCAACTTCAGCGAAAGCGCATGATCGAACTGCGTGAA 
AAGGAAAAACTCCGCGACATGGAGCTCAAAGCCCAGCGCAAGGAACGCACCCACGCATTA 
ACCAACCGCGCGTTGGATGCTGCTGAAACTGCTTTCAACACCAAGCCCTGGAAGAAGAAC 
AAA 

>RXAO 2 5 5 5 - downs t ream 
TAGGGCTTTTGAAGTGTGTCGCG 
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>RXAO 2 5 6 4 -ups t r earn 

ACACCACAGTGAAGCGGTGACGTGAATCACCCAAGCACTTAGGCATCAAACATTCAAGAG 
CTTGTTGTCCAAAAGTCCGACCGAGAGGGATTCCCCCAAA 

>RXA02564 

ATGGCCGAAGTAGGAGCAGAACCCGCAGGGTCTGCACAATCCAAAACTAAACAATTTGTT 
GTAGGTACCGCAGCGGTGGTCATCACTGCAATCGCTGCGTTTTTCTCCATCCAGTCTGCA 
-TCCGGTGGGGAGGAT-A-T-TGGT-TGGAAeATGAeGeTGATTGCTeeTGCAGCTGCAGGTGGA" 
GGTTGGGATACTTTCCAACGTGAGCAGCAGCAGTCTATGCGCGTGAATAAGATCGTGAAC 
AATATTCAGGTGGTCAACATCCCTGGAGCTGGTGGAACCATTGCACTTGGCAAACTGTCT 
ACCATGACTGCACCGAACACCTTGATGGTGGGTGGAACGGGGCATATCGCAGCACAAATT 
CAATTCGATACCCCTGCGAAAATCCAGGATGTCACCCCAATTGCTCGTGTGGTGGAAGAG 
TTCGACATCATCACCGTGCCAGCGGATTCTCCATACAACACCCTTGAAGAGCTCATTGAA 
GGTTGGAAGGCAGATCCAGCAGGAGTGTCCTGGACCGGTGGTGGTTCCTTTGACCAGCTT 
GTTATGACAGAAATTGCACTGTCTGCAGGTATAGATCCTAAGCAAACCACCTTTATTCCT 
TCTGATGGTGGTGGCGAAGCGATTCAGGCGCTACTGAACGGAACCGCAAAGGCATCAACT 
GGTGGTTTTGCTGAT 



>RXA02568 

ATCCCGGCAGCACCTAGTGCCCCAGGCAGTGCAATTCCAACACCAGGCACAGCAATCCCT 
GTGCCTGGAAGTGCAACTCCTGTCCCAGCACCTGGGGTTAGTGCACCTGGCGCAAGCGTT 
CCAAGCATTCCAGTACCAGGATCTGTCACCCCACCTGCACCAGGAATTTCCGCACCTGGC 
GGTGCACTTCCGACTCCTGGCAGTGCGCCCCCAACACCTGGCGGTGCCCTTCCGACTCCA 
GGTGAGGCACTTCCCGTTCCCGGAGCACCTGGTGCACCCGGAGCATCCGGAATCCCAAGT 
CCTGGCCTTCCAACCCCAGGTGTCCCAACTCCCGGAGCTTCCTTACCAGTCCCAGGAGCA 
CCAGACGCACCTGGAACCCCAAGCATTCCCGCAGCTCCCGGCATTCAAGCACCAGGAATT 
CCAGCAGCACCAGGAGCCCCTGCCCAAGCTGCTGCTCACGCAAAGCCAGTATTCCAAGAT 
GCAGAGAAACGACCTCGCACAGATGAAGCTGGAAATGCGAAGAAGGAACTGCCGCTGAGA 
GTTCGGTTGGCGCAGCCAATTACACGTAAGCAGTGGGCAATGACTCTTGGTGTCCTGGTT 
CTCGGAGCAATTGTCGTGGCTGCAATCGCGGTGGTCCTTGCCAAATGGGCGTTTACCACG 
GAGTGGTTGCAGGACTTCGTCGAGAAGTATCCGGGTAAATATGACAACCCCGAAGGTGCG 
CCAGTAGGAATTCCAACGTGGCTGAGTTGGCAGCACTTCTTCAACATGTTCTTCATGGTG 
TTGATTATCAAGACGGGCATTGAGATCAATAGAACCCGCAGGCCAAAGGGTTATTGGACG 
CCGAAAAAGGGTGGCAAGAAGATCTCCTTGACGTTGTGGATCCACCTGGTTTTGGATTTG 
TTGTGGATCATCAACGGTGCGGTGTTCATCATTTTGTTGTTCGCGACGGGTCAGTGGATG 
CGCATTGTTCCAACCAGTTGGGATGTGTTCCCGAACGCGCTGAGTGCTGGTTTGCAGTAT 
GTGTCGTTGGATTGGCCGACTGAGAATGGTTGGGCGAATTACAACAGTTTGCAGGAGCTG 
ACGTACTTCTTCACTGTCTTTATTGCGGCACCGTTGTCGATTGTGTCTGGTTTCCGGATG 
TCGAGTTACTGGCCTAAGAACAATGCGACGATGAATAAGTTGATCCCCATCGGGTTTGCT 
CGTGCGCTGCACATGCCAGTGATGGTGTATTACATCGTGTTCATTTGTATCCACGTGTTC 
TTGGTGTTGGCGACCGGCGCGTTGCGCAATTTCAACCATATGTATGCAGGTCAAGACGTT 
GTGAACTGGGTTGGTTTTGGTTGGTTCGTGGCGTCGTTG 



>RXA02 5 69 -upstream 

AATCTTCAAATCGTTCCCGCAAGCAAAAGGTGACATACTGCTGGCTTGTTTTTGCATTCG 
ACGATCTGCATGGGGATTACT 

>RXA02569 

ATGTCACGCTCATCTAAAATTTCGGTCGCGTTTGGTGGCCTACTCATCGCTGCTACCTGG 
CTGTATTTGGTCTTGGTCAGGCCTACCGATTGGGAATCAGTGGGTGGTTCCACGGAAGCG 
TTGATCACGTTGGTGGGCTATGTTGCCGGCACGATCGCGTTGTTGGTTGGTGTGCTGCCT 
ACGCTTCCAGCCAGGACCATTGCGATCATTCCTGTGGCTTTGGTGCTCAATATTTTGTTA 
GGCCAAGTCACTGGTTCTTTTGTCATTCCGCTGTATTTAGATGCGGTGGGCACAGTGCTG 
GTCGCAGCTCTTGCTGGTCCTAGTGGTGGTTTGGCAACAGGTGCTTTAAGTTCTGTGGTG 
TGGGCGTTGTTCAATCCGCTGGCTTTGCCGTTTGCTGCAGGTTCCGCGCTGACTGGTTGG 
TTGACCGGTGTGGTGATTAAAAAGGGTGCGTTTAAGAATATCTTCGCCACCATCATCTCT 
GGTGCGGTCATTGGTTTGATCACGGGTGCTGTCGCTGCCCCGGTTGCGGCGTTTGTTTAT 
GGCGGAACCGCCGGTGTGGGAACTGGTGCGGTGGTTAGCCTCTTCCGCGAAATGGGTAAC 
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TCTTTGCTCGCATCGGTAACCTGGCAGTCGTTTATTTCCGATCCTTTGGATAAGGCCATT 
GTTATGCTCATTGTGTTTGTGGTGGTCAAGTCGCTACCCAAGCGCACCACTAGGGCATTG 
GTTCCGCAGCGGGTTCCGGAGGACGTCGCT 

>RXA02 5 6 9 -downs tream 
TAAACATGAATCCTTTGACATGG 



->-RXA025-7G^ps tream— 

CCATTGTTATGCTCATTGTGTTTGTGGTGGTCAAGTCGCTACCCAAGCGCACCACTAGGG 
CATTGGTTCCGCAGCGGGTTCCGGAGGACGTCGCTTAAAC 

>RXA02570 

ATGAATCCTTTGACATGGATCATTGGCGCATTCAGCATGTGGATCGTGGTGCTGGGCGTT 
AATAAGCTTGGTTTAAGCATCGCAGTGATCATCATCGCGCAGGTCGTGGCGATGATTCGG 
GTGCGCAATGTATCTGTGTTGGCTTCAACAGCATTGTTATCGGTTCCTGCATTGGCCTCG 
ATGGCGCTGATTCACATGCCGTATTCTTCCGACGGCTGGTTGATTGCTCTTACCTTGACG 
GCTCGTTTTAGTGCGTTGATGTCTATTTTCCTCCTTGCAGCAACAGCGATTACTATTCCT 
GAGCTGGTGAAATCCCTATATCGTTGGCCCAAGCTGGCGTATATCGTGGGTTCTGCATTG 
CAGATGATTCCGCAGGGTAAACAGACCTTGGCGTTGGTTCGTGATGCCAATGCTTTGCGC 
GGGCGCAGCGTTAAAGGTCCCGTGCGCGCGGTGAAATATGTGGGTTTGCCCCTGATTACA 
CATTTACTTAGTGCAGGTGCCGCGCGAGCGATTCCCTTGGAGGTCGCAGGCCTGGACAGG 
CCGGGGCCGCGTACGGTGTTGGTTGAGGTGGTGGAGGGGCGCGTCGAAAAGCATTGTCGC 
TGGTTGTTGCCGCTTTTGGCAGTCGGGATGGCGTGGTGGCTC 

>RXAO 2 5 7 0 - downs t r earn 
TAACTCAAATCGTCGGACCGTCC 



>RXA02 573 -upstream 

CTTCCACACGGCTCTAACTATAGGAAAAGACGGCAGCAAAGCATTAATCGTCGGTAGGCT 
GAAGTGAAGTACTTTCCGAAAGATTCACAGGGAGCATGCA 

>RXA02573 

ATGACGAACAAAACCATGCTGGTTGCTTTTGATGGCTCACCGGAATCCCGGCGCGCTTTG 
GAATATGCGGCGAAATTGTTGCAGCCGCGCACCGTGGAAATTTTAACTGCGTGGGAGCCA 
TTGCATCGGCAAGCTGCGCGCTCGGTTTCGTTGATCACCTTGGGGGTGGAACCCGAAGAC 
CCCGCCCATTCCGCTGCACTAAAAACCTGCCAGGAAGGCGTAGAGCTAGCCCAATCTCTA 
GGTCTGGAAGCGCGAGCCCACATGGTGGAATCCGCAACGGCCGTGTGGAGCGCCATCGTT 
GATGCTGCTGACGAGCTCCGCCCCGACGTGATTGTCACCGGCACCCGCGGGATCTCCGGA 
TGGAAATCCCTGTGGCAATCCTCCACCTCAGACAGCGTGCTCCACCACGCCGACGTACCA 
GTTTTTGTCGTTCCACCCCTGGAC 

>RXAO 2 5 7 3 - downs t r earn 
TAAAACCGAGACGAGAACCAAGA 



>RXA02 57 5 -upstream 

CCAATTGCTCTACATCACACGTCTCGAACAAAAGTGAAGTTACCAGTCCGTAACCCCTTC 
TGAGTAGGAATTTCGCATCAGTGCAACTAGCCTTTCAGGT 

>RXA02575 

GTGAAGAACTCTGGGAAAAATTCGGCAAAGAATCGGACCAAAGGGATCCTAATCGGGGTT 
CTCGTTGGTCTGATTGCCATTTTTGCAGGCATCTATGCGGTCGATGTTTTCCTCAACAAG 
GACAACATCCCTCGTGGAACAACCGTCGGTGGCGTCAGTATTTCCAACCTCAGTGCACAA 
GAAGCCCGCACAAAGTTGGAAACCGAACTGGCCAATGATGTGGTGCAGCCCGTCACCGTG 
ACGGCAGGGGAGCAGAGCACCACTTTTGATCCAGTTGCCTCCGGCGTCGGCATCGATTGG 
GACGCAACCATCGAAGGCACCGGCGAGCAGTCTTGGAACCCCATTACCCGCTTCGTGGCG 
CTGTTCAAAGAATCCGAATCTCCCATCGTGAGCACCGTCGATCCCGCAGCCTTCGGCCCG 
ACCCTTGATCGCATGGTCGGCGAACTCTATCGAGATCCCATTTCCGGAAACCTGCATATC 
GACGCCGGCACCCTCGTGGTCAACGACACCATCGACGGACAAGCCGTAGACCGCACCATT 
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TTGGAACAAGCAGTCACAGAAAACTGGCTCAACCCAGAGGGCGTAAAAGCCGAGCCATAC 
GTTGTTCCCGCTGCGATCAGCCAAGACACCATCGATAAACTTGCAGAAGGCGCCGGAGCT 
AAAGCAGTATCTAGCCCTTTCGTCGTCCGAGGCGATGACGGAATTGAAGGCACCATCCCC 
GTCGAGCGCATGGGTGAAGTGGTGAGTTTCCCAGAAGAAAACGGCACCATCCGCGTCGAC 
ATCAATGCAGAAGCAGCAACAGCAATGCTGGCCGAAGGTCTCAAAGAAACAGAGATCGAG 
CCCACCAACGCTCAAATCAGTTTCTCCTCAGGCTCCCGCGTAGTCACCCCAGAAGTCACC 
GGACACGGAATCAACTGGGAAGAAACCCTGGCCGATCTGCCCAACAACCTCACCGGCGAT 
GGCCCCCGCACCATCGACGCAATCTACGAGGACACCCCAGCAACATTCACCGCCACCGAC 
GCCCAAAACGCTACCTTCAATGAGGTCATGGGCGAGTTCACCACCGGCGGCTTCTCTGCT 
GCCTCCGGAACAAACATCCGCCTCACCGCGCAAATGGTCGACGGCGCAGTCGTTTCACCT 
GGCGATACATTCTCCCTC 



>RXA02 57 6 -upstream 

CTTAGGCCTGTCGTTGCTTGCGATTGGTGTGTTCCTCACGGGAATTTTCAAGCGCGGCCA 
GCTGATGAGCACTGTGAATAAACTCAGGAGTTAAATCCTT 

>RXA02576 

ATGACCCCGACCCGCCGTATCCTGCTGTGGGCATGGACGACTGTGCTTTTGGGTTCTTTG 
CTGTGGCCGTTGGCTGCGCCTGGCGAGTTGTTGTTGCGGGATATGTCGGTGGTGGACCAT 
CCTGCGTTGTCGTTGAATGCGTTGGGTTTTGGTGATTTGCCGTCGCGGAACGCCCCGCAG 
GATGGTGTGCTGGCGTTGCTTGGCTTTTTGCCGGTGAGTTGGATCGTTCGAACCATGCTG 
CTTGTGGCGGGTTTCGCGGGCGCGTGGGGTGCGATGCGCCTTGGGCCTTCCAAGTTTTTG 
GCCGTTACCGTGGCGATTTACAATCCCTTCGTGGTGGAGCGTCTGCTGCAGGGCCATTGG 
TCGTTGGTGATGGCGGTGTGGCTGTTCCCGCTGGTTGTGGCGCTGCGCAGGCATCCGCGT 
TGGCAGGTTGTGGCGATCTGGGCGGCGTCGTTGACGCCCACGGGTGCGGTGGTTGCGGCG 
GTCACGGGCGTGGCGAGTTCTAAAAGAAAACGCTTTACGACGCTATGTTCCTTCCTTTCG 
TGGCTTCCTTGGCTAATACCTGCGCTTCTTGCCACCCCCACTTCGGGAGGTGCGCTGACC 
TTCGCCATTCGTTCTGAAACATATGCAGGAACGTTGGGAACTGCGCTGGGCCTGGGTGGA 
ATTTGGAACGCGGGGGCCGTGCCGGCCTCACGCGAACTGGGTTTCGCGGTTGCTGGAATT 
TTGTTATTTGCGATTCTGCTGGCGGGTTTCAAAAACTGTCCGTGGGTTCTCGCACTGCTG 
GCGGTCGTAGGTTTTATGGGGGCGATCGGTCCGTGGCTGATGCCGAATCTGTTCACGTGG 
ACCATCGCATATGTTCCAGGCGCCGCGCTGTTTAGGGATTCTCAAAAACTCCTCATGCTG 
GCTATCCCTGCCTATGTGTGTTTGGCCGCCGGGGTGAAAAGCCCACTGTCGTGGGTGGCT 
ACCGGTTTGGCGTTGCTCCAGATTCCTGATGCACCACGTGAGGTTTCCGTGATACGCCCA 
AGTTCAGCGCATGTGGAATCAGTGGAAGCACTGGCAGAAATCGCTGATGGCCGCGACATC 
TTAATCATCGGCCAAGGCCCCTTGGTGACCCGCGAGGATGGGATCCCGGTTGTCGATCCC 
AAAACCAAAGCCCTCTCCGTGGTGGAATCCGGCGAACTGCGTGTGGACGGAATCATCACC 
GACGCGCCCTCACAGCGGTGGACCGAAGCAACGCAGGCATGGGCGGCCGGGGATATCGAG 
CGCCTTGAAGAACTTGGCGTTGGTGTCGTGGTGGATGGAGATACGATCACAGAAACTGGC 
GCACCACCGCAGCATGGCTGGAAATACTACCTCGGTGTGGGCCTGACCGTGCTGTGGATG 
GCGTTGCCGCTGGGACTACTTTTTCGACGCAAGACCAAGAAG 

>RXA02 57 6 -downstream 
TAGTTCCTCGAACTGCGCTCCCG 



>RXA02 5 77 -upstream 

GGGGTCGACGGAGGTTTGGAATGCAACGTGGGTCGCCAAGACTCCCAGGGAGGCGATTGC 
GCGTAGTCCCTCGAGTGAGCTGATGAATCCGCGATGGCGG 

>RXA02577 

ATGGGTGCATATGATTGGGTAGACATTATTTCAACATGCGAGTTTAGCGGAAAGGTGTGG 
GCTGTTTTTATGAAGCGATCTGCAACGGTCCTCATTATTGCGGGCGTGCTGTTCCTCATT 
TTTGCCTTCACGGTACCGCCGTATGTGACTGGTCAGGCGCGGACGATTCCGAAGGATTTG 
GATCTGACGTTGGTGAGCGAAAGTCCGCAGGGGTTTGTGCGCACTGAACATATTGTGACT 
GCTCCGACGGAAAAGGTCGATGAGATCGCGACGCATGTGGATCAGACAGTTACGGATGTG 
CAGGGGAAAACTGTTGCGGAAATTTCGGATGATGTGGTGTTGATTGGACACTCTCGTTAT 
CCGGTGATTAAGCCGACTGCCACCATTTCGGGTTCGCCGGCGGATAGTAGCAATGTGGTG 
CGGGAGGGGTTGCATTACTTCTTCCCGGCTAATACGTTGCGGAATTCTTATCCCTATTAT 
GACATCGTATTGGGTGAGGATTCCCCGGTGGATTATGTCTCGCGCGAGGGCAATACTTAT 
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ACCTTCTACCAGCATCTTCGTTATGTTCCATTGGATGATTCTCACACCTATTCGGTGGAG 
CGGACCCTGAAAGTGGATCGTTTTTCCGGCATCATTGTGGCTAAAGATGAGGCGATGACG 
TTTCATGGCCCAGACGGCGATGACACAGTAGAATTCACTTATACTGCGGATACGTTGAAG 
CTTCTGCAGGATCATGCGCATGATATTGATCAGCGGTTGTCGTGGGCTAAGGGGTTTGAT 
TTCTTTTCTAAATTCTTAGGCCTGTCGTTGCTTGCGATTGGTGTGTTCCTCACGGGAATT 
TTCAAGCGCGGCCAGCTGATGAGCACTGTGAATAAACTCAGGAGT 

.:>RXA02.5_7_7_^dQwn s t r earn 

TAAATCCTTATGACCCCGACCCG 

>RXA02 5 84-upstreain 

GACTCAAGGCCAATGAATCCCTGGATGTGGAACAGGATACGATTAACTCAGACTCTAACC 
GACAGTCCGCAATTGAAAGGCCAGATACGTGAACCGCTGG 

>RXA02584 

ATGTCCTTGCTGTGTGATTCCATCGCCATCGGTCTCTTCGCACTCTTCGCCCGCGTCGCC 
CACCAAAGCGCCGACATGCCACTAAATGTGCAGGGCTGGTTTTTCACATGGCTGCCATTC 
CTCGCAGGTGTGTTCATCGCCTACCTGGTGGCAATCCTCCCTGCGAAGCTTCCCAGCGAA 
CGCATCCGCCCCGCTGGCCTGACCGTGTGGATACTCGCGGTAATTGTGGGACTTGTGATT 
TGGGGCTTCAACAATGGTGGGGTTCCACACTGGTCCTTCATGATTGTCGCAACGACCGCC 
TCCGCCATTTTGGTTCTCGGCTGGCGAGCGTTGTTTAAGGTGACAATGCGC 

>RXAO 2 58 4 -downs t r earn 
TAAGTGCTTTTAAAAAATGGGAG 



>RXAO 2 5 8 5 -ups tream 

GCGAGGATTTTTCAGCAACCCCTGGATTCGTTGGGCTTTGTCCCTGGCGTTTCTAGGGGT 
GATCCTATTTTTCCTGAGGGATCAGCTGGATTTCCTCAAA 

>RXA02585 

ATGGGCATCCAACAAATCCGCCACGTCAGCCCCGTAGGCGTTGCCCTCACCATGGTGGCG 
TTGGTGTTGTCATTCGTTGCGATGGCCAGAGTCATGCAGATCATGTTGAAAGCCGGAGGT 
AGTCCTGCGACTCTCAAAGCCACCACGGCTTTAACTTTTGCGGCTAACTCCTGGTCCGCG 
ACCCTTCCTGGCGGCCCGGCGTTTTCCGCGATTCTCACCTATAAAGTGCAGCGCAGCTGG 
GGTGCCAGCGCCGTGCTGTGTTCGTGGTTTTTCCTGCTCTCCAGTGCCCTATCGACCGTC 
TGGTTGGTTGCTCTCGGTGTCATCGCCGTGTTTTATATGGGCGCATCGCTGAACTTATGG 
TCACTGATCGCCACATTCATCGCCATGGTCGGGCTGTCTGGCGCCGTTTATTGGGCAGCC 
AACAACCCCGACTCCTTGGCTCGGTGGGTGCGAAAATTGACGAAAAACAGGGAGTGGGGC 
TTCGTCGAAAAGCTTCTTGGAAGCATTGAGCAGCTGCGCTCGGTCTCGCTCACCGGGCCG 
CAATTCGCGGCCAGCACCGCGTGGTCTTTAGGCAATAGGCTTTTCGACGCCATCTCCCTC 
TGGATTTGCATCTGGGCGGTCACCGGCACTGCCCCGATGTTTGAACCAGAACCCAACAAC 
ACCACCATCGCAGGCGTACTGTTGGCGTACACCACCGCAAAAATCGCAGGCTCAATCCAA 
GCCACCCCAGGCGGAATCGGCCCCATCGAAGCCGCCTACATCGCAGCCCTCGTAGCCACC 
GGTATGACCGCAGTGGAAGCCGCCGGAGCTGTCATAATCTACCGTTTATGCTCATTTATC 
ATCATGGCGATTGTCGGATGGGTCATCTATTTTATCTATTTCACCCCCCAGGGACTCAAG 
GCCAATGAATCCCTGGATGTGGAACAGGATACGATTAACTCAGACTCTAACCGACAGTCC 
GCAATTGAAAGGCCAGATACG 

>RXA02 585-downs tream 
TGAACCGCTGGATGTCCTTGCTG 



>RXA02 5 88 -upstream 

CTCAGCTGACTGACCGTCAGGTCATCACCAAGTTTGAAGGCAAAGGCTTGGAAAAAGATC 
ACGTGATCAATGAGTACTTGTGGCAGAAGGTGCAAAACTA 

>RXA02588 

ATGTCTGATGTGCATGAGGTCATTCATAGCTACAATCCCACTGACAAAGAAGGCCCTGAA 
AGTGTCCTTCTAGTGTGGGACGCTCCCAACCTAGATATGGGTTTGGGCGCTATTTTGGGT 
GGTCGCCCAACCGCTGCGTACCGACCTCGCTTTGATGCCATCGGTCGGTGGTTGCTTGCT 
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CGCGCAGGTCGCAGGGCACATGAGTTGGGCCGCCACATTGAGCCTGAGGCAACGGTGTTT 
GCCAACATCACCCCAGGTGGCTCTGATGTTGTTCGACCTTGGGTGGAAGCGCTGCGTAAC 
GTTGGTTTCGCGGTCTTCGCTAAGCCTAAGATCGGCGAGGATTCCGATGTCGATCCGGAC 
ATGATTGATCACATTCGCAGGCGCTATGAAGAAGGCGTGCTGCGGGGTGTCATCGTGGCC 
AGTGCAGATGGTCAGAACTTCCGTGAGACTCTCGAGGAGCTCGTTGCAGAGGGCATTCCT 
GCCACGGTCATTGGTTTCCACGAGCACGCGTCATGGGCTGTAGCTCATGACACCATCGAG 
TTTGTTGATCTGGAGGAAATCCCCGGCGTCTTCCGTGAGCCGCTTCCTCGCGTCAGCCTG 
GATAACCTGCCAGACGGTGGCGCATGGCTGCAGCCGTTCCGCCCTCTGACTGCCTTGTTA 
TCCAACCGCCACAATTCCCAGGAG 

>RXA02 58 8 -downstream 
TAATCCACCCGTGTTTTCTAAAT 



>RXAO 2 5 9 1 -ups t r earn 

ATGTGTCCGTTGTCTCACCTAAAGTTTTAACTAGTTCTGTATCTGAAAGCTACGCTAGGG 
GGCGAGAACTCTGTCGAATGACACAAAATCTGGAGAAGTA 

>RXA02591 

ATGACTACTGCTGCAATCAGGGGCCTTCAGGGCGAGGCGCCGACCAAGAATAAGGAACTG 
CTGAACTGGATCGCAGACGCCGTCGAGCTCTTCCAGCCTGAGGCTGTTGTGTTCGTTGAT 
GGATCCCAGGCTGAGTGGGATCGCATGGCGGAGGATCTTGTTGAAGCCGGTACCCTCATC 
AAGCTCAACGAGGAAAAGCGTCCGAACAGCTACCTAGCTCGTTCCAACCCATCTGACGTT 
GCGCGCGTTGAGTCCCGCACCTTCATCTGCTCCGAGAAGGAAGAAGATGCTGGCCCAACC 
AACAACTGGGCTCCACCACAGGCAATGAAGGACGAAATGTCCAAGCATTACGCTGGTTCC 
ATGAAGGGGCGCACCATGTACGTCGTGCCTTTCTGCATGGGTCCAATCAGCGATCCGGAC 
CCTAAGCTTGGTGTGCAGCTCACTGACTCCGAGTACGTTGTCATGTCCATGCGCATCATG 
ACCCGCATGGGTATTGAAGCGCTGGACAAGATCGGCGCGAACGGCAGCTTCGTCAGGTGC 
CTCCACTCCGTTGGTGCTCCTTTGGAGCCAGGCCAGGAAGACGTTGCATGGCCTTGCAAC 
GACACCAAGTACATCACCCAGTTCCCAGAGACCAAGGAAATTTGGTCCTACGGTTCCGGC 
TACGGCGGAAACGCAATCCTGGCAAAGAAGTGCTACGCACTGCGTATCGCATCTGTCATG 
GCTCGCGAAGAAGGATGGATGGCTGAGCACATGCTCATCCTGAAGCTGATCAACCCAGAG 
GGCAAGGCGTACCACATCGCAGCAGCATTCCCATCTGCTTGTGGCAAGACCAACCTCGCC 
ATGATCACTCCAACCATCCCAGGCTGGACCGCTCAGGTTGTTGGCGACGACATCGCTTGG 
CTGAAGCTGCGCGAGGACGGCCTCTACGCAGTTAACCCAGAAAATGGTTTCTTCGGTGTT 
GCTCCAGGCACCAACTACGCATCCAACCCAATCGCGATGAAGACCATGGAACCAGGCAAC 
ACCCTGTTCACCAACGTGGCACTCACCGACGACGGCGACATCTGGTGGGAAGGCATGGAC 
GGCGACGCCCCAGCTCACCTCATTGACTGGATGGGCAACGACTGGACCCCAGAGTCCGAC 
GAAAACGCTGCTCACCCTAACTCCCGTTACTGCGTAGCAATCGACCAGTCCCCAGCAGCA 
GCACCTGAGTTCAACGACTGGGAAGGCGTCAAGATCGACGCAATCCTCTTCGGTGGACGT 
CGCGCAGACACCGTCCCACTGGTTACCCAGACCTACGACTGGGAGCACGGCACCATGGTT 
GGTGCACTGCTCGCATCCGGTCAGACCGCAGCTTCCGCAGAAGCAAAGGTCGGCACACTC 
CGCCACGACCCAATGGCAATGCTCCCATTCATTGGCTACAACGCTGGTGAATACCTGCAG 
AACTGGATTGACATGGGTAACAAGGGTGGCGACAAGATGCCATCCATCTTCCTGGTCAAC 
TGGTTCCGCCGTGGCGAAGATGGACGCTTCCTGTGGCCTGGCTTCGGCGACAACTCTCGC 
GTTCTGAAGTGGGTCATCGACCGCATCGAAGGCCACGTTGGCGCAGACGAGACCGTTGTT 
GGACACACCGCTAAGGCCGAAGACCTCGACCTCGACGGCCTCGACACCCCAATTGAGGAT 
GTCAAGGAAGCACTGACCGCTCCTGCAGAGCAGTGGGCAAACGACGTTGAAGACAACGCC 
GAGTACCTCACTTTCCTCGGACCACGTGTTCCTGCAGAGGTTCACAGCCAGTTCGATGCT 
CTGAAGGCCCGCATTTCAGCAGCTCACGCT 

>RXA02 591-downstreain 
TAAAGTTCACGCTTAAGAACTGC 



>RXA02 5 93 -upstream 

TGACGATGACGCCCGCATCGGCGCCTCCCGCCTTGGACTCTAGCACCAGTTGAACGTCAT 
TGCCGGGGGCTCTGGAGATTCCGGGGATTCCGGGGATTAT 

>RXA02593 

TTGAAGATTGCACACTTCGACCTAGACAACCCCGCCGACGAGTCCTCCTACATCTTCGCG 
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CGCAGCCTCGCAGAAGTAGACGGCTGGACCCTAGAATTCGGCGTCGCAGGAGTAAAAAAC 
ACCACCATTGTTTCCTCCATCGACGATGCCATCACCACCATTTTGCGATGGATGAACGGC 
GAAGACATCCGCGACCTCAACTGGACCCGCGCA 

>RXAO 2 5 9 3 -downs t r earn 
TAAATGGCCTCATTTCCGGAGCT 



>RXA02 594 -upstream 

GCGTTCACTTCCGCCACCTTGAGGATGAGTGGTATCACGCCAGCACAACAAAAGGATCTT 
CATAGGGTTATTCAGTCTAGCTGCTTTTAAACAAGCCATA 

>RXA02594 

ATGGAAGCCATGGCCACAACGATCACCGTTTTCTCTCCCACCCACTCCCCCGCACAAATC 
CGCGAAACCATCCTCAGCGCCGCGAAAGAAGACGACGTGGACTTCCTCGGAGTCCCCTTT 
ACCCACCCCAGAAACGTCACCATCGAAGTCGACGACGAACTGATCAACGACTGCTTAGGC 
TGGCTCGACGACGTGGCACTCGCCTCCGGCCTGGGCATCCAATACAACGACGAAGTGCTC 
CGCTACGGCGACGAAGACATTTCCTTTACCGTCCAAACCAAAAATGACGATGACGCCCGC 
ATCGGCGCCTCCCGCCTTGGACTC 

>RXA02 594-downstream 
TAGCACCAGTTGAACGTCATTGC 



>RXA02 59 8-upstream 

CTTTGGGAAAGTACCCCCTATGACGGAAAACTGGATGGATCCTGTGGTTGAACCACAGTC 
AACGGGAGAGGGGAAATCGGACACTATATGGTTGGAGATC 

>RXA02598 

GTGACAACTGACCAAAACAAAAGAAGTCTCAGTGAGCTTGCGGCCAGAATCGTTAGTGAA 
ATCTGTGCACCGTGGGTACTCAACATCGGATTTTTCCTCATCCTGGGCGGCGTAACAGGC 
GCCTGGACGCTAGGAATTGTGGCGGCAATCGGAACCGGAATCGTTCCGATGATCTTAATT 
TTGGGCTTGATGAAGCTCGGCAGGGTAGGAAACCACCATGTGACGACCCGAAATCAGCGC 
GGCCTTGTGTTTGTGGGCATCATTGTTTGTGTCATCATTTTGATTTTTATCCTCAGAGCC 
CTTGAAGCACCTCAGCTGATTTGGGATGGCATGTTCTCAGCACTGATTTTCTTAGTTCTG 
TTTGCACAAGTGACGTTGAAAATTAAAGCCTCAGTTCATGTTGGGCTGTGGGTGTGTTTA 
GTGATGTTCCTCGGTCTGACGGTTTCTTCGTGGTGGTTACTCGGGTTGCTGTTTACCCCA 
GTCACCGCGTGGGCACGTATGCGGATCAAGCATCATACGATGTCGGAGATTGTGGCGGGC 
GTTGTTACAGGAGCAGTTGCAACCGGCATTTGTTATGCACTCCTACTTGCG 

>RXA02 59 8-downstream 
TAAAGGAGAATTATGGATCAGCT 



>RXA02 600-upstream 

GATTTTGCTTTTCGACGCACCGTTCGGCCGTTATCTAGATCTGGTCACAATGTCGGTTTT 
TCATGGATTCATGTCCTTTATCGGACGTACTGTGGGGAGT 

>RXA02600 

ATGCAACCTTTTCCACTGTCCTTAACCAACAGCTCCGTCGCTGGTATTGCAGCGGGAGCG 
TTGCTGTTTCTCTCCGTCCCTTTCGCATCGCCTGTTCACGCGCAAACCATACTGCAAGAC 
ACCCTTGAAGTGACTGTGTTGGATAATGCCGACGAGCTCGCTCCAGAGGATGAGGATTTC 
CTCAGCACGGAAACACCCAAGATTGATTTCCCTGACTCAGTTACCGCAGTCCGGTACATC 
ACGCTCACGGACAACACTGACAAAATCAATGATGACGTTGAAAATTACCTGCGCGCCGAA 
CACCCCGAGTGGATCCAAACAAACTCTTTCGCCCCTGGTGAAGTGATCATCGCAGTCGGT 
TTCGACCCCAACACCATGGGTGCCTACGCGGGTAACGATGTGGCCGCAGAGACTGGGATC 
GCAGAACAAGACCGCATCGACGGCACCACCGATGCGATGCGCCCATTACTCCAAGACGGT 
CGCATTGCCCTAGGCATGTTGGAGGGTGCAAAATCGGTTGCTGATACCTCTGTCGTTCGG 
GAAAGCTCAGCTCCAAGTGGTGGAGTAATCGCCGCTATTTTGGGTGGCATCGCTGCTCTC 
GTGGCAATTATTGTCGCGTGGGCTACGAGTTACGCGAATAAGAAGAAGGCAGAAAAGGCT 
CGTGAGCAGTTTGATTATGCATCACGCCATTATGGTGAGGTCGCCCAGCAACTCGACGGT 
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ATCAACGTGCGAGCGCACTCGCTAACTTCCCCACTGGCTGATGATGAGCTCCGCAGGCAA 

TGGGACGATGTAAATTCTCGTTTTCTTGAAGTCAATGATATTTTTGGCAGGCTCGAAGGT 

TTGACCTCGACCTCAGAAAACAAGGCATTTCGAAAAGCCTTGCCAGATATTGAAAAAGCT 

CATACTGCCGTGACTCAAATGGAGATCGCACAGAAAAACATTGACACGCTCTACGATATG 

GAGCACGGCCATGAAGACACCCGTCGCAGGGAATTAACTAGGCTGCGTGCCGATATGCAG 

GAAGCCCGTCAAGATATCAACGATAAAGATGCAGTTGTTGACGATATTCTCCGCACGCTG 

ATCCAGCGCACGGAAACTATCGCACCGTCCGCACCTGATTTCATGGACCAATACGCCCGC 

TTGATCCGTGATTATGCCGTGGCGCTTCAAGGTGTGGAAAAGAACCTCGAGCAGGTTAAA 

"CAGACCA'CCGAGCGCAATGCTCCAGCCATCTACGACGACAATTGGCGCG 

TACAACTCGTGGGTCCCGTACTACATGATCAGTTCTTGGCACGCAGCTGATGTCAGTGCT 

GCATCGTCAGCTTCTTCCAGTTCAGCAAATACCACTTTCAGCAGTGGTTTCAGCGGCGCT 

GGAGGAGGTTCCAGCTGG 

>RXAO 2 60 0 -downs t ream 
TAAACACCACCACTGAAGTCAAC 



>RXA02 601 -upstream 

CTCATACAATTGCCAGGATCTTCCATGGCGGATACGGCGCGTAAGTTCTGTGAATGCGGG 
GTCCGGATACTACGCTTAGGCAAGATAAATTGTGAGTTCA 

>RXA02601 

ATGAAGGGTGAAGATACGTCAATGAGCGCAACAAACCTGGCGGTTGAGCAGCTACAGCGA 
GTGCTCCTGCCGAGGCGCGGCGAGCCAGCAGATGTCAGGTCGTTGTACCTGTTGGAAGCA 
GAAAGTAATAAGGAACGCCTGGAATGGGAAGATCGTTTTAGCGTTTCCGTCCCCGCTGGC 
GCCGAGGTGTCTTTTCAGACCTACTTCAATGCATTTCCTGCAAGCTACTGGCGTCGCTGG 
TCACAGCTAGATTCTGTCGTACTGAAACTGAAAGTTTCCGGCGAAGCGCGCGTCGACCTC 
TACCGATCCAAGATCGATGGAGCACGCATCGGAATTACCGGTTCCGTAGTCAAAGATGAC 
TTCATCGAATTTGAAGTTTCATTAGCCCCATTCGAAGACGGCGGCTGGATCTGGTTCGAC 
CTCACCGCTGAAACCGACGCAACCGTCGAAGAAGCAGGCTGGTACGCTCCACACGCGCCA 
AAAGCCCAGATCATGCCAGATGGATCTGAAGTCGGCCCATTTGAAGCCCGTGCAACCGTC 
GGAATCCCGACCTTCAACCGCCCAGCTGATGCAGTTGCAGCACTGGAAGCACTTGCCTCC 
GACCCAGCAGTTGACGCCGTCATTGATACCGTCATCATGCCTGATCAAGGCAACAAGCAC 
CCTGCCGACGAGCCAGGTTACAAGGCAGCTGTTGAGCACTTCGGCGACCGCTTCTTCGAA 
TTCCGCCAGGGCAACCTCGGCGGATCCGGCGGTTACTCCCGCATCATGTTCGAAGCCCTT 
GGCGGAGTCGACGGCAAGGGCGAAGCAGGCGCTGCCAAGAGCCCATACATCCTGTACATG 
GATGACGACATTGCTATTGAGCCAGACTCAGTGCTGCGTGCGCTTCAGGTAGCCCGCTAC 
GCAAAATCCCCCATCCTCGTTGGCGGACAAATGCTCAACCTGCAAGAGCGCAGCCACCTT 
CACACCATGGGCGAAGTAGTTGGCGGACACGACTTCATGTGGACCGCCGCACCACACGTG 
CACTACGACCAGGACTTCTCTGCACACCCACTACATGATCGCGGTAAATTCGACGACAAG 
CCAGACGCACCAAACTCCCGCGACCTGCACCGCCGCATCGACGTTGACTTCAACGGCTGG 
TGGATGTGCATGATCCCACGCGTTGTCGCCGAACAGATCGGCCAACCACTCCCACTCTTT 
ATCAAGTGGGACGACGCCGAATACGGTCTACGCGCACGCAAAGCTGGATTCCCCACAGCA 
ACCTGGCCAGGAATCGCAATCTGGCACATGGCCTGGTCCGACAAAGACGACGCCATCGAC 
TGGCAGGCCTACTTCCACCTCCGCAACCGCCTCGTGGTTGCCGCGATGTACCACCAAGGC 
AGCGTCGACGGCATTGTCCGATCGATGCAAAAAGCCACCTTCAAGCACCTGCTGTGCCTG 
GAATACTCCACCGTGGCAATCCAAAACGAAGCAATGAAGGACTTCCTTGCAGGACCAGAT 
CAGCTCTTCTCGATCCTGGACACCTCACTACCTCGAATTGCAGCGATTCGCAAAACCTAT 
CCAGACGCCGTTGTGCTGCCAAGCGCCACCGAACTGCCACGAGCAACCGGCGCGCCGGGT 
GTCCCAACCAAGGACATCGGTGGACGCCTGGCCCCAATCAAGAAGGCAATGTGGCTGGCT 
AAGGGCCTGAAGCACTCCCTGTCTAAGGAAGATGCCTCCCACCACGAGGTGCCACAGGCC 
AACTTCGCACCAATCGAAGCACGTTGGTTCAGCCTGTCCCGAGTCGATGGCGCAACAGTT 
ACCACCGCGGATGGCCGCGGCGTGGTCTACCGCAAGCGCGACCGCGACAAAGCTAAAGAA 
CTTGGCAAAGAAGCACGCGCACTGCAAAAGCAAGTAGCAGAGCGTTTCGACGAACTCAGT 
CGCGCCTACCGCAACGCTCATCCTGAGCTTGTGAGCCGTGAAGCCTGGGGAAAGGTCTTC 
GATGAGCAA 

>RXAO 2 6 0 1 - downs tr earn 
TAAGGAAGTACAGATTCTGGTAG 
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>RXA02 602 -upstream 

CTGCAAAAGCAAGTAGCAGAGCGTTTCGACGAACTCAGTCGCGCCTACCGCAACGCTCAT 
CCTGAGCTTGTGAGCCGTGAAGCCTGGGGAAAGGTCTTCG 

>RXA02602 

ATGAGCAATAAGGAAGTACAGATTCTGGTAGCAATCCAGGATCAACTCATGGATGCCCCA 
GGAGTACTGCCCACCGCACGAGGACTCAGCCTGCTCGGCGAACATGCTGCAGGCTGGCTG 
GCACTCGGCGCTGGCGGTGCTGTTGTGGACAAAAAACGTCGCCGCTCCTGGGCTGGACTC 
"TTCATCGCTGCArTGGGAAlGCCA'CG(CAl3'CATCXGTGAT'CAT'C7^^ 

GCTCGGCCACATGACCCAGCCATCAGGATTGGTGTGGGCACCCCCTCAAAGCTAAGCTTT 
CCTTCTTCACATGCGACCTCGACAACCGCAACTATGGTTTATCTTGCGCGCATCACCAAG 
TCACCAGTGCCACTGCTAGGAATCCCCATCATGGTGCTATCACGCATGGTGCTTGGCGTG 
CATTACCCAACCGATGTGCTAGCCGGCGCGTTGTTGGGAGCAGCGACCGCAGAGGCCGTC 
CATAAGATCGAAAGGGCTACGAAG 

>RXAO 2 6 0 2 - downs t r earn 
TGAGCGAACACGCCGCTGAACAT 



>RXA02 6 04 -upstream 

TCTGCATCGTGATGGCTGTGTACATCATGCCGATGTTTTGAATATTTACCAATGAACATG 
CTCTGACCAGCATGTCCATTAACGTTTGAGGCCACATGCG 

>RXA02604 

GTGCTAGCATGTGGCCTCATGACGTTTAGCCCCCAGCGTCCGGAGTTTGAGACCGGTAAG 
CAGCCAGATCCAGAAACTGAACACGCAGGTGACTTCTTTGAAGAAACCTCAAGCAGTGCT 
CCTCGCGCCGCATCTAACGGTTCTTCTGGTCCGAACTACACCCTCATTACAACGTTTCTA 
GCGGCCCTTACTGCTGGCATCTTTGCTTTCTGGGCAGGCTGGACCCGCAAATGGATCAGC 
GACGACGGACTGATCGTCCTACGCACCGTCCGAAACCTCCTGGCTGGAAACGGGCCAGTA 
TTCAACGCTGGCGAACGCGTCGAAGCCAACACATCTACTCTGTGGCAATACTGCATCTAT 
CTGGTTGCCTTAGTAACTGACTATCGCCTCGAAGATATTGCTCTGTGGCTTGCGCTGCTG 
TTCACCACCGCAGCGTCCATCATCGGTGTCCTGGGTACCGCGCATCTCCACCGCAAACGC 
ATTGCCGTATTGCTTCCTGCAGGCGTGATCGGCTACTTCAGCCTTTCCCCGGCGCGAGAC 
TTTGCCACTTCCGGATTGGAGTGGGGCCTATCTTTGATGTGGATTTCCATCCAATGGCTG 
CTGCTGGTGTTGTGGGCGACTTCGGGCAAGACCTCGGGCAAGAAGGCTTCGGGCGCAAAA 
ACTTCAAATCCTATCGTTAATGCCGGTGCAATAACCTATGCTTTGGCCTTTTGGTCAGGC 
TTGAGCTGGCTGGTTCGCCCAGAACTGGCGATGTATGGCGGTTTGACTGGAGTGTTGCTG 
CTGCTTACTGCGCCACGATGGCGGGTAGTTTTGGGGATCCTGGTGGCGGCTTTGCCTCTT 
CCAGCTGCGTACCAAATCTTCCGCATGGGTTATTACGGGCTGATGGTGCCGCACACGGCT 
GTAGCGAAATCAGCCTCAGATGCGGTGTGGGGGACTGGTTGGGAATATGTTGAGGATTTC 
ACGGGGCCTTACAACCTGTGGCTCGGTTTGGCCTTGCTGTTGGCCGCAGGCGCGTTGACA 
GTGTGGAAAACTGACAAGCACTTAGCGATACCGAAGGGGCGGCTGGGGCTGCGCACTCCG 
GGTATGGCTATAGCGTTGCTGGTTATCTGTGCGCTCGTCCACTTCCTTTACGTTATCCGT 
GTTGGTGGCGACTTCATGCATGGACGCATGCTGCTCCTTCCACTTTTTGCCATTCTGCTG 
CCTGTTTCTGTCATTCCGGTCAATGTTGTTGATCGAGGTTGGCAGGATTTGGTTGCGCTG 
GTTCTCGTTTTCTCTACGTGGGTGTGGTCCACTGTGGTTTTTGTGCAGGGGCACCAATGG 
GAAAATACCGGCCAGCATGTGGTTGATGAGCGTGATTTTTGGATTGATTTCACCAACCGA 
GATGAAGATCATCCTCCGCTTTATGCAGAGGATTTCCTCACTGTTGATTCCATGAATGAT 
TACGCAGAGGTTATGCGCGATCAGACGTTGGTTAATCCAACAGGCCAGCAACTCAATATT 
CTGGCCAGCAGTGACCCGACCACTTATTCGTGGATCACCACACCTCGCGTGGAGGGGGTT 
GAAGCCGGTGATTTGGCTAACCTCTCGCCAACTGTTTTCCATGTGAACCTCGGCATGACC 
TCCATGAACGCACCGCTCAACGTGCGTGTGACAGACCTGATTGGTTTGGCAACGCCACTG 
GCAGCCCGCCAGCCACGCATTGAAGGTGGTCGAATCGGCCACGATAAATTGATGGACTTG 
GAATGGCAGGTCGCGGAATCCGCCACTCCGCTGGCGTACACACCGGGTTGGTTGGATACT 
CAAAAGACTTATGAGGCCCGCCAGGCGCTACGCCACCCAGAATTGGTTCACCTTTTCCAG 
ACTTACCGTGAGCCAATGTCCTACCACCGGTTTGTGGACAATATTAAATACGCACTCACT 
ACCGGAAGAACACTGGAAATTTCAGATAATCCTGAAGATCTTTTGAAAGAATTTAACCCG 
ACCCCTGCAGAGATTCAGGACGGGTTAGAAACTATTGCTTGGCCTGGGGAAATTAAACTT 
GATGAACCTCGCGGAGAACCTTTATATAGCTCTCAG 

>RXA02 6 04 -downstream 
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TAAACACTTATTCGCAT^TCATT 



> >RXA02 60 6-upstream 

AGGGCGCGGATCACTTCGGATCTGTGGATAACTTTTAAGGCCCTTGTTTTCCCCTTGAAG 
CTTCGGTTGTGTGGAAAACAGAAAAGGAGGGGAAAACAAA 

>RXA02606 

ATGCAAGAAATCCACACCATCATGAAACACATGGACGCGCTCATCGCCGACCCGTCCGCC 
GCCGCATTCAAAGCAACACTCCCCTTCGCCGAACTCCTCGAAAAGCTCCACAACAAAAAA 
GCGCTTTTCGACGCCGCCCTCGCCAAATCCGCCGAGCGCGCCGATGCCGGACGCATCATC 
GGAAAAACCTCCCACATCGATGCCCTCGCGTACCTTCTCGACATCTCCAAATCCGAAGCA 
TTCCGACGCACAAAACGCGCCGAAGAACACTACGGCAACCCAAGCCCGGAACCCAGTTCA 
GAAGAACTCGCGAAAGAAACCCCCGAAGAGAAGCTAGCCAGAGAAGAAAAAGAGAAACAA 
GACCTAGCCGAACAAGCAGAAGCCAACCGCATCGCCCGCGAACACGGCATCTCCGCCGAA 
AAACAAGACACCATCCGCTACGAACTAGAAAAACTCAACGACAACACATCCCTATCCCGA 
GCCTCACTCCGCAAACTAGCAATGCAGGAAGCCACCAGCCGAACCCCCGAAGACCTACGC 
AACTGGACCCGCAACAAAGTTATCCGCATAAACCCCACCGCCAAAGACCCACTCGCCGCA 
GTAAAGAAACGCTCCTTAAGCATCGGACGCCAAGACCACGACGGCGGAGCCAAAGCATCC 
CTCTATTTAGATGCCAAAGGTCTAGCCCTGCTCAAATCACTGATGTCTAAAGCCAAGCCG 
GGGCATTTGCTTGAAGACTCTTTGGCGGAGGATAAACGTACGAAACCGCAACGCCAATAC 
GATGCCTTCGCCGACATCCTCCACCGCGCACACAGCGATCTCCTCCCCGCACGATCCGGA 
GTGGGCACCATCCTCGTCTCCCTCTCCGCCAAAGACGTAACAAACCTCAAAGCATCGGGC 
^^3 CCCGACCACCGCTACCCCACCAGCACCGGCATAAAACTCACACCGCTTGAGATCCTGCGA 
En CTCGGTGCAGCCAAATATGACTTCGTGACCGTCCTCGACTCCGAATCCGGCCGTCCGCTG 
C3 CACCTGGCACGCACTCAACGCACCGCCAGCCTGTATCAACGCCTAGCCCTCTTCGCCTCC 
[n GAACTCGTCTGCACCCGCGAAGGCTGCGACTCCCCCTTCGAAGACAACGAAATACACCAC 
i j ATCAGATCCTGGCTAGACGGCGGCCCCACAGACATAGAAAACATCACCAACATCTGCCCC 
CACGACCACGGAAACAACAACGACCAACGCGACGGCAAAGACAACATGGGGCACATGAAC 
M ATAGATCCCACAACCGGGCGCGTCGGATATCAACCCGCCGACCGCCGAAAACCCATGCGG 
=:y TTTAACAACACCGCAGCCGCAGCAGAATCAGGAGGAGCACAGGCCAGGACC 

S 5 >RXA02 6 0 6 - downs t ream 

i n TAAGTTTTTAGCGCGCCAAAAAG 



>RXAO 2 6 0 9 - ups t r earn 

GACCGAACGCAGCAGTCAGGCGTCGCAAAGCAATGGAAGCGGCGGAAGCACAGCCCGGGA 
CGGGGCAGCCGAGGAAATCGACGGCCTGCCCGAGGTGACC 

>RXA02609 

GTGGAACGCAGCGCTGAGGCGCAAGCGTTCCTGGATGCGCTGAAAGATGAAAAAATCGAC 
ATCTCCGGCGTGGAGGACCAGTTGATTGCGACTGCGCGAAATTACTGCAGTTCGGAAAAC 
AAGGACCAAAACGTCACTGTCGATGCGGTTGCAGGCCAGCTCATCGTGCAGGGACGCACC 
AGCGTGAAGGAAGATCAAGCAGCGGAAATTTCTACGCTGCTGAAGGAATCTGCGGATCGG 
ACGTATTGT 

>RXAO 2 6 0 9 - downs tream 
TAACCGATGAGGAAAACCATCAC 



>RXA02 610 -upstream 

CCAGCTCATCGTGCAGGGACGCACCAGCGTGAAGGAAGATCAAGCAGCGGAAATTTCTAC 
GCTGCTGAAGGAATCTGCGGATCGGACGTATTGTTAACCG 

>RXA02610 

ATGAGGAAAACCATCACCGTTATTGCTGTATTGATCGTCCTCGCCTTAATCGGCGTGGGC 
ATCGTGCAGTATGTGAACACATCCGATGACTCAGATTTCATTGGCCAGCCTGGCGAGCCA 
ACCGGTACCGAAACCACGGAACCACCGGTTCAACCTGATTGGTGCCCTGCGGTAGAAGTC 
ATTGCCGCGCCGGGTACGTGGGAGTCGGCTGCTAATGATGATCCGATCAACCCGACCGCT 
AATCCGCTGTCATTCATGTTGAGCATCACTCAGCCACTGCAGGAGCGTTATTCTGCGGAT 
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GACGTCAAGGTGTGGACGCTGCCGTACACTGCGCAGTTCCGCAACATCAACTCGCAAAAT 
GAGATGTCCTATGATGATTCGCGCAATGAAGGCACCGCGAAGATGAATGAGGAACTGATC 
AACACTCACAATGAGTGCCCTGCCACGGAGTTCATCATCGTTGGTTTCTCCCAGGGTGCG 
GTCATTGCGGGCGATGTGGCTGCTCAGATCGGTTCAGAGCAAGGTGTTATTCCAGCTGAC 
AGCGTCAGGGGTGTCGCCCTGATCGCTGACGGTCGCCGGGAGCCTGGTGTGGGCCAGTTC 
CCAGGCACGTTTGTGGATGGCATCGGCGCGGAGGTTACTCTGCAGCCTTTGAACTTGCTG 
GTGCAGCCGATTGTTCCGGGCGCAACCATGCGTGGCGGGCGCGCGGGCGGTTTCGGTGTG 
CTCAACGACCGGGTGCAGGATATTTGTGCTCCAAATGATGCGATCTGTGATGCTCCGGTG 
AATGTCGGCAACGCCCTTGATCGTGCGTTGGCCATGGTCTCCGCCAACGGTGTGCACGCG 
CTCTACGCCACCAATCCGGATGTTTTCCCAGGCACAACCACCAATGCGTGGGTTGTGGAT 
TGGGCGACCAACCTCATCGACAACGGA 

>RXA02 610-downstream 
TAAAGCTTTTTCGCTTTTCGACG 



>RXA02 617 -upstream 

CTCTTTAATTAACTTTTGGGCGACCCTTTACGGTCGTCCTCTTGCGTTCCCAAAACATAC 
CCAGTAAGTTACTGGGTATCCAACTCTTGATTGGGGAACA 

>RXA02617 

ATGTCCATAAAACATGCACTCTTGGTGCTCATGCTCGACGAACCAACCTCGGCAAGTCAG 
CTGCAAACCAAGTTTGAAGAAACAATGGGGATCTGGCAGCTCAATATCGGCCAAGTCACC 
CAAACCATCCAGCGGCTACAGCGCGACGGCCTGGCGGAAACCGCAGGCACCACCGTCAGT 
TCCAACGGCCGCACCGTAGATACTTTCCAGCCCACGGACTTAGGTCGCGAACTTGTCGCG 
CAGTGGTTCGAAAGTCCCGTCACCGTCACACTGTCCGAACGCGATGAATTAGTCACCAAA 
ATCGCCATCGCAGAATCACGTGGCCTCAATTTGATTCCACTTTTAGACATTCAACGCAAC 
ACAGTCATGGCGGAACTACGCGCACTCAACAAATCCAGCCGCGATCTCGCCGAAACCAGA 
AACACCCAGCGGCTCCTCGTCGAAAAGCGAATCTTTGAACTAGAAGCCCAGGCACGTTGG 
CTCGACCGAATTGAAGCATTGGAGCAG 

>RXA02 6 17 -downstream 
3 TAAATGACAAACACGCCTTTCCC 

J >RXA02 6 19 -upstream 

I AGCGACTTCTCAAAGAACCACCCCACTCATTTCGAGTGCGGGTGGTTTTTTCTATGCCTA 
; ATTCTATGCCTAATTCTATGTCTGATTCTATTGGTGTCGC 

>RXA02619 

ATGCGCAGTGTAGTTTTAGAACTACTAGAGAACTGGAAGGAATCACTCGTGCTTCACCCC 
TCATTGACTGAGCTAGCGGATGCTGCCCCACTTGCACAGGATTTTGCCACCGTCCGCGGT 
GTGCTGAAGGAATCGCTGGATTTGTTGGGCAATGCACTGAACCACGGTGAAGAGCCCGCG 
GAGCTTGCAGGGTGGCTGTCACAAGTTATTACTGATGTTTTGCACTCCCCTGGCTTGGAT 
GCCCACGTGGTGCTCACCGGCCCCGTGGGGCGTGGAGACGCACTGCCTACCTCGCCCGTG 
AGGTGGCTGGCGGTCGTCGATAGCCAAGAAGATCCGAATGAAAAGATTTCAGCGCTGTTA 
ACTGAGGTGGGCTTCATTGCGGAGCCGATCGGTGCGGCAACTCGTGAGGAGTGGGAGCAG 
CGTGCGCGCGCTGGTGAGGATCCAGAGGTCTATTTGGATGCTGGCACGTGGGTCGCGGCG 
ATCGCTGAAGTAGATGACAAAGCACTGTTGCAGGATGCGTTGTCATCTAGGCCGCCTGCG 
GTGGAAACTTATGAGGGTCTTCCTTCGTTGGACATGGTGGTAAACATTCGTGAGAACCTC 
ATGATTCCCACGGTGAAGATCGCTCGCTGGGCAGCACACAAGGCTGGTTCTTTGGCGCCT 
ACGACTGCGCAGCGCCTCGTGGATGCCCGTGGTGTGCTCACCAATGATGAAGTCGACGCG 
CTGACACAGGTGTGGACTTCCGCACTGAGCTTGCAGTCGAAACGTTGGATGGATCACATC 
CATGATCAAGAAACCACCGCTTGGGAGCTTCCCGCGCTGCAACGTGCCACTTTTGGCGCA 
TCGGCTCGGTTGCTTTCTGAGGTGTTGCGGTCCGTTGAAGCCCGTGAAATCGATACCAAA 

>RXA02 6 19 -downstream 
TAGGAACTCTGCACAATTACTGG 



>RXA02 620-upstream 
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ATCGATACCAAATAGGAACTCTGCACAATTACTGGCTACAATCTCTTGAGATCAATAGGC 
CAAAACTTTAAGGAAGTAGAATTACGCTATGGCAGGAGCA 

>RXA02620 

GTGGGACGCCCCCGGAGATCAGCTCCGCGACGGGCAGGCAAGAATCCTCGCGAGGAGATT 
CTTGACGCCTCTGCTGAGCTTTTCACCCGTCAAGGCTTCGCAACAACCTCCACGCATCAA 
ATCGCTGATGCCGTGGGAATCCGCCAAGCCTCGCTGTATTATCACTTCCCGTCCAAGACG 
GAAATCTTCCTCACCCTGCTGAAATCTACTGTCGAGCCGTCCACTGTGCTCGCCGAAGAC 
TTAAGCACCCTGGACGCCGGACCTGAGATGCGCCTCTGGGCAATCGTTGCCTC'CGAAGTG" 
CGTCTGCTGCTGTCCACCAAGTGGAACGTCGGTCGCCTGTACCAACTCCCCATCGTTGGT 
TCTGAAGAGTTCGCCGAGTACCACAGCCAGCGCGAAGCCCTCACCAACGTCTTCCGCGAC 
CTCGCCACCGAAATCGTCGGTGACGACCCCCGCGCAGAACTCCCCTTCCACATCACCATG 
TCGGTGATCGAAATGCGTCGCAACGACGGCAAGATTCCAAGCCCGCTTTCCGCAGACAGC 
CTCCCGGAGACCGCAATTATGCTTGCCGACGCCTCCCTCGCCGTCCTCGGCGCGCCGCTG 
CCCGCCGACCGGGTCGAAAAAACGCTTGAACTAATCAAGCAGGCTGACGCGAAA 

>RXAO 2 6 2 0 - downs t r earn 
TAACCATCCGCGCCTGCGAAATC 



>RXA02624 

CAGGGCTACGACGACTCCGCCTCTGTTGTGGCCTTGATCGTCCTGAGCATTCTGTATCTG 
CCCAACATGATGATCTTTGCGATGGGCAATCTGATCGGCTCACCCCTTTACTTCGGTGAC 
GCCTCCATCAGCGTCTTCAGCGTGCATTCCGTTCCATTGCCACCGCTTCCCATCCTCGCA 
GCTCTCCCCAGCGAAGCCCTCTCATGGGCAGTGGCCTTACTGGTCATCCCTGCAATTATT 
GCCACCTGGGTCTGCGTGAGAAACCCCATGCGCCTTGCCGTGAACACAACAGCAGCAGTC 
ATTTCAGCACTGTGTTTCCTCGTCCTGGCAGTTTTCGCCGGCGGAACCTTGGGCGTATAC 
AACTACGTCGGACTCAACCTCCTGGCGTCAGTTGGCCTAGTTTTCGTCTATTTCGCCCTC 
GTTGGACTCCTCATCGCCGGAATCGACAAGCTGCGCAACCCTGTAGAAGTTAAGTCTGTT 
AAGGCTGTGGCTGTTGTGGAGCCCGAGCCTGAAGAAGTTGAAGAGGACGAAGAGGAGCAT 
GTTGAAGAAGAAGTAGATGAGGAGGAAGAGGAAGTTGAGGAAGGGGTAGAAGAGGTCGAA 
GAAGACGACGCAGAGGATCCTGAAGAGAATCCTGAAGAGGAAGAATCCGACGAAGAAATT 
GAGACAGAAACTGAGGCTGAAGAAACCAATGATGGTTCCGAGGCCGAAGACCGT 

>RXAO 2 6 2 4 - downs t r earn 
TAACATATCTGTTGTGAATTCTG 



>RXA02 63 9 -upstream 

CGAAAATGTTGGAAATCGCCGAACGGGAACGTCGACAAGCAAAACGCGCGGCAAAGGTCG 
CCAAGAAACGCACCACCTTTATAAGGAAAATCTTTAAAAA 

>RXA02639 

ATGATTGCACTGGGTTCAGCGCCCAAGCTGGTTGCCTCCGATGTTGATGGCACCCTCATC 
AATAGTTCTGAGCGCGTGCCGCAACGCCTGCGCGATGTGATCACGCGGATGACCAATCAG 
GGCGTGACCCTGGCGCTGTCCACGGGCCGCCCGCCGCGCTGGATTCATTATGTGCTGGAT 
CAGCTGAGCGTGAAGCCGATTTGCGTCTGCGCGAATGGCGCGGTGCTGTACGATTCCGCT 
GCCGATGAGATTCTTGCAGCTCAGACGCTTAGTCCGGAGGTTATGGCGAGTGCCGTCATG 
GCTGCGCGTGCCGCTTTGGAAGAGCATGGCGGGGTCAGTATTGCTGTCGAGCGCGCTGGA 
AAATCCGCTTACGATCCAGCCGATGAGCTGTTTTTGGTCACCCCGGAATACAGCCACGCG 
TGGCCCTCAAATGATCACGGCACCTTCGAGGAAGCCGAAGTGCTTTCCGAACCAGCCACC 
AAATTGTTGATGCGCAGCGATTACCTCGATTCCAAGCAGCTTTTTGATATCGTCCGCGCC 
TCCGTTCCCGAGGATCAAGTCCACGTCACCTTCTCCATGTCCGGCGGACTCATTGAGATC 
GCAGCGCCCGGCGTGACCAAGGCACTGGGCGTATCGATGCTGGCAGAGCGCCTAAAGATT 
GCGCAAAAGGACGTTATAACGTTCGGCGACATGCCCAACGATATTGAAATGCTCCAGTGG 
GCCGGCCGGGGAGTGGCGATGGGCAACGCCCGACCAGAGGTCAAAGCCGTGTCAGACCAC 
ATCACCCGCACCAACGACGACGCCGGTGTAGCAGATGTATTGGAGTGGTGGTTC 

>RXA02 63 9 -downstream 
TAATAGGTGGTGTTAAAACACTG 
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>RXA02 647 -upstream 

ATCTTCTATCTTGTTTCCATAGTAAATCCGCATATTTATTGCCAGGAGAAAAGTTTTGTC 
TTTGCGTCGAAGTACTTTGACCCTTGTTACAGCAAGCGCT 

>RXA02647 

GTGGCATTGTCCGTGTTCACTCCAGTTGCCCAGGCTCAGTCCTCTGACGCACTGACACAG 
CTCTCAGACAACATCACCTCATCACAGATCCTTGATGATGATGGAAATCCAGTCGATGGA 
AAeGAAACCTGGCCAGGCAGCTCTGAAGGCAGCTCAATGCTCAGCAATGGCGA'CATTCCT" 
GCGGCCCCAAGCTTGAGCTCCTCCGGCAAAGACACCAGCGATGATGACGATGAAATCAGC 
GAAGAGCAGCAAGCACTGATCGATCGGTTGTCCGAAATGCCAGTGATTGGTTCCATTGTC 
TCCCCACCAGAATGGCTTGCCATTCCTTTTGCGGTACTGCAGGGATTGCTCGCAATCACC 
ACTCTTGCTTCCACCGCAGCATCCTTCATGGTGACCGTCGACCCATCGTTCAAGCAGACT 
CTGCGTGACATGCTCACCCAGTTTGGCATCAACGTCGACGCT 

>RXA02 647-downstream 
TAAAAGCACACTGACATAAAATG 



>RXA02 64 9 -upstream 

TTTTACACAGTTGCAGCAAAAATTCGGCCATTCCGATTGCTTTTGACAGCTAAACTTTGC 
ATTTGTTCTTTTTGGCGCCGATGCCGATAGGTTTAAAGGC 

>RXA02649 

GTGCTAAAACGATTCTCTCACCACTCCAGCCCGCAAGTTCTTTCACGGAAAGTTGTCGCG 
TCCGCATTAGCTTTAACAACCGCGCTGGCTTTAGCCGCGTGTAGTTCCTCAGCCGAGCCG 
GACTCCCCTGAAGTTGAGCAGGCGGTGGGTCTTGCGGTGGATACGCCACGTGTGGTGGTT 
GTGGATCCAGGCACTGGCGATTTGCAGCGCTTGCAATACAAAGACATCGCCCCTGATGCC 
ACACAGGAACAGACCATCAATATTGCTGAAGGTTTTGCCCAATCGGTGGTGAATGCGGAC 
AGCGTGGATCCGCAGGCACCAGCCGGTGGCGATGTCACCACATTCCACCTTCCTGTTAAA 
GCCACCACCGAGGAAGCGGAGTTCAGCGATCAGGAAATGGTGAGCGCGACTCGCGATATC 
TCTCTACTTTTCGGTAAACCTACCTACACCGATCTTTCCCAAGTTGAAGATGTGAATTCC 
ACCGAGGGATTCACGCTGGGAATCCGCGCAACAGATAGTGGACAGCACACCACCTTAAGT 
TTCGCAGCCCCTGTTGATTCCACTGAAACTGGTCGCATGCTCATGGAGCAATACTTACTC 
ACGTTTACGTCCCTTCCCATTGTGTTCCCCTCTGACGATATTGGCGTGGGCGCGAAGTGG 
ACTGTGGATAGCCGTGTGACAGGCGAATCAACGCTGCTACAAACCGTGACCTACACGATC 
ACAGGGATCGACGGCGACAAAGTAAACCTCGATGTGGAAGTCTCTCAGCGCCCCAGCATG 
GGTGCGTTGGAGATCACCGATGAAGAATCGGACGAGACCACCGGGCAGCTCACTGTCCTT 
AATTCCAACACCACCTCCGTGGGCACCTTGGAAGTCGATCTGACTCAGCCTTTACCCACG 
TCAGGACAGGTTTCTTGGACCACTCGCGTGATTTACGGCGGTTCCAATGAGCAGGTGCGT 
GTGGTGCAGGATTCCACCTCTTCGGTGAGCTTCGGAGACCAG 

>RXA02 649 -downstream 
TAATTTACCAATTAGGGTTGCCA 



>RXA02 6 52 -upstream 

CGCTTGGATTCAACCACCCAGCAGATGGCCGATGGATGGAAATCGTCTCCCCATATCCAA 
CTGATCTCCAACACGCTTTAGACGTTCTCCGCGAGCAATA 

>RXA02652 

ATGGATGGTGTCGATAAAGGGCGACGCATCGTCGCCCTCCTAGCAATTCTCGCATTGGTT 
GTCGTGGTTGCGATCTTGAGTTTCAGCGACCGCACCGCGAAACCCATGCAGCTCAACGGT 
GACATGCTCGGCCAAGACAACACGGAAACTTCCGTCGAGTACCGTCAGCGGGCATCGGAA 
TCATTGGAAAATGCCGCGGTCGGCGAAGAAGCCTATTCACTGGTGACGTTCACACAGCCG 
CTTTCGCCTTCCGAGGCCTCTAACCTTCTTAAAGGAGTCGGTCGCGTCAATGCCATGGTT 
ATGCTCTCGGCTCCTGCCATGGATCTACCCGAACCCATCGCAGGCGAGACCCGTGAAGAT 
GTTTTTAACCGTCAAATAAAGCTTGTCGACGCCCAGTTATCCGGTATCGGCAACGTCCGC 
GCGCCGGGCGAACTCAACGGGGTAGTGGTTTGGGATATTCCTCAGAAAGTTCGTGTGTTG 
TCCGAGAGCTCGCTGGTTTATAGTGTCGAAACCCTGCCACCTGACGCGGCGTGGGGCAGT 
TTCGGTATTCGACCAGTCGATACTTCGGGTACTAATTTT 
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>RXAO 2 6 5 2 - downs t r eam 
TAGAAGAAAATTCCAGATGCCCC 



>RXAO 2 655 -ups t ream 

AATTCGATGGAGAAGAAAAAGTCATGGGGGTCAGGCTAGGAGAAAATGATCTCATGATGG 
CTTTGGAACGGTACCTCGCTCACGAGTTTGGTGAAATTAG 



>RXA02655 

ATGAGTCCAGAAGCCAAAGAAGCCCAAGATTCTAGGCGCAACGAGATGCCCGAGAAAAAG 
CGAGCGGTGCTACGTAAAGCGATTAAGTTGGAATGGGCAACGATCGCATGGGTTCTTTTT 
TCGATCGTTTTGGTAGGTGTTGTCGCTGGTCAATCGCAGGCCATGCGTAGTGCATGGATT 
GAAGACATGCTTTCTTTGGTACCACCTATCGCTTTTCTTTTAGCCTCCCGAATCAGCAAA 
GCTGTGGCAACCAGAAAACATCCATACGGCAAGCACCGGTCGATTGCTATCGGGCACCAA 
GCTGCAGCACTGGCCCTGCTTATCATGGGAAGCCTTTTAATTTATGAAGCGGTATCTGCA 
CTGATCAAGGGAGAAAGGCCTCCGATAGGTTTAGCTATTTTATTTGGCCATGACGTGTGG 
TCAGGTTGGTTAATGATCGGGGTTATGATTTCAGTGTCGATCCCGATGGTGATTGTAGGG 
CGAGTAAAAATAAACTTAGCTAAAGATCTCCACGATAAACTCCTCTATGCAGACGCGGAT 
ATGGCCAAGGCTGACTGGGGCACAGCAGTCGCTAGCACAGTAGGCGTGCTCGGAATAGGA 
CTGGGTTTTTGGTGGGCGGATGCAGTTGCAGCTCTAGTAATATCAGCTTCAATTCTCAGA 
GATGGCGTGATAAATATGAAAGCTGCTATATCTGACTTAGGTGATGGACGAGCCATGACT 
TATGACAATTCCGCCCCTCACCCATTAAATGATGATGTGGAAAAGGCTGCCCTAGAGATG 
CATTGGGTCAAACACGCCCGCGCTAGGATACGCGACCAAGGCCGCTGTTTCCACACAGAG 
TTATTTGTCGAACCAGTAGAAGGATACACACCTGCTCCGGAAGAAATAACTTCTCTAGTT 
AAGCGAATCCAAAACCTTGACTGGAAGCTGCAAGATGTCGTAGCTTCCGTCGTCGAAAAA 
ATCGACCGGTTTCAGGCCCCTTCG 

> RXAO 2 6 5 5 - downs t r earn 
TAAAACTTAACTGAGAAAGTGAT 



>RXAO 2 6 62 -ups t ream 

CCAAGGTGTCACCCTCACCGTTGCCATCGCCTTCATCATCGTCAATATCGCCGTGGACCT 
GCTCTACGTCCTGGTCAATCCACGTATTAGGAGCATCTAG 

>RXA02662 

ATGCGCCGTAAACTAACCACCACATTAGAAAACAAGCCCGGTGCACGACTTGGTGGCTTC 
CGCGCACTTGCACCAACTTCAAAAATCGCGCTGGTTTTCCTTCTCCTGATCTTCCTCCTC 
GCGATCTTTGCCCCACTGATTGCTAAATACGATCCACTGGCGTCCGGAACTCCAGTCCAG 
CCTCCAAGCGGTGAGCACTGGTTTGGTACCGACGCCATCGGCCGCGATATTTTCTCCCGC 
GTAGCCACGGCGCCAGAGCCTCCC 

>RXA02 6 62 -downstream 
TGATCATTGGTCTTTTCGCTACG 



>RXA02 665 -upstream 

CAAGGCGACCCAATGGCGTTTAAAGTAACAACCCCCATTGATATGATGCTGGCACAACGC 
ATCACCGACGAAGCCGAACCCACAATATTTGAGGTACCAG 

>RXA02665 

GTGACTAACCCAATCATCCCCCGCGTAGGAATCGCCACAGACGCCCACCAAATCGAAGCG 
GGAAAACCCTGCTGGATCGCCTGCCTCCTCTTTGAAGGCGTCGACGGCTGCGAAGGCCAC 
TCCGACGGTGATGTTGTAGCTCATGCAATTGTGGATGCTCTCCTTTCTGCCTCTGGTCTG 
GGGGATTTGGGCTCTTTCGTTGGTGTGGGGAGACCTGAATACGATGGTGTTTCTGGTACA 
CAGTTGTTGAAGGAAGTTCGGGAGCTGCTTTCGGCACACGGGTACGTCATTGGAAATGTC 
GCCGCCCAACTGGTTGGCCAAACCCCCAAATTTGGACCCCGCCGCGAAGAAGCACAACAA 
GTCATCTCCGAAATCATCGGCGCACCATGCTCACTGTCTGCCACCACCACTGATCACATG 
GGATTCACTGGTCGCAGCGAGGGTCGTGCATCGGTAGCAACGGCAGTGGTGTGGAAGGCT 
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>RXA02 6 6 5 -downs tr earn 
TAAGTTTTCTGTAGGGATTGGGC 



>RXA02 67 0-upstreain 

CCGTTTAATCAACCGACTGTGTGAATGCGCTTAAACGGACTAGGGTTGTGAGCAGCATAT 
CCAGATTTTTCTGGATAAATCCTGGAATTTCTTAAAACCA 

.>RXA 0-2.6-7-0^^ 

ATGGAGGACGAATCCGTGAAGTCCCTGAACTTGGCTGCCCGTCGTGGCGCGCTCGTGACC 
GTGGCTGCTGCGTCAGCTCTTGCGCTTGCATCCTGCAGTGCCGGACAGATCACCCAGACC 
TCAAGCCAGGTTGCAGCAGTTGATGGCAACCAGGCAGGCTCCGCGAACGACCCAGTTCTG 
GTGCGTGATGTAACCGTGCACCTCACCACCGACGGCGAAGCTGGAGTAAAGTTCACCGCC 
ATCAACCAGGACACCTCTCACACTTCTCACACCCTTGAGTCCGTCACCGTTGACGGCGAA 
GAGGTTGAGCTTGATGATGCAGAGCCAATCGAGCGCAACTGCTCCCTCGTTGCAGACATC 
CAGTCCGAACTGGATCTGATCGAGGAGCCAGAAGTTGGCTGCATCCAGCACGTAGCAACT 
TCTCTGGAGAACCCAGGTTTCGCATACGGCGGAGTCGTGCCAGTTGAGTTCGTCTTCGAC 
ACCGGTGCGATCACCATCGATGCCACCGTTTCCGCACCTGTCCTCGAGTCAGGCGTAGAA 
AACCGCGAGGTCGGCGGAGACACTGCAGAGGCAAGCCACCAC 

>RXAO 2 6 7 0 - downs t r earn 
TAAGCCTCTCAAAGCTGCTTGAA 



>RXA02 67 2 -upstream 

AGCAGTCATCCCCGGAGGCTCAGGCATCAAACAAACAAGCCTGAGAGTCATCGAAGCTTC 
AACACTTGCCGAAGCACTTGCAGCAGTAAGCTTATAAAGC 

>RXA02672 

ATGACACCAACAACCACTCCTGTATCAAACCCAGATGCCCTTTCCACTGGAACTCAGGAT 
GTGCACACCCTCAAAGGAACGTTGCAGCGCCTCGCCCCAGGCACACCACTTCGCGATGGC 
TTAGACCGCATCGTCCGAGGACACACCGGCGCGTTAATCGTCATTGGTGATGATGAAAAC 
GTCTCCTCGATCTGCGACGGCGGCTTTGAATTCGACGTTTCGTTTGCTGCAACCCGACTC 
CGCGAGCTGTGCAAGATGGATGGCGCTGTCATCTTGTCTTCCGACCTTGAGCGTATCAAA 
CGCGCCAATGTTCAGCTGCTGCCTTCACCAACCTGGCCAACCCAGGAGTCCGGCACCCGC 
CACCGTTCTGCAGAACGCACCGCGCTTCACACCGGTGTGCCAGTGATTGCGGTATCCGAA 
TCACAAAACACCATCACTCTCTACGTCGAGGGCAAATCCCACATGTTGGAGCAGCCAGCT 
GCCCTGCTTAACCGCGCCAACCAAGCTTTGGGAACAATGGAGCGCTACCGCGATCGTCTC 
GATCAGGTCAATAACCGCCTTCACCTGGCTGAACTCCACAGCTATGTCACCGTGATTGAT 
GTTGTTTCTGTCATTCAGCGCGAGGAAATGCTGCGCCGAGTGGGTGAAATCATTGATGGC 
GATGTTCTTGAACTAGGCAAAGACGCCAAGGAGATTCAGATCCAGCTCAGCGAATTACGT 
GGCGATAATGACCGAGAACGTGAATCAATCATTGCTGATTACCTTGTCACCGACGGTATT 
CCTGCAGATGAGGAAATCCACGCAGCCCTCGAAGCGATCTCACATTTAGATGATAAGGCT 
CTGCTGAATCCTGCGAACATCGCGCGTGTTCTTGGACTGCCACCGACCGAGGAAGCACTT 
GATGAGCCAGTCACTCCTCGCGGCTACCGCACGCTCAACAGAATTCCTCGAGTGCAAAAA 
TTCCTCATGGATAAACTCATCGTGGAATTCGGCAACTTGGATGCACTGCTCAATGCGTCA 
GTAGAGGATCTAAGTGCAGTCGATGGTGTGGGCTCACTGTGGGCACGCCACATCACCGAC 
GGACTTGGCCGTTTAAGT 

>RXA 0 2 6 7 2 - downs t r earn 
TAGGTTAAAGGTCACCGCTGGTG 



>RXA02 673 -upstream 

ACGCCCAAAACGCTAATCCGCTGAACAGGCCGATGAAAGTAATAGAGTGTTCTGTGTGGG 
AACGCCGAGACATAATGAAGTCATTTACAAGCGCCGCCGC 

>RXA02673 

ATGGCAGCGCTCCTAGTTCTGCTCGTCGTGATTGCCTTGATTATCTGGGCAGTCGTCGCG 
CTTCGAGGTGGATCATCGGAGCCTGAGGAAGAGCAGCCAAATAATGCTGTAGTGACCTCC 
TCAATGGAATCTTCCGCGACGTCTAGTTCTTCTTCTAAAGAATCCACGACTGAAGCCACC 
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ACAGAAGAAGAGACTTCCAGTGCTGAACCAACCGCAACATCCTCCGTTGCAGCAGATGCA 
AAAAAGACCTGTGAGCTTAGTGACTTGGTGATTTCCGCAAGCACTAATCAGCCGACTTTC 
TCAGGTTCTGCGCAGCCAGAATTATTTATGGCTGTGCATAATCCGACTGCTGTTGATTGC 
GAAATTGACCTCGAGGAGAACAAACTCCGTTTCGAGGTATACAATCTCGCGACCAACGCA 
CGAATCTGGTCTGATGTCGACTGCAACCCTGCAGTTGAAGACGGCACGAGCGTGTTCCCT 
GCCGGCGAGGATCGCTACTTCCAGGCAACATGGTCTCGTACCACTTCAGCGCCAAACCAG 
TGCAACAACCGCACTGATGTCCCCGCCGGTGGCTACTACTTGCACACTGTGGTCGGTAAT 
AACCCTTCACCAGCGGTGACCTTTAACCTAACT 



>RXA02 67 3 -downstream 
TAAACGGCCAAGTCCGTCGGTGA 



>RXA02 67 8 -upstream 

CTGTGGGCGCGCGAACAGGGCGTCGACATGCTCGCCACCAATTATCCGGACCGTGCGGCG 
GAGCTTTTGAACGCACATCCCAAGCCCGCCATGTACGCTA 

>RXA02678 

ATGCGCATGGCAAAGAAGACTAAGAAGAATGAACAGCTGCCGGAGGGCATGAGCCGTCGT 
CAGGCAAAACTTGCAGCCCGCGCGGCTGAACGTGCAGCACTTGAGCGTGAACCTCGCCCA 
TTCGAGGGCCTGGCAATGGAGTCACAGCTCGTTGCACTGCAGGAATTCATTCCATCTGCA 
ACCGCACCCATCACCGTTGCAGGCACCGATCGCAAGATCACCCTCTGTACCGTGCTTCCA 
GGCGCAGCTGCGGCACTTGTCCGCGAAGAAGCATTCGGCGGCGAAGCGTTTGTTGCAATG 
CAGCAGGCCATCCGCTCCAACAACCCAAGCAAGGACCTCGCGTTCGCGCTGAACTGGGTC 
ATCAACGCAAAAGCCGGCGAGTCACTGGCCACCGCCACAGCGGACGGCACCCAGCCAGAG 
CTAAAGAGCTTGCTTAACGACGCCGACACCCTCGAAATCACCACTCACCAGGACTTCAAC 
TGGTGGCTGGCGGAAAACGACAACCTCTCCCCAGAAGTTGCGCAGCACATGCAGGCAGCC 
AATGACTCCATCCTGCCTTCACACGAAGTCGAAGCAGACGTCCCAGGCGCTGTTTGGTGG 
GTCAACCCAGGCGGAAAAGCGCACATCCGTTGGGTCCGCACCGAAAACGAAACCGCACTG 
TTCAACGCTTTGGCACGCATCGCAGCACGTGGCGAGCTGAATCTCGGCGAAGAAACTAAG 
TTCGCTGGTGCTTTCCGCACCCACGGCATCGTCGTCCCAGTGTGGGATCTCGATCCTGAG 
CGTCCATCCACCGATTACGCCGATGTTTTGGTTGCACTCAACGAGAAGATCGTCGCTGAA 
CTGGATAACGATGCACAGCTCAACGCCGACGAGCGCCGTCAGCTGGAGAACATCAAGTCC 
CGCCAGGTGACCATCCGC 

>RXA02 67 8-downstream 
TAAAATCTCTTAAAAACACTTCA 



>RXA02 67 9 -upstream 

CACCATTACCACCAGGGCCGCCGCCCATCATTCCGCTGGCTGCTTCCTGAGTTACGGAGT 
TAGCGTAGTCATTGGTTGGGTCGCGGTAGATGGTGTGAAT 

>RXA02679 

GTGGCCCCATCCAGCGGTGATGACACCGTCGATGTCGGCACCTGCAGAACCTTGCTGGTT 
AGCGAACTCAATGTAGACCTTTGGGCCACTGATCTGGAAGTAGATGCCGTCGCCGGTGGA 
GGTGTCGTACTCGGTGGCGCCGGACCAGTTGATGTAGGTGTCATCCAGGGTTTCGCGGAT 
GGCATCGAGTTCAGTTTCGGTGGTTTCCTCATCGGCGAGGCCAACCCAGTTTGCGATGAC 
ATCGATGAGCAATTCTTTTTGCTCATCGGTGAGGTCAGAGCCTTTCAAGCCGGTGCCGGT 
TGGGTAGTCGCACGTGCTGCCCGGTGCGCACACCATGGAATCCAACTCTTCACCCTGGTA 
GAGCTGTGCTTGCTGCTCTTCGGCGAGGCTGTCGTAGAAGGCGAAGGCGGTTTCGTACAT 
GTTGCT 

>RXA02 67 9 -downstream 
TAGTGCTGCAACGGTTTCGCCGT 



>RXA02 68 0-upstream 

AATACCAGGTCAACACACACAGGAACCGTTCAGAAACCTTCCAGATTGCTCACTTTTTAA 
TTTCACTTTTTTGAGAAGTTTTACTTTTATATTAGTTCTC 
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>RXA02680 

ATGCGCCTCAACAAACGACTCCCAGCGGCACTCTCCGGACTGCTGCTCTCTGCTGCCCTT 
CTTGCCGGATGCTCCACTTCTGGAACCGCCGAGACCACGACAACAACCGTTTCATCTGCT 
GCGGCATCAACAACCACTTCCACCTCCTCTGCTTCGTCTTCCTCTTCCTCCTCCTCTTCC 
TCCTCTTCCTCCGACTCAAGCACCACCGCCGAAACCATCTCCAACACCGCGGAAGCTGCC 
CAAGCTTTCTTGTCCACCCTGTCCACCGAAGAACAAGACGCCGTACTCTACGACTACGAC 
GCCGAAGAAAAGTCCACCGGCTGGTCTAACTTCCCAGTCACCTTCGTGCAGCGTTCCGGC 
GTGAACCTCACCGACCTCACTGAGGAACAGCAAGCAGCTGCCCTCAACGTGCTGAAGAAC 
CTGCTCAACGACGACGCCTACCAAATGA-TGGAAGAGATGATGGGTAGeGATCAGTACCTC- 
AACGACGAAAGCAACACCACCGAGGATTCCCTCGGCCAGTACTACATCGCATTCTTCGGC 
GATCCAAGCAGCGACTCCGACTGGTCCATCCAATTCGGCGGACACCACATCGGCATCAAC 
ACCACCTTCTCCGACGGTGCCATCACCTTCGCCCCAACCCACCTTGGCACCCAGCCTTCC 
GAGTGGACCAACGAGGACGGCGAAACCGTTGCAGCACTAAGCAACATGTACGAAACCGCC 
TTCGCCTTCTACGACAGCCTCGCCGAAGAGCAGCAAGCACAGCTCTACCAGGGTGAAGAG 
TTGGATTCCATGGTGTGCGCACCGGGCAGCACGTGCGACTACCCAACCGGCACCGGCTTG 
AAAGGCTCTGACCTCACCGATGAGCAAAAAGAATTGCTCATCGATGTCATCGCAAACTGG 
GTTGGCCTCGCCGATGAGGAAACCACCGAAACTGAACTCGATGCCATCCGCGAAACCCTG 
GATGACACCTACATCAACTGGTCCGGCGCCACCGAGTACGACACCTCCACCGGCGACGGC 
ATCTACTTCCAGATCAGTGGCCCAAAGGTCTACATTGAGTTCGCTAACCAGCAAGGTTCT 
GCAGGTGCCGACATCGACGGTGTCATCACCGCTGGATGGGGCCACATTCACACCATCTAC 
CGCGACCCAACCAATGACTACGCTAACTCCGTAACTCAGGAAGCAGCCAGCGGAATGATG 
GGCGGCGGCCCTGGTGGTAATGGTGGCGAGATGCCTAGCGGTGACATGCCTACTGGTGAG 
ATGCCTTCTGGCGCTCCATCAAAC 

>RXA02 680 -downstream 
TAACGCCATTTAAGAGGCCGAAC 



>RXAO 2 6 8 1 -ups t r earn 

CGAGGCTGTCGTAGAAGGCGAAGGCGGTTTCGTACATGTTGCTTAGTGCTGCAACGGTTT 
CGCCGTCCTCGTTGGTCCACTCGGAAGGCTGGGTGCCAAG 

>RXA02681 

GTGGGTTGGGGCGAAGGTGATGGCACCGTCGGAGAAGGTGGTGTTGATGCCGATGTGGTG 
TCCGCCGAATTGGATGGACCAGTCGGAGTCGCTGCTTGGATCGCCGAAGAATGCGATGTA 
GTACTGGCCGAGGGAATCCTCGGTGGTGTTGCTTTCGTCGTTGAGGTACTGATCGCTAGC 
CATGATGTCTTCGATCATTTGGTAGGCGTCGTCGTTGAGCAGGTTCTTCAGCACGTTGAG 
GGCAGCTGCTTGCTGTTCCTCAGTGAGGTCGGTGAGGTTCACGCCGGAACGCTGCACGAA 
GGTGACTGGGAAGTTAGACCAGCCGGTGGACTTTTCTTCGGCGTCGTAGTCGTAGAGTAC 
GGCGTCTTGTTCTTCGGTGGACAGGGTGGACAAGAAAGCTTGGGCAGCTTCCGCGGTGTT 
GGAGATGGTTTCGGCGGTGGTGCT 

>RXAO 2 6 8 1 - downs t r earn 
TGAGTCGGAGGAAGAGGAGGAAG 



>RXA02 683 -upstream 

GACGGTTTCTTCTGTCATGACGGAAACTCCTACTTATACCTCTTCATCTAGGTCGGTGGA 
ATCTACCGCGGGGACGATCGCTGCCTCGGAGGAAGCCACG 

>RXA02683 

ATGACGCTACTGGAGAATAGTTCGGGGGATCCGGGATCTGATTCTGGGGGTGCACGCTAT 
AGCCTCAATTCGCTCAAAGTTTCTGAGCAGGCCGCGGCTAACGCCGTCTTAAAGGCCGTG 
CTTAACGACGTCTCCTACCAAGAGTTCGCAGACTCCTCCTACTTAGAAATCACAGGAACG 
CCCTCCGCCGACGGAACATGGGGCATCTCATTTGGCGGACCTTCCGAATCGGCCTCCGTG 
GAATTCTCCGACGGCAGCATCAGCTTCTCCCCTGTTGACATGACAGTGCCCGCAACACGA 
TTGCCTCAGATGGGCGCATTTTATGAAACCCTGACCGAAGAACAATTAGGCATGCTGGAG 
ACTGGCCTCGCGGTTTCCACCGTGGATTCGAGCCAACAGGAAATGCTTCTGGACTTGGTC 
TCCAACTCGATCGGCCTGGCAGATACTGAAACCACTGCGACTGCAATTAGTAAAATCCGA 
GCAACGCTTTCCGAGACCTACCTGTTCGGAACCCCCGACGGATTAACCTTGGCGCTTAGT 
GGCCCACACGTTGATTTCGAAGTCTCCCACCAGGGCAGCACCGCGAAAATTACTTACCGC 



Appendix A, page 353 



AttomipPbcket No.: BGI-129CP 



GATCCAAGCACCGACACCTTAACCGCCGAAGATCGGGTAGATACCGCAAGTGTGGCTGCT 
GCTCCGCCGGAGGTTGTT 

>RXAO 2 683 -downs tr earn 
TAGGCGTTTGCCGAGAAATTTTC 



>RXA02 685-upstream 

TAGCAGCATTTGT GGAAAGAGCTGTGGCATGAGT-AGT-TGAG-TAATGTeAeeGeGTCGAAT- 
AAAGGCGGAAATACTTATCGTTTTAGCCATCACCTTTGGC 

>RXA02685 

ATGAGCGGCCTGCGATCAATCCTGCGCCTCATCGACGATCTCCTCGCACCGGTTGCGCTC 
AACGACCAGCAAGTTGCACTGAATGCCTCAATGGCAAACTCCGCATGGCTGGATCTCACC 
TTGCAATTGTGTTCCGCCGGAGTGCTGTTTTCCTGGGGAGCACTAGCGATCTACCTGCTA 
GGTGAACGTTTTCAGTGGATTAAACCCAAAGACTGGGCATGGGGTGCAGGCCTTGCAGCA 
CTCATTGGTATTCCAGGGTTAATCTTCTACGCCAGTGCTGTTCATTTGGGGCTGTCCAAA 
CAGGTTGTGCCCACCACGTTGGAAACCTGGTGGGAAATCCCAGTACTTCTTATCTGGTCA 
GCTGCCAACGCCTTTGGTGAAGAGATCGTGGTAGTCATGTGGTTTTTCACCAGGCTGCGC 
CAGCTGAAGTGGAGTGTGCCTGCAGTTATCGTGACATCTTCAGTACTACGCGGTTCCTAT 
CACCTCTACCAGGGAATCTCTGCAGGCTTGGGCAACATCATCATGGGAGTAGCGTTCGCG 
TACTTCTATCACCGCACGGGCAAAATCTGGCCACTGGTAATCGCTCACTTCTTGATTGAT 
GCGGTGGCTTTTGTGGGCTACTCCGCAATTGGCGGGAATTTAAGTTGGTTAGGGCTT 

>RXA 0 2 6 8 5 - downs t r earn 
TAAACTGAAGTTCCTATTTTATT 



>RXA02 6 8 8 -ups t ream 

GTGCGGAAGACAGCACGCCCCAAACCGACCAACTAGCTAAGCTACACAAGGCGGACGAAT 
GGGTTCGCGCAGCAAGCGAAGGAAGGAAACTTAACTAGCC 

>RXA02688 

ATGGCCGGCCGGATTATTTTGCTACGACACGGGCAGACTCACAACAACGTCAAACACCTC 
CTGGACACCCGCCCACCAGGAGCTGAACTCACCGACCTGGGCCGTAAACAAGCCCTTGAA 
GTTGGCCACGAACTAGCCACCTACTCCGGTGAGCGCCTCGCCCATGTGTACAGCTCCATC 
GTGTTGCGCGCCCAACAAACCGCCGTGCTTGCCACCTCTACCTTTGAAAAAGCTCGCGAC 
ATGCAGTCCGGTGCGATTCCACTCGACGTTGTGGAAGGCATTCAGGAAATCAACGTCGGC 
GACTTTGAAATGCGCGGCGATGAAGAAGCCCACATGAATTACTCCCGCGCACTCAACGGC 
TGGCTTCACGGGGATCCTGCCGCTGGTCTTCCCGGCGGTGAGACCTACAAAGACGTGCTG 
AACCGCTACCAGCCGACTCTTGATCGAATCATGGACAGCCACGACCTTGACGACGACCGC 
GACGTTGCCGTTGTCAGCCACGGCGCCGTCATCCGCATCGTGGCAACACACGCAACTGGT 
GTGGATCCCAACTTTGCGTTCAACACCTACCTGGGCAACTGCCGCTTCGTGGTGCTGGAG 
CCAAACGGTAAGAAATTCAGCCAATGGGATGTTGTGCGCTGGACTGACAGCCCACTGCCA 
TGGCAGGAG 

>RXAO 2 6 8 8 -downs t r earn 
TAATTGAGACCAAAGGCTCGGAT 



>RXA02 689 -upstream 

GTGAAGTTCCCCCACCTCAGCCAGAGCGCGATCCGCTCCGTGACACTGCAGGAACGACAG 
CATCCGCGGAGGTCGGAGTACCTGTAGAGGAGAACGCTCC 

>RXA02689 

ATGATTGAAGTCAGCGACGAACGCTTCGAGGAACTGGTCGAACTAGCCTTCGACCAAGTT 
CCCCAGCAATTCCTGGATCATATGCGCAACGTGGTTTTACTCATTGAGGATTTCAACCCA 
GATTCGCCTTATATCTTGGGTTTATACCACGGCGTTGCTCTCACAGAGCGCACATTCAAC 
CACGGTGGCCTGCCGGATTCCATCACCATTTATAAAGGTGCGTTGCAAAATTACTGCAAT 
TCAGAGGAACAACTAGTGGAGCAGGTGCGGGTGACCGTGCTGCATGAGATTGGGCATTAT 
TTTGGCCTCGGCGAAGAGGACCTGCACAGGCTCGGATACGCC 
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>RXA02 6 89-downstream 
TAAAACGCCTCATTAGGTGCACA 



> RXA 0 2 6 9 0 - u p s t r e a m 

TTTCCTTGTACCGAACCGACCGATATTCTTTAAAAACATTGGTTACACGCTCCGAAGATC 
TCTGACGTGAACCCATTTTGGTGGCATGATGGTGTCAATT 



>RXA02690 

ATGAGTACAAACTTTGACACTTCGACGTCTCCAGAGGGTGAAACCAAGAAGAACTCTTCT 
TTCCGCACTGCGGCCTCTGTGCAGACCATGCTTGTTGCAGCTTTGGCAGCAACGGCTGCT 
GTTGGCGTGTACTCCTACAACACGGACAATTCAGCAAACGGCGGCGAATCCCCCACAGGA 
CCTGAGCAAAGTACAGTGTCCACCACCGCAACTATTGCCTCATTTACCACTGCTGACGTG 
GGCCAATGTGCAACCTGGGATGTTAACAATGAAGGTCTAGTGTCTGGTTTTGAAC7UUVCC 
AGCTGCGATCAAGAGCACCGCTTTGAAATTTCTGCTCGGGAAAACTTGGCAACTTACCCA 
AGTTCGGAATTCGGTCCGGACGCAGCTCCACCAAACCTCACCCGTCAGGCGCAGCTGCGT 
GAAGAGCTCTGCCAATCTCCTACCTTGGCGTATTTGAATAACCGTTTCGATCCATCGGGG 
CGCTACACCATCGCCCCGATCCTGCCACCTGCGGAAGCGTGGGCTGCGGGAGATCGCACC 
ATGCTCTGTGGACTTCAGGCAACCGACGCTTCAGGCACTCCACAACTCACCGTCGGACCG 
ATAGCAGCCAATGACCAGGCACGCGTTTTTGAAACCGGCGCCTGCGTGAAGGTGGAATCC 
TCCGCAGAGTTCCGCCAAGTTGATTGCACGGAAGATCACCACCTCGAATCAATTTTGACA 
GTCAACCTTGGTGTCCCCTTCCCACAGGGCGCGCCCAGCACGGATGAGCAGAACAATTTC 
CTCGGAAACACCTGCACCCAAGCATCCATTGATTACCTAGGCTCCGAAGAAAACGTCTAC 
CAATCCACCCTGCAGACCTTCTGGCCAACGATTACCTCCAACTCCTGGTTGGGCGGTTCA 
CACAGCGTGAACTGCTTCCTCATGTCACCATCCACCGAGGGTGCTGCAACATTTAACACC 
CTCAACGGTTCAGCGACTGGCACATTCACCATCAACGGTGAAGTTCCCCCACCTCAGCCA 
GAGCGCGATCCGCTCCGTGACACTGCAGGAACGACAGCATCCGCGGAGGTCGGAGTACCT 
GTAGAGGAGAACGCTCCA 

>RXA02 69 0-downstream 
TGATTGAAGTCAGCGACGAACGC 



>RXA02 693 -upstream 

CAGACCAAGTGTTATTTTTGTTGAAAAAATCACATTGTAAATCGAGCAAAACCAACCTAT 
GCCCTGCAGAATTGTGCATGCTCTGCCAAGATGACTCAAT 

>RXA02693 

-ATGGTTTCGCTCCCCAGACTAGCGTCTCTGCTCACCACTCGCCTGGCAACGCTTAAACCC 
GCACTAAAACCTGCCACCCACCTCGCCTCCCTCGGCGCGCAGGTCATTGCAGAGCTAGTT 
CCGGGGATCCGAATGTCGCCAAACCGCAGGCGAATCCTCCCTGCAAATATGGGCGCTGGC 
TTTATCGGAGCGGAAATCGCAATGTGGTGGGCTCTCTCGCCGTCATTGTTGCCGAAACCG 
TGGTGGGTTACGGCTGCTAACCTGGCTGTTTTACAAGCGGTGGGGCATGCGGCAGCGACG 
GGAATCCACTCGATCCTCCCCAGAACCAACCGGCGGGTATCCAGGAAAATTTACAACGCC 
ACCCACATCGCAACTGGTGCCATCACGTTGACCACCACGGTTGTGGGATTGATCAGGCAT 
CGCACCCAAATCCGGCTGATTGGGCAGAAGAATTTTGGACCGAAGGAGACGATCGCGGGC 
ATTAGTGTCGGCACCTTGGGGTACGGCGCGCTGCTGATCACCGGCGAATTAACCCAGCAC 
AGTATTAATGAGGTCAAGCTCCTAATTGAGAGGTTTTTACCGCCGTGGATAAGTTTCATC 
GCAGCGGTTTCGGTCATTACATTGACCACTTTGACCTTGGCCGATCGCGTTTTGTTGCGG 
CGCATCTTGCATAATTCTGCAATTCAAGCAGCGCACCTTAATCGCATGGTGTTCCCAGGA 
ACTGAGCAGCCGTGGGAGCCGGAGCGTTCGGGTAGCCCGTGGTCGTATGAAAAATGGGGT 
GCGGTGGGTTCGCAGGGCCGTGCAGTGTTGTCGGGAGGCCCACGCAAAGATGACATCATC 
ACGGTAACCAGGCTTTCTGACACGGAAACACATGAACCGATTCGTATTTTTATCGGTATG 
GTTCCGGGACGATCCTTAAGCGATCAGGTGGATCTTGTCATTCATGAAATGCGCCGCACG 
GGAGCCCTGCGCCGCGACCACATCGTGATCAACAATTCCACGGGCACCGGCTGGATCACC 
GATTGGTCCGCCCACACCTTTGAGTTCCTCACCGGCGGAAACTGCGTGACAATTTCCATG 
CAATATTCTTATCTTCCCAGTGCACTGAGCTGGTACAAGGACAACGACGGCCCCATTAAT 
GCGGCGAGAATGCTTATCGACGCCGTCCTCCACGAGCTAGACCAGCTTCCCACCGGGAGT 
CGCCCAAAGCTGTTCCTCGCGGGAGAGTCACTGGGGGCGTATGGGTTGGCTGAGGTGTGG 
GGAGACGTCGAAAAGCTTCTTGGAACCGCTGACGGCGTGCTGCTCAGTGGGGCGCCGCGT 
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TTTTCGGACGCCATGAATGCGTTGCGCACCCGGCGCGATGCGAGCAGCTCCGAGCGGCTG 
CCCGTGATTGATAGCGGGCGGCACATCCGTTTTGCGGGCGAGCCTGAGCACCTTGATATG 
CCGGCTACCTGGCAGTTTCCGCGCATGATCGTGGCGCAGCACGCCTCTGATCCAATTGTG 
TGGTGGAACGCGGAGCTGTTTATTCGGCGGCCGGAATGGTTGAAAACTCCCAAGCAAGAC 
CACCAAGATGTCTTTAACCGCTTGCGATGGATGCCGTTTGTTGCCGGCTGGCAGGTGGCT 
TTGGATTTGTTCACTTCAACCTCCGTT 



>RXA02 6 9 6-upstream 

NGCTTNAAGAAATAAAGCCCTNCCCAGTTAANGGTGNGNATGGGTACCAGCCCTGTGGAC 
GCTGTACATNTAAGTCATTNCTGGTTNAGGTGANCTGCC 

>RXA02696 

ATGTCCATGCTCAAGAAGACTAAAGAATTCTTCGGACTCGCTCCATACGAAGCGGAGCAC 
GAGGATGCTTACTATGCAGATGAACCACGTTACGAGGGCACCGCTGCGTACGCACCTGAA 
TACCGTGAGCGTGACTACGGCTATGCACCAGAGGCACCAGCCCCTGTTGCTCCATCGCCA 
GCACCTCGCTCTTACCAGTCCACCATCGTTCCAGTAGAGCTTCATTCCTTTGAAGACGCT 
CAGGTTATTGGTGGAGCATTTCGCGACGGCGACGCAGTTGTTTTCGACATGAGCTTGCTT 
TCCCGTGAGGAAGCACGCCGCATTGTGGACTTCGCTGCAGGCCTGTGCTTCGCATTGCGT 
GGCAAGATGCAGAAGATTGACAGCGTCACCTTCGCTGTCGTTCCAGAGCTGTCCAACATC 
AGCACTTCCGAGCTCGAGCGCGCCGCACGCATCCGC 

>RXA02 69 6-downstream 
TAAACACACCCTCGTGGTGTGGA 



>RXA02697 

CCTTTTGTGGTGTGGATCGGCATGCATCATTTCGCAGGATTCTTAGCCACCAAAAAGGGC 
AAAGACTCCCCTACCCTTAAGCAACAGGTCCCCGCGTTCTTTGCCACTGGAGCTGCAGGT 
GTTGCTGTCACTGGTGTTGTTGTCAGTGCGATCACTTGGGCGTCTGGCGCTTCGTGGGGC 
TGGATCAGTGAGATCAGTGGCAACAGCAAGGTAATCAACCCGCTGGCTTTCCCTTCTTTG 
GTGGCCAGTGTGATCACCATGGTGGCTGAAGTGTTCGTTGACGATTTCGACTACAACGCA 
GTGGTTAATGTTGTGCGCTCAATCTCCATGCTGATCATGCTTGGCGGGTTGGTCGTATGT 
TGGTGGCTGTTCCGCCAGAACGAACGCAGGGCGGTCACTGGTACAGCGGCGGCTTATGCC 
GTGGCTTTTGTGTTCAATTCTGTGACCTTGCCGTGGTACTACGCCAGCTTGATCTCTTTG 
CTCGGCACATTTAAACCACCGATGTGGTTGATTCGCTTCGCAGCGGGTGCTTCGGTGTTT 
ATCGCGCTGATGTTTACCGGAAGTGGAAACCACCAGCTGTACAACATCGTTACGGTGATC 
ATCGCAGCAATTATCGCGTGGCTTGCCACCGTGGTGATCTTTGATGACACTGACCCTGCA 
ACAACGGCCACGGAGAAACCCTCCCCGCATACCGTTTCC 

>RXA02 6 9 7 -downs t r earn 
TAGTTGCATAAGGTAAACCGCCA 



>RXA02 7 00-upstream 

TGACAACTGATGCGGACGACAACGATCGAATTTATAGTCAAACCCCTCGTGCACGCAGCG 
AAGTCTCGGTAGGGGGAGAAGTTACAGTAAGGGCGTTTTA 

>RXA02700 

GTGGTTCCCTCGTTGCAGCAATGGCGAAAACCTGCTCTCATCCTGGCCATTTTGACGGTG 
CTAGGCGTACTCCTGACCCATTGGTTCGCCTGGCCACTCACCTGGCCGCTGGGGCTGCGT 
CTTCCCGTTGATGTAGAGGTGTACTGGCAGGGTGCGCGCGAGTTTTGGCTCGCCGATGAT 
CTCTACGACATCAGGTATGACACCACTTTCGACAACTTGCCGTTCACCTATCCCCCTTTC 
GGTGCGTTGGTGTTCACCCCATTGTGGTGGATTCATGACCTCTTTGGTCTTCTCGTCACC 
GAACGTGTCTTCGCGCTAATCACGCTGCTCACCACCTACGCTGTGGCAGTTTTCCTGCTC 
CGCCTGGCCGGCGTGCGCGATCGTGTGTGGGAATTCGTCGCATTCGCAGCCCTGCTCGTG 
TCCGCGCCGGTGTATTTCACACTCAATATTGGGCAAATAAACGTCATGCTCATGGCTTTA 
ACGCTTTTCGACGTCGCCCTCCCCCGCAGCACGCGCCATTCAGGCGTGCTCAAATACGTG 
CCACTCGGCGTACTCACCGGCATTGCCGCTGCGATCAAACTAACCCCACTAGTGTTCGGG 
CTGTATTTCCTCATCCTGTGGGTCGTGACTAAATCACCACGCGGACTGTTTGGAATGATT 
GGTGGCTTCCTCGGGGCATCCGGGCTTGCAATTATTTTCCGACCATCCATTAGCATCCAA 
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TATTTCACCGACGTGCTGTTTACCGCAGAACGCATCGGCGACCTCCACTTCGCACGCAAT 
GTCTCCATCCGTGCGGTTTTGGAACGACTCCCCGAACTTGGTTCCGCAGCATCTATCATG 
TGGCTTGTTGCTGTGGCGCTAGTGATCATCGCAGTCGCAGTTGCTGCTTACCGAATCCTG 
CGGACGGATCTCTCCGCGCACAATCGTCTGCTGGCTGTTTCCCTCGTGTCGCTCGTTGCA 
CTGTTGTGCTCCCCCGTCAGTTGGTACCACCACTGGGTGTGGCTTGGTCCGTTAATCGTC 
GCTCTCTGGCTAACTCAACACCGCTGGCTGGCTCTATGGGGCGCATTCGCCGTGACATTC 
GGATCATTCCACAATTTCCTACCCTCAGAAAACAATATGGAGCTCACCTGGCCGTGGTGG 
ATGCATGTCCTCGCAGCACATTATTTGATCTTCTCCGCAGTGGTTACTGCCGTATTTAGT 
"TGTGGGAAAATGCCCCAAAAAA'CAGAGCTTTCCCAC 

> RXAO 2 7 0 0 - downs t r earn 
TAATCGATCAGGAGTATCACATC 



>RXA02 7 01-upstream 

CCCACTAATCGATCAGGAGTATCACATCTCCATGATTTAAGATTAAAACTTTGTCTAAAC 
ACGAACGGTGTTTTCATGTTTAAGAAAAGGACTCCTGGTT 

>RXA02701 

TTGACGAACCCCCAGACAGCACATGCTGCCGCGTCTGACTCCGCATCCCAGAAGGAGGCT 
CCTAATCCTTCACTCTCCATCACTGTAGGTATTAAAGATCTGCTGGGGCTGCTTTCAGTT 
CTTGGCATTGCAGCGGGGCTGATAGCCAACAAGATTCTCATCGAACGCTACAACTGGCGC 
ATCGATGCCGCAGTTTACCGCGAAGGCGCGTTAGCGCTGGTCAACGGGGAATCACTGTAC 
GCGCAGCCGTTTGATATGGGTGATATTTCACTACCCTTTATCTACCCACCGATTGGTGCC 
ATCCTGTTTGCGCCTTGGGGGTACTTTGATTTCATCACAGTTGAACTTGCGGGAAACCTT 
GTTGTCATAGGCTCATCCCTGCTGTTATTACTGTGCCTGTATCTTGTCACCAACGCTGTT 
CTTAGCGGTCGAGACAAGCTGTTGGCCTTCACCATCGCTGCGATTTCCTGGCCGATCGCT 
CTCTTTGCAGAGCCAGTGTTTTTGAACGCTGACTTGGGCCAAATCAACATTTTGATCATG 
GCTTTGGTTGTCATGGACCTGCTTCCGATTAAGCGCAGAATCCCCCGAGGTGTCCTGATT 
GGCCTTGCAGCCGCCATCAAAATCACTCCGCTGGCCATGCTGTTGTATTTCCTGGTGAAG 
AAGGATTTCCGCGGAATCATCAATGCGGTGATCTCACTACTTGCCTTCACTGCTATCGGT 
GCTGTGCTCGCATGGGAAAACACCAAAGAGTTCTTCTCTTCAACCCTTCTCAACTTAAGT 
GCTGAAGGCGATTCAGGCGTAGACACCACGTTCCAATCCAACAGCTCGATTCAGGCCATG 
CTGTATCGCTGGTGGACCTCAAAGGCAGATGCCGAAGCATCCTCACTGCCCACCATCTTG 
TGGATCGTACTGTCCCTGATTGCTGTGGCGGCCGTTGCCTACCTAATGCACCAACTCTTC 
TCCAGAGGATTGCACGTTGAGGCAGTCATGGTTAACGCCATGCTCATGCTACTTATCTCC 
CCCATCTCATGGTCTCACCACTGGGTGTGGCTACCGCTGTGGGCTGTGGTGTTCTTCGTT 
CGATACCGCCAGCACCGCTCTCACCCGAAGTTCTTGTTGTGGAGCGGAGTTATCTTGAGC 
GTCATGCTGCTGATGCTGCCACCAAAATGGTGGTTTGGCCGCGATGGCGTCAACGTCTTC 
GAACTGAATTTCTGGGAGAAACTACTCATCTCTGACTGGACGTGGCTCTCCATCGGGCTC 
ATGATCACCTTGGGTCTTGGGCTGAAAGCATTTCCCAAAATATCCAAA 

> RXAO 2 7 0 1 - do wns t r earn 
TAGATAAAGGTGTGG 



>RXA02 712-upstreain 

CTGAAACGGCTTCGGAAGCTGAAATTGAAGAAAACCCACGTGCCGCACCTGTGAAGGTGC 
GCGCAATCGAAAGAATCGGCAACAACTCAGGAGACCTCTC 

>RXA02712 

ATGACCATGACAAATGGCTCCCGCACAGAGTCGGGAAAGATTCGCGATCGACGTGTCGCT 
GACGCTGATCCACGGTATGGCCGTCGCGTCTCGGTGAGTAGGGATTTCTCCACAGCGGAA 
GCTTCGGGGAGGGGCGCGTCGATAAGCACGCAACCTCGTCGTGACATGGCGCCGGAAAGG 
CGCCACACAACCCGGGCCCTAGTGAACCCTGGCGTGCAACCAACGCGTAAGCGTTTGATG 
CAGCACAAGCTGGGCTCTCAGCAGGTTATGTCGGTGCGTGGTCGCCGCGTTGAGGCAAAA 
CGTGCTGATCCTAAGGTGATCCAGCTGTGTGTGCTGGTGGTTATCCTGCTGTGCGTTGGT 
GTTGGCGCGACCATGGGTCTGTCCGGAACGTCTACACAGCAGACTTTCCAGTTGCAGGAA 
CTTCAGGCAACTGAAACGGATTTGAGCAATCGCATTGAGTCGCTCAACCGAGATGTGGAA 
GATGCTCGCTCAGCAGCAACCTTGGCAGCGAATGCTACGGAGATGGGCTTGGTATCCCCA 
GTGGAACCTGGCGTGCTCGCAGTGCAGGAAAACGGTGATGTTGTGGAGGAGCGCGAAGCA 
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AATCCAGAGACACGCCCTATAGTTGACATCAATGGACAACAGACCCGACCAAATCGGGCA 
TCAAGCAACCCTGACGAGACTAACGCAGTGACTGAAAACCTCCAGGCGATTCCACAAGAA 
GCAGCAGCTCCGCCGTATCAGACCAACACTGTTCCTTATGCTGCAACCACCGGACAAGCA 
GGTGGCGCAGGGCAG 

>RXAO 2 7 1 2 - downs t r earn 
TGACTTTCCCCAGCAATGGCAGA 



>RXA02 7 14 -upstream 

CGCGGTGGTCTTGCATGAGAGGCCACTACGCACCCTCAGAGACAAACTGAATGGTTGGTT 
CTGTTTATGCCACTGAGTTGCTGGGAAGGGGACTTCAAGG 

>RXA02714 

ATGTTCCTTGGTACCTATACCCCGAAACTCGATGACAAAGGCAGGCTGACTCTTCCAGCA 
AAGTTCCGTGAGGACCTTGCGGGGGGATTGATGGTCACTAAAGGTCAAGACCACAGTCTC 
GCGGTTTATCCGAAGGAAGAATTTGCAGCAAGGGCTCGCAAGGCAGCTGCAGTTTCTAGG 
ACAAACCCTGAGGCTCGTGCGTTTATCCGAAACCTTGCAGCAAGCGCGGATGAACAACGA 
CCCGACGGCCAGGGGCGCATCACCCTTTCGGCAGCGCACCGCACATATGCGGGGCTGACA 
AAAGAGTGTGTCGTTATCGGTTCGGTGGATTTTCTGGAGATTTGGGACGCTCAAGCCTGG 
GCCGCGTATCAGGAAGAGACGGAGGCTGCCTTCTCAGCAGCTGAAGATGACGTCCTTGGA 
GGATTGCTC 

>RXA02 7 14 -downstream 
TGATAGTTGGGCAATGCTTCGAA 



>RXA02 715-upstream 

GTTTTTGTCGTTATTGGCATAACGGGGAACATTCTGGATATTCTGGGCGTTAATAAGGCA 
TAGAAGAAAAAATGTCTCTACTAACCACCGGGAGGACATC 

>RXA02715 

GTGTCGCTTTCAGAGCAGGAGCAACGCGCACTGCGCGAAATTGAGCAAGCGCTCATGGCA 
GATGATCCGAAATTTGGAAAAGCGGTTGCAAGTAACAATGGCCTAGCAGGCGGTGGGTTT 
ACCCTTCGGGGAATCGCACTTTTCGTACTCGGACTTGTCCTTCTTGTTGCCGGCGTCGCA 
TTAAGCCAGCAAACATTGTGGTTCGTTGCGCTCGGAATTATCGGATTCTTAGTCATGTTC 
GGATCGGGAGTGTGGATGCTGCGCGGGGGCGGCTCCAACAAAATCTCCGTCACATCCCGC 
ACTTCCAATGCGAAGAATCGCCAACAGGGCAATTCCACCATTGGGGACAAAATGGAAGAA 
AACTTCCGTCGACGATTCGAGGGCAATAAG 

>RXAO 2 7 1 5 -downs t r eam 
TAAGAAGTAACTGAATAAGTCTT 



>RXA02 719-upstream 

TTTGGCTCACCTCGATGATGTAGACATCCCCGATGAGGTGCGCGCACAGTTGCGGGCACT 
GGCTATCCGCTCAACCGAACGTCGGATGTAGTAGACGCGT 

>RXA02719 

ATGACACTTTTTCAACGTTTAACCAACCCTGTAGTGCTCGGCGGCCTAGCAGGTGTTTTG 
CTTCTGCTCGGCTCTTTCGGTGGCGGTGCCATTCGGTACCGTGGCGGAGTGCTCGATGCG 
TTGGGGCTTAACTTCCTTGCTTTTGGCCACGCGCAGGGTATTTCCAATACCGTGTTGTGG 
GTTGGGCAGCTGCTGCTGATTGGCGCGTGGGTTCACCTTGGACGTCGGTTGTTCAAGAAA 
AAAGTCGCTGATGACACCGCAGACGCTGCTGACTTAGGTCTTGTAAAGCGCACGTTGTAT 
GCCATGGTGGTGCCCCTCATTTTTGCGGCACCAATGATGTCGCGTGATGTTTATTCCTAT 
CTCATGCAGGGCGCGATGCTGCGTGATGGCTTCGATCCCTACACTGAGGGCGCTGCGGTA 
AACCCTGGCCCCATGTTGCTTGAGGTCTCTCATGATTGGCGCAACACCACGACGCCGTAT 
GGTCCACTACACCTGTGGATTGGAGACATGATCACCACGGTTGTGGGCGATAATGTCACC 
TTGGGCGTCGTCGCTTACAAGATCTTGTCGATCATTGGCCTTGCTGTGACAGGCTGGAGC 
ATTGTCCGCATTGCACAACATTTTGGAGCCAACCCAGCAATTGCATTG 
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>RXA02 7 2 0-upstream 

CCACGCTGCACCATCGAAGACGAAGATCTGTTTTCTTACCGCCGCGAAGGCACGACAGGC 
CGCCAGGCCGGCGTGGTGTGGCTGCCAAAGGAGGCATAAA 

>RXA02720 

TTGGAGCGCCGCGAAGAGCTGCAGGTACGACTGCAGCAGGTGCAAGCGCGTATCGACGCG 
ACCCTCAACGAACACAACCGCCCCGAGGGCAGTGTACGTCTGTTGCCGGTCACCAAATTC 
CACCCCGTGGAAGACATCAAGATCTTACAAGAGTTTGGTGTCACCGCAGTGGGAGAGAA'C" 
CGCGAACAAGAAGCACGCGCCAAAGCACTCGAACTTCCCGACATGGACTTTCATATGATT 
GGCCAAATCCAATCAAAGAAAGCCAACTCGATCGCCAGGTGGGCAGCTGCAGTGCACTCC 
GTTGATAGCGAGAAAATCGCCGAAGCATTGGGCAGGGGAGTAGCCCTTGCATTGGATAGA 
GGCGACCGCACCAGTGACGAGCTTCCGTGTTTTATTCAACTGAGTTTGGATGGTGACCCG 
AGCCGAGGTGGAACTCCATTGAGCCAGGTCACACAACTTGCCGATTGCATCAGTGACACC 
ACACATCTGCGTTTTGAGGGCCTCATGTGCGTCCCACCGCTTGGTTGGGGCCCTGAAAAA 
GCTTTTTCCCAGGCAAGAGACGTACTTTCAGGTTTAGAGGAACACTTTGACAGGTCTTTG 
GAATTTTCGGCAGGTATGTCTGGAGAC 



>RXA02 721-upstream 

CCGTGATGATCGTCGTGACGATCGCCGCGATGACCGCGGAGACGACCTGGATGTACCCAG 
CTTCCTCCAGTAATTAAGAAGGAGAATAGACTTATCCACT 

>RXA02721 

ATGGATAGTCTTGACCCCCGCAACCGCCCCGTCCGCAAGGTCTTCACGACCCGTGCCGGC 
GGGGTTTCGCAGTCCCCGTATGCTTCCTTCAACCTTGGTGATCACGTCGGCGACGATCCT 
CAAGCTGTGGCATCCAACCGCAATCGCTTGGCTGACATCATCGGTTTGTCCCCAGACAAG 
GTGGTGTACATGGAGCAAATTCATTCCAATACCGTCACAGTCATTGATGAAGCCCCAGCG 
GATGGCCAGGCTGTAGAGGCCACCGATGCGCTAGTGACCACGCAACGAGGGCTAGCGCTG 
GCCGTTTTGGTTGCTGATTGCGTGCCAGTGCTGCTGTCAGACACCGACGCTGGCGTGATT 
GCGGCAGTGCATGCAGGCCGCATGGGAGCCCGCAATGGCATCGTAGCTAAAACCATTGCG 
AAGATGGAGGAGCTCGGCGCGAAACCCAGCCGCATTCATGCGCTCATGGGTGCAGCGGCA 
TCGGGTGCGAACTACGAGGTCCCAGAGGCCATGGCGCGCGATGTGGAAGCCAAACTTCCA 
GGTTCCATTGCGCGTACGACAAAAGGCACCACAGGACTGGACATCCGCGCAGGGCTGCTG 
CGTCAAATGCTCAGCCTGGGTGTGCAAATGATTGATTCTGATCCACGCTGCACCATCGAA 
GACGAAGATCTGTTTTCTTACCGCCGCGAAGGCACGACAGGCCGCCAGGCCGGCGTGGTG 
TGGCTGCCAAAGGAGGCA 

>RXAO 2 7 2 1 - downs t r earn 
TAAATTGGAGCGCCGCGAAGAGC 



>RXAO 2 7 2 5 -ups t ream 

GAAAGCCCGCTGCACATCGGTGTGGCGGGTTTTCTCATGCCCAGATATTGACCTTGTCAC 
TGTGTCAAGGCATTGAATAAGTGCCATGAACATAAGTGCC 

>RXA02725 

ATGGACAACTTCGAACATTCAAATGCATCTATCCGTTTACAAGCAGCGTTGGCCGCAGGA 
ACTGCTGAGGACACCACTGCGATCGATATTCTTTTGTACCGCAGTGGGGTAGAAGAAGAC 
TTCTTTGTGCGCGACATGATAACGTGGGCGCTCACCCGCATGCCAGTTGATGACGTGTTT 
ACCTCACTGGTCGCTGATTTGGATTCTGAGGTACCTGATCGACCATTCGGTGCAAGTCAA 
GCACTCCACACACTCTCCAAGTTAAGGGTCGCGCAGTCGTGGCAGGAATTGCAAGCACGG 
CCTTGGCTTTTGCACCGGGAGGACACCGCCCAAACTGCGTGGCGAACCTTTGTGGGACTG 
GTCCCAGATGATCAGACCGCATGGTTGGCGCACCAATTGCTCCAAGAATTGGATAAAGGA 
ACGCCTGAAATTCAGCGGAGTTTAAGTCGGGCGATGGCGGAATTGGAGGGGAGGGAGGCG 
TCGATAAGCGTGCTTCTAGGCGCTTTAACGAGCGCGCACGCGGTGGCCACCGCCAAGCTC 
ATTGCGGATCCGGACTCCGATTTCATGGCTGATCTGGAGGAAGCGCGGCGCGTGGATAAT 
ATGGGTGCATGC 

>RXAO 2 7 2 5 -downs t ream 
TGATCGGTGAGGTGTCCAAGCTC 
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>RXA0272 7 -upstream 

GATCAGTTCCTAGATCTCGTTGAGGACGCCCTCGTTCAGTTCCAAGAGGAAAACGAAGAC 
CTAAAGCAGCAGGTCGAAGAGCTAGAGGCGCAGGTTGCCG 

>RXA02727 

GTGGTCCTTCTTCCGCTGCTAGTTCCTCAACTGCAGGTGCAGCCACAGTTGCAGCTTCCA 
-AGTeTGTTGACGAGGCAGCGCTGCGCAAGGAAATCAAAGAGAAGCTGCGCTCCGAATA'CG' 
GCATCCAAGCTCGATGATGCCTCCAAGGCCGCTCAGAAGGCTCAAAACGATGCGAAGTCC 
GCTCAAGATCAGCTACAGCGTGCACAAGCTGACGCAAAGGCAGCTCGCGACGAAGCTGAA 
AAGGCCAAGGCTGAAGCTAAGTCAGCAGCATCCTCCAGCACCACTAAGGCAGCAGCGGTT 
GGCGCTGTCGGCGCTGGCACCGGAGCAGCAGTTGCTACAGGTGCTGCAAATGTGGACACC 
CACATGCAGGCAGCGAAGGTTCTGGGACTCGCACAGGAAATGGCAGACCGCCTGACCTCA 
GAGGCTCGCTCCGAATCCAAGTCCATGCTGGACGAGGCTCGCGAAGCAGCAGAGAAGCAG 
ATCGAGGAAGCAAACAGCACCTCCAACCGCACTCTGGAAGATGCTCGCGCAAACGCTGAG 
AAGCAGATCGCTGAAGCGCAGAACCGCGCTGACACTCTGGTCAACGAAGCTGACGCTAAG 
GCTAAGAACCTGGTTTCCGAAGCCGAGAAGAAGTCCGCAGCCACCCTGGCCGCATCCACC 
TCTCGTGCAGAAGCTCAGATCCGTCAAGCCGAGGACAAGGCAAACGCCCTCCAGGCAGAC 
GCAGAGCGCAAGCACACCGAAACCATGGCTGCAGTCAAGGAACAGCAGAATGCTCTGGAG 
ACCCGCATCGCGGAACTGCAGACCTTCGAGCGTGAGTACCGCACCCGTCTGAAGTCCCTC 
CTCGAGGGCCAGCTGGAAGAACTCCACGCACGTGGCTCCTCTGCACCAACCAACAACAAG 
CCATCTGGTGAG 

>RXAO 2 7 2 7 -downs tr earn 
TAAAAAGAAAGATTAGTTATC TT 

>RXA02 73 4 -upstream 

AATCCTATCCCTAAAAAGTTTCTAACAAAAGTATTGCACTTACTTTTTGATAGTGCTATC 
TTCAGTTGTGTACTTGAAACACACACGAATGGAGCAAGAA 

>RXA02734 

ATGCGTATTGCAGTAACTGGAGCAACGGGATCTTTGGGTGGACATGTTGTGGATAGTCTT 
CTAAACAAGGGCGTCGCAGCATCAGACATCGTTGCCATTGTTCGAAATGAAGAAAAGGCA 
GCAGACCTCAAAGCCCGTGGAATCGCTCTTGGTGTGGCTACTTTTGAAGACGAAACGGCA 
CTGACTGCAGCTCTTGAAGGTGTGGATCGCCTTGTGTTTATCTCTGGCAGCGAAGTGGGG 
CAGCGCGTTGCGCAACACACCAATGTCATCAATGCCGCTAAAGCAACTGGCGTGACATTC 
ATTGCATACACCAGCTTGCTCAACCTTGGTCCTCAAAGCTTGCACTTGCTCCAGAGCACA 
TTGCAACCGGAAAAGCTCCTGGCA 



>RXA027 3 5 -upstream 

GAGGAGCTTCGCCACATGGATCCAGATTTGGGCTACCAGCACGCACTATCCGGCTTGTCC 
AGCGTCAAGCTGGAAACCGTCTAAGGAGAAATACAACACT 

>RXA02735 

ATGGTTGATGTAGTACGCGCACGCGATACTGAAGATTTGGTTGCACAGGCTGCCTCCAAA 
TTCATTGAGGTTGTTGAAGCAGCAACTGCCAATAATGGCACCGCACAGGTAGTGCTCACC 
GGTGGTGGCGCCGGCATCAAGTTGCTGGAAAAGCTCAGCGTTGATGCGGCTGACCTTGCC 
TGGGATCGCATTCATGTGTTCTTCGGCGATGAGCGCAATGTCCCTGTCAGTGATTCTGAG 
TCCAATGAGGGCCAGGCTCGTGAGGCACTGTTGTCCAAGGTTTCTATCCCTGAAGCCAAC 
ATTCACGGATATGGTCTCGGCGACGTAGATCTTGCAGAGGCAGCCCGCGCTTACGAAGCT 
GTGTTGGATGAATTCGCACCAAACGGCTTTGATCTTCACCTGCTCGGCATGGGTGGCGAA 
GGCCATATCAACTCCCTGTTCCCTCACACCGATGCAGTCAAGGAATCCTCCGCAAAGGTC 
ATCGCGGTGTTTGATTCCCCTAAGCCTCCTTCAGAGCGTGCAACTCTAACCCTTCCTGCG 
GTTCACTCCGCAAAGCGCGTGTGGTTGCTGGTTTCTGGTGCGGAGAAGGCTGAGGCAGCT 
GCGGCGATCGTCAACGGTGAGCCTGCTGTTGAGTGGCCTGCTGCTGGAGCTACCGGATCT 
GAGGAAACGGTATTGTTCTTGGCTGATGATGCTGCAGGAAATCTC 

>RXA027 3 5-downstream 
TAAGCAGCGCCAGCTCTAACAAG 
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>RXA0273 6 -upstream 

CAGAGGATTACCCAGCGGGTACGTGGGGTCCAAAGAGCGCTGATGAAATGCTTTCCCGCA 
ACGGTCACACCTGGCGCAGGCCATAATTTAGGGGCAAAAA 

>RXA02736 

ATG ATCTTTGAACTTCCGGATACCACCACCCAGCAAATTTCCAAGACCCTAACTCGACTG 
CGTGAATCGGGCACCCAGGTCACCACCGGCCGAGTGCTCACCCTCATCGTGGTCACTGAC 
TCCGAAAGCGATGTCGCTGCAGTTACCGAGTCCACCAATGAAGCCTCGCGCGAGCACCCA 
TCTCGCGTGATCATTTTGGTGGTTGGCGATAAAACTGCAGAAAACAAAGTTGACGCAGAA 
GTCCGTATCGGTGGCGACGCTGGTGCTTCCGAGATGATCATCATGCATCTCAACGGACCT 
GTCGCTGACAAGCTCCAGTATGTCGTCACACCACTGTTGCTTCCTGACACCCCCATCGTT 
GCTTGGTGGCCAGGTGAATCACCAAAGAATCCTTCCCAGGACCCAATTGGACGCATCGCA 
CAACGACGCATCACTGATGCTTTGTACGACCGTGATGACGCACTAGAAGATCGTGTTGAG 
AACTATCACCCAGGTGATACCGACATGACGTGGGCGCGCCTTACCCAGTGGCGGGGACTT 
GTTGCCTCCTCATTGGATCACCCACCACACAGCGAAATCACTTCCGTGAGGCTGACCGGT 
GCAAGCGGCAGTACCTCGGTGGATTTGGCTGCAGGCTGGTTGGCGCGGAGGCTGAAAGTG 
CCTGTGATCCGCGAGGTGACAGATGCTCCCACCGTGCCAACCGATGAGTTTGGTACTCCA 
CTGCTGGCTATCCAGCGCCTGGAGATCGTTCGCACCACCGGCTCGATCATCATCACCATC 
TATGACGCTCATACCCTTCAGGTAGAGATGCCGGAATCCGGCAATGCCCCATCGCTGGTG 
GCTATTGGTCGTCGAAGTGAGTCCGACTGCTTGTCTGAGGAGCTTCGCCACATGGATCCA 
GATTTGGGCTACCAGCACGCACTATCCGGCTTGTCCAGCGTCAAGCTGGAAACCGTC 

>RXAO 2 7 3 6 -downs tr earn 
TAAGGAGAAATACAACACTATGG 



>RXA02 7 44 -upstream 

GCCAAAACGTCATGATTCGCTCTTTGGATACGGGACACCGCTCATTGGAAGATGTCTTCC 
i ij TGGACATCACCGGAAAAGAACTGAGGAGTTAACGCACACC 

£3 >RXA02744 

ifl ATGTCTAAACCTTTTGAAAACTCTGCGCTCCGCGGTTCTTCTCGATTCCCAGCTGGAACG 
rn TTCACCCCTGCTCCCAAACGAGCCACCCCGGCAAAAATGTTGGCTGCTCAGGGCAAGATG 
GAATCCCTGCTGTTTCTTCGCCACGGCGAACAGCAACTGCTCAGCATCATCATTCCCTTG 
GTCGCGCTCATCGCACTAGCGAATTTTGATTTCATCCCTGGTGAGAACTCCCTCGACAAG 
it ACTTTCCCCTTCGCGCTGGCCACAGCAGCCATGAGCGCTGGTTTTACAGGTCAAGCCATC 
AGCCTAGCTTTTGACCGCCGCTATGGTGCCCTCAAGCGCACCGGCGCCAGCGGTGTTCCC 
GCCTGGACGATTATTTTTGGCAAAGTCATCGCAGTCATTGCAGTCACCATTGTGCAGATC 
ATCTTTCTCGGTGTGACTGCACTGCTGTTGGGCTGGTCCGCACCTGTCGGTGGTGTGCTC 
TTTGGCATCGTGACCCTATTTGTGGGTGTTTCCAGCTTCACCGCGCTCGGCATGCTGATG 
GGCGGAACGTTGTCCTCCGAATTGGTATTGGCACTGGCTAACTTGATTTGGATTGTACTG 
TCCGGCCTTGCAGCATGGGCGGTCTTTTCCCCTTCCGTCAACGCTGAAGGAGTGCTGTCC 
ATCATCCCATCCGTTGCGCTGTCCCAAGGTATGGTTGACGCATTCAACGGCGAACTTCCG 
TGGCTCCAGCTAGGAATTTTGGTGGGCTGGCTAATTATCACCGGCGTGGCCGCAAACAAG 
CTATTTAACTTCTCTGCGAGCCGC 

>RXA02 74 4 -downstream 
TAGATATACCCTTAGTCGGAAAA 



>RXA027 51-upstream 

GGTGTCTTCTTGTCAAATAACCACTGTTTATAGGGCAATTCTTTGGCAATGTACCCAACT 
CATTACCCACCTGCTGATTCAAAGAGTAGATTTAAATAGT 

>RXA02751 - 

GTGCTTCCGATTGCCTCCGGTAACGATGACCGGAATTTAATCCGTTATGTCGACGGTGGT 
CGATTTGATGAAATCATGCTCACCGGAGACCTCACTGGCCTGAGCAGTTTTCTTACCAAC 
GCTGGCCCGAACGCCCGGGATGATTTTGATCTCACGGTGCTCATGCGCGCTGCCGAGGCA 
GGCAACCTCATGGTTGTTGCCCGCTTGTTAGATTTAGGTGCCAATCCCCGACTCACCAAT 
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CCTCGTGGTGTCACGGCCCTACATATCGCAGCGATCGCCGGGGACGATGGCATTGTGGAA 
TGCCTCATTGATGCAGGCGCTGAAGTCGATGCTGTAGATGATCAAGGTCGCACTCCCCTA 
TGGAACGCAGCGGCTCATCATCTGCCTGATTCTGCGGTGGTGGATGTGCTGCTTCGCGCA 
GGTGCGAATGTGAATCTGCGCGATTGCAATGGAGTCAGCCCAGAAGACATGCTG 

>RXA02751-downstream 
TAGAAGCATTCTTTAGCAGGATT 



>RXA02 753 -upstream 

AACTCAATATTAAAGTCGCGTAATTAGTGTTATATTAATTACGCGACTTTAATAGTTTTC 
GAATACGTAGATTCTCGAAATACAGCAGAAAGCAGGGGTT 

>RXA02753 

ATGCTCGATTCATTGAAAAATCGCTTCACCAAAGCGAAAGGTTCTCATGGAGTGGGGGAG 
GGGGCTGTTTCTGGCGATGCAGCAGTAAAGCCACTGCGCAAAGAAGAACGACTCGCCTCA 
GTCATTCAGGAAACCGAACCAGGTGCTGCAGTCGAGGTCATGCGTCGCAATGACGCATTC 
GCTTTGCCAGGTGAGACCGGTTGGGTAGTCATGCTGTTGCCAACTCACGATTCACAATTC 
GGTGGGCTCAACGCTAAGGAAAAGAACCGCGAGGATAAAGGCACGATCATCAACCTGGTG 
GTCAACGATGATATTCATTCCGTTGTCACTCCAGAACTTCTTGACAGCGATGTGCTTGGT 
GTCATTCCTGATGCAGATTCTTTCGATCGCATGGATGAGTTTGATTTACTGCGTAACAAA 
GCACGCTGGCACTACGGAGTGGCTGCAATTGAACCTGACACGGGTGAGCTGGTGGTGTTT 
AAGGTGCCCGCGAAAAATAGCGCTTCGGCACGCGGTGACATTTTTTCCGAGGTCGGCGAT 
GTGCTTAGCGGTGCTGCTGACCTCGAAGACGTGGTTGATTTTGAGGTCATTGCCACCTTC 
CTAGAGGTGCTGAATGAGACCTCTGAGGTGGATATTGATGACGAAGATGGCGACGTGCCT 
TATGGTCTTGAGGGTGTCAATGCAGCGGGAGTTATCACGGATGACCTCATTCGCGAGAAG 
CTTGATGTGGATTCCTATCCGAGCAGTGCAGAGATCATTGACAATATTGTGCATGTGTTC 
ACCAAGTTGCAGGGCAAGCATCATGTGGCACCACAGCCGGTGCTTCACAGCGCAGACGTA 
GTGGATGTTGATGCACAGGAGTCCCATGACACAGTGGTTATTGAGAGCCCTGATGATGTC 
GCACTAGCAGAACAGGTGGATGTACCGGATTTCAGTGATGGATTTGGTATTGACGATGCC 
GAGGTTACTGAGCCAGAGGATGAGGAGGTTGTCGAAGCAACAGCTGATGCAGATCCTTTT 
GGTGATGTAGCAGAAGACGATCCTTTCGGCAGTGATGATGAACCAGATTTTGGTGCATCC 
GATGTTGTTGCTGCACCGGCACCTGTAGCCGGCATGTCCGATGAGCAGATCCAGGCGCTG 
ATTCGTGGTGTGTCTGAGTCCGTGCAAGCAAAGACTGGTTCAGAACTTAATGCTTTGCGA 
GAAGAACTTGCACAAGCACTGGCTTACAATCCGGTTCAGGATTCACAGGCAGCATTGGCA 
CAGGTGCACGCAGCTGATGCCCGCAGCTTTGATGCCGATCAAGTGGGTGATGCTGTCACC 
AAACGTTATGTTAATGACGACTTGGGGCTGTATGTCGATGAGGCAAACTTCAATAATGCT 
TTGACCAGGGCACCGTTCCAGGTGGCGATGCCGCAATTCCAGGAGACTACACCGTGGTTA 
GGTGATCAGCTTCGTACATTGGTGGCTGTGTTTAATGGTCAGCTGCTTGATCAGCATCAG 
CGTGACTACGAAGAAGTGCGCGCGATGTACATTGCGCTTAATGATCGCTCTAATCTTGAG 
ATCGCTCGTGATCTTGGACTGGATAATAAGGATTCCGAATTCTACGAGGTTTACCGTGCC 
ATTGAGCGTGACCGCGATGTTATGGCTGGTGATCAACAGCGTGTGGAGTCAGAGCGTCGT 
CAGCAATTGCAGCAGGAGTATGAGGCGAACCGTGAAGAATATGTCATGGCAAAGATCGCG 
GAGCAGCGCGTGGAGTATGATCGCCGTCATATGCCTCGCCATACCGCATCACTAGAAGCG 
GTAGGTCGAGAGCTGACGAGCCTGCGGGATCGCACCATTGAGGATTACACCGCACGCATG 
AACACGCTGCGTCGTGCACGTGCTGGTGAACGGGCTAACGCTGCAGAATCTCGCATTATT 
GACGAATTGCGCCCGATTGTGGAGCGCCAGGCAGAACTGCAACGAGCAGCTTTCGATGGT 
TTCATTGTTGATCTTGACAAGTTTATTGCTGATCACCGCGAAGATGACCTGCGTTTGGCA 
TCGGTGAATGAGCAGAAGCTTGCTGCAGATAATCGTGTGGCACAGTTGACCAAGGAAGCC 
GAAGAGCGCATCGAGGGTATCCGCGTCGAGACCGATAAGATGATCGCCTCCCAGCGCAAG 
GCACTTGAGCGTCAGGAAGCGGAATTCGCAGCAGAGCTTAAGCGTCGCGACACTATTGTC 
GCTGCATCGGAGGAACGTGCTGAGCGGGAAATTACCACAGCACGTCTTGATGCTGAGGCG 
GCGCTCAAGCGCATGGAAGAGCAAATTCGTGTAAATAATGAGGCGCATGAGGCGGAGATT 
GTTATTGAGCGCGATCGAGCCACCCAAGCAGAGGCGAACTCCATGACGTTTGTTGAGTCA 
GTCAAGCAGCAGGATCGCAGCAACAACATCATTTTGATTGCCGTCCTCATTGTGGGGCTG 
ATTGCCGGCATGGTCGCTGGCGCAGCCTTCTTC 

>RXA02 7 53 -downstream 
TAAAAGATCGTTGCGCGGGCTGT 
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>RXA02 7 5 6 -ups t ream 

CGTGACGGTTGTTGCAATTCCATAACTAAACGAGCTTTGATTAACAAGTCCTTGTATTGT 
GTAAATCGCTTATTGCACACAATTGAAAAAGGACATTGTT 

>RXA02756 

ATGACAAGCCCTTATGGATCCCAATACCCAGGCGACGACAACAATAATTGGAACTCCCAG 
TTCGGCAACCCTTCCGGCGAGCAGAACTACGGTCAGCCCTACGGTGCGCCATATGGACAG 
CCTTACGGGCAGCCATTTGATCAAGGATTCAACGCCTACAGTTCTCCCATCCCACCTGAG 
■GTCeCAeAGeCTTCCATGCAGGAGGCTCAGTGGCGCTCCTTTGACCTTGGAA'CTGTTTTT' 
GGTCAGGCATGGAAGGGCTTTACCGCAACGTGGCAGGCATGGGTGCTGTCTGCACTGATC 
TACTTCGCGGTGTTGCTTGTGCTGATGTTTGCGTGGATCCTCCCGATGGTTAGTGTGCTC 
GCAGCGACCTCATCTGGTTCTGATTCCGCAGCTATTGCAGCGACGGGTGGCACCAGCTTC 
TTCGGGTTCATGCTGATGATCGTCCTGGCATTCATCAGTTTTGTGTACTCCCTTAACTGC 
TACCGCAACGCGGCTCGAGTTGTGCGCGGTGAGCAGATCACCATTCAGAGTTTCTTCAAG 
ATGAAGGGTCTTGGTAAGGCGCTCGGTATTTACATCTTGATCAATATCGTCATCTTCATC 
GGAATGATCTTGCTGCTCATTCCTGGAATTATCGCTGCCGTGGTGCTGATCTTTGCTGTT 
CCTGTGGCATTCCAGCTGCGCGACGCCTCGATCGGTGATGCGTTTTCCGCAAGCTGGAAG 
GCAGTGTCCAAAAACGTTGGTCAGGTCATTCTCTTAGAACTGGCTATCTTCGCGTTGAGC 
TTCTTGGGCAGCGCAGTGATCATCGGTATGTTGGTGACCACTCCGCTTACATTCCTGCTG 
TATGCCTACGCATTCCAGACCGCCAGCGGTGGTCCCATCATGCAGCGTCAG 

>RXAO 2 7 5 6 -downs t r earn 
TAGCAGTTAGTTTTACTTAGTCA 



>RXA02 7 5 7 -ups tream 

TTCGGATCCTTCGACCGTTCAGGCAATGCAGATCGCGTTGCACATTCCGAAACAGAATCC 
GCCCCGGCGGACAGATGTGTTGGAAGCGGCGGCGAGGAGT 

>RXA02757 

GTGGTCAAGCTTTGCCTCGACGAACGAGTATCCACCGATCCTGATTTTCGGGCGGCCTTG 
GAACGTTGGTACGGACACTTGATTCGGAAGGTGTCACGTCGCGCTCGTAATGCGGCGTGG 
GATCGGGTGCAAGATTTACCCGGCGTGACTGTGGAAGATGATGCTGCAAAGGTTCGGGCA 
TTTTTGCCCAGCGCAGTGGTGGATGTGCCTGCAGATATCAAAAAGCTGCAGATTTCCGGT 
ACGGAATTGCCTCTCGATGAGCCGAATCCGATCAACGATGAATACCCCGTTATCTACATT 
GATGAATCGTTGAAGATGACGCTGGGAAAGGCCGCTGCGCAGGTAGGACACGCATCCATG 
TTGCTTGCCGCGCACCAACCGTTTGAGTGGGTGGAGCAGTGGGAAGCAGCGGATTTTGCG 
CTGCACGTCAGGGAGATTCCCTCGGAGGAGTTCCTGCGCCTTATCGAGTCTCCTGGTGCT 
GTTCCAGTTCGCGATGGCGGCTTTACTGAGGTTGCCCCCAACACCGTGACGGTTGTTGCA 
ATTCCA 

>RXAO 2 7 5 7 - downs t r earn 
TAACTAAACGAGCTTTGATTAAC 



>RXA027 65 -upstream 

TCTGAACTTTTCCGCATCGACCCAGATGAGGTTTACCCCGACGACGACGCCACCTGCGAA 
TTCAACCCATGGCCGTATCCTCGCGGATTTTAGGAGATAA 

>RXA02765 

ATGTCTAATCAATTACCCGATCACGTCCGCGACGCCTTCCAAGTAGGTGCGGGACCTGCC 
GAACAACTCGGTCAAGCTTGGGACTTCGGATTCCGCGTCGGCAACACTGTGTTCGCCAAA 
GTGACGGCGCCGGAAGTGTCGGGCTGGTCGTCGAAAACCCGCGAAACCCTGAAACCAGAA 
GGCGTGCGCGTCGTACGACCGATCCGCTCCACCGACGGCCGATTTGTGGTTGCGGGGTGG 
CGCGCATCGGTGTTCTCTACGGGAACGATCAGCAAGCGAGTCGATGAGACGGTCGTTGCG 
GGTCTTCGTTTGGCAGATGCATTAGTGGATACGCATGCACCGGAACCTGTGGACAATGTG 
TTTAACCGTGCTGATGTGCAGGCCTGGGAAGAGCAGCCCGGTCGAATCGGTGAATTGTTG 
GAGCCGATTAATCGCGTGAACCAGGTTGGTCATGCGGATATGTTGGCGACAACGCTGTAT 
GCGGGAACTCAGCCACCTGCAGTGACGGATTTGGTGCCAGTGCTGCGTCCGCATGGTTTC 
ACTGCGGCATTGGTGATCGTTGATGGGTTGCTGCTGGGTGCGGTTGATGAGGGAATTCTG 
CGGAGGTTTTCGCATTTGCCGGAAATTGAGCAGCTGGTTTTGAGGGCATTTTTGTTCCGT 



Appendix A, page 363 



Attom^Kbcket No.: BGI-129CP 



CGAAACTTGCAGGAGTTCTCTGAGAACAACGATCCGAATGTTATTTCGAACCTAAACAGG 
GTGGAATCGACACTCGTGTCGTATGTTTCTGACAAGATT 

>RXAO 2 7 6 5 -downs t ream 
TGAGGTATGTCGGAATACAAACC 



>RXAO 2 7 6 6 -ups t ream 

-ATTTeTCGCCGCGCCGCACGGTGACGCCGGCCATGTTGAGTGCTAGTTCGCGCATGGGTA: 
ACACCTTACTGGCGTAAGGCCAGGGCTTAGACTGGTACCC 

>RXA02766 

ATGACAACCTCAGAAAATTTTTATGATTCTGTGGGCGGCGAGGAAACGTTTTCCCTCATC 
GTCCACCGTTTTTATGAACAGGTCCCCAACGACGATATTTTAGGCCCGATGTATCCGCCG 
GATGATTTTGAGGGCGCCGAGCAGCGTCTAAAGATGTTCCTCAGCCAGTACTGGGGCGGC 
CCGAAGGATTATCAGGAGCAGCGTGGACACCCTCGTCTGCGCATGCGTCACGTCAATTAC 
CCCATCGGCGTCACCGCAGCGGAGCGTTGGCTGCAGCTCATGTCCAATGCACTCGACGGC 
GTGGATTTGACCGCGGAGCAGCGTGAAGCGATTTGGGAGCATATGGTGCGCGCGGCCGAT 
ATGCTGATCAATTCCAACCCCGATCCGCACGCT 

>RXAO 2 7 6 6 -downs t r earn 
TAACTTCTGCCAAAAAGTCGTTT 



>RXA02770 

GGTATTAACCGCCAGGTGATTTACACTATCAATGAAGATGCCACCTACTCAGATGGTCAG 
CCTGTGGTGTGTGATGATTTTCTGCTCTCTGCGACAGCTGGGCAGATGCCGGAACTGTTC 
CAGTCCCATGTGCCATTGACCTCGCAGATTGAGCGAGTGGACTGTGTATCTGGTTCTAAA 
GTAGCCACCGTGGTGTTCAAGGAAGACCTCGGTGAGCGTTGGCGTTATCTTTTTGAGCAG 
GGCGATTTGTTGCCAGCCCATGCCGTTGCTTCCAAAGCAGGTATGACCTTGGAGGAGCTT 
AATCAGGCGTTGAAGGATAAGGATCCTGAAGCGTTGACTGAACCTGCTCGTGTGTGGAGC 
GAAGGTTTCCAGCTGTCCCAGTTTGATCCAGAGCTGCAGACGGCTTTTGGCCCGTACAAG 
GTGGATTCTGTGGGTGAATTCGGCGAAGTCAAGCTGGTACGCAATGAGTTTTACAGTGGC 
GACCAGGCGGTTGAAGCAGAAATCACGATGTGGCCTAAAGGCTCGGATCTCAGCGCCATT 
GCGGATAATGGAAACCTTCAGATCGCACATGTTGTGGCGTGGGAGAGCGAGCCGTGGGTA 
AATCGCGATGACCCATTGAATCCTTATGACATTAAGGAAGAGGTCGGTGTTTTGACTGAG 
CAGCTCACCTTGGCCAGTGCCGGTGTGTTTTACGCTGCGGAGGCCCGGCAGGCGTTTGCG 
GCCTGCGTTGACCAGGAAGCGGTGGCTGCGGCGTCGTCAAGCATCTCTGGAATCGATGTG 
CCTGCCGTAGGTGTGCACTCGGTGCGTCACCAAAATCCGGTCGTGCACCAAATCGGTGAT 
CTGCCAGCACAGCACATGGCGGTGGATATTAATGCCGCATCAGCGTTGGCGGGTCAATCC 
ATCCGCATTGGCTACGACGGACCCGATGAGCGCAAGGCTGCAATGGTGGAGGCGATTCGC 
CAAAGTTGTGAGCCTGCCGGTATCACCGTTATCGATGCGTCGCAGGAGGCTGTTAGTCTT 
AATGATCTCAGTCGAACCGAAGTCAGTGAATGGGGCTATGAGCAGTACTTCGAAGGGACA 
CTTGACGCTGTTCTGCGTACAGTGGATCCACATCGGGAGTATGAAAATGCCAATACCATT 
GGAACTGATGCGGAGTCGACGAGGCGCACTGAAGAACAATTGTGGGCTGAAGTCCCATCA 
ATTCCACTAGCAGCGCAACCCCGAGTGTTTGTGATAGATCGCACAGTCGGTAACGTTGTT 
GTTAATACAGACCTAGCCGGTATCGGATGGAACATGGACCGTTGGTCCAGAAGTGAGGAA 

>RXA02 770 -downstream 
TAAGTAGTGAGCGAACAAGCTCT 



>RXA02774 

CCCTGCCCACCAACACAGAAGCTGCTCTATGCACAGATGCGTGAAATTGCAGCCGAACTT 
ACAGCCTGTGACGCTACTCGCGGACTCCATGCCGAAGTGGCTGCCGAATGGCTTAGTGAC 
GCCATAACCGGCGAACCCACCTCTATCGAGATTGACCCCCACCGCAACCTGTTCTACGCA 
CTTAATGTTGAGCACCCGCGACTCCATGAACTCTTTGCCGGTTACGCTACACGCCTTGAT 
GAACTCGACCGCGCACCGCAGCAGTGTGAGTCGCGTCAATATTTTCTTGATTATGTCTGT 
GCTGACAACCCTTTTGGCTCAGACAAACCAGAGGGCATTATCGTGCTGCTCGCTGATCAC 
GTGCTGGCAGCAGATCCAGTGACAAACAAGCCGGCACTCAAATCAGAGGCATTCCCTACT 
GTCACAGACTATTGCCGCACTCACTCTGCTAAACCAACAGACATTCTCATT 
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>RXAO 277 4 -downs t ream 
TAAGGATTTTAGTCACCATGACG 



>RXA02 77 5-upstream 

GCCCCCACCATCTTTGGCACTGAGATTGTGTTCGATTAACTACCACTGCTGCACACACAC 
ATACAACACCTCTCACACACAAACAAGAAAGGGTCACCCC 



>RXA02775 

ATGACCACCGTTCAAGTATCCACCCGCACTGTGCGCGAACACCGTTTTACTGTGCCAGTG 
GACTACGCTGTCGGCGCCACCATTTCAGAAATCTATGCTGCCTGTGCCATGGCCGAAAAG 
AAAGCCAACAACCTTGGGCTTAACACTACTAAGGACGATTGGGCACGAGTCACTGTCACT 
GATAATGCTGTTGTGTTCATTGTCGAGAATGTTATCGGGAATACT 

>RXAO 2 7 7 5 -downs t r earn 
TAGAATTGTGTGCTCCTTAACGG 



>RXA0277 6 -upstream 

GCAGCACCTAGCAATGCAGCCGAGGCAGCCCCTTCAGGTTTTGAGCCAGGTACGGCTATT 
CAAGTTGTATAATCCTTCATTCGATGATCAAACACCTTCG 

>RXA02776 

GTGCTCTATCCTGTTGT^GCAGGAACGGTGTCTCTCGTTGATGTAAAGAAAGCGGCTAGC 
CGTGCCTTTGAACAGTGGGAAAAGCACAACGAGTCCGCTGGTGATGTCGGTGATGATCTT 
TCACTGCAGAGTATCGTAGATCTCATTGAGCGTGACACTTTCCCCACCGACGATGAGCAA 
GAGCTCAATAATGTGGCTTTGCTTATCGGCGAACTCCTGGTGAGGGAGGCCGGTGGAGAG 
TGGACGTCGTACATCTCAAAGAAAAATGATGAAGATGAATCGCTGGAGATTTTCGGGGTT 
TTTGGCACCGGTGGCACTGAAGGATTATCTGTAGTGGGTAAT 

>RXAO 2 7 7 6 - downs t r earn 
TGAGTTCGCATGGTTAGTGAAAA 



>RXAO 2 7 7 7 -ups tr eam 

GGTCGCACCACACCAACTACTGTTTCTTCTGTAATTTGCACTGAAACTATCGCCTACACT 
GTCACTGCTACCATCACAATCGGTTGCTAGTAGGCTACAA 

>RXA02777 

ATGAACCGCCCCCTTCAAAGTCAAAATTTTTCAATAACCAGCGAATGGGCAAATGCCACG 
TTCAACGATATCGAAGACTCTTTGGAGGGGTCTTTTGACATCGAACCAGGCCAATACATT 
GGACGCGGAGAATACTTCGTAGCTACTTCTGGAACGGGTTCCAAAAAGTTTATCAAGGTG 
GTTTTGGGTGACGGTATCGATAGCGAACTAAATCGTCGCATCGAAGGTGAAATTCTTGCA 
AGTAGTCTCCATCTTCCATCCACAGACCTAATCTCTCCTGTCGTAATTCAGTATGTGAAA 
GAGTCTTCTAATTTTCCCGGTGACTTCTACATCGTGTCCGACTTCAAAGACGACACAGAA 
ACTTTAGAGCTATCTAAGGCTTCTCTACCCCTCACTGACTTAGCCAAGATCGGAGCGTTT 
CTCTTTCGTTTGGAATCTGTAACAGTTCCCCCTCAAAATCCTGCAAGGCGAGCAATGGAT 
GTTTTGGATGGACTTTCTCTTCTTGCAAATAAAGGCAACATTGAAACAGGCGCACAATTA 
ACAAAAGGAACTATACAAGCTCTTGAAATCATTAATCAAGAAGCGACCAACATCGAGAAT 
GCACTTGAAAAAGTAACTAAAGTAGGATCACGGAAGTTTTTCTCGCATGGAGATCTTAAA 
TTTTCTCAGTTCTTAATTAATGGTGAAACCGGAAAGATTTTCCTATGTGACTGGGAAGAA 
TGCGGTAGTGCACATTTCGCAAATGACCTATGTTTTCTCGCAGGTGATTTGTTCTATAGC 
ACAATTCGGGAACTGGTGGATACCAACATCAAAAACATTAAAGGCTCCTCGATCATTCAG 
GAAGCCTACGATAATGCAACGCTTGAGGCTGTATCAAAAGTAAATGCAATATTAACTGGC 
TATTCCTCAGAGAGGGGTTACTCTCTCACCTCGGACGAAAAACGAATCATTAGTATCAGA 
ATCGGATTGGCTGGTCTATTTCGACTTTACACTGTGAGCGCTAAATCTAATGAGTTACGC 
CCGCGCGAATTAGCCTTAGCCTCCATCGGAATGCAAATTACTTTAGGTCAAGCACCCAAT 
CTGGTGTTTACAGATAGCAAGGTGGTT 

>RXA02777-downstream 
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TAAGTGAGGAATTTGCACGAAAC 



>RXA027 7 8 -upstream 

CTCCGATTTCTGAGGTCAGTACGCGCTCCTGTCTAACTTCTACCACCCAGCCCAACCAAT 
CGTTTTTCAAGGGTTCACCGAAGCAACTGTTGAGCACCTC 

>RXA02778 

-ATGCAGGTCATTGAGA'CGCTTGATCCCGATCA"GCGCG'CA"GCGGTG'CTCG"CTGCAGCGATA 
CCGCGCGAGGCTAAGATCCTGGGGCGAAAAGTAACTCTTCGCCCTGGTTGGGGCAATATG 
CGCGTACACGTCGTGATTGCAGTTATCTTTATCAAGTTTTTGCAACCGGATCTTCGCCAG 
GCGCTGCTAACAACAGGTGATGCCGTACTTGTCGAAGATGATACC 

>RXA027 7 8 -downstream 
TGAGGCGCCTTCTGGGGCGTCGA 



>RXA0277 9 -upstream 

CTCAAAGGAGACTGCACATCATGTTCCTCACCAAAGATATGCTCGCACGTTTTCCTGCAA 
GTTTGAATTTGCCAATGCACAGTGCTCAGAACCAGAAGAA 

>RXA02779 

ATGGGCGAATACTTCCAGGTCGTTCAAAACATCGCCATGACACTGGGTGCTGGCGAAAGC 
GTTGATCTTGTTGTCCGCGAATACATCAACGATGTGGAAGGCAACCCGACCATCTATCAC 
GGTATGCCGCTGCGTACTGAATACCGCGCATTCATCGACCTTGATCACTGTGATCCGTCC 
GCTGGTGAGCCTGAGCCTCGCTTATTGGGGGTTACTCCCTACTGGCACCCCTCCGTGATG 
GAGAAAGCTCTTCGCCTTTGCTTCAAGCGATGTTGGTGC 

>RXAO 2 7 7 9 -downs t r earn 
TGAATTCGGTCACATCAACGATG 



>RXAO 2 7 8 0 -ups t ream 

ATGGAGAAAGCTCTTCGCCTTTGCTTCAAGCGATGTTGGTGCTGAATTCGGTCACATCAA 
CGATGATTACCGCACCTACCGTGCCCACAAAGACAGCCTC 

>RXA02780 

ATGTCCAAGTTCCATACACACCGTGATGATGTCATTTCACGTATCACTGCACTACTACCC 
CAGCTTCGTGCACAAGAGCTGCAAGGTCAATGGTCTGTGGACATCATGAAAAACGGGGAG 
GATTTCTACCTCATTGACATGGCTCTCATGTGCGAGTCCGCACTGTCTGAACTACTCACT 
GTTACAGATGAGTACGCCACAGTCGAGCCGAGTGTCATCAATGACTTCGCCAACCAGCTG 
GTCATTGATTATGACGAGCACGATATGGGCTTTGATCGAGACTTTCCAGCAGGTGTGTAT 
AACACCCGACAAGCAAGTGCTATCAAC 

>RXA02 7 80-downstream 
TAAAAAATACACACATCCACACC 



>RXA02 7 81-upstream 

CTCCGAGAGTTTCCGCATCCGCGGTTCGATCCCGGACGTTCCCCGGGAGACGCGGTGGGA 
CCGGCTGTGGCGGCCCTTCTGGGCGATACCGGCTGCCAGC 

>RXA02781 

GTGGTCGCGGCCCTGGTTTTCGGTTTCCTGCTTCCCACGTGGGAACGTGGGTTGTCCGAC 
GCCGCGCTCAAATTCGTTTTTGAGGGTGGGCCTGATGCCGCCCGCGAGGTGCTGGGCACC 
ATCGCCGCCTCCACGATCTCAGTGACCGGTCTCATCTTCTCCATCACTCTCGTTGTTCTG 
CAGCTGGTGAGCAGCCAGTTCAGCCCGCGAATGCTCAACGGCTTTCTGCGCAACCGCATC 
GTGCAGGCCACCCTGGCGATGTTCCTGGGGACGTTCGTGTTCTCCCTGACGGTCATCCGG 
TACGTGTGGAGCGAGGACGAGGACATCACCGGATTCGTCCCCCGTGCTTCAGTGTCGGTT 
GCCTTCCTGCTGGTGCTCGGGTGTCTGGGACTGTTCCTGGCGTTCATCCGGCTCATCACC 
TTCTCGATGCGGGTGGCCAACGCCATCTCCGAGATCGGGGAGGAGACGATGGCTCTGGCC 
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GCACGTATCTATCCCGTGCAGAGCGACGACGCAGGCCCAGTCCAGGGGCCGGGCTGGTCA 
CCGCGGCCCGGTGACCCCCGGGAAGAAATCCGGGTGGGCAACCATGGTTCGCTGGTGTGG 
ATCGACTACCGGAAGCTGGTGTCCTGGTCGACGGAACACCAGGCGGTGATCACGGTCGAC 
CGGCCGGTGGGGGACTTCCTCGTCGAGGGCCAGCCGCTGCTGCGGGTCTGGTGGGACGGG 
GAACTCAGCGACCGGGACCGACGCGTTCTGCACTCGGCCATCGAGGTGCGGACCGAGCGG 
GAACTTCACCAGGATGTGGCGTTCGGACTGCGTCAACTGGTCGACATTGCCGATCGTGCG 
TTGTCCCCGGGCATCAATGATCCGGCCACGGCGGCCCAGTGTGTCCAGGAGATCCACCGG 
ATCTTCCGCTATTTGGTCACCGTCATCGAGCCCAGCCCCTACATCGCCGATGACGACGGT 
CGGGTCCGTGTGGTGC^ 

GAGATCCATCTCTACGGGGCGGATTCTGCGATGATTCCGAGGCTGCTGCGCACCATGGTC 
GAGGACCTGGTGACGGCCGCTGCCGATCATTCCCTGCCTGCCGTCGAGCGTGCCCGCGGC 
ATCCTGGACGATGAGACGGACGAGGACCGCGACAGTGACACCGCGAACGTC 

>RXAO 2 7 8 1 -downs tr earn 
TGATCCGGGATCAGGTGGCGGTG 



>RXAO 2 7 8 2 -ups tr earn 

GTGGATCTGTTGCAAGCATGAACCACCATTTATCTGGAAAACCTCACCAATTTTGCGTGT 
ACGACAGAACACCCAGTGCCCTGTGTGCTCAGAGCGAACT 

>RXA02782 

£3 GTGGCGCCGGCGCTTAATGATCTTGCAACCACTCACCCTAAACTTGCCGAGCAAATTGCA 
GATCCTCAACCAAGTGGTGTGAGCGCCGCGGCCATTATCCCCACCATTAGCAGGGGTTCC 

[H CATACGCAATTAACATGGCAATGTTCTAAAAATCATGACCACCAATGGGTCGCCACAGTA 

f 5 AAGGATCGTGTTCGCGGAACAGACTGCCCCACCTGCGCAAATACAGGAACTTCACGCAAA 

fS GAGGCTGAACTTATTGAGGTCATCCGTGCATTATTCCCAAACACTGATGTCCAGCAAGGT 

I " ; GCGCTC ATTAATGGACGTACCGGTAATCAAGGTGCATCGCCGTCAACCGATGTACTCATA 

^2 CCGTCCAAAAATCTCGCTATCGAGTTCAACGGCCTGTACTGGCACTCTGAGCTTTTCATC 

f^' AAAGATAAGCATTATCATGCGAACAAATCAGCTCTCGCAGAACAAGCCGGTGTGCAGCTC 

ty ATTCATGTGTGGGAGGACGACTGGAATCTTCGCCGCGACATTGTGATCCGCATGATCGCA 

^_ CACAAGCTTCATGCAACCCATAACCTCAGTGCTGTTTTGCCTACCGAAACTACTGACTCA 

□ CGTGTGGCAACCACCGCTTTCGCCGTACACTCACACTGTCGGTGGTCTCTGGTTCACGCG 

tn CTGCTGCATTCT 

H J >RXA027 82-downstream 

Z TGAACAGCAACCATATTCAGGGT 



>RXA02 7 83 -upstream 

ACAAGCTTCATGCAACCCATAACCTCAGTGCTGTTTTGCCTACCGAAACTACTGACTCAC 
GTGTGGCAACCACCGCTTTCGCCGTACACTCACACTGTCG 

>RXA02783 

GTGGTCTCTGGTTCACGCGCTGCTGCATTCTTGAACAGCAACCATATTCAGGGTGCTGTC 
TCGGCCACTAAGCACTTTGCCCTGTGCGACAACAACGACGATATTCGAGCACTCCTGTCG 
GTGCGCTCACCAAAAAACAATGCCCGCATGTATCGCAAAAAAGGCACATGGGAAATCCAG 
CGCTATGCGACACTCGGTAACGTCCCTGGCGGTTTTACTAGGCTGCTGAAGTTTGCCGAG 
CACACACTCAACGAACACAGCACAGTACTCAAGCAATGGATCTCATTTTCTGCTGCTGAT 
GTCTCTGACGGCAGCCTGTATCGAACTGCCGGTTTTACCGCCGAGCAACAGCTTGCACCG 
GATTATCGCTATGTCGGTGGCGCAACAGGTTGGCGCCGAACACCCAAAGAAAGCTTCCAG 
CGCAAACGCTTTAGAGACGACCCAGCGTTGCTATGGAACGAATCTTGGACAGAGCACGAA 
GCAGCGCTCAACAACGAGCTCTACAGAATCTACGATGCCGGCAAAACCCGGTGGGTTAAA 
AATGTTGCT 

> RXA 0 2 7 8 3 - do wn s t r earn 
TGATTCTGCAGATTAGTTACTGA 



>RXA02 7 84-upstream 

AGCTGCAACTCAGGTAGAAGAAACAACAGTCGCCCGAGTTGAACACGATACTTACGACAC 
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TATTGCTAACCAGCTACAAGATGCCGGTGTCTATGACGAT 
>RXA02784 

GTGGCCTTTGCCGAAGGCTACTACCAGGAAATGGCTGAGGTTGTATGTGAAGCACGCGAA 
GAGGGTATCACCCACGAGGACACCCTGCATATGCTCAATGACATGATGGCAATGAAACGA 
TCTGGCGAAGTACTCAATACGCTCGCTGATGTTCTCTATGCAAATGAATGCCCTGAATAT 
CGAATC 



>RXAO 2 7 8 4 -downs t ream 
TAAATTGTTGGTCACTCTGCATA 



>RXA02786 

ATCCTGCGCAACCTCGGCCAATCGCTGGGCAGCCTGCACGCCGCCACCGCAGACCGCGAA 
GAAGACTTCAACATTCTGCTCAACCGTATGCTGGCCAAATACCCAGCCACAGCTGAGATG 
CAGAAAAACCGCGATAGGTTGCTGCCCGCAGCAATTGAGGTGGGTAAAAAGATACTTGTC 
GACGCCGGGGTCACCGTTCCAGAAGTCGTCGAGGAGTTTGCCCGCGTAGCTCGGCGACGC 
CTGATTTCCGGACGCCACCGTGCCTTCACACCTTTTGACTTGTCACCCGACAACATCATC 
GTGGCTGAACGCACCCACTTCCTGGACTACGAAGTTGCCGGTTTCAGGGATGCCACCTTT 
GATGTTGCTTGTGTGATCGCAGGTTTCCCGCAATTCGTGTTCAGCCGCCCCATCTCTGAT 
GATGAGGTAGACGAACTCATTGAATCCTGGGTCCAAGAAGTCCGTGGAATCTGGCCCAAT 
GTGAACAATGAAGAGCGCCTCCAAGCACGTATCGTGACCGCTCTCATCGGCTGGGCACTA 

£3 TCGAGTGTTGCCTTCATGAAGCTCGGCTCCATCAGCGGCATGCTTAACCTGCTGCACGTC 
ACCGAAGATGGAAACACCACTTTGGATGTCTCCAACCTTGATGAACTGTTGATTCCACGA 

tH TCTGCCGAAGATGACGAGCTGGTCCAGCAAGACCTCCACGACACGTTCTCCGCGCTTCAG 

H CGATTTGCAGCGCGCGGGCTGGATTCCAGGTTCCCTGAGGTGGCACGATTCGCAGACGAC 

r 5 GTGGTGCGTTTGTTCCTCAAAAATGAC 

^2 >RXA02786-downstream 

5==^; TAGCTGAAGAGCACCGGTTGCTT 



>RXA027 89 -upstream 

TTCTTCCGTACGGCTATGCTTAAAAGCTAAATTTGTCTTTGTGCCTTGCAACACATTAAT 
TTCTTAACACTAAACAATGGAAAGGTAAGCGGGTTTTTCT 

>RXA02789 

ATGAAGGTTTCCGCCGATACACCCGGTCACGATGATCCAGGCCCAGGCCGGCGCCTTGGC 
TTAGATGTCGGCACCGTGCGCATCGGAGTGGCAGCCTCTGACCGCGATGCCAAGCTTGCC 
ATGCCTGTGGAAACCGTTCCGCGGGAAACTGGATTCAAAGGGCCAGACCTGGCCGATATT 
GATCGGTTGGTCGCCATCGTTGAGGAATACAACGCCGTGGAAGTCATTGTTGGTCTACCC 
ACAGATCTGCAGGGAAATGGCTCCGCCAGTGTGAAGCATGCAAAGGAAATTGCTTTCCGC 
GTCCGTCGGCGCCTCACCAATGCTGGAAAGAACATTCCGGTACGGCTTGGCGACGAACGC 
CTCACCACCGTCGTGGCCACCCAAGCCTTGCGGGCCTCAGGAGTCAGCGAAAAAGCGGGA 
CGTAAAGTTATTGATCAAGCTGCCGCAGTAGAAATCCTTCAAACCTGGTTGGATGCTCGC 
ACCCGAGCCCTTGAACCACAATCCACAGACACCCAAGATTTCGACGAGAAGGGAAATTTC 
CCAGGA 

>RXA027 89-downstream 
TGAACCAAATCCGAAACCGCCGG 



>RXA027 93 -upstream 

TGCATGCTCCTCTAGTGATGTGGTGGAAAGTCAAGGGATAACCGTTGAAAACTGTGGCTC 
GGTGGTGAATTTTGATAGTCCACCATCACACATCGCCTTG 

>RXA02793 

ATGAAAAGCGCCGCCGTACCCACGCTTGATGCTTTAGGTGTTTTGGATCGCGTGGTGACC 
AAAGCTGGTGCCTTCCCAGCTGGGTATTACGACGCCGATTTATCGGAAAGAGTCACGGAC 
ATCCCAACGCTGTCCAACAAGATCGACGCCAGCGGACACGTGTTGATCTCGAAAGAAGTC 
GTTGTTGCCGCCAACCCAGACATTGTTTTCGGCGAAACTGACACCATCAACCGCGCATCC 
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ATGGCATCCTCGAACATCCCGGTCGTGGAGGAACCAGCATTCTGTGGCAGCATCGACGGC 
GACGTGAGTTTTGATGATGTCTGGTCACAAATCTCCACCTATGGCACCATTTTTGATCGC 
TCGACAGAAGCAGACGCATACATTGCAACGTTGAAGGAACGTGTTTCTGAAGTATCCTCG 
CGGGTTACTGACTCCGGAAAAACTGTGGCGGTGCTCTACCCCACCATCGGCGGCGGAGTC 
ACCTACGCATACGGCCGCGGATCCATGGCCAACCCACTTGTTGCCGAAGCAGGCCTGACC 
AACGTTTTCGCAGACCAATCCGAACGCGTCTTTGAGGTCACGGCAGAAGAACTGATCTCC 
GAAACCCCGACTCATCATCGTTTTACACAGCGACGGTTCCCCTTCAGACATCGTCGCAGA 
GGTGGGCAATCTCCAAGGGTCCAGCGCACTCACTGCTCTGAG 



>RXAO 2 7 9 3 - downs tr earn 
TGAGAACAAAGTGCTGCCCATAC 



>RXA0279 6 -upstream 

GATTATTCATGGAACATCCTTAGCGGAGTTATGCAAACGTTTTCATAAGGGGTTATTCCA 
TTCTACGTCGATCTTTGTAGAAGGTGGTTATTATGGCTTC 

>RXA02796 

ATGAGACTGTTCGCGTCTATCACTCCGCCGATTGAAGTCACCGAGCATCTGATCAACGCG 
CTTCGTCCCTACAAGGATGATCTGCGGTGGTCTGATCCAGACAATTGGCACATCACGTTG 
GCGTTCTATGGAGAATTACCTGATGGGGCAGTCGAAGATCTCATTGAGCATCTGACAAGT 
GCAGCCCGAATCAATGAAGAATTCACCATCAGAATCAAAGGCGCAGGCTCATTTAATCGG 
AAGAATTTGTGGATGGGTGTTGGTGGTGACACCAAAGATCTGCGGCGACTGATGGCTGAT 
TGTCTGATTGATCCTGAGGAACGCCGACGCCAGCGTGCACACCTGACCGTGGCGAAACCA 
ACGCAGCGACAGCGCAGCCGCGATTGGGATCCTGTCATCCCCGATCTGGTCCACGCTCTC 
TCTATATACGAAGGCCCCGAATGGCCAGTCGATGAGATTGAACTGGTGTCTTCTGAACCT 
GGAAAAGGCAGAAGCGGTGGGCCACTGTATACAACCGTGGCCACCATTGCGTTGTCATCT 
GCGCTGGTT 

>RXAO 2 7 9 6 -downs t r earn 
TAAAGGCTCAACCGCGGAACGGC 



>RXA02 7 98-upstream 

GCATCAAAATCATGTGCATTCATCATTGCTGATCATCATAGACCTGTTGGCAAATGAATT 
CACCAATTCTTTAAAGCTCTCACCCTCTTTAGGGAACTGA 

>RXA02798 

ATGCGGTCTGTACTCGACTACTGGATCATGACTCTTGCACCTTCCACCAATGCGGTTTCG 
CAGCAAACAAGAAGGAACCCTTCCCAAGCGCCGCGACTTCTTCATCGACTTCACTTCTTT 
GCCGGCATTATCTGCGCACCGTTGATTTTCATCGCTGCGCTCACCGGACTGGTGTATGCG 
TTCTCCCCCACCATTGAAAGCATCTCTAATCAGGAAATGCTCACGGTCTCCAAGTCGGCT 
AGCGACACAGCTCTTCCGGTGCGTGAACAAGTGAGCATCGCCCAAGAACTCCACCCCGAT 
TTAGATCTCTCAGGTGTCCGGCTTGGCGATGATTCCTCCACCACCCGCGTCCTCTTCGCC 
GACGAGACGCTTGCTGAATCCACAGTCCGCGCCGTGTTTGTTGATCCCTACACCGGCGAG 
ATCACCGGTGATACCACCCAATACGGAAGCTCAGCTGCACTGCCGTTTCGGCAATGGGTC 
TCGCAAGGTCACCGCATGTTGTGGCTTGGTGAACCTGGACGTATTTATTCCGAACTTGCG 
GCAAGTTGGCTCGGAGTTTTAGCCGTAGGCGGTTTCGCATTATTGTGGTTGCGCAACAAA 
AAGCCCGGCCGCTTGAGAAAGATGGTGCGAACTGGTGGCCGTGGTCGAGTGAAAACGTAT 
CGCCGACATGCAGCATTGGGCACCGTAGCGGGCTTGGGTTTTGTGTTCCTCACCTTTACT 
GGCCTGACCTGGTCAACTTATGCGGGATCCAACATCACGGATTTACGCACCCAACTCAAT 
TGGACGCAGCCTTCCGTTAACGCTTCTCTAACAGCTGCCCCACAAGTGGACATGCATGAT 
GAACACGCAGGTCATCACATGCATATGGAGTCGGCAACCTCAGGCTCAGGTTCTATAGAT 
CTGGTAGCGGCCACGGCTATCTCCGAATTACGCACTCCCCTCACCATTACTCCCCCAGCA 
CAAGATGGCCTCGCGTGGACTGCCACAGAAAACCGCGACGCCTACCGATTCACCACTGAC 
ACCATCGCTGTTGATGGCGACACCGGAATGCTGACCAACCGTTTGAATTCCACTGATTGG 
CCATTAGCTGCTCAAGCGAGTGCATGGCTCATCCAGCTTCACATGGGCACCCTGTTTGGC 
CTTCCCAACCAGGTTGTACTTGGGCTGTTGGCTGCCTCAATAATCGTGATGATCGGCCTT 
GGGTATTGGATGCTGTGGCAGCATCGGCCACGGGAAGGTTGGCCTAGCGCTCCCAAGCGT 
GCAGGATTTGAAAAACCCACCTGGGGAACTATCGCGTTGGGTGTTGTGGTGATCGCGTAT 
GGGCTTCTCGCGCCACTTTTTGCAGTTTCACTGCTCGTGTTTATTGGATTAAGCCTTGGA 



Appendix A, page 369 



AttonliK)ocket No.: BGI-129CP 



GTGCGGTTTATTTCTCGTATGTCCGGGCGCGCGGACACGTCCAAC 

>RXAO 2 7 9 8 - downs t r earn 
TAAGAACACCAAACCACACCGCC 



>RXAO 2 7 9 9 -ups tr earn 

TCGCGCGCAAGTGTTCAGTAATATGGACTCCCAGTAACGGGTTTTCATGACGCGTTAAAT 
-TTTTTAGTTGATCACAGATACACCAATCAGGAGTAGCGCA 

>RXA02799 

GTGGCACGCAACATTGAAGACATCCAGCGCGATATTGAGCGCACCCGCCGTCAGTTGGCT 
TCCACCCTCGACGAGCTGGCAGACCGCAGCAAGCCTTCCAACTTGGTCGATGACGCCAAG 
AACCAGGCAACCGCGAAGCTGCAGGAATCAAACGTACAGAAGGTGCTCCTGGGCGTCGCT 
GCTGTCGTCGTCGGTGCTGTTGTATTCAGCGTTGTGCGTGGCCGTAAGAAGGCAAACGAT 
CTGAAGGAAATCCAGCGCCTGCTCTCCGAGCGT 

>RXAO 27 9 9 -downs tr earn 
TAAATTGCTTTTCGACGGGGCGT 

>RXA02812 

GCTTCAGGCACCGACGCCTCAACAATCACCCTTGACCAGGTAGCTCTTCCCGTTGCCACT 
AACTCCGGAGCATCCGCAGCCGTAGCGCTGGCGCTGGCTGAAACCCCAGAAGCTGCCGCT 
GCTGCGCTCAACCGTGACGCCGATGTCACCGCAACTGGAGCTGCCGACTCCCCTGCGTTT 
GCCACCGTTGAAGGAGCAGAACTTCCAGAGGGCTACACCTTTGAAGCAGTAGACAGCGCA 
GAAGTACCTGTGTGGGCTGTTGCCATCAACGCTGGAAACGGTATCTCTGAAGACCAAGCC 
CGCGCCGCCTCTGATTTCAGTAGCTTCAGCTTCGACACCGGCAACGCCGATAACTCCGCG 
CTTGAAAGTGTTCTCACCCAAGCTTCAAGCGAATCCGCGGCAGAAACTACTGAGGCGCAA 
CCAAGCGAGACCCCGGTCGAGCCCGCCGCTGCTTCCCCATCCGATACCATCATCAACCTG 
GATACCTCATCCAACATGGATCGAGTTGTTGACGGCAGCCAGGAAACCTACCACACGGTT 
ACTTCCCGGACTCTGGCCAACCTCGCC 



>RXA02815 

TGGCTGCGCAGTACCAAAGAGTTCGAAGACCAGCCCGTGATTCCGGCATTCGAAGTAATC 
GCAACGGTTGCCTCTGAATTCGCAGGCGACGACGGCAACTACTCCAACGAATTCCCCGTG 
GAAGATCTAGTCGGATACGTTGACGCCATCACCGAAGCCGGCGGATACGCAGTCCTGGAT 
CTTCAACCCGGACGCGCCAACTTCCTCGACCAAGCCAAAATGTATGAAGAACTCCTCAAA 
CGACCAAACGTTGGATTGGCGCTAGATCCCGAGTGGAAAATCGGACCCGATGAGCAACCC 
ATGACACGAGTGGGCTCTGCAGATGCCGCCGAAATCAACGAAGTATCCCAGTGGCTCGCC 
GACCTGACCGCCGAGAACGATCTTCCACAAAAGGCATTTGTACTGCACCAATTCCAATTG 
GAAATGCTCACCAATCGGGATCAAATCAATACCGATCACCTGGAACTGGCTGTCGTGTTG 
CACGCAGATGGACACGGAAACGCAGGGGATAAGTACGCAACTTGGAACATGCTTCGCGAG 
GGACTGAGCCCG 

>RXA02 817 -upstream 

AAAATTCCCACCCCCAAAACTCCCCCACTTCGGTTAAGGAATCAGGATTCTCACAAAGTT 
CAGGCAGGCTCCCGCTACTTTTCAGCGCTAATCTTGGCTC 

>RXA02817 

ATGATTTTAGGCGTACCCATTCAATATTTGCTCTATTCATTGTGGAATTGGATTGTCGAT 
ACCGGTTTTGATGTAGCAATTATCCTGGTCTTGGCGTTTTTGATTCCACGTATCGGCCGA 
CTGGCCATGCGTATTATCAAGCGCCGAGTGGAGTCTGCAGCCGATGCGGACACCACTAAG 
AACCAGCTCGCGTTCGCCGGCGTTGGCGTTTATATCGCGCAAATTGTGGCGTTTTTCATG 
CTTGCCGTCTCCGCGATGCAGGCTTTTGGTTTCTCTCTCGCGGGCGCTGCGATTCCGGCA 
ACCATTGCGTCAGCTGCCATTGGCCTTGGTGCGCAGTCGATTGTTGCGGACTTCTTGGCC 
GGATTTTTCATCCTGACGGAAAAGCAATTCGGCGTGGGT 



>RXA02818 

TCCTATTCCCGGAAGTTTTTGACCCAGGTGTGGATTCGAGACAATGTCGGCGATTATAAA 
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GGCCTTACCGATACGGCGTTCCGTAAGAAGCTGCAGCGCGATCTTGCCTACCTGCGCAGA 

GTTGGCGTTCCGATTGAGCAGTTCACGGTCACCTCAGGCATAGCTGAAGGCCAGCAGGCG 

TACCGTCTGGCCCAGGATTCTTATAAGCTCCCCGAGGTCGAATTCACCCCAGATGAGGCC 

GCCGTGCTGGGCATGGCAGGGGAGATGGGCCATAATCAGGAACTCGGCGCCTTCGCGCGT 

TCGGGGTGGACCAAATTGGCGGCCGGCGGCGCGCAGCGTGATCTGTCCACGTCCACAGCC 

TTGACCAATGCGGGCGATTTAGGTTCCTTGTCTGCAAAAACCCTCGATGCGATCATCAAA 

GCCCGCCAATTGGGCAAGCAAATCAGCTTCGAATACCGGCGCGCCCCCAAAGACGCCCCC 

TCGCTTCGACACATGGATCCTTGGGGTCTGGTCCCTGAGCGCGACCGCATCTACCTGGTC 

~GmTTCGAC"CTCGACCGCCAAGAAGCACGCACCTTC 

AAACTC 



>RXA02 823 -upstream 

TTATGTNTNTAAACAGCCAGTTGGGGGTCATGGGGGAGCGCCCCGTGACTGGTTAATGCC 
CCGATCTGGGACGTACAGTAACAACGACACTGGAGGTGCC 

>RXA02823 

ATGACTGTTAGAAATCCCGACCGTGAGGCAATCCGTCACGGAAAAATTACGACGGAGGCG 
CTGCGTGAGCGTCCCGCATACCCGACCTGGGCAATGAAGCTGACCATGGCCATCACTGGC 
CTAATGTTTGGTGGCTTCGTTCTTGTTCACATGATCGGAAACCTGAAAATCTTCATGCCG 
GACTACGCAGCCGATTCTGCGCATCCGGGTGAAGCACAAGTAGATGTCTACGGCGAGTTC 
CTGCGTGAGATCGGATCCCCGATCCTCCCA 



Cn >RXA02824 

il ttctacgaaaccggcgaagccctcgacccgaccggcgacagcctgaccatttcctccacc 

ifl accaccgcgccatcgaccagcacgacctccacctctgcctcaacttccggtggaaccgcc 

ijj gactgttcctccggcgcattgggtgttgtcaccaccggaaccaacgacggcatgctgggc 

f'i accatccaggaagtaaacaacaccttcgcgatttggaacaacctcatcgtcaacaccgag 

=m cgcatgttctgcaacattgataccctcaaggcgcgcttcgacacggatgattccagcgat 

^" tcagcgacctctgcgacttctgggactactgcgtccaccggcaccaccgctgcaactacc 
gcgggaaccacgggtaccactggaactgccagcaccgcttccggaacttccggaacttcc 

Cj ggaacctccggcaccgcagcaactgtcgctggcaccaccccaactgacaatggcgtttgc 

in accgcttccggatctttgggcgtgacccaagcatctgcgcagtggggt 



>RXA02825 

aatgtttctgcaacggaagcttccggttccgcttcggtgtccctgtcacagtcgggttcg 
caggcgttcgctgatttctacaccccaggcacccagttggatccgatcagtttcagcgca 
agtttgggcggcgacgccagctgcgccaccggatccacctcgaccacaggcgctgctgcc 
accgcgaacactgacaacaccgaaggtgttgccggcgaggaatccaccacccccgctaac 
caaaacagccagttccaaatccgccaggccgctgcagattccaccggactggataccacc 
accacaatgttgctcatcctcgcggcgttcgttgtcgcaggtggctccatgactcgcttc 
accgtcggcaacccgactggaaaa 

>RXAO 2 8 2 5 - downs t r earn 

taaggcttcacatgaataacgct 



>RXA02 827 -upstream 

cggtttacttttatttatcgaatgaatcatgtacatagaataataagcattaaagggggg 
gcgggtaggaagaagcagccgtgtcgcatatgcttacttt 

>RXA02827 

atgtatgagcagcagaagatccttaacgaagtcagtgaaaaacgtcttcaggcaatcaaa 
gattttacagaactgggatctggattcaagattgcgatgcgggatctttccattcgcggt 
gcaggtaatctcttaggtgctcagcagcatggatttattgatgcagtcggtttcgatatg 
tattctcaaatgctaagcgaagctgtttntcgtaaacaaggaaagaatagtcaagtggag 
aagnccnctgttgagatcgaccncggtgtcgatgcgtatctacctgaaacatacgtggca 
gatcancggcagaaaatcgagatctataaacgaattcgtgaacttgattcgcaagaaatg 
ctagatgaactagaagatgatctgctcgaccgttttggagaacanccagaagaagtagca 
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CAT 

>RXA02838 

ACCGTGCCGCTGGGCGACGGGCAGGGGCGGTATATCGCGAAGATCCCCTCGACCGCGTTT 
GTGGGGGTGTCGGAGAACAAATTTGCCAATCTGGCTTTGGCCGAGGCGATCGGGATGGAG 
GTGCCCGCGCGCGAGTTGGTGGGGCGTGCGCAGTTTGAAGGCGTGCCCCCCGAGTTTGAG 
GCCATGACCGACGGGTTGGTTTTGCTGGTGCGGCGGTTTGATCGCGCGGGCGATGGCGTG 
CGCGTGCATATGGAGGATTTCGCACAGGTGTTCGGCCTATACCCCGCGCGCAAGTATGAT 
GGGGCGGCGAGTGAGGAT-AT-TGGGGGGGTGeTGGGeAGTGCGGTGTCGATCGCGGCGGGG" 
TTGGAGTTCGTGCGGCGGCTGGCGCTCTCTGTTGTGATGGGCAACGGCGATATGCATTTG 
AAGAACTGGTCGCTGATCTATCACGGGCGGGGCGATGTGCCG 



>RXA02 840 -upstream 

AAGTGAAATCAATCGGCTTTTCCAGCAGCAGCACTGGTCGCGCCAGCGTGGGTGTTATGG 
TGAAGGCGAATACACCTTCAGCACCGCTGAGCCGGAAGAG 

>RXA02840 

ATGACGGTAATCAGTGGCGCGCTGAATGTGTTACTGCCTGACGCGACCGACTGGCAGGTG 
TATGAAGCCGGTTCGGTGTTTAATGTTCCCGGTCACAGTGAGTTTCATCTGCAAGTTGCC 
GAACCCACCTCTTATCTGTGCCGCTATCTG 

>RXA 0 2 8 4 0 - downs t r earn 
TAATTCCTCGCCTTCCCCTTGAA 



>RXA02 841 -upstream 
ACCACC 

>RXA02841. 

ATGTTCGCAGCTTTTAAAAGCAATCTTCCGACCATTAAAAAGCTGGTTTATGAGGTCATT 
AATGGCGTCGATGCAGCGCTCAACGAACTAGAGCGACACGTCACTAATGAATCAGTCCGT 
GCTCGCGAACTCCCTAATGTCCAGTACAAAGCCACTGCGGGGCGCAACTTCGCCATATCC 
AAGCTGGTCCAAAATTTGCGTCGCATCAACAAGGCACAAAACAATCCACGTGGTGTGCCC 
ACTCATGCCACCGTGATTCTGCTTAAGGGAGACGGCAGC 



>RXA02842 

GATGCGGGATTTGTGTACTTCGGTGAAATCGATGATGCTGGCCATATTTTCGGCCTGGCA 
GGCGACGAATACCGAGGGGGGATTCGCAGGGTCGACACCCACGTGAAGAAAGTTCTTTCT 
GAAGTGTCACGACGCTCCGACGAGCTCGGGGAGGACTGGCTGGTAGTGATCACAACTGAT 
CATGGTCACCTTGATGAGGGCGGGCACGGCGGCACCACCGATCGGGAGCGAGAATCCTGG 
ATCATCACGTGGAGCCCGCACCGGGAACTGCCACAGTGGCCTGAAGAAATTGCGCCGCNT 
GAGCTGGCAGAACTGATGCTTGTGGAGCGCCGAACCTTGAGG 

>RXA02 842 -downstream 
TGATTGTCACTAAA 

>RXA02845 

GAGGATCACACCTCAATGCTCACCCACTTTTCCGCAGCTGTCGGCATGCATGACCGCGAT 
CCGGCTCGCTTCCCAGGCCAGGGCGACGGTTCCTACCCGGATCTTTTTTGGCTGTACAAA 
AACGCCCTCAACCTGGTCATTAGCTCAGTGTTGTTCACCCGTGAGCAGATGGACAACATG 
CTCGATCAGATGGATGAACACTTCACGCGCGCGGGTATCCCGCGCATCGCGATTAATATT 
GAGCGCCGCGACGACGCCCTGATGAACGGCTCCCTCGAGCGTGCGCTAGAGCTGCAAGAG 
CTTATCGACGCCTCCCAGCACGACGATCCCTTCGACGACTGCCCAACCTGCCAAATTGCA 
GGAAAAGCGGCACTCGCAATGGCAGCAGATGATTACGACGAAACCCAAAACCTCGTCTCC 
CAAATCATCAGCTACGGATCCATCGGCTGCGTCATGGAACCAGAGACCACCCTCGCTGCG 
TTCATGCTGCGTGTGCTTAAGTCCGGCGATGCTGATTATGCCCGCTACCTGCAAGATGTC 
AGTGCGAAGGCAAACCCAGAATTCCAGTCCCTTGATTCCGTTGGACGCCACCTAGAATTC 
CTCGGCATCACTGGA 
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>RXA02846 

GTGAATGGTCTGTCCATCATCAACGCGGTGAATAATGCGTGGTCGGTGCGCAAACGCACT 
GACTGGGCCAAATTCCGAATTCTTGCCGGCGCTTTGGTGCTTGGTTCTGTTCCTGCTGTT 
GCAGTGGTGTATTTCCTTAACGGACCATGGCTGTTGATTTTCGTTGGTGCGATGGTGCTG 
CTCGCGTTGGGTGTTTCCCTGTTCCCAACAGAGAAATTCGCACTCAAGCAAGAAGCTAAA 
CTGCCTATGGTCATCTTCGGCATGATTGGTGGATTCATGTCCACTGTTGCAGGCATCGCA 
GGGCCATCCCTGACTGTTTATGCGCGCCTGAGCCGCTGGGATTACCGAGACTTTGTGGCC 
ACCT TGCACCCAGTTCTACTCGTGGC CAACACCGTATCGT-TCGTGG^CAAGGTTATeTTG- 
ATCGGTGGACTCGATTTCGGTGGCGCACCCGCATGGCTCTGGATCGGTGCCGTAGCGATG 
ATCTTTGTCGGTGCTTGGTTGGGTGAAATCGTCAACGCTAAGGTGTCCACCCCAATGGCC 
AAGCGCATCGCTACGCTCCTGGCAGCAGCTGGT 



>RXA02 8 47 -upstream 

CCAGCCTCTTCTATGTCCAAAAACTGGGAGCTCGCATCCCAAGGGTGCTGCCTACGGAGC 
AGCCTCTGCAGAAGTCAGTCCTTTCCAGCACTTGTGGTCC 

>RXA02847 

ATGGCTGTGCAAGGGCAGTTCTACCTCTTTGCCATCTTGTTGAGCATGGCGATCATCCTG 
ATTCGTCGATACCGCCCCGAATACTCCGCAGTGCGACTAGCGACTCCTGTGCTGGCAGTG 
CTCACATCCGTATCATTTTTCAGTGCAATCCTGTGGCATTTCATTGATCAATCAGTCAAC 
TACTATTCCACCTTCACCAGGTTCTGGGAGCTCGGCCTTGGTGCACTATTGGTGCTGCAT 
GCGCCTCGAATTTTGATTTCTGCGAAGACTAAATCAATACTCGCAGCCGTCGGTTTGTTT 
ATGGTGCTATCCACTGGATTCTTCATGGATGGCGCAGAGACTTTCCCTGGATTCCCCGCG 
CTGTATCCCATCTTGGGTGCTTGCTTAGTCATCCTTGGCGACGGTAAAATCTCGGTCTTT 
CTCTCCCGAAAATGGATGCTTTGGCTCGGCGATATCGCCTACCCGCTCTACTTGTGGCAC 
TGGCCTCTGCTGATCATTTTCACCGCTTTGTTCAACCAAGAAGAGCCATCCATCTGGCTG 
GGTATCGCCGTGATTATGCTGTCCCTTGGCTTGGCGCAGCTGACTAACAAATAC 



>RXA02 84 8 -upstream 

AGCAAGGACCGCAACAACTGGGGCAACCTGGATGAGCGTCTGTCTCGCCCGAACACGTTT 
AACCCCAGCGCGTTTCAGAATGTGAATTTCTTCTAGTTAC 

>RXA02848 

ATGCAGATCGTTCTGGCTTCGCAGTCCCCGTCCCGCCGAAGAATCCTCAATTCGGCGGGC 
GTCGAGCCCCTCATCCACCCAGCTGATGTTGATGAGGACGCGCTCCTTCACTCCCTCAAC 
GGCTCTGCGCCGGAGGAGATCGTCCGCCAGCTTGCGCTGGCTAAAGCACAGGTGGTTGCG 
CCGTCCTATCCGGGCGACGTCGTCATCGGTGGCGATTCCATGCTGCTTATCGACGCCACC 
CTCCAAGGCAAGCCGCACACCCGCGAAGCCACCATCGAAAGATGGAAACAACAACGCGGC 
AACAAGGCCACACTGATCACCGGCCACGCCATCATCTTTGGCGATGAAGTGATCGTGGAG 
TCCTCCTCCACCAACATTCATTTCGCCGAGGCCAGCGAT 



>RXA02849 

TCCCCATACCCCGTCATGATCAGCACCTCTGCCGACGCCTCAAACGTGACCGTGCGCATC 
ATGGGTGTGGACACCACCTCCGTGGAATCCATCAACAACGGACGTTGGTCCACCACCCAG 
CCCAACACAGTTCGAGTATCGGGTTCAGATTGTGTGCCATCAACCGGTGCACCAGGATTT 
ACCACCTCAGACACCCGAATCATCAGCGATCTTTCTGGCAACGAAATCACCAGAGAACCC 
GTCACCACGGTTTACGATCCTTCACCAAACGTGGTCTGCTCC 

>RXA02 84 9 -downstream 
TAAAACAAAATGCCCCACCAGAT 



>RXA02856-upstream .... 

GTTAAATCATTGCCGCCCAGAAGAAGACCGCGCGGGCGAATTTGGGCTTGGAGGGAACCA 
AACGGCCACTTTTCCAGTCCAACAAAGTATGAGGATTAAT 

>RXA02856 
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TTGCCCCACGCCAAAGAGCTCGCCCACGAGCTGTGTTTGTTGCCCACCCCTGCTGTGCCC 
GCGCTTCCCACTGATTCTGGCGCGCAGTTTGATATCCACCAGGCACTATCCGCCTCCCTT 
GCCACCTATGCCCGCAACCTCACCTTGCTGTCCCACACCGCCGAGAATTTAGGAAACCGC 
GCGCTGACGGGCCTCGCTGAAATCGAAGACACCGACGACCAACTCGCACACGCATTGGAG 
CGCCTGACA 

>RXAO 2 8 5 6 -downs tream 
TGATCGGTCTGATCAGCGCCCTT 



>RXA02858 

CCAGAGTGGAAGAAATTCAACTCCGGCGACGCAGCCCGCGTTGTCCCAGACGCCAACGCA 
GAGCTCGACATCATCGGCGCACCAGCACTTCTTGCCGATCGCCCCTCCTACGCAAACGTC 
AAAACCCTCTCCCGCATCTTCGCTGTCATGCGCAGCCTCGGCCACGTCACCGCTGCCTCC 
CCAGTCACCGTGTTCTTCTCCTCCCACTCCGTGCTCAGCAACGTTGACCGCGGATCCGAG 
CACTACTCCGGACCCAACGGCCTGGGCGAATGGACCTCCGTTGGTCGCGCAGTAGCCACC 
AACTGGAACGGCGTTGTCGACGCCCTCGACGAAGCCATCACCGTCAAGGAAGTAAACAGC 
CTCTTTACCGAAGACGCCGCAACCCGCATTCAAGAAGCACAAGCAGCTGTTCAGGCAGCT 
CGCGAGGCTGAAGAGCAAATCGCCAAGGAAGAAGCCGAAAAGGTCGACCCTTACGACAAC 
TCCCCATGGGCTGCAGCAGGCATCGACCCCATCAAGGTCTCCATCGACGGACGCACCATC 
TACACCCTGCGCACCTACCTCGGCGGACAGCCAGTATTCCTCGGAAAATTCGGCGAAATC 
TTCACCTTCAACAGCCAAAAATCCCTCCTGCGCTGGCTCGTCGAACACGATGACCACGAC 
CTCGCCCGCGCCTCCACCTGGAGCGACCTCATGCTCGGCATCAACGCCGGTGAAACCGAA 
CTCCTCGTCCACAGCGACAACGTCTACTCCTTCAACGGCCTGGTCAAAGACATCAACACC 
TCCGTCGACGCCGTAGACACCCAACAAATGGCCCGCGCCTACGAACTCATGGCAGACACC 
GCCGACTGGGCCGACGACGACTCCATGAATTCCTACTTCCTGGCCAACCCACGCATGCAG 
GACTACATCTCCTACATGCTCGGCGGCAGCGACACCTCCGGATATGTCCCTCACGCACCA 
TTCAACGACCACTCTGAGAGCTGGCGCGAGCTGGAGGAGATGCTGATCAAGCGATTCAGC 
AAGTTC 

>RXAO 2 8 5 8 -downs t r earn 
TAGGTCGCCTATTTGGGGTTCGT 



>RXAO 2 8 62 -ups tream 

GCCGCGACTGCGGGTGCTTTTGCGCTGTTGCGTAAAAAATAGTTTTTATTAAGGGCATTC 
CCTGATTCCCAGGTGGTGCCACATTGTTTATGGTGGAGAT 

>RXA02862 

ATGAACACGAACTTGCCGAACCTATACACCGCATTTGACCTTGATCGAAGTGAATCCTCC 
GAAGCTTTAGGTGTTTCCCTTTCTGCCCGCGATCTTCGCTTAGAACAAATGGGAATTGCC 
CAGGACGATCCTCGACGTGCCCAAACCGTCCAAGCTTTCGCAGTGCTTGCAGACCCAGCA 
AAACGCGCCACCTACGATGCTCAATTAGAAGCTGGAGTTCCACTCACCTGGGCGCAGATT 
CAGCATTTAGGAAACTTCGGCACCTTGCCTTCCACCCCTACTGCGCAGCCGTTTGCGGCA 
CCTCAGCCGGAGCCGTCGCCGGAACCGCAACAGCAGTGGAATAGCGGACAAAACTATGCG 
TATGGCAATCCGACCATGGATTACCAAACTCAGCAGAGCTACAACCCGATGCAGGACCAA 
ACCCAAGCGTCGATGTATGCGCAACCTTTCGCGAACACCCCTGCACCGATGTACAACAGC 
AATCAGGTTTTTAACAGGCCTACTGCGGGTACGCGTTTGTGGATGGCGATCCTCGACAGT 
ATTTTTGCCGGCATCGCTGGTGGAATTGTCTCCGGTATTTTCGGCTTTGGATCTGAATTC 
CTCACCAGTGTCATCATGATTTTGGTGCTGATCGTC 



>RXAO 2 8 6 7 -ups tream 

TTCAGCACAGATCACCCTTTGCCAGCTACCGACTTAGTTTCGTAACACGTATAGTGGGAG 
GCGTTTTGCCAGACGCCAAAGAAAGATAATTGGATTACCT 

>RXA02867 

ATGAGCGCCACCAACCCTGATGCCCTAGACGTGCAGCACGTCTATCCCATCAAGACGAAA 
AAGACTCCACTTGCGGTGATTTTCAACATCATTAGCGGTGGTTTGATTGGAATGGCGGAG 
TTGGTGCCAGGAATTTCCGGCGGAACTGTCGCTTTGGTTCTTGGAATTTATGAGCGCGCA 
CTGCACAACGGTGATCTCCTCATTGATCTGATCAAGGTGTTGATCAAGGACCGCTCGAAG 
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GTTAAGGAAGCTGCGGCGAAAATCGACTGGTGGTTCCTCGGCGCTATCGGCGTTGGCATG 
GTCGTGATGGTCTTCTCGATGTCATCGATTTTGCATACAGTTGTTGAGGACTACCCAGAG 
ATCACTCGCGGTCTGTTCCTTGGAATGGTTGCCGTGTCTATCCTTGTTCCGTTGGGAATG 
ATGGATATGCGGGATGCCAAGAAGCGCCTCGCAATCGTCATCCCGCTATTTATAATCTGC 
GCCATGCTGGGATTCTTTGGAACATCCTTCACTAGTGCGCCTCGCACCGATCCTTCACTG 
ATCTTTGTCTTCATCTGTGCTGCGATCGCTGTGTGTGCTCTTGTTCTTCCTGGTGTTCAG 
GATCAC 

>RXAG2-87-4— ^ " 

ACCGAACTCAACCGCGACACCCATCACCTGTGGGTCGTCTTAACCACCGACTCCGACGAC 
TTCGACGCAGACTCCTTTACCACCGAAGTCATCCGGATCACCGGCTACTCCCGCCACGAA 
GTCAACAACGGCCTTAACGCCATGGCCGCGATGACCAACCTCCCACACCTGCGCGCCATC 
CAAGAACGCTACTACTTCCTGAGCATCCGCTACCTCGCCTCCATCATGATCGCCGTGGCC 
AAAGCAGACCCCACCCTGTGGGAAGAACTCGACCTGCGCATCACCGACGCCTTAACACCA 
GTCACCGCAGGGGAAGTCATGATCCAATCCTCCACCCTGTCCAAACNGCATCGCCNGCCT 
GGATCAAAGAACTCGACCCCGAACCCACACCAGAGCCCACACCGAAAGAGGACTATGTTC 
ACGTCCACACCACTGATGAGGCGACCTATGTCCGCATCAAAATCAGCGGCCCCAACCGCC 

>RXA02 87 4 -downstream 
TGATCCTCAATGACATCATCACC 



>RXA02 87 6 -upstream 

AACTGTTGGCATGGCGAAGTACAATGTTCGTGCAACTGGTCACGTGGAGCGCATCGTCCG 
CGAAATCACCGCGGCGTAATAGCACCAGCTTAAAAACCTT 

>RXA02876 

ATGACATCAGACAAAGACACTGAACAATTGGAAGCGGCAGGCACTGAAATTTTAATGCCT 
CGCCGCCGTCCGGCACAGCAGCGCAGTCGTGAACGATTCAATCGAATCCTCACCGCTGCG 
CGTTCAGTGCTTGTCGATCTAGGTTTTGAATCGTTCACGTTTGATGAAGTCGCTAAGCGT 
GCAGAGGTACCGATCGGCACGCTGTACCAATTCTTTGCCAATAAGTATGTATTGATCTGC 
GAATTGGATCGTGTGGATACCGCAGAAGCTGTCGCGGAGTTGAAGAAATTCTCCGATCAG 
GTTCCTGCGTTGCAGTGGCCGGATATCCTTGATGAATTCATTGAGCACTTGGCTAGGCTC 
TGGCGCGATGATCCGTCTCGGCGGGCCGTGTGGCATGCCATCCAGTCCACGCCGGCAACT 
CGTGCGACAGCTGCGGCGACGGAAAAAGAGATGCTGGAAATCATCGCGGAAGTTATGCGC 
CCGCTTGCCCGCGGTGCCGGCTACGAGGAGCGCATGTCACTGGCGGGATTGCTGGTGCAC 
ACGGTAAGTTCCCTGCTTAACTATGCCGTGCGTGATGTCAATAGTTCCGAAGAGGATTTC 
GACAGCATCGTGGAAGAAATCAAACGAATGCTGATTTCTTACCTCTTCTCCGTGGCTACT 
GGA 

>RXA02 87 6 -downs t r earn 
TAGTCAACACGCACGTCGCCACC 



>RXA02 881-upstream 

CTGCCCGATTTCATGTTTTCCGACGGCACCATCTGCAAAGAACGAGTGTGACCGGTAGCT 
TTATGGGCTGAACAATTCTAAGGAGAATTATCC 

>RXA02881 

GTGAAAAAGAAGCTTATGTTGCCTTTGATTGTTGCAGCTTTGGGGTTAAGTGCCTGCAGC 
TCCGAACCTGCAGCAGCCCCACTCGAAGCAGAGCCATTACATAACCTGCTCATTGATGGT 
TCAGAGTCCGGCTTGGACAATGCCACTGAAGGAAACGACACCTCATTAAGTGGCCAACCC 
ATCAATCTTACAGTGGTCAACGGTGCCTTAGATATCGATGGCTCCTGCGGAAAAGCCCTC 
CAAGCTGTAGAGGACGTCAATCTGGACAGCGTAGCTAGCGCATCCAGGGCACTGGCATCC 
GGCGACAAACAAGTAGGCATCGCCATGTACTCAACCGCCGAAGACAACGACATCTCACCA 
ATGGACCTCTACGCAGACATCGCGAATGCTTGCGAAGACCCCGTCGTCGATTCTTCCGAC 
ACCACCTACACCTTCGGCAAACTCGATGATGCTCCCGACGGCGCCGTTGGATTCACCCTC 
GACATTGAAGTCACCCCTGACAATCAAGGCTCCACCGTGATGATGATCCAAGAATTAGGA 
AACCACCACATCATCGTCGCAGGACTTGAAACCACCCCAGAAGAAACCGCCACTGTCTTC 
GAAGCACAACGCACCAAACTCGAAGAAGGCTTGCAGCTTAAACAGAATTGGCAGCTTGGG 
TGGGTT 
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>RXAO 2 8 8 1 - downs t ream 
TAAATGCGCCCAACCTAAGAAAA 

>RXA02 8 84 -upstream 

GCGATGCTCGAACGCGCAGAACGCTCCTGGGTAGACAAAGCCGCTGCATACGATTTGCGC 
TGGTCAGATCACTCACCACTGAACGTGATCTACTCCTAAA 

->KXA0-2-8 84 — 

ATGCTGCTGACAATTCTATGGGCCATCGGCATCACCGCCGAAGGCATGACAGGCGCGCTG 
GCCGCAGGCCGACAAAAAATGGATCTCTTCGGAGTATCCGTCATCGCATGCGTTACCGCG 
ATCGGCGGCGGATCCATCCGCGACATGCTGCTGGGACATTACCCGCTGGTGTGGGTGGAA 
AAGCCACTGTATCTACTGCTGATCATTGGCGCAGCCATTTTGACAGTGTCCATTTCCTTC 
CTGATGGAGCACTTCCGTGTGTTGTTCCTCGTGCTCGACGCCGTGGGTCTTTCTGCATTC 
GCTGTGATCGGCACACAAATCGCACTGGAAATGGGCTACGGATTCATCATCGCAGTAGTG 
GCATCAGTGCTCACAGGTGTATTCGGCGGCGTCATGCGTGACCTTTTGTGTGACCGCATC 
CCACTGGTATTTCAAAAAGAGCTCTACGCATCAATCGCATTC 



>RXA02885 

CGAGGTAAAGGATTCCACTTCACCTCGACTGAGTTTGCCGGTTCTTATTCTTTGGTCACC 
AATGGTCTTAACGATGTTGCTGGCGAATACGTCGGTGTCATGCGTGGCGATGTCAACAAC 
TCCGCTGTGCTTTTTGATGTGGATCGCTGGTCGGGACATGTCGTATGCGCAGATAGCTCG 
ATTAATACATCACCACTACTTAAGCGTCCCCGTGTCGTTGACATGTGGGGGTCGAAGATT 
TCTCAGGCAGCGCTACTGAATAACCGTCGCGTAGTGCACCTGGTGCTCAATGGTGCCAAG 
CTCGATGAAATGGGACCAAAGCTAGAATCCATGACCGCTCATGTGGATATGACTAGCGGA 
GATCTCAACATGTTCGAGCTGTTTGGTAAGCAAGAAGATGAGCTGTCGCTGTATTCCACA 
CACATGGACAAAATCGTGTTTATGACCGAGCAGGCATTGGGCGATAAGACCTCTGAGCTG 
GCGCTATTGCGCGGAAAGCTCAAAGAAATTATTACAGCCTTTTATGTGGATATGAAAATG 
TGGGCTCTTAATGCCGGTGAAAACCGTGACAAGCTGCGTCTTGTTGGTGTGCCTCATGAG 
CAGATCCCGTTGCTCTCTGTCTTCGTGTCCTATTTGGATCAAGAATATGAGCGCCAGAAA 
TATGAGGGAACCAAAGACCCTGAAATGTTTCGTGCCATTTCTGTGCTGCGACTGACCTAT 
AAGGATTTGCTCGATACTCATGGCGATCTGTTTAATCAGCACACGGCAGATGGCATTGAT 
TCTGTGAACTCTGCACGCCGCGTGATCTATGATTTTTCTGGAGTGCTGCGACGTGGCGCA 
GGTGTCGCGATGGCACAGCTGGTTAACGTGATTGGTTTTGCTGTGGAGACGCTTGGTCAA 
GGCGATGTGGTCATCATTCACGGTGCTGATGGCATTGTCGATGTTGATGTTCAGGATTAT 
TTGGCTAATCAGTTCGCATATATGGCTGAGCGTGGTGGGCGAGTGGCGTATCTCTACAGC 
TCGATGGACGCGATGCTTGGCACTGTTGGCTTCAATCAATTCCAACGTGCTGCGTACACC 
ATTTTGGGCCCGATGAACGTTGACTCGGTGGATACTTATCAATCTCTGATTAATAGTCAG 
ATCCCGATGGACTTGGCACGGTTGGTGACAACGCAGAATTCTGGTGCGAGCTATTTGCGC 
CGAGGATCTACCAATGTGGTGTTTGAAACCAACCTTGCGTTGGGCGTTAATCCTTATATG 
GAGCAGCGTCGCAAGATTGAAGCACAGCGAGGTCAGCGACGATCCAAGCGAGACAAGCAC 
TACGGTGGTGGCACGACGATGGTGGGCACAGCGGATCTTGATGTTGTCGCAATTCAGGCG 
AAGGCCGAGCACCGCGAAGAGCGCTTTGATGAGAAATCTGCGCGCAAGATGAAGGAGCTT 
GATGATGTAGAAGCGAAAGAACTAGCTTTGAAAACTGGGCCGAAGAATCTTGATGATGCG 
CTTGCACAGGTGGAGAAGAAGCGCCTGGCGAAGCGG 

>RXA02 88 5 -downstream 
TAGTTGTTGGC TGTGGTGAAT AA 



>RXA02 8 88-upstream 

AAGGTCAGCCGTATTTCGGTCAGTCAGCAACTAATTACGCTTATCTTCCGTGTACGATAG 
ACCGTAGTTAACATAAGGAATGGAATAGGAGAATTGCGGC 

>RXA02888 

ATGTATTCCGACAAGCTGATTCTCTTGTTCCTTTCTGAGCAGGATTCAAGCTATGAATGC 
TGCGTAGGTTTATTAGATGGCTCAGATGGACGTGATTATATTGAAAAGCTTCTGAAGGGT 
AGGAAGCTGAAGAACCATTTTCTTGAATGGGAAGATATTAACAAGGCTGATGTTGCTCGT 
GAAGAAATATATAAAGGGCAATTGGTGCATCTGGTGTTTGTGACGGCTCTTTCCACGCCT 
GGTGAAATTTCTTTTGTTTTTCCAGGTCAATCTCTTATGAGTGCAACACTCGAAGAAGAC 
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TTTGCTGCGCTTGTGCTCGAAGAGGAGCGCACATCATTTAGACCTGAACTGTCTCACCTG 
TGGTCACTCCCCGTAGGGTGGGTAGCTCCGGGGCTTGAGGGTTTCGTGGAGCGTAATTCC 
GAGGCAGCT 

>RXAO 2 8 8 8 -downs t ream 
TGAACCACCGCTTTCTGAGCCGG 

>RXA 0 2 8 9 2 - up s t r earn 

.AGGGAGGAAG-TGAAGGAAAATGTAGGTGTeGGGGeTTAGAGAAACAAAAAAGGCTGCTAC 
GCGGACAGCATTGTCACGTGCTGCTGCGGAGATCGCCTTG 

>RXA02892 

ATGGAAGGCCCTGAGGCGTTCACGGTTGCGGCCATTGCAGCTGCAGCCGGGGTCTCCCCC 
AGGACTTTTCATAACTACTTCCCTTCTCGGGAAGACGCATTGGTGCAATTTGTGGTCATT 
CGCGTTCAGGAACTCACGGATCAGCTATACGAGTTTCCTACAAGCGTGCCCCCACGAGAT 
GCCATTGAACAATTGGTGATAAACCAATTGCGGGATGGCGATGACGCTATGGATTCTTTC 
AGCGCAATGTTTCGAATCGGTGAGATCCTTGAAAATCTTGACCCCATCAAGTGTGTTATC 
GATAAGGAGCGACTCATTGCTCCGTTGCTTGAGTTCATGGTTGAACGTGACAAAGACCTT 
GACAAGTTCGATGCGGCAACTCTGATCCATTTGCATGCAGCGGCAATTGCAACCTCGCTG 
CATACGTTTTACCAAGCTTCCGAGCCCCGGGACATAGAAGATGGAGTCGCATTGATCCGT 
CGGGCATGCGCCTGGATTAAGAAA 

>RXA02 8 92 -downstream 
TAAAAATTGTGGCGTGTGAACCT 



>RXA02 89 8 -upstream 

CACCTGAATTGGCTGAGGGAGAGGCACCGACTGGCACCGAAGAGGTGCTTGCCTCGAAGG 
CGGGCGCTGAGGCGAATGGCCTGGAGTAGGGGACCAGATC 

>RXA02898 

TTGGTCGTGGACTCCAGTGGCCGCTACAACGTCACCATCACAGGCCTGACCACCACTGAG 
ACGGATTCGGCCACCGCGCTGAACCTGCAGATGTCGGAAGCTGGCTACCTGGAGCGTTAC 
ACCGACGGGGCTACCGTCCCCAGCGTCATGCTGTCGGCTGCAGATGGCACCACGCCTCAA 
GAGCTTGTCGACGCCCTCGCTGCCGAACTTGGATCGAACTTTGATGTAGAAACCGGCGAA 
GCGCTAGTCGAGCAGGCTACAGGAATGATCACGCAGGCCTTGAGCTTCGTGCAGTACTTC 
CTCGTTGCCTTCGGTCTCATTGCACTGCTGGTTGGTACCTTCATCATCGCGAATACCTTC 
TCCATGATTGTGGCTCAGCGCATGCGTGAGTTCGCTCTCCTGCGAGCCCTGGGTGCGGCG 
CCAGGACAGATCACTCGCTCTGTGGTGCTGGAAGCAACCATCGTTGGCCTCTTCGGCTCT 
GCTCTTGGTGTGCTGGGTGGTATGGGCCTCGTAGCGATCATTTCAGCTGTCCTCAATAAC 
CTGGGCATGCCGATGGGATCCAGCGTTGGCTTGACTCCTTCTGCAGTGGTTACCGCGCTC 
GTATTGGGCACCGTTGTCACCATTGTGAGCGCGTGGGCTCCGGCTCGTCGTGCAGGTGAG 
GTTAAGCCTGTTGAAGCGATGCGCAACATGGAAACCACCACTATGCGTTCCATGATGGGG 
CGCACGATCACCGGTGGCATCGTTCTAGCACTCGGCATCATCTTTGCGATTGCCGGTGCG 
ATGATGACTGATTCTTCCACCGCTACTCGTTCCATCCTGGTGGGCATTGGTGCACTGTTT 
GTCATCGTGGGTACGTTCCTCTTCTCACCAGCGCTCTCCATGCCTGTGGTGGGTGGCCTG 
GGCAAGGTTATCGGTGCACCGTTTGGCAGCGTTGGAAGCCTTGCTGCGACCAACTCCAAG 
CGAAACCCTCGCCGTACCGCAACTACAGCGTTCGCACTGACGTTGGGCATTGCCTTAGTG 
ACTGCAATTGGCATGCTTTCTGCAACCATGAAGGACGCAGTCTCCGACATGATGGCGGAG 
CAGTACACCGCAGATTACATCCTGCAGGGACCAACCAACGGTTCCATCACCATGCCGAAG 
GAATCTGTCAATGATGTTCGCGATGCTGAGGGCGTTGCCGATGTCGTGCTCGTTTCCATG 
AACTCTGCCTCGGTGAACGGTCAGGCTTCATACAGCCAGCTGGGCCAGTCTGTAACCTTT 
GTCGCTGACGGCGACCTGAGCAAGGTCATCAGCACAGAAAGCATTGATGGCTCCCTCGAC 
TTGAGCAACCCAGGTGTTGTGACTAACCAGACGTTTGCTGATGAAAACGGCTGGGCAGTA 
GGCGATACTCTGCAGCTTGAATCAATGGGGCAGACCATCGGCGATATCGAGTTGATCGGT 
ACCTTCACCGGAAACGACGCCATCGGAAATATGATCATCTCCGAAAGTTCCTTGGCTGAT 
ACACCAGCGGCAGACACTGCTGTTCCTCAGATGATGCTGGTGGTAGGCGAAGAAGGCTTT 
GATAAGGAACAACTGCGCACCAACTTGGAAGACGCAGTCGCTGATTACATTGTCATCTCT 
GTGAAA 
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>RXA02 8 9 9-upstrearT\ 

GTGTCATTTTCTTGGCGGACGGTCGTATCGTGAACCAGTTGTTTGATCCCACCATCGAGG 
AAATCTTGGCCACGATGAACGGAATTGAGGATATTGCCTA 

>RXA02899 

ATGAATTCCGGTTCCACAATGCGCAGAATCAGTCTGCGCAATATTGGCGCGCACAAGGTC 
AGGCTGTTTTTGACAGTTCTGGCAGTGGTGCTCGGCACGTCTTTTGTTTCCGGCGCGATG 
ATGTTTACCAACGCGCTGTCCTCCACTTTTGATGAGGCTATTGCCAGCAGCTTTGACGGC 

GTGGATGTGGTGGTTTCACCAAACGGTGCATCAGAGGTGCAGGGTGTTCCTGTTGAGACG" 

GTTGAATCTTTGCGTGAGGATTCCCGCATCAACCATCTCAACATCAACGGTTCCCAGACT 
GTCGTTCTGGCGGATGCTGATTCCAAGGCAATTCAAACGACTGGGGGATCGTCGTTAAGC 
ATTTATTACAGCGCGGACGACGCGGTTGCCCAGGCACCTGAATTGGCTGAGGGAGAGGCA 
CCGACTGGCACCGAAGAGGTGCTTGCCTCGAAGGCGGGCGCTGAGGCGAATGGCCTGGAG 

>RXAO 2 8 9 9 - downs tream 
TAGGGGACCAGATCTTGGTCGTG 

>RXA02 90 5 -upstream 

CGAAACATCTAGGCAACCCGACTTTTATGTCCCTGCTTGAGTTGAAAACTGCTGTCGATC 
AAAGGTGCCCCAATTGTTTCATGCCGTGAGTTTTGCATTA 

>RXA02905 

3 ATGGACTCCGTAAATGTCCTGCTCATTGGCATAATCGTCGCGATTGCTGCTTTGCTGCCT 

3 CGCAAGGGTAAATATGGGCCAATCGCCACGCTACTGGTTGCCGGCGATTGGCTTGGCGTT 

n TTCCTCCTCAGTATTTTGGTGATGCTCGTTTTTGATGGACTAGAGGATTTAGTTCAGGGC 

«J TTTTTGGATTCAATCTGGTTCGGAGTCATCCTTCTTGTAACTGGCATCGTTTCCTTCGTT 

2 GCGACACTGGTTTCTAAAACCGACAGCACTAGAAAGCTTGATGGATTCCTAGCGCCAGTA 
•J AAAACTCCTAGTTGGAAAACTGTTGGAGCCGGATTGATCCTTGGAATCGTTCAGTCAGCG 
y ACATCTGTACCTTTTTATGCAGGGCTTGGATATTTGAGCGTTGGCAATTTCAGTCCAGAA 

3 ATTAGGTATGGCGGACTTGTGGTCTATGCGACCTTGGCTCTGAGTCTGCCGATT 



>RXNO 0 0 2 2 -ups t ream 

AGGACTGCTCCGCAAACCTCTAACAACACCTGCTACTCCCCCTGCAGCGCCGGTCAACCC 
CACACCACCCACCCCTTAACAACCACAAGAAAGATTTATC 

>RXN00022 

ATGTCCGCTCCAACCATCTACCCCGGCACCAAAACATCTATTGATCCGATCACCATGGAT 
GACGCTCGCATCATCTTTTTCGATATTGAGTCGCTCCACAATATTTTCACGGTAGCAACC 
TACGATTCTCTGTCCCACCACGTCGATGTCTTTTACCTGCTCGATCACACAACCAGCCCT 
CAGATCACGGTGCTGCCGCACTCAATGGATTATTTCGATCAAACGCGCAGCGATGCTGTT 
ATGGCTGCCATCATTGAGCAAAACCCTGCGTTCGCAGAAATTAAAGGCTCACCCATTACA 
ACCGCAGATGTAGCCCTCCACAATCTCGGTGACACCAACGCCAACCGACGCTGGCAGTCT 
AACGTGCTGCTTGCCCGGCTACTCGGGGGTATTAGTGTGCGCGGAGAGGTACCTGAGCAC 
CAGAGCCACAACCATCTCGCCAAGCAGTTTGCCGAGGCAACCTTGGTCACCAGGGACTTC 
GATGTGAATTATGATCCAACAAGCGCTCACCCTTTTACTGCTGGCTTCAACTCGATCAAC 
TATGACACCACCTTGCTCAGCCTGTACTTCGCAATGTTGACCTCAAATATCGGAAGTACA 
CCGACGTATTTCCCGGTGATCACCGCACAGGAACTTCGTGCGCATAACGACAAGCTCTTT 
AGCCCTGAGTTCATCAAAAACATGCCAAAGTATCTCTGGGATCGCGACAGCGGTGCTGGA 
CTCAGAGCTGCATCGGGTTTCCGCAACGCCATGCTCAAATCGGGTCGCCACATTGATATT 
CAACGCCTCAATGAAAAACAGCTCTTTGTTGGACTCAAGCGCCTGCTTGGTCTCCTCGGT 
CACCAGATTCTCGAATCTGATCGTCTCTCTGGTGATGATGCCCATGTTGATACTAACGAG 
GATGTACTTGATCTCATTGCCTACAACGTCTCAGACGTGGTGGGCACCAGACTGCTCGCT 
GAGGACCCGGTGTACTCCGGCTCTTTCGATCTGCGGGCAGGTCTACTGAGCACCTACCCA 
GAGACTGTTTTTGATCATGATGGTACTTTCCGTCAGCCATCCACGCAGATGCGTAAAGAT 
CGCCTAACGATTAATACCTCATCAGCTCAGTTCGCAGCGCGTATTTTGGCGCCATATCGC 
CCACTCCGCGATGTCCCTGATGCGATTGGCGACATGCCGGTGGTGTCTTACTTGTACCCG 
GATGCAGCAGTCGCCGAAGCAACAGGTCAAAAACAAGTCAACGTGCTTGATGAGTCAAAG 
AAGTTCTTCTATGACAACATCACCGACCCGGAAGCACGTGCTGCCTTTGATGAGGTCTTT 
GCTTTTTACGCTGATATTGAGGGTCGCAACTTCAACAGTCACAATGAGGCTATTGATACC 
CAGATTAACCAATTACGTGCTTATCTCAACCAGGTTGTCGCATTCGATGCAGCTGGGTAT 



Appendix A, page 378 



AttorflWbocket No.: BGI-129CP 



GCGCTCTATGATGTACGTACACGTTTTGAGCAGATCTTCCCCAAGGATCGCAGCTACATC 
AACGATGCTACGGATATGACCCCTCGCGCAGTATCGAGCTTTGACGATCTGGTTGCACTC 
TGTGATGATATTCGCGGTGTACTTGATCGAGGTTTAGAGATCTCATCTCCGAATCATCAT 
GAGATGGTGGATGCTATGCGCAAGCAGCTGCACTATATTCAGGCATTTTACCGTGCCTGG 
GACCCATCAACGCCGCTTCAA 

>RXN00022 -downstream 
TGACGCTGACCCAGCGGTGACCC 



>RXNOO 02 7 -upstream 

TTAGGCAACGACTCCGAAACCTTCAAGTU^CGTGTGGCACTAACAATTGCGGACTATCCTT 
GGGAACTGTTTTAGATTTTATTCAGGGTAGGGAGATTGTT 

>RXN00027 

GTGGATGAACGAAGCCGGTTTGCGCGCAGCGTTTTCCCGGACGGTGAAGAACCAGATCCA 
CGTTTCACTTTGGCCAATGAGCGCACGTTTCTAGCATGGACGCGTACGTCTTTGGCGTTT 
CTTGCCGGTGGTATTGCTTTTGAGGCGTTCCAGATCAGTGGACTATCGGATACTGTCCGT 
ACAACAATCGCGGTTTTTATCATTGCGGTTGGCATGATCATTGCCGCTGGTGCTGCGGTG 
AGGTGGATGAATGTGGAGCGTGCAATGCGTAAACAGAAGCCACTTCCCGTACCTGCGATT 
ATTCCGTTTCTGTCTATTGCGGCTTTGGTGGCCTCTGCGGCTGTCTTGGTTCTGATTATT 
GTTCAG 

>RXNO 0 0 2 7 - downs t r earn 
TAGCTATGCGCATTCATGAGGAT 

>RXNO 002 8 -upstream 

AAAAGTCCTGGCCAGAAAACTCTCTATACTGTGCAGCATGGCACCAACGATCACCGACAT 
CCATGTTCTGCTTCGTCGCGGTGAGCGACAATCAGTGATC 

>RXN00028 

ATGACCCTCACTGCCTCTTCCTTGGAGGCCGGGAAAATGTCTTTTAGTGGCGGGTATATC 
GTGGGCGAGACGATGATCTTCCTCGTCGATCCCGATGAAGTCGAGATACGACGCAGCCCT 
AACAGCCTCCACGTCCTGCGTAACGGTAGCGATATTCTGCGCCGCAACGAGCATCATTGC 
TGGGTATTTGAGAATTTCAATAAACCCATTGACCCACCTGTTCGATTGGGTCCTCGGGAT 
ATCATCTGCCCGAGCGCCTTGGCCTGGGTTCTTCAACAGCATTCCATCTCCCGGTCCTTA 
TCCCACCACCTTCACGCGGATAAGATCACTGCGGGAGAGATTGCTGGACGCCCCACCTGG 
ATCCTCCGTGAGGAACCTACTTCAGGAGGGCAGGACCCAAGTCGATTGGTCAGTCTTGAA 
ATCGACCAGGAACACGGTGTCATCCTTGCAGTGGAGACTGGACAAGAACGACTCGAAGCC 
ACGGAGATTTCTTTTCCTGACACTCTTCCTAATCCTTCCTGGGACGGAGCCTGGGAACCA 
TTCCATTATCCAGATTCGACACCACACACTGCCCCTGATGTTGCTGAAATACCCGGTTAC 
ATTCAGTCACTGCCGCCGCAGTCTGAAGATCCTCGCAGACTACGAGTCTTCGTCAATGAG 
ATAGCACTCGAAGGTGATTTCCCTGACTACCGTCAAGGACAATCTGTGCGACTTACTTTG 
GGAATTAGCTCCTCCCCTGTGCCACTCGAAGGAATGACAACCAGACGCCGGGGCCGGGTA 
CGCAACCTTGGGGAAGAAGCTAGTCCAGGCGATGACGGTATGCCCCAGTGGCCAATCCTG 
CTCACTGGTGATGGGTGGACGGCGCTGGCCTACACTCCCATCCCAAAACGTGGAGATGCA 
GAGATCCAGGGGTGGTTTTATTATTCCGCCTACGGAATTGTTGATGTTCCCACAGATCTA 
CGGGTAGAGCGTATTTTCGCTGGTATCGGCACAAGTGGCACCAACGAGCGTTTGTGGCAG 
GAGATAGACAATACTTCTTCGGCTTATCACTCGGAAGATTGGTGGATCCGCGATGTCGTT 
TTAGACGTCACGTTGGATGGAGCTGTTCCGCCTCCGCTTAGACGTGACGTCTTCACTGCT 
GTCGATCCTATTGTGGCGGGTGACAAATTGTGGCTGTGTGACGTGCACTTTCCGGTAGCC 
CGCTGCTGGGAGACCACGACCGGCCGATACTTGGGGCAGACTTTAGTCCCAGCACCACTG 
CGAGATCGATCGTACGTCCTTGAGCTGCACAGCGACCAACAATTAGGAGCCGTAGCGGCA 
AGTGGGAAGAGTGGTTGGATTCTCACACCTGGTCAAGCAGTAGCCACTAAAGCTCCTGAT 
TGGACTCCTCCCACCCGGGCAACCGATCTGCCTCAGGTCCCCTCCCCCTGGGAGATCGTC 
GCTGTCCGTGGCCAAGGTCTGTTTGAGCTGCAGGTGGAAACTAGTAGACGCACCGCCCTC 
GGTCGAGTTAATGCGACCGGTGGCGTCGACATCGGTGAACTCCCGCCCAACGGCTATACC 
ATCAGTTCTGTGGTTCAGATCGGTGATGAATACATCGTGGGCAGGTGGGTAGAGGAATAC 
CGGCTCAACTCCAAACTGGAGGTCATTTCTACCAAAGAGCTAGATATCTCCGCATCCGGA 
TGGAAGAGCAAGGGGACGGTTGCTTATCTGTCGGAAGACACTCACATATGTTTCTTCGAC 
CAGGTCAGCGGGGCCGAGCTTCCCAGCCTGGGTATCGCCGAGGGACACCAGGGCGAGGTT 
ATGTCAGCAACTTCTTCAGAGAGCATCGTGCTTATCTACCGGCGCAACCCGAACAATTCA 
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ATGTCGATTGTCCCGACTTCCGTTGCCACCTATGACAATGGCACCTGGACGACTATGCCG 
CTACAGGAAGCTCCAGCGGAACTGTCC 

>RXNO 002 8 -downstream 
TAAACTGCTCATAGACTGCTGAG 

>RXNO 003 3 -upstream 

ACACGGATTTAACGTGACGGTTTCTCAGTGTTTTTAGCTTCTGGCTTTTGGCTTCTGATG 
'CTTTAGCGCTGGACTCAACATTTAAAACAAAGGTGAACAC 

>RXN00033 

ATGTCAGTACAGCAAAGCGGGTTGCTCGAACGTCTCGGCATTCCCCGACCCTTGATTTTC 
GGATTTATCGGCCTCACCATCTTCATGATCGGTGACGGTGTCGAAACCAACATTTTGGAA 
CCTTTCCTCAGTTCCGAACATGGTTTCAGCGTTTCCCTCGCGGGAACCCTGGTGACTGTT 
TACGGTGTTGCCGTGGCGATCGCAGCATTCTTCGCGGCGGCACTTTCGGACCTGTGGGGT 
CCACGAAAAGTGATGATCCTCGGTGCTTCAATCTGGATCGTCTTTGAGCTGATCTTCCTC 
ACCGTGGCACTGACCACCGACCATACTTGGTTGATCTTCCTTGCTTATGGTCTCCGCGGC 
TTTGGTTATCCATTCTTCGCCTACGGATTCTTGGTGTGGATCACCGCAACTGCCTCACCT 
AAGCAATTGGGTACCGGTGTGGGTTGGTTCTACGTTGCCTTCTCTGCAGGTCTTCCTACC 
TTGGGTGCGCTGGTTGCCACCATTTCCATGCAGTACGTGAACTTGACCTTCTATGAAACG 
TTGTGGGTTTCCCTCGTGCTGGTGGTCATCGGATCGCTCATCGCACTGCTGGGAGTGAAG 
GAACGTCGCGGACGCCACCCACTGGTTGCCAACCCCGACGATGTGAAGCAAACACTTGGC 
CAGGGCTTCAAACTTCTGCGCAATGATCGACGTGCACGTTTTGTCACCTACATCCGCACC 
ATCAACTCCATTCCGACCTACGCGATGGCTGTGTTCTTCCCATCATTTTTCACTGACGAT 
CTGAAGTGGCAGCTAAGCTGGTTCCTCATCCTCACCACTGTAATTTACGCAGTCAACCTG 
CCGTTCAATCCTTTCTTCGGTAGCTTCGGCGACCGCCACGGTTGGGCACGAACTGTGTTC 
TGGGGCGGATCAATCGGTGGCGCAGTCACCCTCGCGTTGGTTTACTTCATTCCGATGTTC 
GGCGTTCAGGCTGGCATGTCCAACGGTGTCGTTTTCGGAATCACCATCGCAGCCGGCGCA 
CTCTTTGGTGTGTCCCTCGCGGGCTTCGTGCCACTTTCCGCAATCGCTGTCTCCCTTGAT 
CCCAAGCACCCCGGCGCAGCGATGGCCACATACAACCTCGGCGTTGGTGGCGCTGTAGCT 
GTGGGACCGCTCCTGGTTGCAGTCTTCCACCCACTGATTGGTCCAACCGGATTGATCCTG 
GTCATGATCGCCCTCTACCTGCTCTCCGGTTGGATGACTCTTCAACTTCGCGGCACCCAA 
CCAGGATTCGACGGAGTGCCAGCACTTGCTGAAGACGCCCACATCGAAGACCTTGCAGAT 
GTAAACGCAAACGCC 

>RXN0 0 0 3 3 - downs t r eam 
TAACTGTTTTTCGAGCTAAACCC 



>RXNO 0 0 5 6 - ups t r eam 

ATATGAATTTAATAATAGATTCCGAACGAAATCGGTGTTAGCGTCTGTGCTGAAACAATC 
TAATCGCGTTTCAGGACACCTACATGATCAGGAGCTCTTT 

>RXN00056 

TTGTTAAACAGAGTCAGTCGTATTGCAGGCGCTTCTGCAATCACACTATGCATCGGCTTA 
ACCACAATACTAAGCCCTACTTCCACTGCACAAAGCCTCGAACAGATCACCCCTTTACCT 
GAATCTGCAATCGACCTCAACGCCGAGATTCACGTAAACACAAGCGACATTTCAGCTGAA 
CAGATCCTTGGTGCTCAAGATGAAATCACAACTATGTACGATTCTCATGACCCCTACGAG 
TACTTCGATACCCTCACCGACATCGAACAGCGTTCAATAATAGCAGCGCTTAAACGGGAT 
CCGAGTTCACTCCAACAACGCCAAGAAACCCGTCTCGCGGCACAGTCCGACCCCTACAAA 
ATTTACATATCAGGCCTCGAAATGCTTTCATGCATCAATCTAGTTGATGTTGTATCATGC 
GGGATTGCAAACCAAGCAGCAACCAAAGCAAATAATGAGGCTGTCGCACGATACCCAGGC 
GATTCCCTTCGCAACGGCAAAGGCGATGCATTTCGGCATTGCTCATGGAACGCTCTGATG 
ACGATACGAATCGGGAGCAATGGAGCTGAAAGAATTGCAACAAACCACGAGACAATCGGG 
GACGGTCCGGCCGATGAAAATGCAATGGACCTATTCAATAATGCACAAGGCCGACAGATC 
GGAGCCGGATTCATTAATAGTAAGGATGAAACTAGCGCGCTCGCGATATGCGCGCTGTGG 
ACAAATCTCGGTAGACTAAAAACTCTAAAA 

>RXNO 0 0 5 6 - downs t r eam 
TAAGCAAGGTGCCCTCTGATGCT 



Appendix A, page 380 



AttoiflWbocket No.: BGI-129CP 



>RXNO 00 67 -upstream 

GGAATCCCGCATGTTGGGCTCCAGTTGGGGACTGACTCTGTTTTTGATCATTTTGACGCC 
AATCATTATTTTCCTCACTTTCAGCTAAAAGGACCATGCA 

>RXN00067 

ATGGTAGACGCTCAGCGCCCCAAAGCAGGCATCTTCGGTAGCCACACAGAAGAAACATGG 
GTGTGGCTCGGTAATGAACTTTTCGACGAGTCCGGCGAGGTCATCGCCGACGTTCGCTCC 
GACGTCCTCTACGTGGATCGCGAACGACTACTCATCGAATCCACCCCCGGCACCATGCGT 
TTTCGTTGCCGCGCAACACTGTCCGGGGGTGAGGTCTATACGATGACTCAGAATTCTTTC 
ACTGTGGGGGATCTCACTGCGGTGTGCGGGCGCCGGACGTATTCACTAAAAAGGGTGTCG 
CCGTGGCGTAAAGAACGCCTGATCACCAACAATGGGGTGGAAGTGGCGCGGCTTCGCCCG 
ATGACCAGCGGTAAAGTCGAATTCATTGTGGGCACCGCGGGCAGCGAGGCGTTGCCGTTC 
GTCGACGCAGTATTTTTGAGCTGGGCGTGCGTCCTGGTGGATTCGGCCGTGCGCCGGCCG 
AAAATT 

>RXN0 0 0 6 7 -downs t ream 
TAAAAGCTTTTTGCTTATCGACG 

>RXN0 007 7 -upstream 

CTAAATTGTTTTAACGCGTGAAGCAGTCCCCGCCCGATTTATTCGAGGCGGGGACTTTCG 
CTTTCCGGGATAAAAATTGCAACGCACTACACTGAGCAGT 

>RXN00077 

ATGAATGATGAGAATATTCAAAGCTCCAACTATCAGCCATTCCCGAGTTTTGACGATTGG 
AAACAGATCGAGGTGTCGCTCTTAGATGTCATCGAATCCTCACGCCATTTTTCTGATTTG 
AAAGATAGCACTGATCGTTCTGCGTTAGATGCTGCGCTAGAGAGAGCAAAAAGAGCTGCC 
GCAGTTGATACCAATGCCATAGAAGGAATCTTCCAAACTGATCGCGGTTTTACCCATACA 
GTTGCAACGCAGGTAGGGGCTTGGGAGCAACAAATGGCGATGAAAGGCAAACATGTTAAG 
CCTGCGTTTGACGATACTCTAGAAGGCTTTGAGTATGTTCTCGATGCAGTAACTGGTAGA 
ACTCCAATCTCTCAGCAATGGATTAGAAATTTGCACGCCGTCATTCTGCGGAGCCAAGAA 
AGCCACGAGGTTTTTACAGCCGTTGGAGTCCAAAATCAGGCGCTTCAGAAAGGCGAGTAT 
AAAACTCAGCCAAATAGTCCACAGCGCTCAGATGGATCTGTACATGCATACGCCCCAGTT 
GAAGATACTCCTGCTGAAATGGCTAGATTTATTTCAGAACTTGAATCTAAGGAATTCTTA 
GCAGCCGAGAAGGTTATTCAAGCTGCCTATGCCCACTATGCTTTCGTATGTATTCATCCT 
TTTGCAGATGGGAATGGACGAGTTGCACGAGCCTTGGCTAGTGTTTTTCTATACAAAGAT 
CCTGGTGTCCCTCTCGTAATCTACCAAGATCAACGCAGAGATTACATCCATGCTCTAGAA 
GCAGCGGACAAGAATAACCCGCTCCTGCTGATTAGATTCTTTGCTGAACGAGTGACCGAT 
ACTATTAACTCTATTATCGTTGATCTCACTACCCCGATCGCGGGTAAATCTGGTTCGGCT 
AAGCTTTCGGATGCGCTACGCCCCACTCGCGTATTACCAGAATTACATGATGCTGCACAT 
AGGCTCCAAGAAAGTTTATTTACAGAAATCCGATCTCGATTGGATGAAGAAGGAAAAAGG 
AATGGGTTGGAGTTTCTACTTCAACGGATTTTTATCGGTTCCCCATTCAATCTGCCAGAG 
GGCTATAACGCTTTCCCTGATAGCTATTGTCTGACCTTAGCTTTCAATAGCAACTCTCCA 
AAACAAATCTTCCACCCGCTATCCATAGTAATAGCAGCTCGAGATGGGAAAAGAGCGAGC 
AGCGACCTCGTGGCAGCTACTTCTATTGGATACAACTTTCACGCTTACGGACGTGAAGTC 
GAGCCTGTTGTTACTGAAAGCTTTCGAGAACGTGTGAAAATTTACGCCGACGGGATTGTA 
GATCACTTCTTAACCGAACTGGCTAAAAAGTTTCAACAGAAT 

>RXN0 007 7 -downstream 
TAATTAGCCTATCTCGGCTTTCG 



>RXN0 00 80 -upstream 

ATGTTCTTGTTTCCCTCATGATGAGCTCCGTGGTCTACCTCGCATTCGATGTGGGCTTGG 
GACTTAATCTTCCTTCCGGACTTTTGGGTGGTGGCTTTTA 

>RXN00080 

ATGGATATTTTGTCCCTCTTGATGGAAGGTTTCGCCGGCGCGCTAACGCCGATGAACCTC 
CTCTGGGTGATTGTCGGCTGTTTGCTCGGCACCGCGGTTGGCGTCATGCCTGGTCTTGGA 
TCCTCCATGGCTGTGGCGCTGCTGCTGCCAATGACCTTCGCGCTTGATCCAACTGCCGCG 
TTCATTATGTTCTCTGGCGTATATTTCGGTGGTCTCTTCGGTGACTCCACGATGGCAATT 
TTGATGAACACCCCAGGTCAGGCATCGGCAATCGCCTCAACATTCGAGGGCCACCGCATG 
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GCTCTTAACGGCCGTGCGCCACAGGCTCTGGCTACCGCAGCGATCGGTGCCTTCATCGGC 
GGTATCGTCTCCTCCTTCATCGTGGTCTTCCTCGCACCAACCCTGGCGGAACTGTCCACC 
GCATTCGGCCCCGCCGAGTACTTCGCACTGGCACTCTTCGCGTTCGTCGCCACCTCCTCC 
GTGGTGTCCGACTCCGTGTTTAAGGGACTTGCGTCCCTCATTTTCGGCCTCGGCATTGCG 
ACCATCGGCATCGATTCGGTCACCGGCATCGAGCGCTTCACGCTCGGGGCACCGCAGCTT 
TTCGACGGAATTTCCCTCGTTACTGTTACCGTCGCGATTTTGGCACTGGGAGAAGTGTTT 
TACATTGCAGCCCGCGCACGCCGTGACAAAGCAAATCTGGAGACGCGCTCTGCAGGCCGT 
CCGTGGCTTACCGGAACGGAATTCAAAGAAGCCGCTCCAGCCTGGGCACGCGGAACCATC 
"ATTGGTCTGCCTTTCGGTGTGATCCCTGTTGGTGGATCTGAA'GTTCCAACCTTCTTGGCT 
TACTCCACCGAGCGCGCATTGGATAAACGACGCAAAGATCCGCAGTTCGGCGATAAAGGT 
GCAATCCGAGGACTCGCTGCTCCTGAAGCTGCAGGTAACGCCACCACAGGCATGGCGATG 
GGCGCTCTTCTTGCCCTGGGTCTCCCAGTCTCTGCAACTGCGGCCATCATGTTGGCAGCG 
TTCCGCCAGTACGGAATCCAGCCCGGACCACTACTCTTCGATCGCAACCCTGAACTTGTC 
TGGGCACTTCTTGCCAGCTTCTTCATCGCGATGATCGTCCTGCTGTTCATCAACCTGCCG 
TTCGCACAGCTGTGGGCAAAGCTCCTGCTCATTCCAAACCACTACCTCTACTCCGGCATC 
GCATTGTTCTGTGGCCTGGGCATTTACGCCACCTCCGGCGCAGTGTTCGACCTGCTCATG 
CTGCTCGGCATCGGTGTCGTGGCTTTGATCATGCGTCGCTACGGTTACCCGCTGGCACCG 
CTGATGATCGGTATGGTTCTTGGACCTTTGGCTGAAACCTCCCTCCGCGACGCACTACTG 
TCCTCGGTTGGCGATTTCTCCATCCTCGTCTCCAGCCCCATCACCTGGTCTCTCTACGCA 
GTGCTCGCCATCTTCATCGCGGTCAGTGTCATCACTGCAATCCGCGGTCGTCGCAAGCAC 
CTGACTTCTCAGCTCGAAACCATCGACGCT 

>RXNO 0 0 8 0 - downs t r earn 
TAAAGTCCCCGTATAGAAACAGG 

>RXNOO 0 87 -upstream 

TCGTCAGTCAACAAACGTTTTCCCACCCGGAGGTCTCCCCGTGTCTACCGAAATCCACAA 
CGCCCCACCCAAGGCCCCAACTTGGCTTGGCTGGGTGCTC 

>RXN00087 

ATGATCGGCGGAATAATCGGCCTCATTTTGTCGGTGATCATCATGGCCGAAAAACTTGCC 
ATCCTCGAGGATCCCGGTCACATCACCAGCTGCGATTTCAATGCAGTCCTAGCTTGTGGC 
GATGTCATGCGTTCCGGCCAAGCTAACGCGTTCGGCATCCCGAATCCGCTCATCGGCATC 
GCCGGTTTCGCCGCTGTCGCCATCATCGGCGCCGGCATCCTCGCGGGCGGCGGGTTCCGC 
GGTTGGTTCTGGTTCGGCGCCCAGGCCGGACTCACTTTTGCCATGATGTTCTGCCACTGG 
CTCGCCTACCAATCCATGTCCGTCATCCGCGCGCTCTGCCCTTACTGCATGGGCGTGTGG 
ACCGTATCGATCATCATGTTCGTGCTGGTCACTGCATGGAATGTGAAAACTTTCAGCGGC 
TCCGACAGCACGTTCGTCAACGCACTGTACAAATACAAGTGGGTCATCGCGATCGTCTGG 
CTGCTGCTCATCGCAGCCGCAGCTGTGTGGTCATTCCGCTACATGTTC 

>RXNO 0 0 8 7 -downs t r earn 
TAGGCATTTAAGGCTTTCAGGCC 

>RXN00 0 96-upstream 

GGGGAACCTGGGGTAAAAGGAGAAGTATTCATTACCCCAATAACCTACTAGGTGGGGTGG 
ACACGCATAGTCGACAGCCAGACGTGGCAGAATAGTGTGC 

>RXN00096 

ATGACTAATGCAGGTGACAACTTCGAGATCAGGATGCCTTCTGGCACGGATGACCCATTG 
TCCGATGCGGAGATCCAAAAGTATCGCGAGGAGATCAACCGCTTGGACCGCGAAATCCTC 
GATGCGGTGAAACGCCGCACGAAGATTTCCCAAACCATCGGAAAAACACGCATGAGCTCG 
GGCGGAACACGTCTCGTGCACACCCGAGAAGTAGCAATCATCAACCAATTCCGTGAAGAG 
ATCGGCGAGGAAGGCCCTGCCCTCGCTGGAATTTTGCTGCGCATGGGACGCGGAAAACTC 
GGA 

>RXNO 009 6 -downs t ream 
TAAGTTATCCACAGGTAGAAAAA 

>RXN0 00 97-upstream 

TCAGGGTTTTAGCCGTTGATGGGCAGAGTTATCCACAGGTTTTTAGCGAGCTGGTTTCCG 
ACGAAGAAAATAGTGGATAGGTTACAGGGCAGAATCCCGA 
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>RXN00097 

ATGGAGGTGCCTTCCTTGTTTACCAACTTCTTCGCAGTCAACAACCCAGACAGTCCGCCC 
GCACGACAAAAAACCAAACTCAGAGAACTGGAACACCGCTTCTGGCAAGAACACCTGCCA 
GGCGACGACGATGACCATTCCACCGCAATCTCCAGCCTCGCCATCGTCACAGGTCTAACA 
AAAGCGCAGGTCTCCCGCATATCCATCGCGTTTGCCACGCTCGCCGACTTGCCCGAACTC 
AAAGCCCTGCAACAAAAGCTGTACCACCTCGACCTCTCCCGACTGATCACCATTAGCAAC 
GAACTCGCCGGCATCAACCCCGACAACCTCGCCGGCGCCGACGCAATCCTCACCGAATAC 
. CTCACCGCCACCAGCCCCAACCAGATTCTGCCAAGCCCGGCGTCCATAGGACGCAAGATA 
AAAGAAATAAGAGATTTGCTTGACGACGCAAGAGCCACCGGTTCGCGCGGTACCCAAGAC 
GACAGCTCTTTCGGAGTGACCTTCTCCCCAGACGGAACCGCCGAAATCGGAGCCTCCGTC 
GATGCTGTGGACGGGCACATCATCAACGACGCCGTCACCCAACACGCGAAGAAAAACGAC 
CTCACCTACGGCGAAGCTTTCAGCGACATCCTTCGGAACAATATCCAAGTCAAGGTAGTC 
CTCAACTTGTACACCGCCAAAGACCTCGCCAACGCCCCAGTGTGGGCCAGCGGAATCGGC 
TGGTTGGATGCCAAGACTGGAACATTCTGGTCAGAGAAAGCCAACAAAGAACAAGACATG 
GATGCGGCTGCCAAAATCAGCACCGACAAACACGATCCTCCACCAGCGTTGCGTGACGCA 
CTCATTGGTCGTGATGGCACCTGCCGATTCCCTGGCTGTTCAGTCCCAGCGCTCAAAACC 
CAAGCCGACCACCGCATCCCCTACGAAGAAGGCGGAGAAACTTGCCTAGGCGGAATCGGC 
TGCCTCTGTCAACACCACCACAACATGAAAACCGACGGCCGAGTCACCTACCTTCTCGAT 
CCCTTCTCCGGCATCATCGTCTGGCTCATGGGAGACGGAACATGGGCAGTGTCAGAACCC 
AACGGGCCGCTCAATCCCAAAAATGCGAGATGGGCGCAAACAGTCGCCCAACACCGGGCA 
CGCCACCACAAGCGTTGGGTTAAGGAGGACGCCAAG 

%j >RXNO 00 97 -downstream 

in TAGCCGGATGGCCACGTCGAAAA 

iri >RXN00114-upstream 

I ' J TGCATTCCCTAACGGGAATGCAGCTTTTTGTGTTCCTAGTGCAAATCGAAATCTCATGTG 
^ ^ ATTTACTTAAAACCTAATTAAATCTACTATCGGAGATCTC 

>RXN00114 

^ ATGAAACTTCTCAAGTTTGCTGCAGCAGGAACCTTCGCACTAGCCCTGGCTGGCTGCACA 
C3 CAGACTGAGTCTCTCGTAGCAACAATCGAATCTGCAACCTCTGCAGCACAGGCATCCGGA 
Jn AACGACGTAGAAGGAGACCAAACCTCCGCGTTCGAACTCTCCGTTGGCGAATGCTTCAAC 
ry GACACCTACGAAGAAGAAATCTCCGAAGTACCCATCGTCGACTGCGCAGAACCTCACGAC 
AACGAGATCTACTACCTCTACGACATCGAAGGCGACGACTTCCCAACCGACATCACCACC 
ACAGGCTACGAAGGCTGCCTCCCAACATTTGAAGGCTTCGTAGGAGCTCCTTACGAAACC 
TCCATCTACGAGGTCTACCCAATGACCCCAACCTTTGGCTCCTGGACAAACGGCGACCGC 
GAGGTAGTGTGCTCCGTGTACTTGGCCACCGGTGAGCAGATGACCGGAACCGCAGCAGGA 
ACCGCGCAG 

>RXN00 114 -downstream 
TAGATTTTGGATAGGGAATTTTG 

>RXNO 012 0 -upstream 

ACAAACTCTTAATTTAATGAGACGTAAGTAGTTGATAGTTAGGGGAAATACTCCCAAATC 
CTCACAGGAAACGCTCTGAATTCTTTCAAAAAAATGTTTC 

>RXN00120 

ATGCTTATTGGCATGAGCAATCAAACAGTCAATCAAGCAGTGTCGTCAGGGGTGAAAGCA 
TCCCCGCACAGGTTCAATCGTTTTGAAATCAAATACTTGATTACAGAGCAAGATGTACCT 
GCACTCCGCGAGCAGTTGGCAACGAGGATGAGCACGGATCCGCTTTCCCCACCCGGAGGC 
TACCGAGTGGAATCCCTTTACTTCGATTCAGCCGATTTACGGTGCTACACCGAAAAGATC 
GAGGGTCTGAAATTCCGAAGGAAACTACGGATCCGTACCTACGGTGATGGAGTGCTCACT 
CCAGAATCCACCGTGTCGGTAGAGATCAAGCAGCGGGTTAACAAAGTAACTCAAAAGCGT 
CGGCTGGATTTGCCCTTTATATATGCGCTCGCCCTGGGCGATAGCACGGGCGCCGCGGTA 
GGCGAGCAGGTGGACGTCGAGAAGCTTCTTGAAATCTCTCCGGAAAACCAGCACGCTTTG 
ATTCACGAAATGGCGTCGTTTGCTAAAAATTATCGGCTGCGACCCATCGCCACCACGAAG 
TATCACCGCGAGGCATTCGTCGGCGCTGATGCGGAGGAAAGTTCGCGAGTCACCATTGAC 
CACGGTGTTTCAGGCCGTGATCGTGATTTTCTGCTTGGCCAAGACCTTGAAGACCGCCCA 
ACGGTGGCGCAAGGATTGGCAGTCGTGGAAATCAAATGCGATGAACGCGTGCCGTTTTGG 
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CTCACTGATATGACTGCTCAACTGGAAATGTCCGTGATTCGGATGTCCAAATACTGCGAA 
ACCATCGAAGCGTTTCACAACCGTCCGGCATCAGCTTTCGGCGCTGTCGACCCCATCTTC 

>RXN0012 0-downstream 
TAAACAAGAAAGGCCCCTCCAAT 

>RXNOO 12 8 -upstream 

GGAT-T-T-TGGGT-T-TGGTCTiTGCC-TAAAGAAC^^^ 
CGTTGATCGCTCCAGAGACACCGTGGGAAGGGGAGCAGCA 

>RXN00128 

GTGAGTAAAATTTCGACGAAACTGAAGGCCCTCACCGCGGTGCTGTCTGTGACCACTCTG 
GTGGCTGGGTGTTCCACGCTTCCGCAGAACACGGATCCGCAAGTGCTGCGCTCATTTTCC 
GGGTCCCAAAGCACACAAGAGATAGCAGGGCCGACCCCGAATCAAGATCCGGATTTGTTG 
ATCCGCGGCTTCTTCAGCGCAGGTGCGTATCCGACTCAGCAGTATGAAGCGGCGAAGGCG 
TATCTGACGGAAGGGACGCGCAGCACGTGGAATCCGGCTGCGTCGACTCGTATTTTGGAT 
CGCATTGATCTGAACACTCTGCCAGGTTCGACGAATGCGGAACGAACGATTGCGATCCGT 
GGAACGCAGGTCGGAACGTTGCTCAGCGGTGGCGTGTATCAGCCGGAGAATGCGGAGTTT 
GAAGCTGAGATCACGATGCGTCGGGAAGATGGGGAGTGGCGTATCGATGCTTTGCCGGAC 
GGGATTTTATTAGAGAGAAACGATCTGCGGAACCATTACACTCCGCACGATGTGTATTTC 
TTTGATCCTTCTGGCCAGGTGTTGGTGGGGGATCGGCGTTGGTTGTTCAATGAGTCGCAG 
TCGATGTCCACGGTGCTGATGGCCCTTCTGGTTAATGGTCCTTCGCCGGCAATTTCTCCT 
GGTGTGGTCAATCAGCTGTCCACGGATGCGTCGTTCGTGGGGTTCAATGATGGGGAGTAT 
CAGTTCACTGGTTTGGGAAATTTGGATGATGATGCGCGTTTGCGTTTCGCCGCCCAGGCC 
GTGTGGACGTTGGCGCATGCTGATGTCGCAGGCCCCTACACTTTGGTCGCTGACGGCGCG 
CCGTTGCTGTCGGAGTTCCCAACGCTCACCACCGATGACCTCGCCGAATACAACCCAGAG 
GCTTACACCAACACGGTGTCCACGTTGTTTGCGTTGCAGGATGGATCGTTGTCGAGGGTC 
AGTTCCGGCAATGTGAGTCCACTACAGGGCATTTGGAGCGGTGGAGATATCGATTCTGCA 
GCGATTTCCTCCTCCGCCAATGTGGTGGCAGCGGTACGCCACGAAAACAACGAGGCAGTG 
CTTACTGTTGGCTCCATGGAAGGCGTGACTTCAGATGCGTTGAGGAGTGAAACGATCACT 
CGTCCCACCTTTGAATACGCGTCGAGTGGGTTGTGGGCTGTGGTGGATGGGGAGACGCCT 
GTCCGAGTCGCACGATCGGCAACAACCGGTGAGCTCGTCCAGACGGAGGCGGAGATTGTG 
CTGCCAAGGGATGTGACGGGTCCGATCTCTGAATTCCAACTGTCACGAACTGGGGTCCGG 
GCCGCCATGATCATTGAAGGCAAGGTGTACGTGGGCGTCGTAACGCGTCCTGGTCCGGGC 
GAGCGGCGCGTGACAAATATCACGGAGGTGGCGCCGAGCTTGGGCGAGGCGGCGCTGTCG 
ATCAACTGGCGCCCAGACGGCATTTTGCTTGTGGGCACGTCAATTCCAGAGACGCCGCTG 
TGGCGCGTCGAGCAGGACGGATCGGCGATTTCGTCGATGCCGAGCGGGAATCTCAGCGCG 
CCGGTGGTGGCGGTGGCAAGTTCCGCGACGACGGTCTACGTCACTGATTCGCATGCGATG 
CTTCAGCTGCCGACTGCCGATAATGATATTTGGCGCGAGGTGCCCGGTTTGCTGGGCACG 
CGTGCGGCGCCGGTGGTTGCGTAC 

>RXNO 012 8 -downstream 
TGATGGAGCTGTTCTTCCCGCGC 

>RXN00154-upstream 

TAGCCAGACGGCAGTATTTTGAAGCGGTGAATAAACGTTTGCTCGAATTTCCATAGTGTT 
AGGGAAGTGTAGTGCAGTGCTTTGACTAGGGTGGTGAGCT 

>RXN00154 

ATGAGTTTTTCAGACCCCTATGCAGGCAATATTTTTGGTGGACACTCCCGCAACAAGCAG 
CCGGAGTATCCCGATGTGCCCGCAAAACCAGGCCTTGTGGTGGAAGTTCGTGGAGATGGC 
TTCGTCGGCGCTGTGACCGGTTTTGAACGCACCTACGATGGTGATTTTGTGCGTCTCGAG 
GACCGCCGCGGACGCGATGCGCTGTACAAGCTGCGCAAGGGTGCGTTCATGATTGATGGG 
CAGATCGTTAACCTCACCCGTTTCGTGGAAAAACAAGCACCACGTAAATCTAATTCTGGT 
TCCAGGCGTGTAGAAAACGCGCAAGCAAAGGTCGCGGCGCCGTCACGCATCTGGGTAGAA 
GGCATCCATGACGCCGCCATCGTGGAGAAAGTGTGGGGACACGACCTTCGCGTTGAGGGC 
GTCGTGGTGGAGTACCTGGAAGGTCTAGACAACCTGGAGGAACGTCTCGCGGAATTTCAG 
CCTGGGCCTGGACGACGCATCGGAGTGCTCGCTGATCACCTTGTTGAGGGATCTAAAGAA 
ACTCGGATGACTAAATCACTACCCGCGGATGTCGCTGTCACCGGCCACCCCTACATCGAT 
ATTTGGGCTGCTGTGAAACCAGAGCGTTTGGGGCTTAAGGCGTGGCCTGAGGTGCCATAC 
GGGGAGGATTGGAAAACCGGCATCTGCAAACGAGTTGGCTGGTCAGACCCCAAAGAAGGC 
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TGGCACCGTGTGTATAACGCCGTGAATTCCTTCCGCGATTTGGACTACACCCTAATTGGG 
GCAGTGGAACGTTTGGTGGATTTTGTGACCAACCTCGATTTGAGTAAAGAGGACGTCCTC 
GCC 

>RXNO 0154 -downstream 
TGATTTTTCGGGTGTGTTTTTGC 



>RXN001 62 -upstream 

GGAGACGTCGAAAAGCATAAACCTGGAACTTTTCCGGGCCCGCGCCCGACTGCTTTGCTG 
AAGCCCTATCCCGCTATTTTATTTTTGAAGGAAGAGTTGC 

>RXN00162 

GTGTCTACCACCACCCCAATCCACCCTGAGCGCAAGAAACGCGTTCGTCAGGCCCTCACC 
ATGTTCTCCATCGCTGCGTGGGTGACTGGTGTGTTTTTGCTGGCGCTGGTGGCGGAGATG 
ATCATGAAGTACATAATTGGCATGGATCTTCCTGAGTGGGCACGATTCGTTCCGATTGCA 
CATGGATGGGTTTACATTGTTTTCTTGATGACCACCCTGAACCTGGGTCTGAAGGCGCGT 
TGGAATCCGACTCGTTGGGTGACCACCGCTATCGCAGGTGTGGTTCCGCTGCTGTCGTTT 
TTTGTTGAGCACAACCGCCGCAAGGAAGTTACTCAGACATTCCAGCTGAACTCA 

>RXNO 0 1 6 2 - downs t r earn 
TAGTTAAATACACAAAAACCTCC 

f 

^,3 >RXN00167-upstream 

Jfl CCGACAATCCAGTGGAACTTCCCTATCGCTGTGATGCATTTTTACTTTCACGTTCCGGTA 
n CCCTGGCAGGCAGATCTTCCAATCTTTAGGAGCCCTCGCC 

1 n 

: >RXN00167 

ATGTACCTGTTGAATCCACCAGTCACTGAACCCGAGATCCTCACTGTCAACGAGATTCCG 
5==f ACCGTCGTCGCTGTCTTTGACAACCACCCCATGAACGACATGCCCGCAGCATTCGATCAA 

ACCTACCAAGTGCTCTTCCCCACCTTGGGTGCCAAGGGCATCGCGCCAATTGGCCCCGGA 
5 TTTGCTCTGTACACCTCCGAACCAACTGACACCGTCAGCTTTGAAGTGGGCATCCCAGTC 
£3 AGCCAACCACTTGAGGGAGATGTTTCAGCCGCCAGCGGCATCGTGCTGAAAAACTCAGTG 
fjl GTCCCTGCCGGAAAAATTGCGCGAATCAGCCACATCGGCTCATTCGACGGACTGAGCCAA 
ry GCATGGGGTTCATTCGTGGAAGCTCTTGAATCTGCAGGCCATGAGATCGATATGCCGTGT 
Ij TGGGAGGTATATGTCACCGAGCCTTCCCCCGACATGGATCCCGCAACACTCCAAACTGAT 

CTATACGTCCTGTTGAAG 

^3 >RXN0016 7 -downstream 

TAGAGAAGCTTTCTGGTCAAGTT 

>RXN00171 

AAAGATCAGCAGAAGCAGATTCATAACTTGGCAGCTGAGGTAAAGCGTCTTCGTGAGCGT 
GACGATGCACGAGATCAGCAGCTAGGAGTGCTTAATGAAGCCATGTTTTCACTACTAGGA 
GATGGACTTGACCGTTTTCGTGAATCTGGCGATGAGGCATCCTTCAATGCTGCATTGAAC 
TATCAGGCAGTGGTGGCACCAGAAATGTTTAAGACCGTGTATGGTGTCGATCCGTCTACC 
GGAGAGCCTATTCCCACT 

>RXNO 0 1 7 1 -downs tr earn 
TAAAGTACAACACAGTCTTTTCA 

>RXNO 019 4 -upstream 

AAATATGAGAACATAGTGAGAGTTAAACCAAGTTCTGTAGGTGCTTGTTGCAGCGGGCGC 
GAAGGCGTACCACTGCAACTTGCGAATAAAGGAGTAAAAC 

>RXN00194 

GTGGCTGGTTCCTCCCACACGATTGAGCCTGAGATCTACCGCGGTGTATCCACCCTTGAT 
GAGCCTTCGGCTGCATGGGGATGGCACGGTCTCAAGCGCAACACCATCCAACTCGCTGGC 
TGGATTTCCGTTCTGTTCATGCTTGGATACAACTTCGGTAACCACAAGGGCCACGTTGAA 
ACCATCTGGCTTCTCGTCATCACCGCCCTTCTGGTCATCGGCCTGCTGATCCACCTGTTC 
GAGCCAAAGCTCTTCCAGGTTCGCACCATCACTTCCCGCAACAAGCCTGTCGGCCACGTC 
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GAGCCAGACTGGACCTACGACCAGGCAACCCTCACCGGCACCTGGGGTAACCTCACTGAC 
TCCCAGCTTCGCTCCGTCAACATCGAGCCAAGCCGTGTCGCTCACCTGCGTGCTGCAGAT 
TCTGCGAAAGAACTAGACAAC 

>RXN00194-downstream 
TAGTTTTTTAAAAAGAAAATGCG 

>RXN.0.0JL9_7^up s.t ream 

GTCGATGATATTTTGGCAACCGAATCTGAGGCACGCGCGCGTGCGAATGCTTTGATCAAC 
CGGTTGGCAACCAACTTGTAAGCTAAGGAGCTTCCGCCTC 

>RXN00197 

GTGGCAGCCTATCTTCTTGGTGTCGTATTATTTTTCCTCGGCATCGCAGTAACCATCGCG 
CTTCACGAGTGGGGGCACTTCATCACAGCGCGCATTTTCGGAATGAAAGTGCGGCGTTTC 
TTCATCGGTTTCGGCCCGACGGTGTTTGCCAAAAGACGCGGCGAAACCGTGTACGGCCTT 
AAAGCGATTCCGGTCGGCGGTTTTTGTGACATCGCGGGGATGACTGCCCAAGATGAACTT 
GATCCGGAAGACCTGCCGCGCGCCATGTATCTAAAGCCCTGGTGGCAGCGCATAATTGTG 
CTTTCCGGCGGCGTGATCATGAATCTGATCGTCGGCTTTTTGGTGCTTTACGGCGTGGCG 
GTGAGCTCCGGAATCCCGAATCCGGATGTGGATACCACCGCGACAGTCGACACCGTTCAG 
TGCGTGCCGGAAACCCAAATTTCCGCAACTGAACTGTCCTCCTGCGTAGGTTCAGGCCCA 
GCGGGCGACGCCGGCATTGAGCACGGCGATAAGATTTTGGCCGTCAACGGCCAAGAGATG 
GCAAGCTTCACCGCCATCCGCGATGCGATCCTCGAGCTCCCAGGCGAAACGGCAACGCTG 
13 ACGATTGAACGGGAGGGAACGCTTTTCGACGTCGACCTCCAGGTTGCCTCTGTCACCCGT 
Q CTCGCCTCTGACGGTTCAGAAATTACCGTCGGCGCGGTGGGCATGTCGAGCCTTCCACCG 
ifi ACCGATGTGTACAAAAAATACGGCCCAATCGAGGGTGTGGGAGCAACTGCACGTTTCACC 
f ^ GGCGACATGATCAGCGCCACGTGGGATGGCCTCAAAGCCTTCCCGGCGAAAATCCCAGGG 
GTCGTCGCATCCATCTTCGGTGCAGAACGAGATGTAGAAAGCCCCATGAGTGTGGTGGGC 
j ' : GCCGTACGCATCGGCGGCGAATTTGTCGAACGTTCC ATGTGGGACATGTTCATGATGATG 

CTGGCCAGCCTGAACTTCTTCCTCGCGCTGTTTAACCTCGTGCCGCTGCCACCACTTGAT 
H GGCGGACACATTGCCGTGGTGATCTATGAAAAAATCCGCGACTTCTTCCGCAAACTGCGC 
GGAAAACCAGCGGGCGGCCCAGCGGATTACACCAAACTAATGCCCGTCACCGTAGCTGTC 
s GCAGCCTTGCTGATGACAGTGGGAGGCCTGGTCATTGTCGCCGATGTGGTCAATCCCATC 
£g CGACTCTTTGGC 

Cn 

fi= >RXNO 019 7 -downstream 

[ K TAACGATACGGAATTGAACTGCC 

^ J >RXNO 02 16 -upstream 

^3 GTGTTGCTCGCGGCCAGGCAGCAGTGCTGTACCTGCCTGACGCGGATGGTGACATCGTTC 
TTGGATCAGGCACCATCTGCCACACGGAGTCTTAAGAAAA 

>RXN00216 

TTGGGCGCTTATGGTTTAGGTGAGCTTCCTGGAAAATCCGCCGCGGAAGCCGCCGACATT 
ATTCAGGGTGAAACGGGCGATCTTCTCCATATTCCTCAGCTTCCGGCGCGAGGTTTGGGT 
GCTGATCTGATCGGTCGAACCGTCGGTCTGCTGGACATGATCAACGTTGATCGCGGGGCC 
CGATCTTGGGTGATGAGCACACGCCCCAGCAGATTGACGCACCTGACCGGCGATTTCCTT 
GACATGGATTTGGATGCGTGCGAGGAAACCTGGGGAACGGGCGTCGACAAGCTAAAAATC 
CAAGTTGCTGGTCCCTGGACTTTAGGTGCGCGCATTGAGTTGGCCAATGGCCATCGCGTT 
TTGTCTGATCGCGGTGCGATGCGTGATCTCACGCAGGCGCTGATCGCCGGCATCGATGCG 
CATGCACGCAAGGTTGCTGGGCGATTTCGCGCCGAAGTGCAGGTGCAAATTGATGAGCCG 
GAGCTGAAATCGCTTATCGACGGCTCCCTCCCTGGCACTTCCACCTTTGACATTATTCCT 
GCGGTGAATGTCGCTGATGCCAGTGAACGTTTGCAGCAGGTCTTTAGCTCGATTGAGGGG 
CCGACATATCTCAACCTCACCGGCCAGATTCCTACTTGGGATGTGGCTCGGGGTGCGGGC 
GCCGATACTGTGCAGATTTCCATGGATCAAGTCCGTGGAAATGAACATTTGGATGGTTTT 
GGTGAAACCATCACCAGTGGAATTCGTCTTGGTTTGGGCATTACGACAGGAAAAGATGTC 
GTAGATGAACTGCTCGAGCGACCGCGGCAAAAGGCCGTTGAGGTAGCACGCTTTTTTGAT 
CGTTTAGGTGTGGGCCGAAACTATCTCGTGGATGCTGTTGATATTCATCCGGGTGAGGAT 
TTGGTGCAGGGGACCATCACCGAGGCCGCGCAGGCTTATCGCATGGCCCGGGTGATGTCG 
GAGATGTTGTCGAAGGATTCATGCGACCTT 

>RXNO 0 2 1 6 -downs t r earn 
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TAAGGCTTTACCGGCGCTGGGTG 
>RXNO 0 2 2 2 -ups tream 

AGGGAAAAACTACCGTCCGCCTGGACAAAGTCATCGATGTACTCCGCGTCCTTGGACTCG 
AGCTTTCTGTTGGAATTCACGATCCCCTCAAGGTTAATCA 

>RXN00222 

ATGACCCCCACTGCCGATATCTGGTTTAAAGATACTTTGGCTGCTCATTTCACACGCGAC 
GGCGACCAGACCACATTCTCCTACACAGCTGATTACGCAGGTCCACCGATTGCCACGTCC 
CTGCCCATCAATTCTGAACCCGTGATTACGCGCTCTGGAGCGATCCCACCATTTTTCGCG 
GGATTACTCCCCGAAGGTCGTCGCTTAAGTTCACTCCGGAGAAACATTAAAGCCTCTGCC 
GATGATGAACTTTCACTCCTTCTAGCAGTGGGAGCTGATCCTGTTGGTGCAGTCGCTATC 
TTCCCCCATGGTGAAAATACACAACCTGCACCACCCACAGTTGATTTTGACGATGAACTT 
GATTTCTCGGCTGCACTAACCGAGTCCGGGATTGCGGATCCCGTTGCACTGGCCGGTGTC 
CAAGACAAAGCCTCTGCACGCACCATCGCGGTCCCCGTTGCAAGCGATGCCATCTTGAAA 
CTCTCCCCGCCTGAATACCCTTACTTGGTGGAAAACGAAGCAGCTTGTTACCAGTTGCTG 
ACCAAAAATAAGCTTCGCATTGAACTGTCCAAAGTAGAAGTTCTCCATGACAAACACGGC 
AGGTCCGGACTCTTAGTTCACCGCTTTGACCGCACACCCAAAGGCAAAATCCCCGTCGAG 
GATGCAGGACAGGTCTTGGGAATCTGGCCTGCAGATAAATACTTAGTGAGCTACGAGGAC 
ATCGCACAAGCCCTCACTAAAGTGTGCGCCTCCCCCATCTTGGCGATGCGCAATCTCGCC 
TTCCAAATCGCAGTCGCGTGGCTCAGCGGCAATGGTGATCTTCATGCCAAGAACATCTCC 
ATTATCAACAAAGGCCGCGGATTTGAGATCAGCCCCATCTATGACATCCCTGCCACCGCA 
GTATATGGCGACACCACGATGGCATTAGAAATCCAGGGATCCAAAAAGGATCTCAGCCAA 
AAGAAATTCCTAAAATTCTGTACATCCATCGGACTACCAGAAAAAACAGCCATGTCGGTT 
GCGAACGCTGCACTGTTGGCAACAGAAAATGCCGCAGAGACAATTCTTGCTTCGGGAAAT 
TTTGATACACGGATGAATCGAGATCTGGCCAGGGTTCTCAAACATCGACGAAGCGCATGG 
GGAGCT 

>RXN002 2 2 -downstream 
TAATTCGCCTGTTTAAGAGGTCG 

>RXN002 32-upstream 

GCTGAAAAAACTCCCATTTGGACAATGAACACTTGTCAAAATGGGAGTTTTGGATTTTCG 
CACCACCGGCAGCACTCGAAAACGTGTTTATACTTGAACT 

>RXN00232 

ATGAACGACAGGGCTCACCAACGAATAGGCGACATCGAGCGATCCCAAGCCCTCGACCGA 
CTTGGGTCATATTTTGCAGACGGATACCTCGACATCGACGAATTCGATACCCGAACCGGC 
GCCGCAGCAATCGCACGCACAGCCGGTGAAATAGATGTCTTGTTCACAGATCTTCCCGAA 
CAACAGGCAAGCACCGCCGTGACACCCGTGCAAGACGATACCGAGAAAGAATTAGACCTG 
GTCCTACAGCGAGGAAAGAAGCTCAAGCAGATCGACTCCGCCATTTGGGCTGTCGTGATG 
GTCTCGTTCTTCCTAGGCTTGTTTGTTTTCAACGTGCCATATTTCTGGGTTGTGTTCATC 
CTTGGCGGAGCGGCCTCCGCGGGTGCGCGATTCTTGCTCAAAGTAGATGACGCCGATGAA 
AAACTCTTTGAGGAACTCCACAGCAAGGAACAAAGCGAACGCGAAGCACGCCTACGCATT 
GCGGCACAACGTCGACGCGAGTTGGAACAA 

>RXNO 0 2 3 2 - downs t r earn 
TAGCCACAAAAGCTATCAAGCCC 

>RXNO 0 2 3 6 -ups t r earn 

AATGCGAGAGTTCTAAAACGAGCCGGTAACATCGACCCCCATGAGTTCAGGGGTTAGAAA 
AGCAATGGGATTTGGATGCGGTTCGGTTTTGGCCGTCATC 

>RXN00236 

ATGGTGATCTCATTTGTTGGATGGGCGCTCAGCTTCATGGATGGAACGGCACCTATTCGC 
CAACTCCAGCAAATCCCTGAAGATGTTCCGCCGGCGCGTGGTGTAGAAGTTCCGCAAATT 
GATACAGAGGCAGATGGACGCACATCCAACCATTTGCGTTTTTGGGCGGAACCAATTGCT 
CAAGATACTGGTGTGTCCGCTCAAGCGATTGCGGCTTATGGAAACGCAGAGCTCATCGCG 
AGTACTGCGTGGCCTGGCTGCAATCTGGGGTGGAATACCTTGGCAGGTATCGGCCAGGTG 
GAAACCCGTCACGGTACCTACAACGGCAAAATGTTCGGGGGCAGTTCCCTGGATGAAAAT 
GGAGTTGCAACCCCTCCAATCATCGGCGTTCCACTTGATGGTTCACCGGGGTTTGCGGAA 
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ATTCCCGACACTGATGGTGGGGAATTAGATGGCGATACTGAATATGATCGCGCGGTAGGT 
CCCATGCAGTTCATTCCGGAAACGTGGCGACTTATGGGATTGGATGCAAACGGTGATGGG 
GTAGCGGACCCCAACCAAATTGATGACGCAGCATTGAGTGCCGCAAACCTGTTGTGTTCC 
AACGATCGTGACTTGTCCACTCCTGAAGGATGGACCGCAGCTGTTCATTCTTACAACATG 
TCTAATCAGTATTTGATGGACGTTCGAGATGCTGCCGCGTCCTACGCTTTACGACAGCCG 
GCGATC 

>RXNO 02 3 6 -downs tr earn 

TAAAACTTAACAAGCGCAACCCC ~~ '■ 

>RXNO 0242 -ups tr earn 

GGATCACTATCGCTTTAAACACCGAAACCTTCCTGCTAGTTCACCAAGATTTTTAAGTTT 
TACCGCAATTTCTTGAGAGCTTTGGGAGGATAATGGCGGT 

>RXN00242 

GTGAATGAATGGCGAACAGTCTCGCTTGTAGATTCCACGGCGCTGACCGTGATCATCAGT 
GTGGCCGTGTTTACTTCTGCTGTGGCTCTGCTCGGAGTTGTGAAAAAGCGCTCTCGGTGG 
CGGGTTCTCGGAGCTCTCATCTCCTCAGCAGTTCTCACCAGTGGCGCATGGGTGGTTATT 
GAAAAGCTGTGGAAGCCTTTCCCCGACCCCAATCCGTGGACCATCTATCTTTCCGCTGGT 
TTGGCGGTTTTTCCTCTGTTGAGCATCTTGTTCCGCACTGGTCGTACAAGAATACTGATG 
GCTACACTCACCGTGATTGCACTGGTTAATACGGCCGCAGTCATCAATGTCATCTACCAG 
CCATACCCGACGTTGGGTTCTTTCAATCCCGTGCCAACGGCTGTGTCCATGTCGTATGCA 
GATTTTGAATCTCAGACCACTGCCCCGACGATGGATGACCGTGAAGTCGGTGCCCTTGTG 
CAGGTGCCGCTAGCTGGAACAACAGATGATTCCACCTCCGGCTTTGATGCGCGCGATGCC 
TACGCCTATATTCCGCCTGCGTATTGGGATAATCCTTCCCTACAACTGCCAGTTTTGGTT 
CTCATGCCCGGAAACCCCGGCCAGCCAGATCAGTGGTTTAGCAGTGGAAATGCCGATCAA 
ACAGCAGATAATTTCCAAGCAACCCACGATGGCATCAGCCCCATTGTCATCAGCGTGGAT 
GGCACAGGATCATTCAGCGGAAACCCTGCTTGCGTGGATTCTGATGCCCAAAGCGTGATG 
ACATATCTATCCCACGATGTCCCCATGTTGATCAAACAGAAATTCCGAGTCAATCAGGAT 
CAGCGCACCTGGACAATTGGTGGTTTAAGTTACGGCGGCACCTGTGCTTTGCAGATCATG 
ACCAATCACCCCGAAGCGTATGGTTCTTTCCTTGACTTCTCGGGCCAGGAAGAACCAACA 
CTTGGCACACGCCAGCAAACTGTTGATCAGCTTTTCGGCGGCGATGAAGACGCATTCAAA 
GCCGTTAATCCGGAAGATCTGCTCAATCAAGCAATCAGCTCAGGAGCGCATACCTACAGC 
GGGATTTCGGGCAGGTTTATTGCTGGTAGCAACGATAAAAGTGCAGTGAGCGCGCTGTCT 
CATCTTGATAATTTGAGCAATCAGGCGGGCATGTCCACCACCTTTGATACCGTGGCCGGT 
GGACATTCCTTCCAGGTGTGGCGCGTGGCTTTAGCGAATACTTTTGATTGGGTTGCCAAG 
CGCGGCGGATTGCAGGTT 

>RXN0 0 2 4 2 - downs t r earn 

TAACAATGAAAGACGCTTCACAG - 
>RXN0 02 47 -upstream 

AACCCCTAACTACTGACCTCGCACCACTTGTTGCAGCCCGTTACCACGCTGCATTGAGCG 
CACTGCTGGCACATATCTAAGACCGCTAAGGAAATCAGCT 

>RXN00247 

ATGCAGACATTAATCTTTATCGCCATTGCAGGCGTCGCAGCACAGCTTGTTGATGGCGGC 
CTCGGCATGGGGTTCGGCGTCACCTCAACCACCATCCTCATCATGCTCGCAGGTTTAGGC 
CCTGCGCAGGCATCCGCCGTCGTGCACACCGCAGAGGTTGGAACCACCTTAGTTTCTGGT 
TTAAGCCACTGGAAATTTGGCAACGTGGATTGGAAAGTAGTTGTCCGGCTCGGTATCCCC 
GGCGCTATCGGCGCATTTGCTGGCGCTACCTTCTTGTCCAATATTTCCACCGAAGCAGCA 
GCACCGATCACCTCCCTGATTCTTGCCCTGATCGGCATGAACCTAGTCTGGCGATTCAGC 
AAGGGACGCATCCGCCGCGACTATTCCGATCGCCCGCACAGCAGGGGATTCCTCGGCGGA 
CTCGGTATTGTCGGTGGTTTCGTTGACGCATCCGGTGGCGGCGGATGGGGTCCAGTGACC 
ACCTCTACGCTGCTGTCTTTGGGACGCACCGAACCCCGCAAAGTAGTCGGCACCGTCAAC 
ACCGCAGAATTCTTAGTCTCCCTAGCCGCAACATTGGGCTTCGTCGTGGGACTGTGGGAT 
GACCTAGTAGCTAACCTCTCTGCAGTTCTCGCGTTGCTCATCGGCGGCGCAATCGCAGCA 
CCAATCGGCGCCTGGATGATCTCTCGCGTTAATGCAACCGTCCTCGGTGGCTTCGTGGGC 
ACCCTGATTGTCACACTGAACCTGCCAAAGGTGCTCAACGTGGTTGGCCTTGATTTCATC 
CCCACCGGCCTCATCCAGGTCACCGTCCTCCTCATCGGCCTGCCGCTGACGTACCTCGGC 
TTCCGCCGCTACCGCAAAAATCTCCTCAACGAGACCATCTCCAGCGAAGTTGTCTCCGAA 
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CCAAAGGGCCAAAAGATTAAAAGCACT 

>RXNO 02 47 -downstream 
TAAAACACGCTTTTCGACGCCCA 

>RXN00256-upstream 

AATTAATCAATCAGAAAAACATATTGAATACTTATAAATTTCTGACATACTCATTAATGA 
.GATACT.CGAAG.TCTTTATCAAAATGATTAACAAAAGGAGT 



>RXN00256 

ATGTTTATGTCGCTAAAAACTCGCCGAATATTCGGCGCACTTGCTGTTTCGCTATCAATC 
TCTTTCTCAGCCATTGCTACACCTGCAGCATCCGCACAAGAACTAGTGGTGAGCACATCA 
GCAGTAAACGAATTTGGTGTAGTTACCAGTGACATCACGGCTGAGCAAATTCTTCAGGCG 
CAAGATCTAATCGCTGAGATGAAACAGTCAGAGGACATATATGAGTATTTCGGTGCCTTG 
TCTGACGTTGAACAGAGATCCATCATTGCAGCTGTAAAGGAAAATCCATATCTCATTGAG 
AACGAATCACCCCGTATGAGAGTCCAAAGTGAAACACCCGACGAGGAAACACCTGATAAG 
AAAAAGCCGAGCAAAACCTACAAGCTCTATATGAGCATTCTCGAAATGATGTCATGTATC 
AATCTTGTTGATGTTCCGTCATGTGCCCAAGCCCTTAAAGCGGCAAATATAGCTGAACGC 
GAGGCCAAGGCCCGTTACCCCGATTCGGTCACTAATGGTAAAGGCGATGCCCTTCGTCAT 
TGTGCATGGAGCGCTCTCATGACTATTCGAATCGGAAAAGATGCAGCCGAAAGAATTGGT 
AACGCTCATGAAACCGTTGTGAGAGGTGAACCCGAAGAAAGAGAAATGGATCTCATCAAT 
AACGCGCTGGGTAGAGACATCGGCGAAAGATTCATCATCAATGGCGATGAAACGGGTGCG 
CTCAGTACTTGTGTATCCATGGCTAATATCGGGCTACTTCATACTCTGTTG 

>RXNO 0 2 5 6 -downs tr earn 
TAAACAAAGGAAGTTTCTATCAT 

>RXN002 64-upstream 

AAACCGGAAGGGCCCGTTTACTCCCCTACTTGGCGCAGAAATCCACATCAATCCAGGTGA 
AGCAGTCATCTTTGATGTTGATCCCACGTTTGAACACGGT 

>RXN00264 

TTGCTTGTCGATTCCGGCGACGTCCAACTAGAAGGCGTCACCGTCGAGCCCACCCAGCTG 
GCCTACACCGGCATCAATGAAACCCAACTCCGAATCCGTAACATCGGCACCACACCGGCG 
CGTACTGTACTGCTAGGTGGCGAACCATTTACCGAAGACATCGTGATGTGGTGGAACTTC 
ATTGGCCGCAGCCATGAAGAAATTGCCGAGTACCGTAAACAGTGGCAGGCCGAAGCTGAT 
CGTTTTGGTATCACCCACGGATATATCAGCCACCACAAAGATGGGCTCACCAGGCTTCCA 
GCACCCGAGCTTCCCAACGCTGCTATCAAGGCACGTAAAAACCCAGCACCAACTGCACGA 
CCAGAAACGAGAATTGAT 

>RXNO 02 6 4 -downstream 
TAAATGCGCTCCGCTCACGGCCC 



>RXN0 02 67-upstream 

GTCGTACTTATCTTTTAAAGTCATGCCTTAAAGGATACGGAGATCACTCCGGCTTGGCTT 
GGGTGGCGGTGTTATCAAAGTAGTCGTAGCGTTGAGAACT 

>RXN00267 

ATGCGAAACTCTAAGTCTGGCCTGGCCTTTTCCGCAGCTGCACTATTTTGTGTCGTCGCG 
GTAATCACTCGTATTGCAAGTTCCCCATCATTTATCGCTATTGTGGCGATCATCGTGGCT 
GCGATCGCACTTTTTGTGGGTCTGAACAGTCGTGTGGGAACAAAGCTTGTTGATCAGCCA 
GTGGTGTTCACCCAGGAACAAATTGATCAATTGAAAGAGTTGAAATCCCGCGACCAGGAG 
GCGGCAGCGATCCGTCAGGCGCAGCTGTGGAGTAGGGGATCGTCCAGCGAAGCGGTCGCA 
GAGGCTGTGAGGAAGCTC 

>RXNO 0 2 6 7 - downs t r eam 
TAAGTCGACTTAAGTGCGCGAAG 

>RXNO 02 71 -upstream 

TAGTTTAAATCATGAGACATTTCACATATGGTTCTTTATCCGAGACATGTGTTGACGCTG 
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TCTGCCCCTTTTTGAAAATAACACTTTAAGGAGATGTGCC 
>RXN00271 

ATGTTTTCTTCCCGTTCGAAGGTACTCGCAAGCATCTTTACTGTTGGCGCCTTGGCGTTG 
GCTTCGTGCTCAAGCGATTCCAGTGACAGCTCCACCTCCACTGATGCTGCAGGTGGCGAC 
TCTTACCGAGTTGGCATCAACCAGCTTGTTCAGCACCCTGCACTTGATGCAGCGACCACT 
GGTTTCAAGGAAGCTTTTGAAGAGGCAGGCGTTGACGTCACCTTTGATGAGCAAAACGCT 

AACGGCGAGCAGGGCACT GCACTGACTATTTCTCAGCAGTTCGCTTCTGACAATTTGGAT 

CTCGTGTTGGCTGTTGCAACTCCAGCAGCACAGGCAACTGCGCAGAATATCACTGATATC 
CCAGTCCTGTTCACCGCAGTTACCGATGCAGTGTCGGCAGAGCTGGTGGATTCTAATGAA 
GCACCTGGCGGAAACGTCACCGGTACTTCTGATATCGCACCGATTGAGCAGCAGTTGGAG 
CTTTTGCAGCAGCTGGTTCCTGACGCAAAGTCCATCGGCATCGTCTACGCGTCTGGTGAG 
GTCAACTCTCAGGTGCAGGTCGATGAGGTCACCAAGGCTGCTGAGCCACTGGGGCTGTCC 
GTTAATACTCAGACTGTCACTACCGTGAACGAGATTCAGCAGGCTGTTGAAGCTCTCGGC 
GATGTTGATGTCATCTACGTTCCAACTGACAACATGGTTGTTTCCGGTATTTCTTCTCTG 
GTTCAGGTTGCTGAGCAGAAGCAGATCCCTGTGATCGGCGCTGAGTCCGGCACTGTTGAG 
GGTGGCGCACTGGCAACCCTGGGTATCGATTACACCGAGCTTGGCCGCCAGACTGGTGAG 
ATGGCTCTGCGTATTCTGCAGGACGGCGAAGACCCAGCAACCATGCCTGTGGAGACTGCA 
ACTGAGTTCACCTACGTGATCAACGAAGATGCAGCAGAGCGCCAGGGCGTGGAGATCCCT 
CAAGAGATTTTGGATAAGGCCGAACGCGTA 

>RXNO 0 2 7 1 -downs t r earn 
3 TGATCGGCGCTTTTGAGTTCGGA 

SSI 

>RXNO 02 72 -upstream 
=i ACCGATGCACCAGCCACCAACGCGTCCAAATCAATATCAGCCTGGCCCACAAGGTGGAAT 
i TCCAGTGGGTGGCCATCTGCCACAACCAGGTGCAGGGCAC 

^ >RXN00272 

3 ATGCCGGAACCAGAAACCTCCACGATGGGCTCCATCCAAAAGTCCGGTGAATGGCTCGTT 

y CCTGCATATTCGGCATACAAGCTCAACGGTGCTGACCTTTTCTTAGATATCCGCCATGCC 
ACCGCGGCTGCTCCTGTCATTACCTTTGATGTCAACATGACCATGGGTTCTATGACGCTG 

3 ATTGTTCCACCGGGTGTGTATGTGGAAGTGCAGATGGCTTCCAAGAACTGGTCGGATTTC 

n AAGGTTCAAACAACCAATCCTCTCCCCGGTGCTCCCCGAGTGTTCATCACTGGTGTTGCA 

ll CGCGCATCAGGGTTGAAGGTTTTCACCAAGCATCCTCATGAGCCTTTTGGGTTCTGGCAG 

K AAAATGTTTGAG 

f >RXN00272 -downstream 

3 TAGCCTCGGGCCACGCCCGAACC 

RXNO 02 83 -upstream 

GCGTTGGCATTGGCGTTTTTAGCGCGCTATGACGCCCTCATCATGGCCTTCGTAGCCATG 
TGGACTGTCGGATTTATGACATGGCGCGCACGATACCGCC 

>RXN00283 

GTGGCTTCCGCGACCGCATCGGATTCGCACTTGTCGACATGCTGCTCCTCGTCTGGCCGA 
TCGGCTTCGCCTTCGTCGCCTGGACTGGCGCCAAGCTGGCTCACTACCGGCGAACTCTTT 
GCCCAATTCACCTCCACAGACGGCAACGCTGCGATCATCGCAGCATCCGGCGGCGGCGCC 
ATAGGGCCCCAAGCGCTTTTCGACGCCTCCGTCCGCACCTTCCTCATCTCCCCAGCTCTC 
CTACTCGTCGCAGTAGTTGCAGTCTTTTTTGCTTATCGACGCCGCGACCCCGAACCCATC 
ATCCCCTTAGCTCTCATCGGCTCTGTGGTGTTCTTCCAAATCATTACCTACTCACTTGGA 
TCTACCTTCGGCCTGCTGCGCTTTTTCCTCACCGCCCTGCCGCTCACCATTATCTTGCTG 
TTCCAAATTATCCCGCCCCGCCACCGATTCCCCTCACTGCGACCAGGTGCGTGCTACCGC 
GATCGCGTCACCGGCAAGTACGTGCCCAAAACAATCACCGGTGTTTTAGTTCTCGCGATC 
TTCGGCGGCACCGGCATCACCCTGTACGGCATGAGCAGTGCTAACTGGGCGCCCCAGGAA 
TATGCCATCCAAGAACTAGTTTTCAACATGGGATCGCCATCGCAGGACGCCGTCCACACC 
CTGAACACCTTCTCCACTGAAATGGATGTCGCCGATTTCGTCGACTCCCTAAACCTTGGA 
GACGGCGAAGTCCTTCTCTCCACCACCTACGGCTTCGCCGTCCTCACCGCATCAAACAAC 
CAAAAGCAATTCATCATCCCCTCCGACGAAGACTTCATCACCACCCTCAACGAACCCGCT 
GAGCACGGCGTTAAGTACATCCTCGCCCTCCCACGCGAAGGTCGCGGCGCCACCGACCCG 
ATCAACCTGCGCTACCCAGACATGTATGAAACCGGCAGCCACATCGCCACGATGGAAATC 
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GAATTCATCAATCAAGGCCAAGGACAACCAAATTGGCGCCTCTATCGGGTGCTCACCACA 
CCTGAACAGTCG 

>RXNO 02 83 -downstream 
TAGACTCTTTGTAACTACCGTTG 

>RXN003 3 4 -upstream 

ATAAGCCCCGCATGGGATATGAGAAAAGGAATGCACGATGAGTATTGAATTTCCGTTAGG 
TAATCCAGCGCCTGCACAGTGGTTTTCTGGCGAGGTCCAT 

>RXN00334 

ATGGCCAAGCTTGATGACAACGTGCAGATTGAGACTGTGAACGTGTCTTTTGAGGCAGGC 
GGTCGCACCAATTGGCACACTCACCCAGTCGGTCAAAACATAATTGTGCTGTCGGGCTTG 
GGCATTTATGAGGCGGAGGGGGAGCCTGCTCGACTCCTGGAGCCTGGCGATGTTGTTTTC 
GCAGCCGCCGGGGTTCGCCACTGGCACGGCGCCGTGTCTGGTGCACCGATGTTCCACGTG 
GTGGTTAACCTCAAAGGCATCGACGGCGAGACCGTCGATTGGGAGGAGCCGGTCGACGAG 
GAGCACTACCGCAGCGTGAGCGCGGAGCTACAAAGA 

>RXN003 3 4 -downstream 
TAAAAATGCTTTTCGACGTCCAC 

>RXNO 0 3 3 8 -up s t ream 

TCTTAGAAGGCGTAGTCACACCATTAACCTTGCCAGAATTTTTCAAGGCTTGGCTAGACT 
TGGGAAACGAACATGCGGTACCAACCAGGGGAGTTAATGC 

>RXN00338 

GTGAGTGATGTAACCGTTGGCGATATTCGCCGCATTTTGGATGAGGCTTATCCGCCGGCG 
TTGGCGGAAAGCTGGGACAAAGTGGGGCTGATCTGCGGTGATCCAACAGAGTCGGTGAAG 
CGTGTCGGTTTAGCACTCGATTGCACCCAGGCAGTGGCCGACAAGGCTGTGGACATGGGT 
TTGGACATGCTGATCATTCACCACCCATTGCTGCTGCGTGGGGTGACGTCTGTTGCTGCG 
GATGAGCCAAAAGGCAAGGTCATTCACACCCTAATTCGCGGCGGGGTGGCACTGTTTTCC 
GCGCACACTAATGCGGATTCCGCGCGCCCAGGTGTCAACGATAAACTCGCCGAGCTCGTC 
GGCATCACGGCCGGGCGACCCATCGCGACACGGCTTTTAGGCGGCATGGACAAATGGGGC 
GTGCACGTTCTGCCCAAGGATGCAGCGTACCTAAAGAAGATGCTTTTCGACGCAGGTGCC 
GGTGCGATCGGCGACTACCGAGAGTGTGCCTTTGAGATCGAAGGAACCGGGCAGTTTAGG 
CCCGTGGAGGGGGCGAATCCGGCAGAGGGGGACGTCGATAAGCTTTTTAAATCCCTTGAG 
CTGCGCATCGAGTTTGTTGCACCGCGCAACCTGCGCGCCCGGCTCACGTCGGTGCTGCGG 
GAGGCTCATCCGTATGAGGAGCCTGCCTTCGATATTGTTGAAATGCACAGCGCTGAGAGT 
TTAGAAAATGCGACCGGATTGGGTCGTGTGGGTGAATTGCCGGAGCCGATGCGCCTCGCG 
GATTTCGTGCAACAAGTGGCCAACAACCTGCCTGTCACCGAATGGGGCGTGCGCGCTACC 
GGCGATCCTGAACAAATGGTGTCCCGTGTGGCGGTTTCATCAGGGTCGGGTGACAGTTTC 
TTAAACGATGTGATTAAGCTCGGAGTGGACGTTTATGTCACTTCTGATCTGCGCCACCAT 
CCAGTTGATGAATATCTCCGAGAAGGTGGCCCTGCAGTAATCGATACTGCACACTGGGCC 
AGCGAATTTCCATGGACTTCCCAAGCCCAAGAAATTTTGCAGGACAAAGCCCCACAGGTT 
GAAGTTGATGTGATTTCGATCCGCACAGACCCCTGGACCATGTCTGCGCGAGCAGTGAAC 

>RXN003 3 8 -downstream 
TAAATTCTTGAGAACTAAAAAAG 

>RXN00342-upstream 

CGGTAATGTGCAATTCGGATATATCAATAGCCCCGCGGTTTCATGTTGAATCCATGTAAT 
CGAAAAACACATCGGGGCCCACACGAGGAGGATTATTAAA 

>RXN00342 

GTGGCCGACGCTCCGGGCGCAGTCAAGCAAGGTGCCCAGGATTATGCTCAACTACTCGGC 
ATTCAATCGGGTCATATCGTTCAAGAAATTGGATGGGATGAAGATTCCGACACGCTGATC 
AGCGAGTCCATCGAAGATGCAATCGGTGAGGAACTACTCGATGAAGAAACCGACGAGCTG 
TGCGATGTCGTGCTGCTCTGGTGGCGCGAGGATGACGGCGATCTCGTCGACGGACTTGTG 
GATTCCATCCGCTCCCTCGCTGAGAATGGTCGTATCTGGGTGTTGACTCCTGGCATTGGT 
AAAGAAGGAGCCCTGGCTCCTGGAGTTATCTCTGAATCAGCTCAACTGGCAGGTCTCGTG 
CAGACCAAGGCAGAACGTCTCGGTAATTGGCAAGGTTCTTGCCTCGTCCAGCGTGGAAAC 
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AAGAAGCCT 

>RXN003 42 -downstream 
TAACAATCGCTAATTTCCACGGC 



>RXNO 03 44 -upstream 

CGGCACGGTTGGCGATGTCATGCAGTCCGAAAAACTCAGCGAACTCTACAACGCACCCGT 
CACGGTGGCTCGCATCAACGACAGAATCGTGGTGGTTTAA^: 

>RXN00344 

GTGGATCTATCCACCTGGCTTTCCGACACCCAATATCTCATCAGCGTCGATTTCGTCCAG 
CACGCACTCATCGCCTCCGCGCTGTTGGGCCTGCTCTCCGGTGTGATCGCGCCGCTCATC 
GTGGTGCGCCAACAGTCCTTCGCAGTCCACGGCACCGCCGAACTCGCCCTCATGGGAGCC 
GCCGCCGCGCTGCTCTTCGGATTGAATGTAGGCGGCGGTGCAGTGATCGGTTCCGTGGTC 
GCCGCGATCCTACTGGCATTACTCGGCATGAAACAACAAGATTCCGCCGTCGGTGCCGTG 
ATGAGTTTCGGACTCGGTCTGTCCGTGCTGTTCATTCACCTCTACCCCGGCCGAAGCTCC 
ACCGCGTTCTCCCTGCTCACAGGGCAAATCGTTGGTGTTTCCTCATCATCGCTGTGGATC 
CTTGTGGCAGTCACCGTGATCGTGGTTAGCGCCGTGGTGATTTTCTGGCGCCCGCTGCTT 
TTCGCCAGCGCCGATCCGATCATGGCGCAGGCCTCCGGAGTAAACGTCCGATTCATCGCC 
GTTGCCTTCGCAGTTCTGGTTGGCCTCACCACGTCCCAGTCCGTGCAGATTGTCGGTGCG 
CTGCTGGTCATGGCATTGCTGATCACTCCCGGCGCGGCCGCTGTGGCGGTGACCGCCAAT 
CCAGTGAAAGCCGTGGTGCTGGCAGTCATCTTCGCGGAAGTATCGGCTGTCGGTGGCCTG 
CTATTGTCGCTAGCGCCTGGTTTGCCGGTGAGTGTTTTTGTCACCACCATCTCTTTTGTG 
ATTTACCTGGTCTGCCGCCTGATCGGTTGGCTCCGCGGCCGTGGAGCTCAGCGTGACGAA 
GATGCTTATCGACGCCGCCAGCACGATCACCACCCTCAC 

>RXNO 0 3 4 4 - downs t r eam 
TAGGCGTTTCGAAGTCCTATTTC 

>RXN003 53 -upstream 

CTTTCATCAGGACCGAAAGCGAACGTTTCGTATTGTTGAGCCTTTTGGTTCCACCACGGA 
TGCGCTGATCTATTTTCATGGCTCCCAGCAGTCAGGATCT 

>RXN00353 

GTGGGGCGCAGCTTCACCAACAGGACTTTTGATCCGTTGCCGTTCATGGTGGTTTATCCG 
GATGGGGTGGATCAGCATTGGAATGATGCGCGGTTGGGTTTGGATGAAAATACCCGCCAT 
TTAGGCATTGATGATGTGGGGTTCTTTGTAAAACTCGCCACGCACTTGGGCAACACGTAT 
GGCATCAAGAGGATCTTTATTGTTGGCTATTCCAACGGTGGGCAGATGGTGTTGCGGCTC 
ATGCATGAGGTTCCCAAGATGCTCAGTGGCGGTGCAACCATTGCATCCAACATGCCAGTT 
GCAGAGAATACGCTGCCGCAGGTGAAAACCTTCAAGACACATCCGGTGCCTTATTTGGCG 
ATGGCTGGAACTGCCGATACTTTTTCACCGTATGAGGGTGGCGATGCCGGTATTGGTCGC 
GAACACCGCCGTGGCGTGGGCATGTCCGCCTTTGATTCAGCTGCCTATATTGCCGCCCGA 
T^CGGACTGACCGAACACCGCCACGACGTGATTGATGATGTGGTGTCGATCGATACCTGG 
GATGGAGAAAATCCCGTTGAGTTTTGGACACTCAACGGGATCGGCCACTTGGTACCAAGT 
GGGAAAACTTATCCAGAATTTCTAGGCCCCTCAACCACATCAGTGATAGCGGCTGAGGAG 
ATTGGGAAGTTCTTTGATGGGGTCAGGCGTCGA 

>RXNO 03 53 -downstream 
TAAGCTCAAGCTTTAAAAACGCA 



>RXN0 03 54-upstream 

GGCTTGTCGGTAAGGCTGCAGGGTAGCGGGAGTTTCCTTCAGATTGGAAGTTCTTTAATT 
TTCTCGATTATGTACCTCATTTACGCGTAAAGTTTGGGGC 

>RXN00354 

ATGGGAAAGTTACTTTTCGTAGACATCGGTGGCACACTGCTGGATTACTCAAATGAAGTT 
CCGCGTTCGGCCGTTGACGCGATCCGTAAGGCACGCGCCAAAGGACACCGCGTGTACTTG 
AGCTCTGGTCGAAGCAGCGCTGAGGTGACTTCTCAGTTGTGGGATATCGGAGTGGATGGC 
CTCATTGGCGCAAATGGTGGATATGTGGAAAGCGCACAGGAGTCTGTGTTCCACCGCCGT 
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TTGTCGGGTGAGGAGACCCGCCACATTGTGGAGTGGCTCTACAACCGTGGTTTGGAGTTT 
TATCTCGAGTCCAACAACGGTTTGTATGCAAGCCGTGGTTTCCGTGAGGCTTCTAAGCCA 
GTGCTGTCTCGCCTTTCGGAGAAGACCGACGTGACAGTCGATAGCATGTACCCGGATATG 
TTCTGGGGCGCGAGCCTTGATCGTGACGATGTGAACAAGATCAGTTACATCTTCAATTCT 
CAGGAAGATTTGGACGCAGCGCGTGAGGCGTTCCCTAACCTGGAGCACACCACGTGGGGT 
GGTCAGACGGGTGCGTTGTTCGGCACGATCGGTGTGTCTGTCAACAAGAAGATCGGCGTG 
GATCGCCTGCTGAAGTACCTGAACGCAGATCGCGCAAACACCATTGCGTTCGGCGACAGC 
GATGAGGATCTCTCCCTATTTGAGGCGAGCGCTTACGGCGTCGCGATGGGCGAGGCCACC 
GAATCGCTCAAGGCTGCTGCTGACCTGGTCACGGATGCTGTTGGGCAGGACGGCTTGCGC' 
AATGCGTTTTTAAAGCTTGAGCTTATCGACGCC 

>RXN003 54 -downstream 
TGACCCCATCAAAGAACTTCCCA 



>RXN003 62 -upstream 

CACTTTTTGGGTGAAAATTCCACGAAGTTAATGCCGCTTTAAGTCAATTCAATCACATGT 
AACATGCTACGGTTTTTTCGGTCACTTAAAGGAGGCGCTT 

>RXN00362 

ATGGGAATCATTGCTCTGCTCGTTTTTATCGCAATTGCCGTGATATTGAATGTGTTTTTG 
AAACGAGATATTTCAGAAGCATTGCTAGTTGGATTAGTAGGAACTGCGCTTGTCGGCGGT 
GTAAATGCACCGACATTACTGATTGATGCTGTAGTGGATGCTGCTCAGTCGGAAGTTACT 
TTCGCAGGTATGGCCTTTGTTTTCATGGGCATCGTTGTGCAATCAACTGGATTGATTGAT 
CGATTAATCGCAATCCTTAACTCGATTTTTGGTCGGCTTCGAGGTGGCGCAGGTTATGTT 
TCCACTCTTGGATCTGCGCTCATTGGACTCATCGCTGGATCAACGGCTGGAAACTCCGCG 
ACGGTTGGCTCAGTGACGATCCCTTGGATGAAAAAGACGGGATGGACTGCTGAAAGGTCC 
GCAACGTTAGTCGCGGGCAACTCTGGCCTTGGTGTTGCGTTGCCTCCCAATTCAACAATG 
TTCATCATTTTGGCATTGCCAGCTGCAGCAGCTTCTTCGGCCTCTCAGGTGTACATTGCT 
TTGGCTTGTGGTGGTGCGTATGCAGTGCTCTACCGCTTAGCGGTCGTCTTTTACTGGACA 
CGTAAAGATAAAATTCCTGCCACCCCTGATGATCAACGGGTGTCATTCGGTGAGGCAATG 
AAGACTGGATGGCGTTCACCGTTGATCTTCCTTGGAATTTTGATCCCCGTAATCCTCACA 
ATCGGCCCATTGTCTGAATGGTTAAAGACACATGGAGTTGGGGAGTCTGGTGTTAAATCG 
ATGTCGATCATCGTGTGGGTGCCAATTCTGATTACGGCAATTGCTCTGATTGAAGGGCGT 
AAACGAATTGCTAACAACATGGCACACTTTAGGGTTCAGATCTCCAAGGACTTGCCACAA 
TTTGCCACCGTAGGAATTTCGTTGTTTTCTGCGCTTGCAGCAGCGAACATCATGGAAGAA 
CTGGGTGTTGGCCCGCAGTTGTCTAACTGGCTTGATTCCATGGACCTACCTAAGTCTGTC 
ATGGTGATCATTGTCTGCATCATGTGCATTGTGGTGGCAACGCCACTGTCGTCAACAGCA 
ACCGCGGCTGCGATTGGTGCTCCCGCTGTCGCTGCGTTGGCTGCGGTAGGTATTGATCCA 
ACTGTGGCGATCGTAGTGATCTTGCTGTGCACTTCCACTGAAGGTGCATCCCCGCCGGTG 
GGCGCGCCGATTTACCTTTCTGCTGCGATCGCCGATGCAAACCCAACGAAAATGTTCGTA 
CCACTGATTACGTACTTTGTTGTCCCCATGATTCTGCTTGCTTGGCTAGTTGGAATGGGA 
TTCTTACCAGTGATTGTTCCTACGGGT 

>RXNO 0 3 6 2 - downs t r earn 
TAAAGGGGTAAAAATGAACTCAA 

>RXN003 73-upstream 

CACGTGGCGGATCTGCGCGCTAAGGGCGAGCTGCCGCCGCCGAGGAAGAAACGCAGGCGT 
CGAAAAGCGTCTTAAAAGGTTTTTCACTAGGGTGTTGTCC 

>RXN00373 

ATGGACATCCAGCAGCTAGACGCCGAAACAACAGCATGGAAAGACAGCCTCCTGCGCGCC 
GCACAGGAGGCTGGTTTTCATTTTGAGCCACCGAAACTCTTCGAGGATTTTGAGACCATG 
GTGGAGCAGTACAAGCAGGCAGCTGCGAGCGACCCGGACATTGATGTCACTGATATTCAG 
CAAATGTGGGGCATCGTGGTGGGGGAGTACCTGCGCGAAAAAATGGGCATGGAATGGGTC 
GTCATCACCGATGACTACGGCACTGACCTCGCGATTCTAGCCACGGCACCCAACGGGGAC 
CACGTATATTCCTGCCCCATCATCGTGGTGGGCAAGCGC 

>RXNO 03 90 -upstream 

GGAAATAGACCGTTAATAGCTGGTCTTTACATTTGCCAGAAAGCTCCGACGAAACCCCAA 
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TAGTTGACACGGAAACTAATTCATTCTAGCTTTAGTGACC 
>RXN00390 

ATGTCAACTACCAGGGAAATTGCATTCCTCATCGCACGTATCCTCTTGGGCGTCATCCTC 
ATCGCCCACGGCTGGGACAAGTTCGCCATCACAGGACTTGAAGGCGTCACCGGCTTCTTC 
GATTCACTCGGCATCCCAGCAGCCGGCATCGCCGCAATAGCTGCTGCAGTCGTCGAGCTC 
CTAGGAGGAATCCTTATCATCCTAGGAGTATTTACCCGCATCGTTGCCGCCTTCGTTGCC 
ATAGACATGCTCTTCGCAGCACTGTTTGCGCACGTCTCCTCCGGCATCTTTGTCACCAAC 
AATGGTTGGGAACTCACCGGCGCAATCGGCGCTGGCGCGCTGCTTCTCATCGCAGTTGGC 
GCAAGTGCATGGAGCATCGACGGGGTTCTGGCAAAACGCAAGGCC 

>RXN003 90-downstream 
TAAATCTAGCGCCACAACTCCGA 

>RXNO 0 3 9 9 -ups t r earn 

GGACATTGCTATGTCGTGAGTTGTAGTAACCCCAAAGCCCACGGATTAATCAATAGTGAA 
ATTCAATGATTTTCTTTTCCCACAGGCCTAAACTTAAATC 

>RXN00399 

ATGAGCCACAACGACAGCCCAAACTTTGCTCGCCGAGCGCTCAATTGGCTCCGCCAAGGT 
TATCCAACCGGTGTTCCGCGGCACGATACTTTCGCTCTGTTTTACGTTTTGGAGCGCGAA 
CTTACTGAGGAAGATCTCAATGAGCTCGCAGAGCTTCTCATCGCGGAAGGTGAGAACAAT 
GGGCTGCACGATAATCCCATTACGCGTGAAAAAATCGGCAAGCTGATCACGCATGTTCAC 
AGTCAGCCACCTGAGGATGAAGACATCGATCGAATTCAGAAAAAGCTGCAGGCTGAGGGC 
TTCCCCACCCGCAAT 

>RXNO 03 9 9 -downstream 
TAATTAATTGGAGTTTTGTTGTT 

>RXN00416 

CTGGCGTCTTACTTAAGCCCAACTGCGCTGGTGGTTGCGGTGTTGGCTATTCCGCTGTCT 
GCGACCCGCCTGTATTTGGACGGAATCAGCGTTGACCAGGGCTTTAGAACTCAGTTTTTA 
ACCCGCATGGCTGACGATATCGGCTTGTCGGACATGAACTACATCGATATGCCTACCTTC 
TACCCTGCTGGATGGTTCTGGCTCGGTGGTCGCTTGGCCAATCTTTTGGGGCTGCCCGGT 
TGGGAAGCTTTCCAGCCATGGGCAATTGTGTCCATGGCAGTTGCTGCTTCTGTGTTAGTT 
CCAGTGTGGCAGCGCATCACCGGTTCCCTGCCGGTGGCAACAGGCATTGCGTTGGTGACA 
ACCTGCATTATCTTGGCGATGAATTCCGAAGAGCCCTACGCTGCAATCGTTGCGATGGGT 
ATTCCAGCGATGCTCGTGCTGGCTTCCCGCATTGCCAAGGGCGATAAGTTTGCGCTTGCC 
GGCGGCATTATTTACTTGGGTGTTTCGGCTACTTTCTATACTTTGTTCACCGGTGCTATC 
GCGCTTTCTGCGGTCGCGGTGTGCATCGTGGTGGCGGCTATTGTGCAGCGCTCCATCAAA 
CCACTGCTGTGGCTTGCAGTGCTGGGTGGTGGATCCATTGTCATTGCGTTGATTTCTTGG 
GGTCCTTACCTTCTGGCCTCCATCAACGGAGCGGAGCGCTCTGGCGATTCCGCAACACAC 
TACCTGCCTCTTGAAGGCACCCAATTCCCGGTTCCTTTCTTGGCATCAAGCGTTGTGGGA 
CTGTTGTGTCTTGTTGGCCTGATCTATTTGGTGGTGCGTTTCCACAACAATGAGGTGCGC 
GCGATGTGGGTCGGCATCGCAGTGTTTTATGCCTGGATGGGCATGTCCATGGCGATCACG 
CTTTTGGGCAACACGTTGCTTGGATTCCGTCTTGATACGGTGCTGGTGCTTATTTTTGCC 
ACGGCTGGAGTGTTGGGCATTGCAGATTTCCGCCTTGCCAGTGTGTATCAGCTCTACCCC 
ACCCAAATCACAGAGCGCACGGCCACCCATCTGACCAATCTAATTGTGGTCCTCGTGCTG 
CTTGGCGGCCTCTACTACGCGCAAGATCTGCCGCAGAAGAACGCACGAGCTATCGATCTG 
GCCTATACCGATACTGATGGCTACGGCGAGCGCGCGGATCTGTATCCGGCCGGAGCTGCA 
CGTTATTACAAGGACATCAACGATCATCTGCTTGATCAAGGATTCGAGCCTTCCGAAACT 
GTCGTGCTGACAGACGAACTCGATTTCATGTCCTACTACCCTTATCGCGGATACCAAGCT 
TTTACTTCCCACTACGCCAACCCGCTTGGTGAGTTCGGAAACAGGAACGCATTCATCGAA 
GATCTCGCGATCCGAAGCTGGGATGAGTTGGCTGATCCTCAACAATTCAGCGACGCCTTG 
AACACCTCTCCATGGACGATCCCTGAGGTGTTCATCTTCCGTGGCTCCATCGATGATCCT 
GACGCCGGTTGGAAATACGACGTGGCTGAAGATCTGTACCCGAACAATCCAAACGTGCGC 
TTCCGCGGCGTGTACTTTAACCGGGAGTCATTTGATCAGATGTGGCAGACCAAGCAAGTG 
GGACCTTTCGTGGTGGTAACGCACAATGAG 

>RXNO 0 4 1 6 -downs tr earn 
TAATTCCTCACCAAACGACCCAA 
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>RXNO 042 2 -upstream 

AAGCGCCGGGCGCGGAAGGCGCTGGCTGAGGCCTTCGGCGCGGAGGTCCAGCCACTGCCG 
CTTGACACCGAATAGGACAAATGGGTCTATCCTGGGGCGC 

>RXN00422 

atgcccacgaattatgcacgcgacaacgtcatttccttggcgtctgcccgcgagcagcgt 

tccgggaaacccgagcccaaa"cccgaxctaa:ca~ctcatcgtccgcgc~^^^ 

gcggacggcgaggtccacaggcaaattgggttgaactcggcgatgagcctggacgagctg 

cacaatgtactcaacatcgttttcggtgttggcggcgagcagtcaccctggcgtttcgaa 

gaccaattccaccaacccagcgcccccgacaccaacctcggcgaactcctgcccgaaccc 

ggcgacttcctgttttacttctggggcctgtggcaattcaacctgcaatgcgtggaaatg 

tacccgcgcgacaacggcaccccgcgcgcgctgtgcatcggcggctccggcggcctcggc 

gacgacttcgaccaagccaccatcaacgccgaactcaccggcaccgacaccatccgcgac 

GTCCTCTCCGGCGTGCGCCCCGAAGTCATCGACCTCGTCGACCGCACCGGCGTCTTCGAC 

ttcatcccactgctccaagcgctcgacctcaaaagagaaccgcttatcgacgccacccgc 
taccacacctgccgcacgctgccagtggaaaacagcgccgaagcctccgacgcattctgg 
tcctgcgtactcgccctgtcctgcctcggaaacgacgaacttttcatcgaagtgatcgaa 
tccacaatgagcaccctcggctgggtcgccgacgacggctccccactacgtgcaccagag 
atcaccagcgcctgcgaagcctccctgaagatactcgcggaactcggtggctacggccca 
gagcggcttgcccccgtggatcgcctggacatttatagggagctgctgtgtttc 

>RXNO 0 4 2 2 - downs t r earn 
TAGGTATTGTGTAACCTCGTGTC 

>RXNO 04 47 -upstream 

GAGCACGGCATCGTGATTCGCGCGTTCCCCGAGGGTGCGCGCATTTCGGTGACCAACGCC 
GAGGAAACTGACAAGCTGCTGCGCGCGTGGGAGGCCATCA 

>RXN00447 

ATGCTGGGTAGTCTTTGGCGTTTTGCGGTGCGCACCGCAGCAGGCGCGGTGGCGTTGTGG 
GTGGTTATTAAGCTTATCGACGGCATCTCCCTGAGTTTTCCCACCACACCTCTCTATCAG 
GACGGTCAGCACGACAATCTGCTGACATTCCTGGCGGTGGCAGCAATCATTGTCGTGTTG 
AATGCCACGGTGAAACCCGTCTTGAAGCTGCTTGGTTTGCCGTTGACAATCATCACCTTG 
GGTCTGTTCTCGCTGGTCATCAACGCGGTAATCATGCTGCTGGCGGAGTATGTGTCAGAT 
TTGATCGGTTTCGGTCTACGCATTGAAACCTTCGGTGCGGCCTTCTGGGGTGCGATTGTG 
CTGGCGTTAGTGAACTGGGTTCTTGGCCCCATTACCGGCCTCCTCGGTGCAAAAAAGGAC 

>RXNO 0 4 47 -downs t ream 
TAACCATGGCGGATCTGAGCATT 

RXN004 5 5 -upstream 

GAAGTGTCTGGCCGATTGGCTAACAATCTCTAGTTAAATCCCGCCTCATGAAACCACGAT 
GAAACCAACATGAGAGTTTTTTCATCCACGTTTTCTGGCT 

>RXN00455 

ATGGTTGTGGACGTGCAAAATCAATCACACACCCCAGAAACCCAGCCTCAACCTGGGCAG 
GGCGCAGCCAAGAAAACCCCCGTTGCGTCCGGAAACTCCACGTTCATTCACATTCAGCCA 
AGCTTGTACCCCATTTTGCTGGCGCTGTTTGTTGCAGTCTTTCTAATTTCAAATATCACC 
GCAACCAAGGGCGTAGAAATCGGCCCGTTGGTGACAGACGGTGCGTTCTTCCTCTTCCCC 
ATCTCATATGTGTTGGGCGATGTTCTAGCCGAATGTTACGGCTTCAAATCCACTCGTCGT 
GCCATTCTTACTGGTTTTGGCATCACGATGCTCGCGGCGCTGTCTTTCTACATTTCCATC 
TGGCTGCCTGGCGCAAGTTTCTGGGAAGGCCAAGAAGCTTTCGAAGCAACGCTCGGCCTT 
GTTCCACAGATCATCGTGGCATCACTGGCGGGCTATATTGTGGGTCAGCTGCTCAACGCC 
AAAGTTCTGGTGGCTATCAAAAAGCGCACGGGTGAAAAGTCCCTGTGGGCGCGCCTGATT 
GGTTCCACCGTTGTCGGAGAATTTGTCGATACCCTGCTGTTTTGCGCCATCGCAGCGCCA 
GTGATCGGTATTGCCACCGCCCCGGATTTCATCAACTACGTTGTGGTGGGCTTCGTGTGG 
AAAACCCTTCTAGAGGTCATCCTCATGCCCATCACCTACGCAGTCATTAGGTGGGTGAAA 
CGCCGCGAAGGTTATGAAACCTTCGACGCG 



Appendix A, page 395 



Attomi 



bcket No.: BGM29CP 



>RXNO 0 4 5 5 -downs tream 
TAGTACCGGCCTAAGAATTCTTC 



>RXN00473 -upstream 

GGGGCAGCTGTGGATTTTTCACAACCACCCCTTTTCTCACACCAGCCCCGCATGAACAGG 
CTGGTTGCACACCGTTGAAAATGAGTGTTTACTGGAACTC 



>RXN00473 

ATGAGTGGAACAGGTGTTCGAAAGTTGTGGGGAGATGGCACTCCGGTGTCGCTCCCTGAC 
CTTTCAGGATTAAGTAGAGCGGAGCGCATTGATGCGTTGCGTTCACGCATGTCCACCATG 
GGTGCTGCGGTGCCAAAGTTTGAGCCGTCGGTGGAAGAAAGTGCTGAACAAAAGCAGGAT 
TCTCTCGCCGAAAAACAGGACATAGTTGCAGTTCCTTCCGCTTTTTCTGATCTTTTCCCT 
GGGGATGGTTTGCCGCGTCGTGCGGTTACTCAATTGGTTGAACAGCCACTTGTGGTGGTG 
GACTTCCTGGCTCATATTACTGCCCAGGGTGGACACGCTGCGGTGATTGGGTGGAAGGAT 
TTAGCCTACGCCGGGGTGATTGATTCCGGAGGTGTGTGCGAGAACATCATTGCTATTCCA 
AATCCTGGTACGGAGCCACTGAATGTGGCAGCGGTGCTGTGTGAGGGGTTGGATGTGGTC 
GTGTACAAAGGCCCGGAGATTTCCCTGTCGCCAACCAGAGCGAGGCCGTTGCTGGGAAAG 
CTGAGGCAGGGGACTGCTGCCTTGGTGATGGTTGGCACGAAAGTAAGCTCACCGGCGCTG 
TCGGTGGATGCAGAGATCACTGATTATGTTGGCATTGGTGCAGGTAGTGGGCGTATTCGT 
GGCGTTGAGATGCAGGTGCGGGCTGTGTCGAAAACTCACGGTGTGCGCAGCGGAAAAGTC 
CTGATCAGTAGGCCTCAGGATGCAGCATTGCTTGAGCCTGAACAGCCAACAACGTTGCGG 
GCGGTCCCA 

>RXNO 047 3 -downs tream 
TGACGCGGGTGATGGCATTGTGG 

RXNO 04 8 5 -upstream 

TCAACTTCGGCGACGAGGTGGGCGCTATTTTTCATTGTTTTTCGCGATTTTCGCTTCGGT 
TGCATTGACTGTTAGCGCCACTGCGTTGACAAATTCTTTG 

>RXN00485 

GTGTCCAGTGTTAATGATCTTTTTGCCAAGCCGTATGAAAACGCTGATCTTGTGGTCACG 
GTGTCTGCGAAAAACGAAGATTCCTTTGCAGCTTTTGAGCAACAATTAGCTACGACACCT 
GGTGTTGAAGCTCTGGCTTTTGATCAAAATTTTGCAGCCTCTGTAAAGCAATCAGACGGG 
ATTTACGCCAGTACTTCAGTCCAGTCAATTTCGGAAGGCCCACTGCAGTGGCGGCCAATC 
CTAGAAGGCCGATTGCCCCAAGGACCTGGTGAGATTGCAGTAACAACGGCCCCGGGTGCG 
CCTGAAGTTGGTGAGCACGTATCCATTCGCCTGTCCCAAAACACTGAGGACACTGAGGTT 
CTTGTGGTTGGCGTGGTGGAGCCAGCGGCGCAGGAAACTTTAGGTGGCGCACCGTTCGTT 
GTGGCGTCTCCTGATGCGCTGATGGAGTGGAATTCTTCCGGTGTGCGGGGTGAATTCCGA 
GTGGCAACTTCCGATCCTGCCTCGCTAGAGGCTGCAAGCTTTAGCGACGCTACGGTGGTG 
GTTGCTTCGGCGGAGGGGCACGTCGATAAGCTTGCTGATTCTTATTTGGGCCAGCGAGAT 
CGCTATTTCTTGCTGCTCGCAGCGTTTGTGGCAGTGGCTGCTGCCGTGGCGTTTTTGGTG 
GTCTTTTCTGCATATTCGGTGCTCACTGGTGAGCGAGTTCGCGAGTTCGGGCTGATTCGT 
TCAGTGGGCGCATCGACGCCGCAGATTTTGGGGTCAGTGATTTTTGAAGCCGGCATCCTC 
GGTGTGGTGGCTGCTGGTTTTGGTGCGCCCGCCGGATTGATGGCGGCGCGTTTGTTGGCG 
GATAATGCCGCACGTTTTGGCATTCGTGTGCCCATTGATGTGATTGATCTGCCAAGTAGC 
ACGATGTGGCTCATCGCTGGCGTCGGCGTGGTGATGTCCGTGATTGCGGCATTACCGGCA 
GTGTTCAGTGTGTGCAGAAAATCCGCAGTGGAATCACTGAGTACGCCTGCTATTTCGAGG 
ACTTCCCCCTGGTTCGGTGCATTATGGTTGCTGCTCGCGGGCATTGTGGGCGCCGGCGGA 
ATGTGGGCGTATGAGGCAACCTCGGACTACCGCGGCATGCGTTCAGTGGCTTTATCCATC 
GCCGGTTCAGGCGCTTTGGTGTGTGCGTTGTTGATTGCCACGGCGGTGCTCGTGCCCTGG 
TTATTGCACGTATTCTCCAGGATTGTGGGCGGCACCGTCCCAACACTTCAGTTGGGATTG 
GCGTTTGCAGCAAAGCAGAAATCTCGTTCGGCGGCGCTGATCGCTGTGATTCTTGCTGGT 
TCTGCATTAAGCTCCGCTGTTCTGCATGGCCAGGCACATATCGGCACGCATTTGGTGGCC 
GTGGCTAAAGGCATGGGCGGCACAGACATGATGGTTACAGCGCTTGATGGGGAAATCCCC 
GCCGGAATGCTGGAGGAAATCTGTAGCATGGACGGCGTGAAAACTGCCATCGCGCCAGCC 
ACCACCGCTGTGGAATTGGAAGATTCCGGCAATTTCTCTGTGCTCATGCTCGCTGAAGAA 
GACGGAGCCTCCGTGATGCGCGCAGGCGATACTGGTGCACCAGCTGGTGGCCTTGTTTTG 
GGCAGAAACTCTCCTGACCAGGATGCTTACCCGGCCGGCCAGGCTGCAAACATCATTGTC 
GCGGATACCCCAACGCAGGCGGAAATCTTCCACAGCGACAACTACTTCTCCATGATCGAC 
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CCAGCACTCGCCACCGGCCCCAGCACCACACGCAACGTACTGATCCTGCTCGACGGCGAC 
TCCAACCAGGCCCCCGACAACGCCACGGCGCAGGCGGTACGCAAGACCATTTCGCTTTTC 
GACGGACGATACTCCATCACCGAGGGTTTCTCCGCCCGCCAAAACACTTTTGAACTGGTT 
TCCCGCATCACCACCATGTCCACACTGCTTGCCATCGTGGCCTTAGCGATCGCTGCCGTT 
GGCCTGATCAACACAGTGGCACTCACCATTTCTGAGCGTGCCCGCGATCGTTATTTGCTG 
CGCACCATTGGACTGACCTCAACTGGTCAGATTCTGGTGATGGCTATTGAAATGATCGCG 
CTCTCATTGCCGGCTGCCATTGTTGGTGCAGTTTCGGGAGGATTCTTAGGCAGATTCGTT 
GCCAGTTCTGCCACCAACACCGCTGCGACGGCACCACTTCAAGTAGACATTCTCGGCGGA 
ACGGTTCTCGCGATGGTCGCAGGATCTGTACTGTGCGCGCTCATCGTGCTGGCGAACAAA 
CGACGTCGGGTGGTT 

>RXNO 04 8 5 -downstream 
TGATTATAAAATCCAAAAATCGA 

>RXNO 049 6 -upstream 

CTGCAGAGATGGTGGGCAGCACCCCAGGTGCTGTACGAGTTGCCCAACACAGGGCACTCA 
CGACACTTCGAAGCACACTTGAGCAGCAGGAGAACAAGTA 

>RXN00496 

ATGACTCGACGTCTACATGGTGGTGAGCAGGATGGCCAGGAACACGTTAAAGGACAGCTA 
AAGCAGCTGTTCGACGACGACGCGTTCTTGACTGACCTGTCCCGCGGCGTTGATCCCTCA 
GAGGGCGATGACGCCCTCGCTGGCCTCCTCCTCGATTTAACAAAGGAAGCTCAGGAGCCG 
CCGGCAACAATGCCGGATTGGTCTACTTTGCTCCCTGGAATTTTGGATCAGGATCAGGAT 
TTGCCAGTGGAATCCACTTCGGACACCACGGTTATGCAGGCATCAAACCCTGCAACCCAA 
GAATTCGCACCTGTTTCTATTTCTGATACCCCCAACACTGCAACTAATTCAGCTGATGCA 
GATGAGTCCGCAACTGTTGTTCCACTTGCAGCACGCCGTGAGAAGCGTGCCAAGAGCGGA 
TCAAGCGGGGTTCATTCACTGGATGCTTCGGCAACCCAGCGCAAATCTCACCCATTCCTT 
AGCGGTTTGGTGGGTGCTGCAGCTGCAACTCTAGTCATCGCAGGCGGTGGAGCAGCAGTG 
TACAACGCTGATGAAAACTCCCCGTTGTATGGCATGAATCAGCAGCTGTTTGGCAATCAA 
GATTCTCCAAGCGTGGTGGAGCTTGCCTCCACGCTGGAAGAAGTTGATAGTCGTACAGCT 
AGTGGCGATGTGGAAGGGGCACGTGCTCTACTCGAGCAGGCTCGAGCAATGCTGGATGGC 
ATGGCACCTCCTCGAAAGGCGCCGTCGGAGGCAACCCGAACGGTTGAATCTGAACCAGGT 
ACTCAGACGTTGACTGCAACGGTTACTGAATCCGCAAGTCCGGAACCACCGGTCACGGAA 
ACTCAAACTGTTACCTCCACCGAGGTACAGACAGTGACAACCACTGCGGTTGCTCCACCG 
GTCTGGACTCCTAATCCAGAGCCAACAACCACAGCTGCCCCGACTTCTACGCCTTCAACT 
GGTGGCGGTGAGGGAACCGGCAATGATGGTGACTCTGGACTTGTGCCACCTCAGACTCCT 
GGAAAC 

>RXN0 04 9 6 -downstream 
TAGGTAAAAATATAAAAACTGCT 

>RXN00503 -upstream 

AATCCACGAAGGTGCCCAAGAATCACCAATTTCGGTCGGAACTGATCCTTCTTTGTCCGT 
TGAGACCCCACAGGTGTTTTAAACATTTAGTATTAGTTCC 

>RXN00503 

ATGAAACCAGTCTTCTCCGTTGACCAAATCCGACGCGCAGAAAACACCCTTTTTGAGCTT 
CAGGCAGATCCGGATGAGCTGATGATCTCCGCGGCATCGGCGGTGGCCGATGTCGCGTTG 
GCAATGGTGGACGGCCCCGCTCCAGCGGTCTCCAGTGAGGAGTCAATCCTGCTGCTGGTC 
GGCCCCGGTGGCAACGGTGGCGACGCCTTGTATGCAGGCGCGTTCCTTGCAGAAGAAGGC 
CACCACGTTGATGCTTTGCTGTTGGGAAACGGCAAAGTCCATCAATCAGCATTGGCATAT 
TATGAGTCTTTGGGCGGGCAGATCATTTCCGATTTTCCCCCTCACTACCTCTACCGCCTG 
GTGATTGATGGTTTGTTTGGCATCGGTGGTCGGGGAGGGCTCACCCCAGAGCTGGCCAGT 
TTGGTGGAGTCTTTTTCCGCTTCAGGTATCCCCATTTTGGCGATTGATGTGCCGTCTGGC 
GTGCATGCCGATAGTGGTGAACTGCCGCCCGGCGTGATGGTGACGGTGGAAGGATTTGAT 
AATGATGCACCGATGGCGCGTCAGAAAATTCCGGCACACATTGACGCTGATGTCACGATC 
ACGTTTGGCGGTTTGAGACGCGCCCACGCGGTCAGTCCTGCGTGTGGTGAAGTGCTCTGT 
GCTGATATCAACATCGCTGGTGGCGGCGGAAAATCGCTGTCCGCTGAGTTGAGTCAGGTG 
CAGGCAGAAGACGCGACCCCGCAGATGTTTGCCTCCAAGGCGTATCAACGGAAAGATTCG 
CTTTTTGAGCGCGCGAATCTCAAAGCTACGGCGCCACATATCCATAGGATCGGCCAGCAC 
TTTACCGTGTTGAACATGGAGCCTGGCCCGGATCATGATAAATACAGTGGCGGAATTGTC 



Appendix A, page 397 



AttomW^ocket No.: BGI-129CP 



GGCATTGTTGCAGGTAGTGGCACCTATCCAGGTGCTGCTGTGCTGTCGGTGAAGGCGGCT 
GTCAGGGCCACAAGCGCCATGGTTCGATACGTTGGCCCTGCGTTAAATTTTGTCATCCAG 
TCGCTGCCGGAGGTCGTCGCAACGCAATCACTTGCCACCGCCGGCCGCGTGCAAGCGTGG 
GTGCACGGCCCCGGACGCGGGCTGGAGGCTGAGCAATCAGCCGAGCTTGCGGAGCTTTTG 
AGCCGGCCTGAGCCTGTGCTTATCGACGCCGACAGCCTCTCATTACTCCAGCTCTCAGCG 
GAGCTTCGGCAGGCGTTGCGCGAGCGAAAAGCACCAACGGTGCTCACTCCGCACAAGGGC 
GAATTTGAACGCATCGCAGCAGAATTACGCTCTGAAGGCGTCGAGATTCCCCAAGCGGAC 
AAAGATCCCATTGGTGCTGCGCAAGCGTTAGCTAAAGAATTTGATTGTTGCGTACTGCTC 
-AAGGGGAAATACAeeGTCATTGCAGCTCACGACTTTGTGCATGCGATCAA'CGCTG'GGC^^^ 
TCCTGGTTGGCTACACCTGGCTCTGGCGATGTGTTGTCAGGTCTTGTCGGTGCACACTTG 
GCTCAAAGCTACGCAGAATTAAACCGCTTGCCGGAGTTTTTCCCCGATGTGACCTTGTCT 
GATTCGGCGATTTACACCCAGATTGCACCTGCTGCGACCATCCACGCGGTTGCTGCTGGG 
TTGGCCGCACGAACCGAATTTGGGTTTGCGCCGACCTCCGCAAGTTTGATCGCTGATGCC 
ATCCCTGCAGCGACCGCCAAGGTGGATTTGAAGCGAATTGTC 

>RXN00503 -downstream 
TAGCTCTGCATGAATTCCGTATG 



>RXNO 05 04 -upstream 

AAGGTGGATTTGAAGCGAATTGTCTAGCTCTGCATGAATTCCGTATGAATTCTTTTCTTT 
CAAGTGGCCGAGATGTGAAGCGCACGGTTAATTGAGAGGC 

>RXN00504 

ATGACCTACGGATTTCTTGTCAACACAGATCTCACCCACCGCGCGATTGACTTTGATTTA 
GAAAACGCTGCGAAGTTCCTCGGCGGTGCCGATGATGGCCGCGTCGCTGTCGCTTTCCAA 
GAGGATGGCACCTTGTACGCCGCTCTCTACAGCGCCAGCGCAAAAGATGAGGGTGCCGCA 
GCAAACCCAGTAGCATCCCTTGGCCGCAACGCCGCTGCTACCGGTGATGGCTCCTTCTTC 
TCTGATCCGACCACTGCAATCTGTGGCCCTGTGATCTTCGTGGGGGCCGAAGGCGAAGAC 
ATCACGTTGGATGAAATTGAGCGAATTAAGGACGGCATTCGCGCCGCTCGTAACTACCGC 
GATGATTATCCAGAGGAATTCAACCTGTGGCGCAACGCTGTATATAACCTGCGTACGGCT 

>RXN0 0 5 0 4 -downs t r eam 
TAAAGTTTGGCTGCCATGTGAAT 

>RXN0 05 0 5 -upstream 

TTGCGGAGCGTTTAGACACCATTAACTATGAGGTAGTGTGCCGACCAACCGGCCGAACTG 
TCCGCGCATATGTTTAAGTGAATACGTTTAAGGAGCAGCA 

>RXN00505 

ATGAAATCTGAGTTTCCGGTATCCGGCACGAGGCGTTTTGAGCATGCCGCAGATACCCAA 
AATTTTGGGGAAGAATTAGGCAGGCATCTAGAAGCTGGCGATGTGGTGATTTTGGACGGC 
CCGCTGGGTGCTGGAAAAACCACATTTACTCAAGGTATCGCTCGTGGATTGCAGGTGAAG 
GGGCGGGTGACATCGCCGACGTTTGTGATCGCGAGGGAACACCGCTCGGAAATCGGTGGG 
CCAGATCTGATCCACATGGATGCCTACCGATTGCTGGGCGAAGACAGCGAGGATGCTGAT 
CCGATCGGTGCGCTGGACTCTTTGGATTTGGATACCGATTTGGACTTGGCTGTGGTTGTT 
GCGGAATGGGGCGGTGGCTTGGTGGAGCAGATCGCTGACTCGTATCTTTTGATTACCATT 
GATCGAGAGACCGCTGTGCAGGAAGACCCGGAATCTGAGGCTCGAATTTTCCATTGGGAA 
TGGCGCGAAGGCCGC 

>RXIsrO 0 5 0 5 -downs t r earn 
TGAGAAAGTTTTCCACGCTAAAA 



>RXNO 05 07 -upstream 

GTTCATGTTGAACTATTGTGCCACCAACCGCGGACAGAAATACGATTGGTGCCGGGGTTA 
GTGCCAGTATTGCCCCACGCTTTCAACTATCCTTAAACAC 

>RXN00507 

GTGGCTGAGAATCTGAACAAACACCTGTCCAAACTGTCCAAGCGCGGACCGCACCGCGTG 
CTGGTAGGCGATATGAACTACGCCGGCATCCCGGGCAAAATCTACACCCCAGCAGAAGGC 



Appendix A, page 398 



AttorilWbocket No.: BGI-129CP 



GACGGCATCCCAGGTGTAGCTTTCGGCCACGACTGGATGAAATCCATCAAGTACTACCAC 
CAAACTTTGCGACACCTCGCGTCCTGGGGCATCGCTGTTGCCGCCCCAGACACCGAAAAT 
GGCTTCATGCCAGACCACAAAGGTTTCGCCTCTGACCTCGAATCCTCCATTCAGATTCTC 
GGCGGCGTAAAACTCGGCTCCGGAAACGTCACCGTCAACCCAGCCTGCCTCGGTGTAGTA 
GGCCACGGCATGGGTGCTGGGGCTGCAGTACTATCCGCAGCAAACCGCGACCTCGTGCGC 
GCAGTCGGAGCAATCTACCCAGCGAAAACCTCCCCCTCAGCAATCGACGCCGCCTTCGCT 
GTCAAAGCCCCAGGCCTAGTCATCGGATCCTCCAGCCTCGGCCTCTTTGAATCCGGCGAG 
CCAGCAAAACTCGCAGCCAACTGGGCCGGCGATGTCTGCTACCGCGAATCAGAAAAAGGC 
AACCAACAGGGCTTCTCTGAAGACACCATGTTCAAACTTGTCGCAGGAATCGGCAGCCCA 
CAAACCGGAGCTCAAGAAACCGTCCGCGGCCTCCTCACCGGATTCCTTCTCCACCAACTT 
GCCGGAGAAAAGAAATACAAAGCATTCTCCGAACCAGACGCTGAAGCTAAGAAAGTTGTC 
TCCTACTTCGGCCAGGAGCTGCAGGAACATGCCTTCCCTAAGGACACGTCCCCATTCGCG 
TTCCTTAACGAGAAG 

>RXNO 0507 -downstream 
TAGTTCGCTTTTCTTAGTGGGTG 

>RXNO 05 10 -upstream 

ACGCTTTTACCCAAACAACCCAAGCCGCCGAGGAAGAAGTTAAACGATTCGACAATACCG 
ACAAAGTTTTTGGTGCCGGATTTGATGGGATTGATCCGAA 

>RXN00510 

GTGAATGATCCTTTAGCCGGCTACGGAGCAGTGATCTCCGCACTACAAGGCGCCAGTGGT 
GGGATGTATCGCGGACCGGCGAAATCCGAAGGCCAGTTGCGCGAGATGTACCAAACCATC 
GAAGGGCTAGACACCAGCTCGTTGCGCGAAGCTGCCGAAGCAGCAGTGGGCGGAACGAAC 
GAAGCCAGAATACAAGGGTGGGTCGGCCCGCTCTTGAAATTCTTCGGGACGGTTGGCGGG 
GGAATGATCGCCACGGAGATAGCTGAACGGGCAGTCGATTGGTTCAAAAACCGTAATGAT 
GTGGAAGAAGTCAGCGAAGCCGCTGATAAAGCCGCCGATGCGATCGACTCCACTGTCACA 
GAGTCCGACCAGGGCATGATGCACATTATCCAGCAGCTCTTGGACATTGTGTCTACGTTG 
ACGCAGATTCTTGGCAGCATGGATCGGGGGAAATTTCCTCAAGAATTCCGGGACTGTGTC 
CAAACTGGAGCTGATCTTATTGACCAGGCAGGGGACATGCTTGAAGGATTGTGCGCTGAT 
CGAGATGATGCGATTTCACAGTGTTTCTCCGCGTTGACCGATCATGGAAAACAAGTTTGT 
GAAACTGAGCCAAAGCCGTTGTGTAGTGCAGCTTCTGGGGGTTCATCTGGTGGAGCGACT 
TCTTCGGCTGCGGCCTCTTCAGGTGGTTCAAGCTCGAGCACTGCTAGCTCTGGGAGTTCT 
GGCGGATCGAGCAGTGCTGCGGATAGTTCGACGTCGACCAATGCTGAATCCAGTGTTGAA 
AAGGAAAAGACCACACCTGCTGCCGTTGAGAAACCTGACGAGAAACCAGTGGAGAAGCCG 
GTTGAAAAGACGCCAGAAAAGCCGGTAGAAAAACCTGTCGAGAAGCAAGAGTGTGAAGAA 
AAGCCTGACCCTGACCCGGAAAAATGCAAAACAGAGCCGGTCGAGTGTGAGCCAACACCG 
AAACCTGAAACAGAGCCTGAACCAAAACCGACACCCACGCCCACACCCGGAACACCAACA 
CCAATACCTGAGCTAGAGACTGAGGATTGTGAACCTGGCAAGGAGACGGGCACAGACTCA 
GAATCTGAATCGGAAGAGTGCGCCCCCGAGCTCAATGACGTTCCAGAAGAGTCGGATCTG 
ATTGGGCAACTCATCAAGGGAGCAATCGGTATTGGGATTGTTGTTGTAGGCGTTGGGCTG 
TTGGTGAATTTCCTGGAGCAGTGCGTCCCTGTGATTGAAGAAGTACCTGTGCCGGAGCCC 
GAGCCTATACCTGAACCCGCTCCGCAGCCTGAGCCAACTTCAGTGAAACCACCAGAGTCT 
GAACTAGATAAGGTGGCTGAGCCTGCGCCGAAGCCAATTCCACAAGCTAATTACACTGCT 
GCTGCAGCAACTAACTATTCCGCTCCCGCGCACGCTCCCGTTGTCCCAATTACGCCGGCA 
GCACCTGAAGTTCCGGCAGCACCAGAAGTGCCTGCACCGGCGGTTAATCTTCACAAGGCC 
GGCGGGTGG 

>RXN00510-downstream 
TAGCGGTGGAGTATGCGGAATTT 



RXN005 15 -upstream 

GTTGACGCACTGAAGAAGTAAAGTCTCTTCACAAAAAGCGCTGTGCTTCCTCACATGGAA 
GCACAGCGCTTTTTCATATTTTTATTGCCATAATGGGCAC 

>RXN00515 

ATGCGTTTTTCTCGAGTTCTTCCCGCACTTCTTATCACCACCGCCGTGAGCATCCCAACA 
GCATCTGCTGCCACACTCACCGCCGACACCGACAAGGAATTGTGCATCGCCAGCAACACC 
GACGATTCCGCGGTGGTTACCTTCTGGAACTCCATTGAAGACTCCGTGCGCGAACAACGC 
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CTCGACGAACTAGACGCCCAAGATCCAGGAATCAAAGCGGCGATTGAAAGCTACATCGCC 
CAAGATGACAACGCCCCAACTGCTGCTGAACTGCAAGTACGCCTCGATGCCATCGAATCC 
GGCGAAGGCCTAGCCATGCTCCTCCCAGACGATCCCACGCTGGCAGACCCCAACGCCGAG 
GAAAGTTTCAAAACGGAGTACACATACGACGAAGCCAAAGACATCATCAGCGGATTCTCC 
AGCGATCCAGCCAGCGATGTACTCAGCCAACTTCAACAAGCCGCCACCACCGGCACCCGC 
ACCGCAGAAATCCGCGCCGAAGTATTCGCCGACCGCACCGATGATTACAACGAATCCCAA 
ACCGCTCTTAAAGAGGATTTCCAAAACTGCATCGATGCCATCGATGACGCCCGCCCAATC 
CCACTGCAGTACATCCTGATTGGAGGCGCCATCGCTTTGGCGGTCATCGTCCTCGGGATC 
-AGGGGGTGGAGT-AAeTeAAGGAAGeAGTeeAAGCACAGCCAG ^ 

>RXN00515-downstreain 
TAATACGCCAAGCAAAAAATTGC 

RXNOO 52 7 -upstream 

TTCCTTGGCCCCGAAGAAATTAATCATTGTGGCCGTGGTCCTGATTTTGATCATTGCGGC 
TGCCTCGTTTTATTTTCTGCGTTCATCATCGAATGACCAG 

>RXN00527 

GTGATTGCCACTTCTGATGTTCGGGAGATTTCCTCCGAGGGAATCGTGGCGCGTGTGTCT 
GTCAACGGAAATATTGAAGCTGCGCGAACCACCACCATTTACACCAGTCTGACTGTGCCG 
GTCGCGAACTTGCCGGTTGCGGTTGGTGACCGTGTGGCAGCTGATCAGGTGTTGGCTGAG 
TTGGATGCCTCTGCCCTGCAACGACAGTTGGATGAAACTGATGCCAACAATGCGCGTGCA 
GCCATGGCGAACCGCAATTCCATCGCGCAGTCGCAGCAAGCATATGAGCAGTCCAGGGAA 
CTTCTTGATAGTGGTTTGAGCCCGGAGATCAACTCGGCGCGGTCCTCGTTGCGGGCGTCC 
TCACAGGCATATCAGGATGCGATCCGCAGTTTTGAAGCGAAGCAGCGAGATGTGGATGGC 
GGATTGGATTCCACCATGGTCGCTCAATCGGATGCTCTCAAGGCAGCTCGTGAGCAAGCA 
GATGCTGCTGAAATTGAACGACTGCGCGCGGACTTCGGACTGCTCAACAACGATCGCAGC 
AACCTCAACGATGTCATTGGTCTGCTCGATGAGAGAGAATCTTTGGCTTCTGCGGAATCC 
GAACTAGCTCAAGCCCGCGCTGCAGGTGACCTAGAGGCAGTCGCTGCAGCTGAAGCAAAG 
GTTGCAGGCCTGGAACAATCAATTGCTTCCAAAACCTCCACGTGGCCTAGCCAAGATCAG 
ACTTACTTGCAGTCCTACACCGCTTTGGAGGAAGCTGAGCGACGCGTCGCATCCACCACT 
GAAGCTCTAGAAATAGCCGAGCGGATCTACATTGATTCACTCGGAAAAGTTGACTCAGAA 
CTAGCCGCCGCACAGCGCGCCGTTGCCGAAGCCCACTCAGCACAACAAGACGCAGCACTT 
GGCCTCGAGACCGCGCAGCTTTCCACCCAACACCAATTGGAAGCCCAATCAAGCGCCATC 
GATGCAGCTTTAGGTTTGGCATCAGTAGATAATGAAGCCGCCACCAGATCCACGTCCCAG 
CTGCGGATGGATATCAACAACACCACCGTTCGCTCCCCATACTCAGGCATTGTTTCATCC 
GTGCAGGCAGCCCAAGGTCAACCAGCAGCCGGCGCACTGTTGAGTGTTGCTGATGATTCC 
GAACTGAAGATCACCGCGAATGTAAAAGAAGCGGAGATCAGCAACGTCACCATCGGATCC 
CGCGTCACCTTCACTACCCCATCGACCGGAACCAAAGAATTCGCCGGCCGAGTATCCAAA 
GTCTCCCCCATTGCAGCTGCCGCCAGTGCCCCAGCTACAGGTGAAGGAGCTGCCGCAGGC 
GCCACAACCACCAACACTGACGTCACCTTCCCCATCGAAATTTCCGTCACCGGCGACCGC 
GAAGGCCTCAACCTCGGCGGATCCGCTCGAGTACGCATCGTCCATGAAATCGCACCACAC 
GTACTGACCGTTCCTTTGGAAGCTGTGTACAAAAATGATGACGGCAAAGACGCTGTTTTG 
ATCATCAGCGACGACAACAAAGTAGAAGAAGTAGAAGTAAAAACAGCTGAATCCGATGAC 
TTTGATATCGCAGTCAGCGGTGCTGGAATTTCAGAAGACGCTCGAGTGCTCACCCAGCCT 
GGAAACTACCGGGGCCTCATCGGAGAAACTGTGAAACTTCACGCAGATACGGTGGAGCAG 
GCGGCGGCTCCTTTTAGTCCTGCGGCCCCTTTTGACCCTGCAGCCCCTGCCGTTTCTGCC 
AAGCAAACCGTGGGCCAGGTGATT 

>RXNO 0527 -downs t ream 
TAGCCTATGAGCCTCATCGAAAT 

>RXNO 05 47 -upstream 

GGTCGTAGCCTAAACGACCTTAAAAAGGAGCCGACCGCCGATGGACCAGAAATTGGACCA 
GCAGAAGGTAGACCGCGTATCGCCCGGTGATAGTGAACCG 

>RXN00547 

GTGGCACGGGATTTTATCAATGCAATCGGCGGTCGGTTTGGTCGTTTTGCGCAGGTGGGC 
ACTCAGCGGTTCTGGACTCCCCTGCGTGTTTTGATCACCACTTCCCTGGTGTTTTTGGCC 
ATGGGGTTTTTAACAAAAGCCAATTGCATCCAGGGTTCTAGAGGTACTGATGGTGTGGTT 
TCTTTGAACTGGTCGGGAAGTCGCCAGTACACCTCAGCCTGTTACAACGACATCGTTCCG 
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CTCTATGGGGGGCGCGGAATTGATGCGCCAGGTTTCCCTTATGCCTTTTCGTGGCAGGAA 
GGTGATCTCACCAGGTACATGGAGTACCCGGTGTTGGGCGGAATTTTCCAGTGGATTTGT 
GGCATTATCACGCGGTTTTTGTACCCGGTTGTTGATGTCATTCCGTTTCATACGCTGCCT 
GAATCTGGTCTTTATTTCATCGTCACCGCGCTTGCGTTGGCGTTCTTTTGGGTGTTGGTC 
ATCCGCATGATGGTGGAGCTCACTGGCAATCGAGTGTGGGATACCGTCCTTGTTGCGGCG 
TCTCCCCTGGTTGCTGTGCATGCGTTTACCAACTGGGATACTCCAGCCATTGCGGCGGTG 
ATTGGTGCGATGCTTGCGGTGAAACGCGGAAACCCCTTGGTTGCGGGTGTGCTGATCGGC 
GCGGGTACGGCGTTCAAATTGTGGCCGCTTTATCTTCTTGGTGCGTATTTGGTGCTGGCG 
GTCAAGAATAAGAATCTCAAGCCGTTTATCACCATGGCTGCAGCGGCTGCGGTGACATGG 
CTCGTGGTGAATGTGCCAGTGATGATCGCGTACCCCAAGGCGTGGAATGAATTCTTGCGC 
CTGAACCGGGAGCGTGGTGCGGAGTGGACCACGATTTACCAGGTCATCGACCGTAATTTG 
CCGATCAATTTGAATGATCCAGTGCTGCTTAATGTGCTGAGCTTCGGCTTGTTTGGTGCA 
TCGTGTGTGGCCATTTTGATCCTTGGGCTCAAGGTGCAGCGCACTCCCCGAGTCGCTGAG 
CTGGCCTTTTTGATTGTCGCGGCGTTTTTGCTGTTTAACAAGGTGTGGAGTCCTCAGTAT 
TCACTGTGGCTGGTCCCGTTGGCTGTTCTGGCATTTCCTCAGTGGAAAGTGCTGTTCCCG 
TGGATGGTTACAGACGCCATGGTGTGGCCAATTTTGATGTGGCACATGCTCGGCACGGAC 
AACAAGGGACTCCCCCATGAAATGTTGGATCTCATCGTGATTTCCCGAGATGCCTTCATT 
GTGGTCATGATAGTAGGTGTAATCCGGCAGATGCTCGGACGACGTGCAGATCCGGTGATG 
GATGCGCACGCCGGGCGCGATTTGTTGGCCGGGCCCTTCGGCGCAGGCGAGCGTCGAAAA 
GCATTGAAGGAAGTAAGT 

>RXNO 0 5 4 7 -downs t ream 
TGAGCACAACAGTTTTGCTGGTC 

>RXNO 05 52 -upstream 

CCGCCAACAAGGCAGCAAAGCTCGATCCAATTGACGCCTTGCGTTATGAGTAAAAGCCTC 
GTTTTTAAGGTAGCCACACATCGCACTAGACTGAAGAACT 

>RXN00552 

GTGGCTACCTCAAAAATTCTTCTTTATTACGCATTCACCCCGCTCTCTGACCCTAAAGCG 
GTTCAGCTGTGGCAGCGTGAGCTCTGCGAGTCACTGAATCTTCGTGGCCGCATCCTGATC 
TCCACTCACGGCATCAATGGAACCGTGGGCGGAGATATTGATGATTGCAAGGCGTACATT 
AAAAAGACCCGCGAGTACCCAGGTTTCAACCGCATGCAGTTTAAGTGGTCCGAGGGTGGC 
GCTGAGGATTTCCCAAAGCTCAGTGTCAAAGTCCGCGATGAGATCGTTGCCTTCGGCGCT 
CCAGATGAGCTCAAAGTGGATGAAAACGGCGTCGTCGGTGGCGGCGTTCACCTGAAACCA 
CAGCAGGTCAATGAGCTTGTGGAAGCCCGTGGCGATGAAGTTGTGTTCTTTGACGGCCGC 
AACGCAATGGAAGCCCAGATCGGCAAGTTCAAGGACGCTGTTGTCCCTGACGTAGAAACC 
ACTCATGATTTCATCGCAGAAATTGAGTCTGGAAAATACGACGATCTCAAAGACAAGCCT 
GTGGTCACCTACTGCACCGGCGGAATTCGTTGTGAGATCCTGAGTTCACTCATGATCAAC 
CGTGGTTTCAAAGAGGTCTACCAAATCGATGGCGGCATCGTTCGCTACGGCGAGCAGTTT 
GGCAACAAGGGCCTGTGGGAAGGCTCCCTCTACGTTTTCGATAAGCGCATGCATATGGAA 
TTCGGCGAGGATTACAAAGAGGTCGGACACTGCATCCATTGCGATACTCCCACCAACAAA 
TTTGAGCACTGCCTCAACGAAGATGATTGCCGCGAGCTCGTGTTGATGTGCCCTGATTGC 
TTCGCCAATGTTGAGACCCGTCATTGCAAGCGCGAACGCTGTGCAGCAATTGCTGCGGAT 
TTCGCTGAGCAAGGAATTGATCCGCTCGTTACTTCT 

>RXNO 05 5 2 -downs tr earn 
TAAAAAGGGTATGGTGGCTGGGT 

>RXNO 0 5 5 5 -ups t r eam 

CCTGGTGGATATCATTACTGAGCTTGCAGAGGTGTACGGTAGCTGGAAAGAGACCGACAG 
CGGTTCTTAACAGTTTTCTCCATCTCAACTCCGGAATTTG 

>RXN00555 

ATGAAACAACCCCTTCGCGTACTTATTTCTTGTCGACCCGAAGAAAATTCGGGTGGCAAA 
CGTAGTGAACAAAATGATGCTGTTTTTGAGTTCGCCGCATGGCTAGCTCGTACTTCAGAC 
ATCAATGTTCGTGGAATCACAACTTTCATACGCCCTTGGCCGTCTTCCTCCATCAGTAAG 
CTCGGAGGAAAATATCATAAGTGGTATAAGAATTTAGATTCTTACTACCGCAGTCGCACG 
ATCAAGGGACTCAAAGAGGCCGGAGTTGAGAAGTCCCAATGGGACGATGATGTTTCAGTT 
TTTGTAGATGGTCCTTCTGAATCCACGCTGCTCACCCATGCTGCTGAAGAATTCGAAGCG 
GACCTCATTCTGCTTGGCTCTGATGCGACCGCACCAAAAGGCCGCTTTCTGGCCAGCTCC 
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ACCGCAGATGCCCTCCTTCACTCCTCGCCCGTCCCACTAGGACTTGTGCCGCGAGGGGTG 
AAGCTTTCCAAAAAGGGTGTCACCCGCGTCAACTACGCTTTCACCAATGAAAGCGATGAC 
TTTGAGCAAGGTTTACGCTCTTCCGCGGAGCTCGCCACCAATTGGAACGTTCCTCTTCGG 
ATCCTTGCTTTTTCACCCACAGGCATTACTTCCGCACCAACGTCGCGGAGCTTGGATATT 
TCCACTGAGCTTTCCTCCGAGTGGCGTGAACTAACGCTCGCCATGCTTGATCGAGCCCGT 
GATGGCGTCCTCACAGACCACCCAAACTTGAGCGTGAGCAGTGAAACCGGTTCTGGCTGG 
GGTTGGAGCGGTGCAATTGATGCTTTGCGATGGAAGAAAGGTGACCTGCTGTGCATGGGA 

AGCCAT-CGCACAGACACC.C.T-T.TCACGTGT CTTTGTCGGTTCGGAAACAATGGAAATTATC 

CGAAACTCTCCTGTACCGACCATCATTTATCCCGGTCTT 

>RXNO 0 5 5 5 -downs t ream 
TAGGCTCTCCAACAGCAGAGGAC 

>RXNO 0560 -ups t r earn 

AAGGACGACTTCTGGGGAGCGGTGTGGATTCTCACGGGGATTCTCATGCGGATTATCAGA 
CATATGGACACTTTAACGGTTCGTACTAGGCTGATGCTTC 

>RXN00560 

ATGAGGATTGATCCGCTGGAAACCCGGCAAGCCGTATTGGCCGTCAAAGACTGGATTGAA 
GGGGAGGGAGACGTCAAAAAGCCTGGTCGTGCGGCACTTGCCGCCGCAACTCGCCTGAGC 
GTCCGACTGCTCGCGCAACACGCGCCGGGAAACAGCGTGGAGGTGCGGGTACCCCCATTT 
GTTGCGGTGCAATGCATAGAGGGGCCAAAACATACACGCGGCACACCACCCAACGTGGTG 
3 GAGACCGACGCCAAGACCTGGTTACGCTTAGCACCTGGGCAAACCACATTTGATGCAGAA 
3 TTTGAAAGCGGAAAAATTAGCGCATCAGGTACCCGAGCCAAAGAGATTGCGGACTGGTTA 
S CCAGTGGTCAAACTT 

Z >RXNO 05 60 -downstream 

' TAGATTTCCTAATGCTCATTAGT 



RXN00 574-upstream 

AACTGCTGGGCACTACTGAGATTCCCATGTGGGATGTGGACCGGTGGCAACCATCGCTTC 
TCAAGCCCGGTGATTCAGTTCGATTTGTGCAGGTGAAGAA 

>RXN00574 

ATGAGCTTCAAAGTAATTTCCACTGGCCCCCAAGCCATCTTCCAAGACCGAGGTCGCTTC 
GGTTTTGCCAGCGCTGGTGTTGGAACCTCAGGATCCTTTGATCGTTTATCCGCTGCTCGC 
GCGAATCACGCTTTAGGTAATGATCCCAATGCAACCGTGGTAGAGATTCTGCTCGGTGGC 
TTTGAGGTGGAGGCGTTGCACACCACCTCGATCGTGTTCACGGGAACTGAAGCTGAAGTG 
ATGGTTCGAACGGCTGGTGGACAATCCAAAAATGCCACCACCAACACCATCATCGATGTT 
GCAGCTGGTGAACGTATCCGCGTCGAGCCCGCAACCTATGGCATGCGTGCCTACTTTGCT 
GCTCGCGGTGGATTTGCAGTAAAAAAAACTTTGGGATCTGCTTCAACCGATCTGATCTCC 
CACATGGGCCCTTGCCCGATCGAGCCCGGGGATGTCATTGACGTAGCAACAGACATTGCA 
GATTCTCAGTGGTGGCCAAAACTTCGGCAACTGCCCACCTTATGGAAACGCATGCCAACA 
GAAACGCTTACCGTCATCCGAGGTCCACGTGACAAATGGTTCACGCAAGAATCCCTCAAC 
AACTTTTTTACTCAGGTGTTTACGGTGAGCAATGACTCCAACCGGATTGGTTTGCGCATG 
CACTCAAGCGAGCCGATCCAACATCGTGTGGAAGGCGAGCTGAAAAGTGAAGGAATGGTC 
CGGGGGTCCATCCAGATTCCGCCTGGTGGAAACCCCGTGGTGTTTGGTCCCGATCATCCT 
GTGACCGGTGGCTATCCAGTAATAGCAGTACTTACATCAAGGTCGTGTGATCGTTCGGCC 
CAGCTGTTGCCGGGCGATAAAGTCAGATTTAAATTGCTT 

>RXNO 057 4 -downs tr earn 
TAGGAACTTTGAGCTTGCTCTGG 



RXNOO 589 -upstream 

CCGTTATCTCCGTAACTGTTGTTTCTGCAGAACCATACAACTCAGCAAAAGCCGCGACAC 
TCCGCGGCAAAAACTAACCAAGGATTTAAAAGTCTTCAAA 

>RXN00589 

ATGACAACTCTTTCACGTAAGTTCTTCGTTTCTGCTACCACAGCCCTGGCGGCAGTCGCA 
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CTGGTTGCGTGTTCCCCTAATGAGATTGATTCTGAACTGAAGGTGCCAACGGCAACTGGC 
GTTTCTTTACCTTCGAAGAACGTTTCCGCGACCTCAACTGCTACTACAGATGAGGATGCG 
CCTGGCTACATTGATTGCGTAGCCGCACCAACTCAGCAACCTGCTGAAATCTCACTAAAC 
TGTGCAATGGATATTGATCGGCTCACGGATATTTCTTGGAGCGAATGGGATACTGATTCC 
GCAACTGGAACCGGTACCCGCATCGTAACCGCTGCAAATGGTCAAGAGACCGAAACCGAA 
GATATTGAGGTGAAGCTTTCCTTCCCCACCGAGTCTTCCCAAGGCCTAGTGTTCACTCAG 
GTCACCGTCGATGGACAGGTTCTCTTCCTC 



>RXNO 0 5 8 9 - downs t r earn 
TAATCCTCCATAATTAGAGAGCG 

RXNO 0 6 1 6 -up s t r earn 

AACCGCAACCTCGCGCACTTGGAGTGAAAATTCTCATCTTCATTTCATCTTGGTGCCTAA 
CAATGGAATACAGATTGAGTTGATCAAAGGAGAACCCCCA 

>RXN00616 

ATGAAATCACTCCCCCGTTTCGCCCCACTGATTACGATTCTGGCTCTGCTCGTACTCGTT 
GCCATCGGAGGATCTGCACTGGCAAATAATCGTGCTACCCCTAATGTGGAAAGTGAACCC 
GCCACGGTCAACCAGCGTTCCACTCCCACAACTTCCGCGTATGAGCCCCCTGCTACAGAA 
TCTCCGGAAGAACCAACCACACAAATTCAAGAATCCCCAGTACAACCCCCAGTTCCTGCC 
CCCGCTCAAATTCCTCAAGCCCCACAAGTTCCACTCAATTATCAGTACTATGACGATGAC 
TGGGACGACGACGATGATGACTTCGACGACGACTGGGACGACGAC 

Q >RXNO 0 61 6 -downstream 

r n TAACTAACCCCTGAGGCACTTTC 

i'S >FIXN00 647 -upstream 

I ' i TGCATTCTTCCCACAATGACATGAGCTTATTGCAACATCGTGGGTAAAGTTGAATCGAGA 
.- ^ AGTCGAGAAATAACCGACCGATGAAAGAGTTGAGACGATA 

Q 

>RXN00647 

2 ATGGGCATCTTCGAAGCCATCCGAGCCGCACGCGCGAAGACCAAAGCTGAGATCAAAGCA 
1 3 GCCGAGGCAAAAGTAAAAACTGAGGCGAAAAACAAAGC AAAGCTAGATCTC AAGCGCGAG 

[n AAGCTTCTTGTCCAGCAGGAAAAGAATCTGCTCAAGGTTGAAGAAAAGGGCCTGAAGAAG 
r[J CGCAACAAGCATGAGCTGAAGATGGCCAAAAATATCCTTGAGCAAAAGCGCCAAGGACGC 
CTAAACAAAGACAAGGTGAAGCGCTGGGCTGGCACCGCACGTGTGCTCACTCCACTACTG 
CTGCCTATTATTTATCGACTCTCCACCGAAGCACGCGATCAGGTTGTTAAGGGACGTGCC 
^it CGTCGTGCAGGTGTCACCGCGGAGCAGCTTAGCCAATTCGCAGGTCACGCAGCAGCGCTG 
AAGGCTCGTATTCAAGGTGTTCGCGAAACCGCAAAGAACTCCAGCCTCCCTGCTGGCTTT 
GTACGCGATGTTGAAGAGCGTCTCAATGAGCTCGAGGCTGCTGCGAATAACTCTGAGTTC " 
ATGTCTCCACAGCAGAGGAACCGTGCGCACCAGTCGATCAGTCGTGATCTGAACCAGGTG 
TCAGATCAGATTCAGGATCGACTACTGGACAAG 

>RXNO 0647 -downstream 
TAGCTGCTGGTCGAGTCGCTGCC 

>RXNO 0 6 5 3 -ups t r earn 

GTTGAGATTCGCCTAACAAAGATTTTGGACGAAAACAGTAACGATGACAGCCACGTTAAG 
CGCGGAATCTTCTCGCAATGGTAAAAAGCCGCGGCCTCGA 

>RXN00653 

GTGAGTGTTTCCCAGGTTGTTGGTGAAATCTTGCTCACCGTAGGCATTTTGGCCTTGTTA 
TTCGCATACTATGAGGCCTATTGGACCAACGTGGAATCTGGGAAATTACAAGAATCGGCT 
GGTCAAAAGCTTGATGAAGACTGGAATGAAGCTCGGGTGAATCCTCGACAAAAGCTCACC 
CCGGAACTTGGTGAGGCATTTGCCCGGATGTATGTTCCAGCTTTCGGCTCTGACTTCAAC 
TTCGCAGTGATTGAAGGAACCGATGAGGAAGACCTTCTTGCCGGTCCTGGCCGTTATGTG 
GATTCCCAAATGCCTGGTGAAGCCGGAAACTTTGCAGTGGCAGGCCACCGAGTGGGCAAG 
GGTGCGCCATTCAATGATCTAGGAAACCTGGAAGTCTGCGATGCGATCGTGGTGGAGACT 
TACAATTCCTGGGATGTGTACCGCGTGATGCCGATGTCCACCAACGGTGCAGATCGTGCA 
GCAGAAGCTGCGGATTGCTTCAACGAAAACCAGGTCAGCCGCATGGCTGAAGGTGACTAT 
GTGAATGTGTCCGGACGAAGCATCACCACTCCGGATCGCATCGATGCCACCTACCCCACA 
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CCGGGCGTCTTCGACACTGCAGTGCGTGAAGGATCAGAAGCTCTGCTTACCTTGACCACG 
TGTCACCCGCAGTTCTCCAACGCTGAGCGCATGATTGTGCACGCAATGTTGGTGGAAGAA 
ATCGATAAATCAAGTGGCGAACGCCCTGCAGCTTTGGAGGAAAAC 

>RXNO 0 6 53 -downstream 
TAAATGTATTCACTTCTGTGGCA 

>RXNOO 6 62 -upstream 

CCCTCATCATAGTTTTAAATCTGGGGCAGAGGCGGGAATTTAAACACCTCTGATACAGCG 
TTTACTGGCTATAGTGTTGCGCGTGCCAAATCGAGTTCCT 

>RXN00662 

GTGTCAACCATTCCGCTGAATCGTCTAGCCGTTATCGCTGCCATCATTGGTGTCGGTACC 
GGGCTGTTTGTTGCTGCACTGAACTGGTCTGCCATTGGCGTGGAGCGTTTAGTTTATGGC 
GCTGACCATTTGCATAATTACAATCCGGTGGCCAATGTGTCGCCACTTCGCCTGTCCATC 
ACGGTGATTGTGCTTAGCGTGGTGGCCTCCTGGGCGTGGTTTTTTGTGCACCGCACGGGG 
CCGAAAGAGGTTTCGATTGTGGGTGCGATCCGGGGCGAGAAGATGCCGATTTTGGAGACC 
ATAGCGTCCGCATTTTTGCAGGTCACCACGGTTGCTGCGGGTGCGCCGGTGGGTGCAGAG 
AACGCTCCACGTATTGCTGGAGCCTTGGTGGGAGAGCGGTTTAGTCGGTGGTTGCAGCTC 
GATATTGATGCAAAGCGCATCTTGGTGGCCTCTGCCGCGGGAGCTGGTTTGGGAGCAAGC 
TTCCACCTTCCCCTAGCAGGCGTGCTGTTTGCCCTTGAGGTCCTACTGGTTGAGGCCTCC 
ACTCGGACCGTGGTTATCGCAATTATCACCACGACCGCCGCCGTTGCCACCACTGGATTT 
TTCGTGCAAACCCCAGATGTGTTCAGCACTGTCCCGCTGACGGAAAGCCCATGGATGCTG 
CTTGCCGCGATGGTCACCGGAGTAGTCGCCGGCATGTGCGGGCACTGGTTTTCAGCGGCG 
GCGCACAAAATGGCGCAGGCCTCGCCCAAGGGTGTGAAGATTTTGTGGCAGATGCCGTTG 
GGTTTCGTGGTGATCGCTGCGGTGATTTATTTCTTCCCCGAAACCCTGGCGAATCCCCGT 
TGGCTTGCCGATTCCATGCTCGGCGATGGCCTGATCCTCAGCACCATTTTATTGGTACTT 
GTTCTGCGCACCGCCATGTTTTTGCTCGCCTTCCGCGTGGGCATGGTCGGCGGTAACCTG 
ATCCCCGCATTCGCACTCGGATCCATGGTCGGTGGGGTAGTGGGTGCTGTATTGGAACCC 
ATCACTAACGTCCCGATCGCCGCTTTTGCGCTGCTTGGCGCCGCCGCATTTTTGTCCACC 
ACCATGGCAGCGCCACTGTTCGGGCTCATCGCCGCAGTGGAATTCACCGACATGGAAGCC 
CAAGGCTACCTTCCGATTTTCCTCGCAGTAGCCTCCGCGGTCCTCGCCGTGCGCGTGTGG 
TCTGTCATCGCCAAGCACGAGCTCCGCGCCATCCCGATCACGTACGCGAGCTGGACGGGC 
GAGCTTAAA 

>RXNO 066 2 -downs t ream 
TAAGCTTGTCGACGCCTCCCTCC 

RXNO 06 6 6 -upstream 

AGTGGTGAATGCTGGATAAGTTTTTAACATGTCTAGTGTAGTCGGGGAAGGCCCAAAACC 
ACGATTGAGCGTGCTTGATCTCGTCGCGCTGAGTGAAGGG 

>RXN00666 

ATGACGGCCGGCGAGGCCATTGCACACAGTGTTCGCGCTGCGCAGATCGCCGAAGAGCAC 
AATTATGCGCGTTTCTGGGTGGCGGAGCACCACAACTCGGAAGGCTTGGCATCTTCCGCG 
ACGACGCTGCTCATGGGTCATATTGCAGGCCACACTTCACGCATTCGCGTTGGCTCCGGT 
GGCATCATGATGCCCAACCACTCCGCGCTGCACGTCGCCGAAGAACTCGGCACCCTTGAG 
GCCATTTACCCCGGCCGCATCGAGGCCGGCCTAGGGCGCGCACCAGGAACCGACCCCATG 
ACGGCGCGGGAATTGGGTCGGGCAAGTTCGCTTGTCGACGACGTCCTCTCCACAATCGTC 
TCCCTCCAGAATTATTTGGACACCCCCGAAGAACGCCCGAACATCATCGCGCATCCAGGA 
ATAAATTCCCGTGTGCCGCTATTCATGCTGGGATCTTCCCTCAACGGCGCTGCGATGGCC 
GCTAAATTAGACCTTCCATTCGCCTTCGCCAGCCACTTCGCACCCTTCCAAATGGGGCCC 
GCCATCGCCTCCTATCGCGAACTAGCAGCCAATCCTTATGTCATGGCCGCAGCGAATGTC 
CTGGTGTGCGACACCGAGGAAGAAGCCGAATTCCAGATCTCCACACTGCACCAAATGTTC 
GCCGGAATCGTGACGAACTCCCGCGGCAAACTTGCCCCACCAGTGCGGAATCTGAAAGAC 
AAACTCGACCCGATGATCTGGAAACACATCGAAGATTCATTGGAAATGACTTTCATCGGA 
ACAGCCGAATCAGTGGTATTACAACTGCAGGAATTCGCTGATCGCTACAAGTTAGATGAG 
ATCATTACAGTCACCTACTCCTACGACCCCGAAGTCAGGTTCCGCTCCATAGCTGCACTT 
GGCACGGCATGGAAT 

>RXNO 0 6 6 6 - downs tr earn 
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TAGTGTCAAAAGCCTCAAAAATA 
>RXN00704-upstream 

TCAAATTCTGCGCACAAAGTGTTCTAAGACGACGTCTGCCCATCGGCGCTCTAATGCACA 
TTACAGCGTTTACAGAATTGAAAATGAAAGGTTCAAAGCC 

>RXN00704 

TTGACCATTACTTTTAGCCGCGTTGCTCTGACCACCCTGGCAGTCACCGCAACCACTTTG 
TCCCTGAGCACTGCTGCGAATGCACAGTCTTCCTTGTTGGATAAGACTCTTGATGCCCGT 
CAGTGCATCGATGCAGACAACGTCTGGGTCTCAGTTGACTATGGTGCAGATTCCGAAAAA 
GAACCAGAGGGCGCATGTGCCACCGAGTTCACTGATGGTGTTGTAGCTCTTGAATCTGCT 
GGGTTCAAACTGACCTTTGACGAATCTGAAATGGGCAAATACATGACCGGTATCAACGGA 
GTTGTTCCTGATTGGGTTGAAACTGGAACTTACTGGAGTTACTACTCTGGTGAAGTCGCA 
GATGATTACAGCGTGGACTACACCTACTACGAGGTTGGTGCATCTAATTCTGAACCTGAA 
GGTGGAACTGTTGAGGCTTGGGTTGTTGGCACCGGCGAGGAAACACCAGCACTCGAGACT 
CTTCCTGAAACTCCAGCAGCAACCGGATCTTCTGAAGACGGCGGCTGGATTGCAGTCATC 
GCAGGTCTTCTCGCACTGATCGGTGGTGGAGTTGCAGCTTTGTACCAGGGCTTGATCACT 
ATCCCAGGTCTGGTTCTGCCTAAGTTT 

>RXNO 0 7 0 4 -downs tr earn 
TAAGCAACCTAACCTAAAGCTTC 



>RXNO 07 12 -upstream 

TGTTGCGCGTTAATAAGGAACAATATCGGTGTGATTCGCGATATATTAATCAGCTTGTTT 
TCCCAGCATAAGTAGTCGCCTAGTTTAGGAGGTACATGGC 

>RXN00712 

ATGTCCCTACGCAAGAATCTCGCCCTCGGAAGCAGCACAGTACTACTCACAGCCGTGCTA 
AGCGGGTGTGTTTCCCTTGATGAGCGCTCCACTGATACATCCACGGAGAATGTCACCACG 
GTAACTGCCACACTCACTTCCACCGCCGCAGCAGAACCCACCACTAGAACGACTGTGCAA 
AGTGCTACAGAAGCCTCCACTACTGCACCAGTGCAATGCAATTTGGATCCCCGTACCTCG 
GATTTTGGGCCATATCTTGCACAATCTCGCACCCCGGTTGGTGAGCTAGCTGGATCTGCA 
GATTCCGTCGTGCAGGTTCCTGACTGGTTCTATCACTTCCAAATGGGCGACAACGGCTAC 
GATTCCTGTTCCAAGCTCAGCTATGTGGTTCTCAACGGTTCCAATGGAGACGCCGAACGT 
TCTACTGGAACGGGTGCTGCGATCGCCGACGTGGTGGTGCTGTTTATCGACGGCCATATG 
GTTGCTCGTCCTGCTCCTTTTGAAATGAAGACCGTGGAATCCGTCACCAGAGTGTCAGAT 
TCAGAAATCCAAGTTGTTTACGGACATGCCGGCCGATCTACTGCCGAAGGTGTTACGGAC 
TATTTCACCTTTAACTTCTTCGTTGACAACGGCGTTCTTTCAGGACGCGGCGATCTCCCA 
GAACACATCGATACTCACATGCGTCTATATCTGCTG - - - - --- 

>RXNO 0 7 1 2 - downs t r earn 
TAGCCCCATCTAAAAACTCTTGA 



>RXN00 7 2 0-upstream 

CTGATCTATACGTCCTGTTGAAGTAGAGAAGCTTTCTGGTCAAGTTCCTTGAGTATGGTG 
GTCGAAGACCAGCACTCCAGATTCAAGGAACTTATAAAAC 

>RXN00720 

ATGGCATCACCGCGCCGCCCACAGGTTGCAGCACCACGCATCAAAGAACTTCGCCTAACA 
GGCCTTGACAACGCTGACCCTCAAGACATCGAATCGAATGAGCAGATAGAGTCATGCCGT 
TTTAACGAGGCCGAGCTTTCCGAACGCGATCTTTCTGGTGCTGGTTTCATTGAATGTGAA 
TTCCTTGGGCTGGAAGCACACGAAACCGAGCTACGCCGGGCTCAATTCGTGGAAACACGC 
ATCGAAAGAGCCAATGCTCCATCTTTTAAGGCAGCCCGCTCCATCTGGCGCAACGCAACG 
ATTTCCGACTCCCGCTTTGGTGCCGTCGAAATGTATGAAGCAACCGTCCAAGCTTTGAAA 
ATCTCTGATTCTAAGCTGTCGTTTGTCAATCTGCGGGGTGCATCGTTACGGGATGTGCTC 
TTTGAGAACTGTGTCATCGACGAGCTTGATCTTGGCCAAGCCAGAGCAGAACGCATCGCT 
TTTAAAGACTGCACGGTGCATTCGCTCACCTTTGATCATGCCGTGCTCAGCAATGTGGAT 
CTTCGCGGTTTAGATATCGAGCGCATCAGTGGCGTGGAGTCCATGTCCGGAACCGTGATC 
TCATCCCTGCAGGCTGCTGACCTGTCGGGAGCATTTGCACGGCATTTAGGAATTACTGTA 
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AACGAT 

>RXN0072 0-downstream 
TAGAAATCCGCTCTTTTGAACAA 



>RXN00722 

GCTGTTCTCCGAGAAGCCGGAGTTGTTGATGCCGGGGGACAGGGCCTAGTTATTCTCCTG 
GAGTCCCTGGCrcX5AAC 

CCAGCCGAAGAACCCTCCTTCCACGGCAAAACCGGCGACCTAGAAGTGATGTTTTACATT 
GCATGCGACTCCGCGCAAACACTCGATGCTCTCCACAACGAACTTGAAACACTAGGCGAC 
AGCCTGCTCATCGCCCGAGAAACCAATACCCGCGGCACCGTTCACATCCATTCGCGCCGG 
GCAGGCGAGGTCATCCAAAAAGCATTTGCCGCAGGAGACGTCAGCGAACTCCGCCTTGAA 
ATCCTCCCCGATACTTCCGGCAGCTTCACGGAAGAACCACGCCGGGTCCTCATGGCTGTC 
GCACCTGACGGCCTGGTGGCGGAGCTGTACCGCAGCGCTGGAGTGAAGGTGGTGGCCCGC 
AACATCGCGCAATCCAAGTCTGATGATGTGGTGGCAAAGATCGTTTCCATCGCGCGCAAG 
TCTGGTGCCGATGAGGTGATCTTGCTGCCCAACGGTCTTTTGACCAAGCGTGAGCTGGTT 
TCCATTGAGCGTTCCAGCCATGCTTTTGAGCAAAGTGTGGTTATTTTGCCTACTGCCACG 
TTGGTTGCAGGTCTTGCAGCGGTGTCCGTTCATGAGCCAGCGCAACCCCTGGCGGTGGAT 
TCCTATGCCATGGCAGAGGCCGCCGGTTCCATGCGCACGGCCACGATCCGCGCCGCCACC 
AGCGCCGCGCTCACCCAGGCCGGCGCATGCTCCAAGGGTGATCTATTAAGCTTCATCGGC 
CCGGAGATAGCTCTGGTCTCCGAGGAGCTCAACGACGCGCTATCGCGCACCGCTTTAAGG 
3 CTTCTCGACGGCTCCAGCGAGCAAATTACCCTTCTCATAGCGCAAGACCGTCAGTCCGCC 
3 TTCGACGAAGATGTTTTCCGCCGTGGCCTGGGAACTCACACGGATGTGGAGATCACGGTC 
S TATCCTGCTACTGGAATGGAGAATCTGGTAGAGATCGGAGTGGAG 

5 >RXN007 2 2 -downstream 

: TAGCCACATGTTGGGTTGGCATG 

1 

y RXN00729-upstreain 

TTCAGCACAGATCACCCTTTGCCAGCTACCGACTTAGTTTCGTAACACGTATAGTGGGAG 
3 GCGTTTTGCCAGACGCCAAAGAAAGATAATTGGATTACCT 

n 

jj >RXN00729 

i ATGAGCGCCACCAACCCTGATGCCCTAGACGTGCAGCACGTCTATCCCATCAAGACGAAA 
^ AAGACTCCACTTGCGGTGATTTTCAACATCATTAGCGGTGGTTTGATTGGAATGGCGGAG 
^ TTGGTGCCAGGAATTTCCGGCGGAACTGTCGCTTTGGTTCTTGGAATTTATGAGCGCGCA 
=^ CTGCACAACGGTGATCTCCTCATTGATCTGATCAAGGTGTTGATCAAGGACCGCTCGAAG 

GTTAAGGAAGCTGCGGCGAAAATCGACTGGTGGTTCCTCGGCGCTATCGGCGTTGGCATG - 

GTCGTGATGGTCTTCTCGATGTCATCGATTTTGCATACAGTTGTTGAGGACTACCCAGAG 

ATCACTCGCGGTCTGTTCCTTGGAATGGTTGCCGTGTCTATCCTTGTTCCGTTGGGAATG 

ATGGATATGCGGGATGCCAAGAAGCGCCTCGCAATCGTCATCCCGCTATTTATAATCTGC 

GCCATGCTGGGATTCTTTGGAACATCCTTCACTAGTGCGCCTCGCACCGATCCTTCACTG 

ATCTTTGTCTTCATCTGTGCTGCGATCGCTGTGTGTGCTCTTGTTCTTCCTGGTGTTTCA 

GGATCATTCTTCTTGCTGGCGGTCGGTATGTACGCGCCAATCATGGAATCTCTGTCCAAC 

CGTGACTTGTCGGTCATCGGCGTGTTCTTGCTTGGCGCGCTCACCGGTGTGATCTTGTTT 

GTGAAGGTTTTGTCTTATGTTCTCGAGCACCACCGCACCATCACGCTGACCATCATGGCT 

GGTCTCATGCTGGGTTCACTTCGTGCGCTGTGGCCTTGGCAGGACGGTGACGCTAATCTA 

CTTGCTCCTGGCGATAACGCCGTGATGATTTTCAGCATCATCATTCTTGGTGGCGCGATT 

GTCGCTGCTTTGATGTTTGCTGAGCGTGTGTCTTCCAAGAACATTGATTCTGAGACCGTG 

GCAGAAGAGCACCCGCGC 

>RXNO 0 7 2 9 - downs tr earn 
TAAATAAGAACTCCACAAAGAAA 

>RXN0073 0-upstream 

TGGTGCAATAACCTTAAGTGAGGCTGGATTTTGCGTTGGCAGGCGCTCGGGTTTTGTTTT 
ATCCGGCATGGGCTCGGGAGGGACTTTAAAATAAACAGCT 

>RXN00730 
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ATGTCGAGCCAACAAACGATCTTCATCATTTTGCTCTTTGCCGCAGTGATTCTCATTTCC 
ATAGTAATGATTACAGCTGCCTTCAAAACCCGGAAAAAGCGCTTTGCCGCGCGGGCTGAA 
GGAATGGCCAACCCTACAATTCCTGCGCCAACTGTGCCGTGGCAGCGCTTCGCCGGAGCA 
CTTGCAGCCTTGTACGCTAGGCCTGAATGGCACAAGACCCGCGGAGCGAAACGAGTGTAC 
TCAGCTGAACAGACTTATTTTGGGTTTGTCTCAGCAATGCCACTGGGGATGGTGCAAAAC 
ATGCTGCAAACAGACTGGGGTGTGAAAAAGTCTGAGCATGCAGTTGATCAGCTTTCTAAA 
GGAGTGGAAGTGATCGTTGGGGTAGCCGCAGGCAACTGGCGTAAAAACGGAGTATCACCC 
GCACAAGTGGAAGAGGCAGGCCAGCGGTTAGCAGCTGAAGGATTGGCTCATCCACACTTT 
GTTGTATTCCAAAAGCAGCTTCAACAGGCAGATCCAAATGCAGAATATGATCTCGATGTG 
CTCGCATTTGATATCGCACGCGTAGCCAACCTCCTTCGCTGGGCTGCTTATACAGATCTG 
TTGCTCCCTGCAGAAGCCCGTTGGTTCCAAGACCAGCTGGGAATTGCGGCTGCTGTGTCC 
TTTGGGAGCTGGGAAGAATACGGAGAGCGATACGTCCGTGGACTACAGAAGAACTTCAAG 
GGCGGAAACAAGCCATATATCGAAGGAGAACGCTGGCTCAACACTGAGGCTGAAAGTCCA 
TGGAAGACCCAAAAGTGGATTAGCGCC 

>RXNO 07 3 0 -downs t ream 
TAACTGCTCATGAGCTAAGCGGC 



>RXNO 0 7 3 1 -ups t r earn 

TTGATACCGTGGCCGGTGGACATTCCTTCCAGGTGTGGCGCGTGGCTTTAGCGAATACTT 
TTGATTGGGTTGCCAAGCGCGGCGGATTGCAGGTTTAACA 

==3 >RXN00731 

fn ATGAAAGACGCTTCACAGTCCTACTTATTATTCGGTCTGAGATGGCTGGGCAGGTCCCTG 
Q CGTTTCGCACCGTTAAGCCTGCTCATGATCGTTGTCATGCGGGGTTTGAGGGAAGTGTTT 
f n GGCGCCGAAGATCCCGCAAATAGCTCTTTGGTAGACAACCTTGGGCTCACCCTGCCGTGG 
I [ I TCTCTTAATGATCCGCATTTTCTCACCGCAGGGTTTAGCGCTTCCACCACCACAGCAGCG 
CTCATGTCCACGTTGTGGATCATCGTGTTTGCGGTGCCCTCTGAACGGATTCTGGGCAGC 
CTCAAATTCGCGATCACAGCAGCGCTTATCCACATCACTTCCATTCCGCTGGGCATCGGC 
ATCGCCCACCTCATCGAAGAAGCCGATCTCAACCGCTGGGGCAACAACATGTTGGCCGAT 
3_ GTGCTGCTCACCCCAGATTTCTGGGTCTTCGGCGTCGCCGCTTTCGCATCCGCCTCCATG 
12 CCACTGCTCTGGCGACGGCGCACCCGATTGTTCCTCTTTACTATCACCTTGACGCTGCTG 
in CTTTATACGGGCACGCTTGCCGACGTCACCATGCTCACCGCGACCATCATCGGCACCGTT 
ry GCCGGCGAGTTGAACAGGCATCGGAAAACCCCAGGTGGCCGCTGGCTTCCCGGTTCCCTC 
%A ACCGTGCGTGAAGCGCGCATTATGACGGCCATTTTGGTCACTGCCGTAGCAGCAGGTCCA 
f i GTGCTTGCTGCGCTTAATCCACTCACCCACGGCCCTTTTTCCAGTGCAACGAAATTGATC 
It TGGCAGCCCCTTGTCACTGAAGAACACATGCATCACCTCTGCCACACAGACAGCACCTCT 
GATGCATGCCAAGGTGCGCTTGATCAGCTCCAACAGCACGGTGTTGGCCCTTCCGTTGCC 
AACCTGATTCCACTGATCCTCACCGTGGTCCTTGCGATGGGGCTTAGCCGCGGACGTCGA 
CTTGCATGGATTTTGGCGGTTTTGGCCCAGCTCATTTCCATCGCAGTGTTGATGTTCCAG 
CTGACCAAACTATCGGCTGATTCCACCGATCTTCTATGGTCAGTCAATGCCTTTAGCGTG 
ATCGTTCCTTGGCTGGTGGCGCTCGCCGTCTTGGTGTTTTCCCGCCGTGCATTCCAGGTG 
AAGATTGATACCACCCGGATTTCTAAATCCTTAGGCGCTCTCATGGTTACATGGTTGGCA 
ACGGCAGCATTGTGGATCCTTGCCACATTGTTCCTGCCACACGCATTCCACCCACATCCA 
ACATTGGGGCTGGCTTTCAAAGAACTCCCCTTCCGCTATCTCCCACCAACTATCGAAACG 
GTGTTAAGCCATCAACTCTTCCCCAGAAGCCCTGCTGGGTGGGCAGTGTTTGAATGGACT 
GGAACGCTATTCTGGCTGGTCGTAGCAGCAACTCTTTATCATCTGCTCATGGGTGTGCCC 
AGCAACAAAGCGCACGAGGACCAAGAAAACGCAGCGACTCTCCTGCGCTCTGGCAGCGGC 
GATCACTTGTCCTGGATGACCATTTGGGGTGGCAATACGTATTGGTGGGCACCAGAAAAT 
GCAGGATATGTGGCCTACCGCGTGAAAAGGGGCATCGCAATTACATTGGGTGAGCCTATT 
CTGGGTCCGGATTCATCCGTCTCTAAAGCAGAGCTGGCCGCACAGTTTGAAGAATTTGCC 
AGCAACCAAGGCTGGATTGTTGCGTGGTATTCCGTTTGTGAAGAATTCTCAAAGGAACGC 
ATCAACGCTGGCCACCACACACTTCGTGTGGCTGAGGAAGCAGTCTTAAGCTCAGCTAAT 
GCGGATTTCAAAGGTAAGCACTTCCAAAATGTCCGCACCGCCCGAAACCGCGCGGCCAAA 
GAGGGCGTAAGTTCCATCTGGACAACCTGGGCTGATTTGAGTGCCGAAATGCAGCACAAG 
ATCATCACGCTGTCGGAAGAATGGGTCTCTGATAAAGCTCTGCCGGAGATGGGCTTCACG 
CTTGGCACTGTCAACGAGCTCTCAGATCCAGATACCTATCTTCTTCTCGCGATTGATGAG 
GAAGAGCATCTGCACGGTGTGACCAGTTGGTTGCCGGTCTATGAAAAAGGACGCATCGTC 
GGCTACACACTTGATGTGATGCGCCGTGATCCGCAAGGCTTTAAATCTGTCATCGAGTTT 
CTCATTTCCGAGGCCGTCGTTATCGCAAGGGATCACGATCTGGAATGGATGTCGATGTCC 



Appendix A, page 407 



Attorn ocket No.: BGI-129CP 



GGCGCTCCTTTGAGTACGCCCCCAGGTGTGGCCGACGACGGCACCATCGGACAAATTTTG 
GAGCTTTTGGGCCGAGCAATGGAGCCGTTCTACGGTTTCCGTTCCCTCGCTGCGTCCAAG 
AACAAATTCCACCCAGAACACCACGGTTGGTACTTGTGTTACCGCGATGAATTATCGTTA 
CCAAGCATTGGCCTTGCCGTTGCTGCCTGCTACCTCAACGAGTTTCCGCTGCCGAATTGG 
CTGAAAAAGACCGCCACTTCCGCCCCAAGCCACAGC 

>RXNO 073 1 -downs t ream 
TAGAAAAACGCGTAACCTTGGTG 



>RXN00738 

TGTCAAGAGGAGACGGATGGCTTTTTTGATTTTGGGCGCGATATGCGGCCCGGTGAGCGC 
CGGTCGTATGGCACTTTGCTTAACGACGCCACGACGCAGGTGTCGCACATCCTCGGCAAT 
GCCTTCACCCGATCTGGGCTCAACGCTGAGTACGCGAATCTTTATGGTCAGGCGTTGGTG 
GGCATGGTGTCGATGACGGCGCAATGGTGGTTGGATGAGCGCACTCCGCCGAAGGAAGAA 
GTTGCCGCACATATTGTTAATCTTTGTTGGAATGGTTTGACGGGGATGGAAGCCGATCCG 
AAGTTAACTCCCATCAGTTCTGCTGAGGGTGCGATTTTTGGTCAAGAAAAGGAGAGTGAA 
GCG 

>RXN0 073 8 -downstream 
TGACACCTATGCTCGCGGGGCTG 

RXNO 07 50 -upstream 

TTTAAACAAAAGCGATAACAATGAACCGATGGTGTCTACGACAGAACCGACTCCCCCACC 
CACTAACACCCCACCAGAAAATAACACCTCGACCGAACCT 

>RXN00750 

ATGGACTGGTCGATCATTATTAATGTGCTTGCCGTTGCTACTGTCGTGATACTCACCCTT 
ATCATCGCAGCTGCATTATATAGGGGTTTCACACGCAACAAAATAAAAAAACTTGAAGCT 
ATACGAGAAGCCCAGCAACACGAACGCGACAATCCCACTATCCGCATTGCTGATCTTCGC 
GGCATCATGGATACTCACCACTACATCTACACCGACGTCATGGTTACACGTGCACATGAA 
CTCATGATTACTGCACCCGCATTCTTTGATGTCACTCTCCCCGAAGCAGTGCTCTACGAA 
GATACTAAACGTGCTGCTCATGATGCCCTTAACGGCTATAAAGACACCACTGTCGCTAGT 
GCAGAGAAGATCATGCTTGTAGATGCAGTCACCGCAGCATGGACTCTCTATTCCACAAAA 
GCAAACACCGGATCCACG 

>RXN0 07 5 0 -downs tr earn 
TGATCCGAGAGCCGAGTACCGCT 



>RXNO 07 62 -upstream 

GATGCTGCGATGGTCACAAGTCGTTTTCTGGATTTTTCCACATCTATATCTTTACCCCAC 
GTTCCTGCAAGAGATTCAAACTTGGGGCTAACCTGGGGAC 

>RXN00762 

ATGAATACTTCCGATCGTATTAAAAGCACTCAAATCGCGCTGGATCGTGACCTCCGTGAG 
CAGGCACTATTGCTTTTGAAGGAGGTTCGCGCAGTTGATGGCGTGGATGCTTTATCAGAA 
CAATTTGTCCGTGGGCTTGCAGAACCCGGACTTGTTCACTCCCATTTAATAGTCACGCTC 
AATAGCGAGCTGGTTGGCCTCGCGGCCGCGGATGAGGAAACCACGGAACTGGCTGTCCAC 
CCGGCGCACAGGCGTCAGGGAATCGGTAAGGCGCTTATCGACGCCGCCCCCACCTCATCA 
ATCTGGGCGCATGGAAATACAGCAGGTGCACAAGCGTTGGCATCCACCCTGCGTATGAAG 
AAGACTCGCGAGCTTCTGGTGATGGAGATTTCCGACAGGGCGCTCGATGACTCTGCAGCA 
TACAAAGATCCAGATGGAATTACACACAGTAGTTTGGCGAATGCCCCTGTGGAGAAATCA 
GTAGCTGAGGCTAAATGGCTTCAATCCAACAACGAAGCATTCGACTGGCATCCCGAGCAG 
GGCGGATGGACAACTCATCGGTTGGCGCAGGCTCAGAAAGCCGATTGGTACAAGGACTCT 
GACGTGTTATTCCTCTGGGACGGCGAAGAGATCGTTGGCTTCCACTGGGTAAAGCAGCAC 
AGTCCAGAATTACAAGAGATTTACGTAGTTGGCCTTTCTTCAGCCTACCGTGGTCGCGGC 
TTGGGAGATCCGCTTGTTCGCCTCGGACTGCATCACATGAGGGCTCATGGTGCTCGAAAA 
GTGATTCTTTATGTGGAAGCTGGCAACACTCCGGCAGTCGCGGCATACGAAAAACTGGGA 
TTCACTGTCGCGGAAAGCCACGTAGTTTACGAAAAG 
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>RXNO 07 6 2 -downstream 
TAAAAAAGAGACTTGCTAAAAAC 



>RXNO 07 6 8 -ups t r earn 

TCAAGCGCCATAACGCCTGATTATGCACGGTTAAGGCGCATCTCGCTCACTGGTGCTAAC 
CACTTGCGCTTTTGGAAGGAATAACCCTTCCTGTCAGATT 

>-RXN00-7-68— ™ 

GTGGGTACTATCGAAGACGTGGCTAACGAACAAATCGAGGTCGCGAACAACACTGATCAG 
ATTCCTGCAGGATACAAGTCCCCTCTTCTTTCTAGAAGTGGTGCGGCAGAAGCGCAGGGC 
GCTGCTGCTCAAGCAGGTACTGAAGGTGTCGCGTGGCATTACGGTTCCCCTCTCGTCGAG 
CAACGCATCTTCGAAACTGGCACGGGCTTAGTTGACCGTTCTAATCGCAAGGTGATCAAA 
GTCGAAGGGCCTGATGCCCCCACGTTCCTCAATAATATTTTGTCCCAAAAGGTTGATTCC 
GTTGAAAACGGCTTTACTGCCGGTGCCCTGGATTTGGATGCGCAGGGTCGTATTCAACAC 
ACAATGCAGGTAACTGTCGTCGATGGGGTTTTCTACCTCGACACGTCCGCGGCGGAGTTT 
GATACCCTCATCGGTTTCTTGACCAAGATGATTTTCTGGTCGGAAGTCACCGTCCAGGAA 
GCCGATCTGGCGATCATCACTCTGCTCGGCCAGGAAATTGCCCTTCCGGACGCGGTCTTT 
GCCCGTAGGGTCGATTGGAATGGGCCATCGCGTATCGACGTCGCCATCCGGCGTGAAAAC 
CTGGAGGAGGGCGTCGACAAGCTCTTAGAAGCTGGCGCAAAGCTCACCGGTCTCATGGCT 
TACACGGCCGAGCGCGTGAAGGCGTTGGAGCCCGCTGCGGGCGTGGATTTGGATGATAAG 
ACCATTCCCCATGAAATCCCCCATTGGATTGGCCGTGGCGAACATTTAGGCGCTGTGCAT 
£3 TTGACCAAGGGTTGCTACCGCGGGCAGGAAACTGTCGCGCGCGTTGATAATCTTGGGCGT 
Q TCCCCGCGCGTGCTGGTTCTGCTTCATCTTGACGGTTCCGCACCGCTGGATCCTGTGACT 
£:1 GGCGCTGAAATCAAGGCCGGTGCGCGCACCGTTGGTCGTCTGGGCACCGTTGTCCATGAC 
f 1 GCCGATTACGGGCCGATCGCTCTCGGGCTGGTTAAGCGCAGCGCTTTGGATAAAGAACTT 
rS CACATCGATGATGTCTCTGTAAACGTCGACCGCGATCTGCTTCCTGCGGAGGAAAGTGAA 
^. ' I CAACGCGGACGCGCAGCGATCAATAAGCTCAAGGGTCTT 

f'i >RXN00768-downstream 

I y TAACTAAAACGATTTATAGCGAA 



>RXN0 0 7 6 9 -ups tr earn 

GGCTATTGTGTCTATCAGGAATACAGTTAATACATCTTGAAAAGCCCATGGGCCATCCGA 
ATTCCCAGGATCGGCCCGCTCACTCCAAGGGGGTCAGGCA 

>RXN00769 

ATGGGTCGCGGTCGCGCGAAGGCAAAACAGACCAAAGTTGCTCGCCAGTTGAAGTACAGC 
TCTCCAGACATGGATCTCGATTCGCTGCAGCGGGAGCTGGCTAACCAGTCTCCTAGGCGT 
TCCTACTCCGATACCCCTGATGATGAGGACCAGTACGCAGAGTATGCGGACTGGGATGAG 
GACGACACCGACAATCGTGCCTACGGCACAAAC 

>RXN007 6 9 -downstream 
TGATTTCGTGTGTCCTTAACTCT 



>RXN007 71 -upstream 

TACCCCTGTTTTGGAGAATGCTCCGAGCCAGGGGTACTTTTCTTTTCCTCACACACAGTA 
GCTGCTGAGAAAAATGAAGACCTTTTGTTAGGTTGGGAGT 

>RXN00771 

ATGACCAACCCATACGAGGCCTTCATACCGCTCAAGCATCGTACGGGGATTGAACCCGAG 
CACACCTTTTGGGAATGGGAAAACAAAAGGGTTCACATTGCAAGGAGACGTCGAGAAGCG 
CCCGTCCGCGTTATCGTGGTGCATGGGCTAGGCACCCATAGTGGCGCCCTCTGGCCCCTC 
GTCGCGGCCATTGAGGGCGCGGACCTCGCCGCGATCGACCTGCCTAAAACTCCGCTTTAC 
GACGATTGGCTGCGCCTTTTAGAATCTTTCATCTCGTCCGAAGACGACGGTCGGCCACTC 
ATCCTGATCGGTGCAGGCACCGGAGGCTTGCTTTGCGCAGAAGCTGCACACCGCACAGGA 
CTGGTCGCACACGTCATTGCCACCTGCCTGCTCAACCCCTCCGACCAGCCGACGCGCCGG 
GCACTGTTCAGGTTTTCACCGCTGACTCGGTTGATCCAAGGCCGCTTGCGCAACCGCGAA 
ATTCCCGTGACCAGAGTGTTGAACTTCAGCAAAATCAGCCGCAGCCCAGCCCTGAGCAAA 
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TTGTGCGCGGCCGATGAATTTAGCGGAGCATCCAAAATAACCTGGGGTTTCCTCGCGTCA 
TATGTGCAACACAAGGCCAAACTGGGTGCAGTTCCCGTCACTCTGATGCACCCTGACCAC 
GACCTTCTGACTCCCGTTGAGCTCAGTCTGCGTACGCTTTCGCGCCTCAAAGCGCCCACT 
GACGTGGTTATGCTCAAGGACTGCGGGCATTTTCCCATCGAAGAACCCGGCTTCACCACC 
ATGCTCGAAACCGTCACATCAGTTATCGCGCGGAATAGT 

>RXNO 0771 -downstream 
TAGCGGGCGCATGTGGTTGGGAT 



>RXN00785 

ATCATCGCTACTCTCGGTGTGACCTTGCTGGTTGAGGCCCGCGGATTATTCTTGACGGTT 
GCGTCCATTCCCATTCTGTTTGGTATTTTCACACCACTGACTTCGTGGTTTGTGTCCCAA 
CAAGGCGTGGCTGCGAATGTGTCCCCTGGTGTTTCCGTCACGGAAATCCTCACGGCTGTT 
TATCCTTTGGCGCAGTTGTTCCCCACCCTGATCATGGTCACTTTGGTGGCGGCATTGATC 
GCTGTGGTGCGGATTATTCTGCTGCGCAGGAACCAGGAATCTCGTCAGGTTTCTGGGGAA 
CTTACCCGGCGCGCGCAGCGTGAGGCTGAGGAAGCTAATCAGAATGCTGCTCGTCGTGCT 
CGCGCACAGAGCACGAGGGTACAAAGTTCTAAAACACGTAACCGTCGCGCGCAACCAACC 
GGCGATACCGGTTCACAAGTCACGGTTGATGAGTTGATCAGGCGTAGCCAGGAGCGCCGG 
CAAACTGTTGCGCAGCGCCAAACTGAGCGCGGTGTGCCGTTTACTCCAACTCCGGGTCCT 
GTGGTGGCCCCCAAGCCGCGCCCGAGCGCCCCTGAGGCGCCGGCTCCTACGGATGTGGGT 
GAGCGTCGACAAGCAGCCCCTAAACGCCGCACCTCGCTCGACGATGATCTGTACAGC 

>RXNO 0 7 8 5 - downs t r earn 
TAAAAAATCCCCGCTCATGTGGC 

RXN007 9 5 -upstream 

TTTGGATTCTGGACACCCAAAAGGGGGTTTCGTACCAAACTCGTGACATACTAGGCGGGT 
GGCTGAGAAACGACCGAAAATTTTTGATGGCAGTCGAGAC 

>RXN00795 

ATGATTATCTCGTTGGTAGTCTCCGCGATCATCATGTTGGTAGCGGTGGGATTCACGGGA 
ATGTGTTCTTTCAATACAGGATCCCCTGAAAATGGGCAGGTACCTGAAGTTGATGCTTCC 
ACTTTTATGTCAATGGAAGCGCGCGCAATGACTGATCATGCAACTAGGTTGCCGGAAACT 
CCTGAAGGCTGGACCACAAATTCAGCTCGACGCACCATGGTGGATGACACCCCGGCATCT 
GTAGTTGGATATGTCACCGCAGATGAGGGCTATATTCAGCTCACTCAAACTGGTGAAACC 
GTTGAGGATGCTGTGGCTGGTTATGATACTCGCTGGCGTGATCTTTCTGAGTCTTATGAT 
CTTGATGGCCACGACGTGGGAATTTACACCTCACAGGAATCTGATGTGCGTGATCTGCGT 
GTGATGGATCTGGGCGATGCCCGCGTCATGGTCTCGGGTGCTGCTACCGATGAAGAATTC 
AATGATCTGCTTCGCGCAGTTGCGAATTCGGAGCCACTGCCTACCAAT 

>RXNO 0 7 9 5 - downs t r eam 
TAAGAATTGGTCGAACCACCAAA 



>RXN00 831-upstream 

AGCTCCAAGAAAGTCAGTGCTGTGCATGGCTCGGTGCTGCTCATGCTTTTCGGTGTTTAC 
ATGATGAGCATGTTCGCCTGATTTAGGTAGCCTGGTGGGA 

>RXN00831 

ATGAGTGCACTTGAGACATTGCAATGGCAGGACTGGTCAAGCGTCTTAATTGTGGTAGCT 
CACCCAGATGATCCGGAGTATGGGCTTTCCGCGGCTGTTAAAGAATGGACAGACGCCGGG 
GTGGAGGTGTCTTACCTGCTGCTCACCCACGGGGAGGCAGGTATCCAAGGTTTAGACCCT 
AAAGAAACCGGGTCATTGCGCGCAGCGGAACAGCGGGCTGCATGTGATGTGGTAGGAGTT 
AGAAATCTCACCATTTTGAATCACCCAGATTCCATGTTGGTGTACAATCTGGTACTGCGC 
AAAGATATTGCTCGGGAAATCCGGATCCGTAAACCAAATGCTGTGGTGGTATCCAATTTT 
GATGTAGAGGCCTACGGTGGTTTGAACCAGGCGGATCACCGCGTGGCGGGATTAGCCGCA 
ATTGATGCGACCCGCGATGCCGCTAATCCGTGGGCGCAGCCAGAGCTGTTGCAGGAGGAT 
CTGCAGCCGTGGGGAGCTGAAGTCATCATCATTGCCGGACACCCAGAGCCCACCCACACC 
ATGGATCTGGCTAAAGATTCTGTTGATGCCGGAGTTGCATCCCTTCAAGCTCACAAGGAA 
TACTTGGCCGCTCTTCCAGATCCCCCGAAGCCGGAGGAGTTCATTCCGGCGTTTCTCGAG 
GTAGAGGGCGGTTACGCAGCGGCCTTCCGAGTTTTCGGACGG 
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>RXNO 0 8 3 1 -downs tream 
TAAGCAGGGCGATACGTGATAGG 

>RXNOO 83 5-ups tream 

ACTGCACCAGCGCCAACGATCGCAATTTTCATACCTGCTATCTTGCCTGAGCACAGATAA 
GATTTGTAAGCACTACCCCTTCTCTACAAAGGAGTCATCA 

^>RXNOO 8-3-5 

ATGGCCGGTGGATTGGCAGCACTATTAGACGATGTCGCAGCAATTACTCGAGCGGCTGCA 
GCCAGCCTCGATGATGTCACGGCGATGGCTGGAAAAACCAGCGTTAAAGCCGCAGGCGTG 
GTTGTAGATGACACGGCAGTTACCCCGCAATATGTTCAAGGTGTCAAACCTGCACGCGAA 
CTGCCCATGATTTGGCGGATCGCTAAGGGCTCTTTGGTAAACAAGATCATCATCATTTTG 
CCCATCGCGTTGCTTCTTTCCGCGTTTGCTCCGTGGGCTCTCACACCAATTTTGATGCTG 
GGCGGCTCCTACCTGTGCTTCGAAGGTGCAGAAAAGATCTGGCACTCCCTCCACAGGCGC 
ATCAAAGGTGAACAGCACAGCACCGAACCCAAGTCGCAGGAAAGCCCAAAGTCAGAGGAT 
CAGCTGGTCAAAAGTGCCATCACAACTGACCTCATCCTTTCCGCAGAGATCATGGTTATT 
TCACTCAATCAGATTGCAGATCAAACTATCTGGATGCAGGCTGCGGTTCTTTTCGTCGTA 
GGTATTGGCATCACCGCGCTCGTGTACGGCGTAGTCGGTGTTCTTGTGAAAATGGATGAC 
GTCGGACTTACACTTTCAAAGCGTGACTCCGCAGGTATCCAGAAATTTGGCCGCGGCTTG 
GTCAAAGCGATGCCCATCGTTCTTCAAGTTATTTCTGTTGTCGGCGTTTTTGCCATGCTG 
TGGGTTGGTGGCCACATCATGGTCGTTGGAACTGAAGAGTTAGGATGGGAACTTCCCTAC 
CACCTTGTTCACGGACTAGAGTCCTGGGCTAACGGTATCGGAGGCAGTGCTCTGGGATGG 
W GTTGGCAATACTTTCGGGTCACTTGTGTTCGGCCTCATTTGGGGCGCGATTATCACCGTT 
tn GTGGTCAGTGTGATCAAGAAGTTCATTCCACAGCGTGCGCAAAACTCGTCTCAT 

r "s 

[j1 >RXN00 83 5-downstream 

% . i TAGTGGAGAGTTGTTCGCTGTAA 



>RXNO 083 6 -upstream 

GGAGAGTTGTTCGCTGTAATTTCGCTGTACAGTTAATATGACTTTTTACTGTCTCAATCA 
i n ATTCAC AAGTTTGCACGAAATTTAAGGAAAGGAGTGCCC A 

>RXN00836 

fi ATGTATACCCATTCAACAGGCACTCCTCAGCTTGATTTCGACGGTGACATCTATCCCCTT 
CACCTCTTCTTCTCTGCACAGACTGCCCAACATTTCGCTCTCGAGCGCGTCAATTGGCAT 

^" GTCTTACGCGCTATTGTGAAACCTGAGCAAGGCGAACTCATCGTCGAAGCGCTTCTCGCA 
CCAATAGAATCCGCAACAAAAATCGGTGTTTGGGTTCAAGATGAATTTCTCGGGGTGATT 
GCAGAGTCCCAGTTCCTGTTGAATTCTCAATTGTCTCGAATTTTTGCCTCTGGCCACCTG 
ATTTCCAGCCAACTACTTCTCACACCGAGTAAAGGATCTCTCGCTTCAGTTCTTCTTCCA 
AACCTAAAATTCGGGCTCATCAGCAATGATCCTCCACGAGCTGATTCCCACCTCTTACCG 
CTAGGCAGAATGTGGCGCGTTGAGCCCACCGTTCATGCTCTGTTTGAGGATTTCTCACTT 
GGCTCCACGATTCTTTTTGGGCTGAGGCTTGATTTAGAAGCCCTAATTGTCTCCTATAAC 
GGAATAGAATGTGGCATCTTAAACTTTGATGACGCCTCAGCACTAAGCTCTGCTGTGAAA 
TTCTCAAATGCAAATGGTCTCACCCCCACGGTGCTCGGCCACGTAGTCCGGGAGAACGGT 
GAAACATCCTTCGAGATTGACGTTCTCCCACTGGAGTTGTGGTCGAAGAAGCAGCATCGC 
CTTGAGGTTTTAAAAATCCCTCGGTTGATACCTAAAGAGGCAGATTCCCAAAATTATGTG 
AAGGCGACAGCGCTCCTTTCAGACGAGATTCTGCGACCACAAACGCTGTCCAAAAAGGCA 
CTGTCTTTGTCGGACACCGCAGTTAAGTACAGCCCTCATGTTGCTTGTGGCGTGGGGATG 
TTTAGTCTTTTCGCCGTTATTCCCTTTGACAAGTTGAGTGATCATAGTGCGATGCTGCTC 
GCAGTCATTAGCTTGATGCTTTTTGTGCTGGCATTAGTAATTCTTTTCAAGAGAATTCAG 
TCAACTAATACTCAGCGTTGGAACTTGGCCTCGTCAGTCGGATTACTCGCGACACTTCCG 
ATTATCATATTCCTGGTTGCTGATACATTGATTCCTCAGGGCAGCCTGGAAAACCATGCT 
CAACCCGACGTACAGGTAACAACGTTAGCTAACAGGCGGCCAAGTTCACCTACCTCACTG 
GACTCACTAGGCGCACTGAATTCACCAAGTTCGCCGAATTCCCCGAGCTCATCAATGCTG 
CAAAACTCTGAAATGTTCGCCTCACCACCGATCGCCTCTGGGCAGTCACCGGTTTCGACG 
TTCCGCTCATGGCTAGATCGATCCATTCTGCCACTCACACGAGAAAATTCCGCTTCAGAA 
AGCGCAGTGACAGCTCTTGGACCGTCGATAGTGCAGCCTGCATCTGAATCGATTACAACT 
CCAGCTCAAACGTCGCAAAGTCGCCACGCAATTGACGATGGTGACGACAGTAAAACCTCA 
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ACGGGAAGACCAGCTCCCACTACTAACTCGCCGATCATTGCTCTTCCCCCAACGTGGATT 
ATCGGGCCGGAAGATCCAGAATCCACCGACCCTACAGCACCAACCGAGCCCACCGAGCCA 
AGCGAACCTGTCGCAACCGACGAACCCTCAGAGACCTCTGAACAAACTTCACCTCTCTTA 
GCTCGCGACACCCCCGAACTGAACCGGAAACAACTG 



>RXNO 0 84 0 -upstream 

GCGATTAATGTGACAGGAGGAAAAGAAGTTAACTGAAGTTACTAATGTGACTAAAGTTGT 
TCCCTCCGCATTGTCTCGTTGAAAGGTAAGTAAAACTCAA 



>RXN00840 

GTGACAAAGACACTCCCCCGACTGCTTACAGTCGCTGCCGCTCTAGCCATTGCACTCCCG 
GCAACCCCGGTAGCATCGGCTGTCACACCAGTTGAACAAGCTTTCAACGCCTCATCGAAT 
CTCTCCAGCGGTCTCCCCGTAGACCAATGGGGACGCCCCAACGAGCAGTTCCGCCAACAA 
ATCGAACAGGCAGTAAACCAACCGTGGGTCCCGCAGGAAATCAAGAACATCGTTTCTCAG 
GCCATGGGTTTTATCACCGGTGACGGCAGCGAAGGTGGGGACATTGAAATCCCCGACAAC 
GCACCACGCATCGCGCAGTTCTTCTGGCCCACCCGATCAGAAAACTGCATCAACGGAAAT 
TCTGCAGCCGTAGGATCTGCCTTCGCAGTTCCAGGACCAGCAGATCTCCCCCTCCCCGGC 
GCAGGTGTCGGCCAAACCTCCTTCGTGTTCACCGCACTGGGAACTGGCCCCCTCGCAGAA 
CAGCAAAGCACCGCAATGACTGTTCAATGGGCAAACTTAAGCAACTTCACCCATGGCACC 
ACGACGTTGAGCAACACCGGAATCAACCCCGATGGCCCCTCAACGATTTCCGGTGTGGCA 
GACACAGGACGCGGCATCATCGTCGCCTCCATGTCAGGCGGCCTCACCACATCCACCGAA 
AACGGTTCAGCGAACTGTAATTTCATCCCGACTGCCGTCGTATTCGATGTGAGG 

>RXNO 0 840 -downstream 
TAAGAAAACAATGACTGATCTTC 



>RXN0 0 841 -upstream 

GCCTCCATGTCAGGCGGCCTCACCACATCCACCGAAAACGGTTCAGCGAACTGTAATTTC 
ATCCCGACTGCCGTCGTATTCGATGTGAGGTAAGAAAACA 

>RXN00841 

ATGACTGATCTTCATCCCGTAAAGCAGGAAATTTTCAACACTGCTGAATCCATAAACACA 
GATCCCAAGGGGTTTCTCCGCGAGGTAGACACCTTCAAAGTAACCGACTTCGGCCTGTAC 
ATGGCTCGTGGTGCAAACCACCCCAAGTTCGGATACTTGGAAAGCTGGCTCCTCCCAGAA 
CTTGGATTGCGTGCCAACATTTTCCACTTCCGCAAAGGCGTGGATGAACGTCAGGATTAC 
TACATCGATGTCGCTGAAATTCGCGTCGAAGACAACATCTGGACCACCCGCGACCTCTAC 
GTGGATCTCATCTCTGTCTGCGGAGAACCAGTAACAGTCATGGACATCGACGAACTAGCT 
GCAGCAACCTCAGCAGGGCTTATCACTGCAGATGACGCTGAGCGCGCAATTGATGCCACC 
TTGAATGCTGTTGAAGGAATCACCCGCCACGGCGACGATCCTATGCAGTGGCTGCGCTCC 
AAGGGAATCGAACTCACCTGGGCTGACGCCAGCCAGGTAGAGCTCGTCCCTGCAGAG 

>RXNO 0 8 4 1 -downs tr earn 
TAACTACTTCCTAACCGCTGCTT 



RXN0084 6-upstream 

CTGCGGGAGACTCGGGTAGAAGCGAAAAATAACGGTATCCTCGGGGCTGCGGATGGCTGG 
CCTGGGGGAATTTCAAGTGCTGCAAGTTGGAGGAAAAACG 

>RXN00846 

ATGTTGAAGAATGATCTGTCTGGTGCTCGAGTTGTAGCTGTGCATGCGCACCCTGACGAT 
GAGGCGATTACCACCGGTGGTGTGCTTGCGGATCTTGCTGCTCGTGGCGCCGATGTCACG 
GTAATTACCTGCACGTTGGGCGAGCAGGGTGAGGTTATCGGTGAGACATTCGCGCAGCTA 
GTCAACGGTGATGCGGATCAGCTTGGCGGGTTTAGGATCCATGAGCTTTACGCCTCGCTG 
GAGATTCTGGGCGTGCGTGGCATTCATCTGGGTGGCGCTGGCTGCTGGAGGGATTCCGGT 
ATGGTTGGTGATCCTGCAAATGAGCATCCGCGTGCGTTTATTCACTCTGGTGACCGTGCA 
GTGGAGCAATTGAAAGAACTTCTTGCGGAATTGAAGCCACATCTTTTGATCACCTATGGC 
CCTGACGGCGGCTATGGGCACCCCGATCACATTCGTGCGCATGAAATCACCCACGCAGCA 
GCCGGCGAGCAACGCATTCTGTGGGCTGTGAGCGACCGTGAGGAGCTCGAGGACGGTCTA 
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AAGGCAATCACTGGGCTTCCTGAAGGTTGGGGCAGGGGAGAGCTCTCTGCGGTCGATTCC 
GTGGACCTCTCTGTTGAGCTGAACGATGAAGTGTATGCCACCAAGGTGGAATCCATGCGC 
GCGCATGCGACACAATTGTGGATCGCTGACGGTTCCGTATCTCGCACCAACCCGGTTGCC 
GCACACGCAGTGACACAGCAGGACAATGTGAAGGTGTGGGCGCTATCTAATTTGATTGCA 
CAACCCATCATGCGCCACGAGCACTACCAACTCGGCGCCGGAACACCACTGCCTGAAGGT 
GCAACTGGAGTGCTTGACGGACTGGAGTTC 

>RXNO 0 8 4 6 - downs t r earn 

TGACACGGTTATGGCAGAATCTA 



RXNO 0 8 5 0 -ups t r earn 

GGCAGTTGTGCCGGTATACGTGGCGTCATGGATAATGATCGCATAAATGAATACAGCGAA 
ATTACCTGTTTCAGATATTTAGGAAGGCTCACTTTTCAAC 

>RXN00850 

ATGGCTAATCCATTCTCCAAGGCATGGAAGTACCTCATGGCGTTGTTCGACTCCAAGATT 
GAGGAGAACGCGGATCCTAAGGTACAGATCCAGCAAGCCATCGAAGATGCTCAGCGCCAG 
CATCAGGAGCTCTCCCAGCAGGCAGCAGCTGTTATTGGTAACCAGCGTCAGCTTGAAATG 
CAGCTGAACCGCCGTCTGGCTGAAATTGAGAAGCTGCAGGGCAACACCCGCCAGGCTATC 
CAGCTGGCTGACAAGGCTCGCGCTGACGGTGATGTCAAGAAGGCTACTGAGTACGAAAAC 
GCCGCTGAGGCTTTCGCTGCACAGCTGGTTACTGCTGAGCAGTCCGTTGAAGATACCAAG 
CAGCTCCACGACCAGGCTCTGCAGCAGGCTGATCAGGCTAAGAAGGCTGTGGAGCGTAAC 
TCCATGGCTTTGCAGCAGAAGGTTGCTGAGCGCACCAAGCTTCTGAGCCAGCTGGAGCAG 
GCGAAGATGCAGGAAAAGGTTTCCGAGTCCCTGAAGTCCATGGATTCTTTGACCTCCGGC 
AGCACTCCTAACCTGGATCAAGTTCGTGAGAAGATTGAGCGTCGTTACGCTAACGCGCTT 
GGCCAGGCTGAGCTTGCGTCCAACTCTGTTGAGGGCCGCATGGCTGAGGTTGAGCAGGCT 
GGCGTTCAGATGGCTGGACACTCCCGCCTTGAGCAGATCCGCGCTGAGATGGCTGGTGGT 
TCCCTGACCGCTGGTAACAAGCAGGAGTCCATTGAGGCTCCTGCAGCGGGCAACAACGTC 
ACTGATGACGCAGTTGCACAGCGCATGCGTGAGCTGCGCGGCGAGGCT 

>RXNO 0 8 5 0 - downs t r earn 
TAAACCTGCCACAGCAGACTAAA 



>RXN00854-upstream 

TTCATCCGCCCTGGAAGACGGTCATGACGGGGACCCTTCTTAGGGTCGCTGTCGGAGATT 
GGACACGTAACTTCTGTGCTTGCGCTGTATTATCGTCCCC 

>RXN00854 

ATGCGTTTATCGGAGTTTCGGCAACTCATTGAAGATGAATTCGGAGAAGCCAAAGGGGAG 
TGGATTGCACACTCGCATGTGATTGGTGCCCTCGGCGTCACTGCAGATGTTGCAGTAGAT 
ACCGGGGTTGATCTGCGCGATGTATGGGAACAACTGTGCATTGATTTCAGTGTTCCCGAA 
GAGCGACGACTTGGTAAAGATGAACCAGGGTTC 

>RXNO 0 8 5 4 - downs t r earn 
TAGCTTGTTCGAGGGGGTTCGCA 



>RXN008 55-upstream 

TAAAAACCTCTCGACGGACGAAGCGCCACAAAAGCAAGAGAAGAATATAAGTGAACCAAA 
TTCCGTTTAGTGTACGTCTAGACGCCTAAACTTACCTGTT 

>RXN00855 

ATGACTTATTTTGCCGTGCTTTACACATACAACCCAGACAGCGAGAAAGTCGCTGAAGTT 
CGTACCGTCCACCGCGAGTTCATTGCCAACCTTCATGCGGAGGGCAAAATCGTTGGCTCC 
GGTCCTTTCGTGGACGGCGACGGTGGCGCGCTGATTGTCATCAAGTTGGAAGAAGGCTCC 
AACCTTGTTGATGCTGAAACCCTGATGAACAATGATCCATTCCACGTAGAAAACGTGCTG 
GACAACCGCGTCATCCGTAGCTGGAACCCTGTGACCAAAGATTTC 

>RXIsrO 08 5 5 -downs tr earn 
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TAGGCAACTTTTTCTTTAACAAT 
>RXNO 0 8 6 9 -ups t r earn 

GCCAACACCGCGGGTGCGCTTGTGGCGTCCCGTCTTGAATGCTCCACCGCAATGCCTACT 
ACCGATGAGGTGGAAGCCTCCCTCAACCAGAAAGTCTGAT 

>RXN00869 

ATGACTCCTCCGATTATCTCCCCAGAGAGCTTTGAAGCCCTAAGGCGGATGCGTGCGGCT 
GAACCCACGATGGTGGCGGAACGTTTCAAGCAGC GCCGTAAGCG_T.GAAC,TGCT_CGG-TGAG- 
GACGGCAAGCTGTTTATCGTGGCTGCCGACCACCCAGCGCGCGGCGCACTTGCTGTTGGC 
GACAATGAAACCGCCATGGCTAACCGCTATGAACTGCTCGAACGCATGGCTATCGCACTG 
TCTCGCCCGGGTGTGGATGGTGTGCTGGGAACTCCAGACATCATTGATGATCTGGCGGCG 
CTCGGACTGCTCGATGACAAGATCGTGGTTGGCTCCATGAACCGTGGTGGCCTGCGTGGC 
GCTTCCTTTGAAATGGATGATCGCTACACCGGCTACAACGTGTCCTCCATGGTTGATCGT 
GGCGTGGATTTCGCGAAAACCCTAGTGCGCATCAACTTGAGCGACGCCGGAACCGCCCCG 
ACCTTGGAAGCCACCGCGCATGCAGTCAATGAGGCTGCAGCAGCACAGCTGCCCATCATG 
CTCGAGCCGTTCATGAGTAACTGGGTAAACGGCAAGGTGGTCAATGATCTTTCCACCGAT 
GCAGTTATCCAATCTGTCGCCATTGCTGCTGGTCTGGGCAATGATTCTTCCTATACCTGG 
ATGAAGCTTCCAGTGGTGGAGGAGATGGAGCGCGTCATGGAATCCACCACCATGCCAACC 
CTGTTGTTGGGCGGCGAAGGCGGCAACGATCCAGATGCCACCTTCGCATCCTGGGAGCAT 
GCACTCACCCTGCCGGGTGTGCGTGGCCTGACCGTGGGACGCACTCTGCTGTATCCGCAA 
GACGGCGATGTCGCCGCCGCTGTTGATACCGCAGCGCGACTTGTTCACACAGATATTCAA 
CAATTCACTTCGCAGAGCATT 

>RXNO 0 8 6 9 -downs tr earn 
TAAGGAATTTACACACATGTCTG 



RXNO 09 15 -upstream 

CTTGGCTGCAGGTCCACCATCAGCACAGGTCTTTGACATGAACGTAGCTCGCCGCGACGT 
TTCTTCAGGACCTTCTCTACCTGGTGAGGGTGAGTTCTAA 

>RXN00915 

ATGTCCGCCGCCTATTCGCAGGACACCATTTTGACGGTGTTTCTGGGGAGGGGTCTGACC 
GCTGAAGGGATCCGACAGACCCTAGAAGACTTCGCAGAAACCGGCCTAGTCCGCAACCTG 
GTGTGGATTGATGCCGATAGTTTCCACGAGTCTTCATCTGAAGTCACCCACTTGGCAACC 
AACCAAGACGGTCTTCCGGAGCTTCAGCGACGACCTTTCAATGAGTTGGTGTCCCGGTCA 
CGAACCACCAAGCTTCACATCGGTGTCATCAACGTCATTGATGGCAGCGAAGGCATGCTT 
CATGCAGAAGAACTCAACCCATTGGTTGGGATCATCGACAGTGTCTGTTCACACCACCAA 
ATTCACCGATCCAACGTGATGATCGGTGCGGTGGCTGCCACACTTGATGAGGAACTTCCA 
ATTCTTCGTGGTTATGTGAACCTGATGCTGGCACCTGAAGATAGCCACAGCCCAGGCACC 
GCAACAGTGACCTACCGTCATGGTTTCAGCGATCACCGTTTACCCTGCACTGCGTGGCTA 
ATATCGCCAGCTTGTACGGACTGTGGGAAGGCAGCACATCCACACCAATCGAACAGCTCG 
TACCTGCGAAAGGTTCCAGCTTTCGTTTGG 

>RXNO 091 5 -downs t ream 
TGAGGTCTTTTTACAGGCGAATT 

>RXNO 09 17 -upstream 

TGCCGTGGAAGAAAGCGCTCTTTACTGCGACAGCCGTCCTATTGGTGTTTGCTGTTGTGT 
GGTCGGCCTTGGATATTGCCCTGTGGGTAGGAAAGCAGTC 

>RXN00917 

ATGGTGAACACGTTGAACTCTAAAACCGTGAATGTACCCCGTTTTGCCAGAGGCGTTGTT 
GCTGCAGCCACAGCGCTATTTTTTGGCGCTTTGGTAAGCCTCGCGCCTAGTGCGTTGGCG 
CAGGAACCACCTGCAGTTGAGGCCGGAGCGTCAGGTTCTTTGAGCAACCTGGGTGCCTGC 
ATCGCTGATAAAGGCACTCTTGATGTCATCATCATGATCGATGAGACAGAATCCTTGATC 
CATGAAGCTCGTGACGGCGTGGTCAACGCCAATGAACCAGGCGCGGACGCACAGCACCAC 
CGTGTTCCTGCAGCACAGAGCTTTGTGGATGAGCTTCTAGCCAAGCAAAGCGATGGTGAT 
CTGAACACCCGCATCCGTGTTGCTGGTTTCGGCCAGACGTACAAATCTGGTGCCACTGAT 
CCAGACAATTACGGAGCATGGACGCAACTAGATGCCTCCACCGTTGGCGGAGTACAAGAT 
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GAAATCTCCCGCTTCGCTGACCGCACCCAGGAGCAGTACACCAACTACGCCTCCGCGATT 
GAGGGCGCTTACCAGGACTTCACTAGGTCCGGCTCTGAGGACGCCTGCCGCATGCTGGTG 
ACCTTCACCGACGGCGCACTGACCGCTCAAGAAGGCGCCGATGTTGCAGAAGCAGCACTG 
TGCGCGCCGGGTGGCGTCACCGATCGACTGCGCAGTGCTGGCATCACCCACATCGGCATC 
GGTTTATCGGCACCTACCAACCCATCTGATTTCAGCCTGCTGCGCGGAACCACCGCAGGT 
GGCGGAACATGTGGTGTCGAACCAGCTAACGGTGCATTCTTCCCAGCAGATAACGTGGGC 
GGACTTTTCGCAGCATTCCGTGAAGCCCTTGCGATTGGTGGTGAAACAATTGGTGAAACC 
CGAGCTGGTGATCCTTTCAGCTTCACCCTGGACAACTCGGTGAACTCTGTGCGTTTCACC 
G CGATCGCCAAGGATGATCTCGGCCCGAACGCCCACTTGGTGCTCACCGCACCC AACGGC 
GAAACGGTTGAGCTCAAAGATTCTGGAAGCAGCGTCGCCAACAGCACTGACGTGAGTTGG 
GAAGCCGAAAGCAGCCCAGTAAAAATGGCTGATGGTTCCCTCAACCTGCAGCAAGGTGGG 
GATTGGAAGGGTGTCTGGCAGATTCAGTTCCAAGGAATTGATCCTGCAGCGGTTGATGGA 
CGCGTATTCAACTCAGTGGAGATCCAGCCTGACCTCCAGCTTGTGTTCAGTGGCGGTGAT 
TCGACGTCAGGTGCACTTAACCTTCGCGATGATCAGCAGCTGAATATGCAGCTGGTGGGC 
CGTGATGGTCAGCCACGCATCCTTGAGGGGTCCGCGCTGGTCGATCTTGGTTTCACCCGC 
GCAGATACCGGCGAGTTCGCCCCTTTGGCTCAAGGAATTGATATTTCTGGCGGCGAATTA 
AGCTTCCCGCTGGATACGATTTCGCAGCTCCCAGCCATCGGCACGGTGGAAGCGCGTACC 
ACGATCACCACCGCAGGCGTCGATGATCTCCCCGGCACCACGTTGAGCCCAATTCTCAAC 
ACCACGCGCATCACCATCACTCAGCGCGATATGCCTCAGCTGCCAGCGTCGGTTCGCTTC 
ACAGCGGATGAGGACGTTGTTACCGTAGACATCCCCATCACCGGCCCCGGCAAGGTATGG 
ATTGCACCGGGAACCCAGCTCAGCGGAGTGCTTCCAGACGGCGTGGACGGCATTGCAGCA 
TCAAGTACTTTCGACAGCCCAGATAATGCTTTGGTGCTCGGACTGGATGAGCAGGGCACG 
ATTCCTGTTGAACTAACCGTGAGCGATCTTCGTGACGGACTGGTCAACGGCTCGATTCCA 
CTCCAGATCTCCAACGCTGAGGGCGCCAATGAAACCAGCGTGGATCTGCCGACAGAAGGC 
ACGTTGAGCGTTCCCATTAACGCCTCCACTTTCGCATTGGCATTCATTTTGGCCCTTGTG 
CTTTCCCTCCTGATTCCGCTGCTCATTTTGTATATTGTGCGTTTCCTCTCCGCAAAGGTT 
CCGTCCTCTGCGATGAGTGGCGTGCGCATTCCAGTGGAATTCTCCGGTGAAGCTCTGCGC 
TATGCGGGCAGCACTATGCCTGATCTCGCATCGCAAACCACCGCCACCAAGCAGGTCGTT 
GTTCATGGAGACACCTTCAATGTGGAAGGCCACAAACTTAAAGTCCAGCGCTTCCAGCTG 
AACCCGATTGCGTCTCCTGCAGTGATCGTGCAGACCGACCCGTCGATCAGCTTCGACGGC 
AAACAAAAGGGCACACAAGCTAAACTCCCGCTGGCGGTCCAAGGCAGTTGGTTCCTCACT 
GCAAGCGGCGCTGACCCTTCCAAGATGGAACTCATCGCCCTGACAAACCTGCCGCTCGAG 
CAGGGCCAAATCGACCGCATGATCGCAGGTATCACCAGCAAAGCCCCTGATAGGGCACGC 
GAACTACAAAAATTGCTTGACGACGCCGCGACCTCCCAGCCCGCAAAGGTTCCACCGCGC 
GCCCCAGCCGCGCAGGGCCACGTCGAAAAGCAAGCTCCTAGTTTTGGCACTGGTTCCGGT 
GGTGGTTTCGGCTCCAGCAATGGTGGAGGCTTTGGCTCCGGTAGCGGATCCAACGACACA 
AATGGTGGATTTGGTTCCAGCGGCGGCTTCGGCGCGCGA 

>RXNO 09 17 -downstream 
TAACCTGTAACTTGCGATTAAAA 



>RXN00921 

CCTGCGGCAATCCTCTTGGACCATATCGTTCCGAACTTCAGCAGAGATCGGTCTTTGCCA 
GACATCGAAGACTGGACGAGAAGCGATGAAGCTCAGCAGATCTTTGCAGGAATCATTGCG 
GGTGCGTCTGTTCAAACTGGTAGAAGCCACTTCATGTGGGATCTTTTGCGGGCGTATTTT 
GGAGTCGCTTTGATCGGCGACGAAGATACCTACAGGGCTTTTACTACTCTCACGGTCGAT 
TCTGTTCTTAGTTTCGTGCAGTTAACTCTTCAAGAGGGCAGAACGGAAGACATTAGACGA 
TTCGAGAAATATGGTGAGCAGATTGCCCGAGAGGATTTGCCGTCGATTCTCACCAATGCT 
CGAGCAGTACAGCAATATCTCGGCTATATCGACCAAGATATCATCAATAAGAAAGTGTCC 
CGGTCTAGGGATGTTAACCAGATTTTTACTGAGATGGCGCGCGCTATCATCAGAGCAATT 
AGCCGGAATAATATTGGAAAGGACATGCGGTCA 

>RXNOO 921 -downstream 
TGAACGTGATTCGACTGGATTCC 

>RXN00943 -upstream 

TAGGTACGATCGGACGAGGAGAAAAAATCTGAAAACAATCCAGTGGCCCACCTCGGCTTA 
TAAAACTGGACAACAGTATTTTGATTGGAGCATCACCATA 

>RXN00943 
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ATGATCCGCAAACTTGCTCGACCAATGCTTGCATCGGTCTACGTCGCAGATGGCGCAGAA 

ACAGTATTGAACACCAGCGCACACGTCGAAGGCACTCAGGTAGTTCTGGATCGTATCCGT 

TATGTGCTGCCCCGTAAGTACGCAAAGCGCATTTCCAGAGATCCAGAATTGGTCACCCGC 

GTCATTGGCGGCACCAAAGTCGGTGCGGGTTCTTTGCTAGCTATTGGTCGTGCACCACGC 

ACCTCTGCAGCTACCCTCGCAATCCTGACTATCCCTAACATCCTGGCTCGCAATGCGTTC 

TGGGAAACCCAGGATGCGGATGAAAAGCGTAACCGCCGCAACGGTTTCCTCACCAACATT 

GCCCTGCTTGGTGGCCTGTTTATCACTTCTGTTGATACTGAGGGCAAGCCTGGCGTGAAG 

TGGCGTGCAACCAATGCTACAAAGCGTGGCAAGAAGCAGCTGCAGCAGGCACTTCCAACC 

-AAATCTGAGAC-TGAAAAGTTCGGTGAGAAGGGGTGTGA-T-TGGT-TGAAGGATAGT^^ 

AAGGTCACCGAGTACGCGTACACCGCTCAGGATTTTGTCGGTGAGAACAAGGATGACTGG 

ATCAAGTCCGCAACCGAGACTGCTCACAAGGTCGCTGATACTGTGAGCGATTACGCTCAC 

AAGGCTACCTCTTACCTTGAGGAGAACAGCGGTGACTGGCTTGAGGCTGCGCAGGCTAAC 

GCCAAGACTGCTCGTAAGTCTGCAGTGAAGGCTGCCGGCAAGGCTCAGGAAAAGGCTAAC 

TTTGCTCTTCAGGTCGCAGAGGAAACCTCTGGTCGCGCCAACAAGAAGGCAACTAAGAGC 

TACGACAAGCTTCAGAAGCAGGCTGATAAGGCCATCGATCGTGCACAGAAGAAGCTGAAG 

GGCATCGAACTT 

>RXNO 0 9 4 3 - downs t r earn 
TAAGTAACTTCTTCCTGATTGAG 



>RXN00945-upstream 
iJ TCACAGTACCACCCACAAGCCACAAGGAGGGTATGGAGGTGGGCGTCTAAAGCCAAATTT 
% 2 TTCCCGGTGTTTGAGGCGATTGCACCGTAC ACTAATGTGC 

p >RXN00945 

[n ATGCTTGAACGCCTCAAACGCCTAGATCCGCTCATTGTCCTCATTGTGCTGGCTGTCATT 
i.j GTGGCGATCATCATTCCAGTTCGCGGGGTTGCTGCGGATTGGTTTGATGTCGCCGTCAAG 
f.g ATTGCCATTGCGCTGCTGTTTTTTCTTTATGGTGCCCGCCTATCCACCCAAGAGGCGCTG 
f 1 AATGGTCTGAAGCACTGGAGGCTTCACCTGACTATTTTGGCGATCACTTTCGGAATATTC 
CCACTTATCGGCATTGGGCTCGAGCCGATGACTGCATTTGTGTCGGAAGATATTTATCGG 
^_ GGAATTTTGTTCCTCACGCTCGTTCCGTCCACCGTGCAGTCATCGGTGGCGTTTACCTCG 
P ATCGCTAAAGGCAACGTAGCTGGTGCGATTGTGTCGGCATCGCTCTCCAACCTTGCGGGT 
in GTTTTCCTCACTCCGCTGCTGGTCATGCTCATCATGTCTGCGGGCGGGGGAGTTCACGTG 
fU GATTCCCAGGTCTTCCTCGACATTGCGATTCAGCTTCTGCTGCCGTTCATCCTCGGCCAG 
GTATGTAGGCGTTGGGTGAAGAATTTTGCGGCCAACAAAGCAACAAAAATCGTGGACCGC 
f3 GGCTCGATCGCGATGGTCGTGTACTCCGCGTTTTCTGCCGGCATGGTGGCTGGCATTTGG 
}^ TCCACTGTGAGCGTTCTAGAGATTATCTACCTCATTGTTTTCGCTATTCTGCTGGTGATG 
'"^ GCCATGCTGTGGTTCACGCTGTTCATGGCTACACGCCTTGGATTTAACCGGGCAGATTCC 
ATCGCTATTCAGTTCTGCGGAACCAAGAAATCCCTGGCCACAGGCCTCCCAATGGCGGCA 
GTCATCTTCGGTGGCGCCAATATCGGCCTGCTCATCTTGCCGTTGATGATCTTCCACCAA 
GTCCAGCTGATGATTTGTGCATGGCTTGCAGCTCGTTATGGTCGTGATGCGCAGGAACAG 
AAAGCCAACGCC 

>RXNO 09 4 5 -downstream 
TAAAAGTCCTCAGTAGCTAGCCA 



>RXNO 0946 -upstream 

GGGCCGGTGTGAATAAAACACCTTCCCCAAATAGACAGCATGGTCTAGATTAGCTTGAAA 
CGAAAGCGTACATTCGCAGCAACTAACGGAAAGCACACTC 

>RXN00946 

ATGACTCACACTCTGCAGGCAACTAATCCCCTTGATCAAACCGCTTGGCACGCTTGGCAT 
TTCTCCCGAAACAAAGAGGCCATCAGCCGCACCGGCGCCACCAGCCTGAGTGCCACAGAG 
TGGATTAGCGCCACCACACTCAAGGACGCGCACACTTTTCCTTCACTTCCCGGGCGATGG 
TATAAACGAGGCGGCGGGGTAGTGGGAGCACATTTACCACCAGCTTTCGCAACAACTGGA 
ACGGTGCAACTGCGCCCCGGTGAGCTCTTGATAGCGGAAGATTTCACCCTCACCGTCATT 
GAACGGCTTGGACAGTTTGCACTTCAGGTTTTTGATGCACGCAATCCGAAGCGTTTTGAA 
TTCCACTCCATCGCAGCTTTCCCACCGTCCGAGGAATGGCGGATTGAGGCTCGCTTCTTC 
CCGGAACCTGACACTGTTAACACCGCTGCAGCTGATGGAGTTATCGTTGCCACGCCTACT 
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GCGGGTTGGGTGCACTTTTTGAAGGGCCGTCTGGATTACCGTCTTCGTGTAACCGTTCAG 
AAAAATAATCTACGGGCACTATTTAGCGACAATTCCTCGACGTTGGGCGTTTATCAGCAT 
CGTTTTGTCGACATCCCACGCCCTGATGCCGAGGGAAACACCATCATTGATTTCAACCGC 
GCTTATCTTCCCCCAAAGGCATTGAACCGAAAGTTCCTGTGCCCATCGCCCAGCCTGAAC 
AACCACCTCAATCTCACCGTGGAGGCAGGGGAGAAGTGGGTGGTTGCTGGAGGA 

>RXNO 094 6 -downs t ream 
TAATACTTGCTAACCGTCCTAAA 



>RXN009 5 3-upstream 
CTTGCATTCCCCA 

>RXN00953 

ATGGCGCCACCAACGGTAGGCAACTACATCATGCAGTCCTTCACTCAAGGTCTGCAGTTC 
GGCGTTGCAGTTGCCGTGATTCTCTTTGGTGTCCGCACCATTCTTGGTGAACTGGTCCCC 
GCATTCCAAGGTATTGCTGCGAAGGTTGTTCCCGGAGCTATCCCCGCATTGGATGCACCG 
ATCGTGTTCCCCTACGCGCAGAACGCCGTTCTCATTGGTTTCTTGTCTTCCTTCGTCGGT 
GGCTTGGTTGGCCTGACTGTTCTTGCATCGTGGCTGAACCCAGCTTTTGGTGTCGCGTTG 
ATTCTGCCTGGTTTGGTCCCCCACTTCTTCACTGGTGGCGCGGCGGGCGTTTACGGTAAT 
GCCACGGGTGGTCGTCGAGGAGCAGTATTTGGCGCCTTTGCCAACGGTCTTCTGATTACC 
TTCCTCCCTGCTTTCCTGCTTGGTGTGCTTGGTTCCTTCGGGTCAGAGAACACCACTTTC 
GGTGATGCGGACTTTGGTTGGTTCGGAATCGTTGTTGGTTCTGCAGCCAAGGTGGAAGGT 
GCTGGCGGGCTCATCTTGTTGCTCATCATCGCAGCGGTTCTTCTGGGTGGCGCGATGGTC 
TTCCAGAAGCGCGTCGTGAATGGGCACTGGGATCCAGCTCCCAACCGTGAGCGCGTGGAG 
AAGGCGGAAGCTGATGCCACTCCAACGGCTGGGGCTCGGACCTACCCTAAGATTGCTCCT 
CCGGCGGGCGCTCCTACCCCACCGGCTCGAAGC 

>RXNO 09 5 3 -downstream 
TAAGATCTCCAAAACCCTGAGAT 



>RXN009 59 -upstream 

TTTGGAGGCGGAGCATCATACCTTTTAATGTCAGGATCGTGCAGTGAAGAATTCAGGATG 
AATTACTCGCTGGAATATTGGTGGGGATAGAGTTGTTGTT 

>RXN00959 

ATGACGGTGATCGGAATTATTCTTGGCAGCCTTTTTGGCGTTCTTGCAGTCCTTCTCATC 
GTGGTTGGTGCTTTGGGGTGGGCGGCTAAGCTCCCTGGCAACCCGGTTGTGGGCATTCGT 
GTCCCTGAGGTGCGTAAATCCCAAGAATTGTGGGATATGGCGCACCGTGTCGCTGGCCCG 
TTGTGGGTGCTGTCGGGAGTTTCCTTTGTTATTGCATCGCTAGTTGCGTTTGTTGCTTCT 
GGTTGGATGTGGCTTGTTGTGGCGTTGGGTGTTGAGGCTGCCATCGCGTTCATTGGTATG 
GGTGCGGGTATGGCTGCACATACTGTTGCGATGGTTGACGCGAAGCGCATTCGCGAAACC 
CCGCAGGCGCCTGTTTCCGCTGAAATTGAAGAGGCCGGTGGTGTGACTATTACCTCTGCC 
GATTATCAACAAGACTCCGCTGAATGCCCCCAAGAT 

>RXN0 0 9 5 9 - downs t r earn 
TGACTTGGATGCAGTGCGTAGAG 



>RXN009 63 -upstream 

CTGGCTCTGACGGCGTCGACTTGTTCTGCTTCTCTGATACACCAATTTTCGAGGCCCTTA 
ACCTCGCACGTACTTTTACTCCGGAAGGAATCTAGAACTT 

>RXN00963 

ATGCGTCTTGCAACAATCCGCACCAACGGCACCACCATTGCTGCTCGTGTTGAATCTGAA 
AACACCGCTACCACCATCGAGGGCTTTGCCAACGTCGGTGAATTACTCCAGGAATCCAAC 
TGGCGCGAGCTGGCAGAAAACGCTGCTGGTGAGGCTGTGACCTTTGAAAACAAGGAGCTA 
GATGCAGTAGTTCCAGCACCTAAGAAGATTGTGTGCGTCGGCCTTAACTACGCCAACCAC 
ATTAAAGAAATGGGCCGCGACCTCCCTGATACCCCAACCCTTTTTGTTAAGTTCCCTGAC 
GCGCTCATCGGACCTTTCGATGATGTTGTCGTTCCAGAGTGGGCTAACAAGGCTCTCGAC 
TGGGAAGGCGAGATGGCAGTTATCATTGGCAAGCGCGCACGCCGTGTCAAGCAGGCCGAT 
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GCTGCTGAGTACATCGCTGGCTACGCAGTGATGAACGATTACACCACCCGCGATTTCCAG 
TACGCAGCACCTGCAAAGACTCCACAGTGGCACCAGGGCAAGTCTTTGGAAAAGTCCGCT 
GGCTTCGGGCCTTGGATGACTACCCCAGATTCTTTTGAGTTCGGCGGCGAGCTGGCAACC 
TACCTCGAGGGCGAGAAGGTACAGTCCACCCCTACCAATGACCTGGTCTTTAGCCCAGAA 
AAGCTCATCGAATACATCACCCACATCTACCCATTGGATGCTGGCGACGTCATTGTCACC 
GGTACCCCAGGCGGCGTTGGCCACGCACGTAACCCACAGCGCTACATCGGTGACGGCGAA 
ACCGTAAAGGTTGAGATTGCGGGCCTCGGCTTCATTGAAAACAAGACGGTGTTTGAA 

->RXN0G9 6-3-downstr-eam — ^ 

TAAATGACAACTTTCCACGATCT 

>RXN00971 

AAAGCACTTTCCATCGGAACCCAGTGGGCACAAGTCATGGGCATTAACCACGCCGAAGCC 
GAAGAACTCGACGAAGCCCTCTCCCCGCTCATTAACCGCCTCCGCGAAATGGGCTTTGAC 
CCCACCGAAACCGAAGAAGCAAACTCCCTCGCTCTACACAGCTGCCCATTTGTGGTCAAC 
GACAAACGCCCATCAGCCTTCGTCTGCGCCATCCACGCCGGATTCATCCAAGAAAGCCTC 
GGTGAAAACAACCGCATCCAGCTGGAACTCAAACCACTCAACGCGCCGGGCACCTGTAAG 
GTTCACGTGTTCAGCGAA 

>RXN00971 -downstream 
TAATTGCTGCACTAATAAGGCCC 



%j >RXN009 91 -upstream 

ffi ACTTCAAGGAAAGACGGTCCCAAGAGCTAAAACTCCCCCACGGCACGCGAAGCTGAACAG 
f5 GCTTTCACCGCTTCTAAGGGCAACAGCTTAAACCACGCTA 

>RXN00991 

ATGGACATACTCATAAGCATCCTCTCACTGCTAGGCTTCGTGCTTCTTACCGCGAGCACC 
H GGACTATTCGTGGCCATTGAGTTCGCACTCACCGGCTTAGAAAAATCCACTGTAGAAACA 
CATGTGAAGCAAAAAGGCGACAGCAGCGCCCGCGCAGTGCAGAGGGATCATCAAAATCTG 
5 TCGTTCGTGCTCTCTGGTGCCCAGCTGGGCATCACGATCACGACACTTGCCACAGGCTTC 
[5 CTCGCAGAGCCGGTTTTGGCCAAATTCTTCACCCCAGCACTTGAGCTGGTGGGATTAAAT 
ifl GAATCAGCAAGCTCCGCAGTAGCCCTCATCATCGCACTGTTGGTGGCAACTACCCTCTCC 
fij ATGGTTTTTGGTGAGTTGGTTCCCAAAAACTGGGCGATCACCAACCCGTTGGGCGTGGCA 
L 1 CGTTTTGTTGTCC ACCCTGTCAATTGGTTC AAC ATGGTTCTC AAGCCGTTTATTAACGGC 

ATGAACAAGTCTGCAAACTTTATTGTCCGCAAACTTGGTATTGAACCAGCCGAAGAGCTT 
GCCTCTGCCCGTTCCTCCCAAGAGCTCACCGCCTTGGTACGCAGCTCCGCGGAAAGCGGC 
GGACTGGATCAAAACACCGCAGCGGTGATCAACCGATCCCTGCAGTTCGGTGACGCCACC 
GCTGATGAATTCATGACACCTCGCTCCACCATTGAATCATTGCGTGCCACAGACACCGTC 
AATGATTTGATCGAGCTTGCCCTGGAAACGGGTCACTCCCGCTTCCCAGTCACCGAAGGC 
GACTTGGATGAAACCATCGGCATGGTCCACATCAAGGACGCATTCTCTGTAGTGCAGGCA 
GAACGCGCCACCACCATGGTGCGCGATCTAGCCCGCAAAATTCCTGTGGTACCAGCCAGC 
CTTGACGGCGACTCTGTCCTCAACGCTGTCCGCTCCGCCGGCTCCCAAGTTATTTTGGTT 
GCCGATGAATACGGCGGAACCGCAGGCATGGTCACCATCGAAGACGTCGTGGAGGAAATC 
CTCGGCGAAATCCACGATGAGCACGACGACTCCGACGCCGAACGCGATTTCCAACAATTC 
GGCGCCAGCTGGGAAGTCTCCGGCCTGGTCCGCATCGATGAACTCGAAAAACGCGTCGGG 
TACGTCTCCCCTGACGGCCCCTACGAAACCCTCGGCGGCTTGATCATGTACACAGTCGGC 
GCCATTCCTCGCGTCGGCGATGTCGCCCTACTCCCACTGACCGATACCCCAACCATGGAT 
GAATTCGAATCCGGCTTCTCCGGACGCTGGATCGCACGAGTAACGGTCATGGAAGATCGA 
CGCATCGACAAAGCCGTTCTCACCCCCATCACCCATGAAGAAGCAAAGGAGTACGAAAAG 

>RXN00991-downstream 
TGAGTATTTGGGCAACTGTCCTT 



>RXN01 004 -upstream 

CCGGACGCTGGATCGCACGAGTAACGGTCATGGAAGATCGACGCATCGACAAAGCCGTTC 
TCACCCCCATCACCCATGAAGAAGCAAAGGAGTACGAAAA 

>RXN01004 
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GTGAGTATTTGGGCAACTGTCCTTCTAATTATCGTCCTTCTTTCCGCCAACGCCTTCTTC 
GTGGCCGCGGAGTTCGCACTGATTTCCTCGCGCCGGGACCGCCTGGATTCCCTGGTATCC 
CAGGGTAAAAAGGGAGCTGAAAAGGTTCTCTACGCAACCGAGCACCTCTCCATCATGTTG 
GCGGGCGCTCAGTTCGGTATTACGGTCTGTTCTCTGATTCTGGGTAAAGTCGCAGAACCT 
GCGATCGCCCACTTCATTGAGGTGCCTTTCACCTCCTGGGGTGTTCCAAATGATTTGATC 
CACCCAATTTCCTTCGTCATCGCACTGGCGATCATCACCTGGTTGCACATTCTCTTTGGT 
GAAATGGTGCCAAAGAACATCGCTATTGCTGGCCCTGAAACCTTAGGCATGTGGCTTGCT 
CCAGTGCTCATTGCGTTTGTGAAGATTACCCGCCCGTTGATCGAGTTCATGAACTGGATC 
GCCCGTCTG ACCCTTCGCGCCTTTGGTGTGGAGCAAAAAAACGAGC TGGAT_T_CCACCGTG- 
'GA^C'CCAGAGCAGCTGGCATCAATGATTTCCGAGTCCCGTTCCGAAGGCCTCCTTGATGCT 
GAAGAGCACGCCCGCCTGTCCAAGGCGCTGCGCTCTGAGCAGCGTTCCATCAAGGAACTG 
GTGATTAAGGATGAGGACGTGCGCACGCTGGCGTTCGGTAAATCTGGCCCGACCTTGCAC 
CAGTTGGAGGAAGCAGTCCGCGAGACCGGTTTCTCCCGCTTCCCTGTCACCGGCCGCGAT 
GGATCCTACTTGGGTTATATCCACATCAAGGATATTTTGCCTCGTCTGGCTGATCCTGAG 
ATGGATCCCTCCGAGACCATTCCGCGTTCTGCACTGCGCCCTTTGAGCAATGTGGATGCC 
GACGGCCTCATGGATGACGTCTTGGATTTTATGCACTACCGCTCCGCGCACATGGCTCAG 
GTTCGCCTCAAAGGTGAGCTTCTCGGCGTGATTACGCTGGAGGATCTCATCGAAGAATAC 
GTGGGCACCGTCAACGATTGGACTCACGAAAGCTCCGACGAC 

>RXN01 004 -downstream 
TAGAAATAGTAACTGTGTTGGAC 



>RXN01016-upstream 

TGCCCGTCGAGGTGAACGCCCAAGAATAGTTCTCTTTCGTCGACTTCTCACGTTGATACC 
GCTCGGCATCATCCACCAAATTCTCCAGCCGGGTGAAGCA 

>RXN01016 

TTGTTGCCGTATGCAATAGTCGGCCTGGTCATTTTGCTGCCATCCTCCTGGTTGCCTCGT 
TGGGCTGTCGCAGTCCTTGGCGAAGTGTCGCTTGTGCCAGCGGTGGTTTTCGGTGGCGGG 
TTCCTGCTTATCCCCTCAATGTTCCTGATCGGTTCAGCGCTCGTTAGGTATGGAGTAGTC 
GATCGGGCAGAGAACGCACCGCGGGCTATGGGAGTCTTTTTCGCCGTAAGCGCAGCAATC 
GCTATACCTACGCTGATCATCCAGGCACGTGACATCACTTCTTCAGGCTTCTCGATCGTT 
TCCACAGTGGCGGGACTCGCGCTTGGCGGCGTCTACATTTCTTTAGTGTTGCTGGCCTTG 
CATACACCGATTCGCGGTGCACTCGCTGCAGTTTTCGCACCTTTAGGGCGTATGGCGCTA 
ACCAACTACATTGGTGCAACGATCCTCATGCTCATTGGCGGGCTAATCGTGGATCTTCCA 
CACAGCACATCATGGACAGCTACGGTGCTCCTAGCTGCGGGTATTCTCATTATTCAAGAG 
CTACTTTCTGCTTTATGGTTGCGCCACTACACACAGGGGCCACTTGGGTATCTATGGCGT 
TGGGTGACTTGGGGAAGCCGTTCCCCCTTCCTTACCCGTTCCGCATCA 

>RXNO 1 0 1 6 -downs t ream 
TGACAGGTACGGAAGTGTCCTAC 

>RXNO 102 3 -upstream 

AAGCGAATCCGGGAATGAAAGTGAGTGCGCCAAAGTCAACTCCTTGGTTCAAGTGTCAGT 
ATTTTTCTAGTCTATCGCCCCACAGGTAGGCTCAGGACAC 

>RXN01023 

ATGAGTGCCGTGAACAGTGCTGGTCGCCCAGCCAACGGGGGAATTAACAAAACCCCCATG 
ATTATTGCCCTAGTGTTATCTATTGTGTTGGTTTTGGCGGTGCTGTTCGGCGCCCGAGTC 
CTCCTTGGCCCCGCCGGCCAGCAACAGATAGCCATGAGTGGGCTTCCCGCCCCAGACGCA 
GAATCTGCTGAGTGCGCCGCATTACTCGAGGATCTCCCCGGCGAGGCCTTCGGGCACACC 
CGTGCAGAAATCATGGATCCTGTTCCACCGGGCGCTGCCGCCTGGTCCACCTCAGACCTC 
GAGCGTGTGACGCTGCGTTGTGGCGTCGATATGCCATTCCAGTACACCGCGCTCGCCAAC 
ACCGTCGACGTCGACGGCACCACCTGGCTACCTGTCTCCGACATGACCCCCGGCTCCTCC 
CTGGAGACCTGGTACTCCGTCAACCGCTTCCCCGTCGTCGCCATCACCGCCGATGACATC 
AGCACCGACAGCGCCGACAACCCCGTCGCCCCCTTCAGCAGCGCCGTCGACAAGCTAGAA 
AAGCGCGACGGCCAGCCCTTCGACGCCCCACTTACCGGCTTGAGCTCAGCCGGCACCACA 
TGCACTTCGCTTTTCGACGCCCTCCCCCGCCAACTCGAAGTCGGCGGCGACGACGGCACA 
ACGTACGAACGCATCGAGGAGGACCGCATGCAGGCCGCCGGATACTCCGACGACGCAGTC 
GCGTGGGACACGCCGGGATTAGAACCCATTGTGATCCGTTGCGGCGTGGAGCCTTCTGAG 
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AACTACGCAGCCGGTGCCATGTTGCAGCAGATCGATGACATCCCGTGGTTCGAGGACACC 
ATTTTGGCCTCCGGTACCACCTCGTCTACCTGGTATGCCCTTGGACGCGAGATCGACATC 
GCCGTGTCTCTGCCTCAGGCTGCTTCCTCTTCCCTGATTACTATCTCCGGTTTCATTGAA 
GACACGGTTCCTGCGGAA 

>RXN0102 3 -downstream 
TAAGACATAAAAAATCGCCCCAC 



>RXNO 102 8 -upstream 

CGCAAGCAGCTGCACTATATTCAGGCATTTTACCGTGCCTGGGACCCATCAACGCCGCTT 
CAATGACGCTGACCCAGCGGTGACCCATCCGCATCTCACA 

>RXN01028 

GTGATCTACCCACCGCTCACCCCTGCATCCGAAGAGAAATTCAACAAGATCACCTCAGTC 
GCTGCTGTGAGCAAGCGCCCAACCACCCTGCCGTATTTCCGTGCAGATGGTTCACCTACT 
CGTGGCTTTGCTAACTTCTCCACAGGAGGTATTCACGGTGCGGAATACAACGAAGATCGT 
TTTGACCATGATCAAGATCTACACACAGTGGCAACCCGTGAATTCTTCGCCATTCTTGAT 
GCGACATTAGCGGCTCTCTACGCAGCCCACCAAGCCGAACCTGAATCGGCGGACTACCAG 
ATTGCACAAGACGCACTCGCCTGGGCAAAGAATGTACTTAGCGATCAAAAACTCATCGCT 
AAGTCGCCTCAGTTATACAACCCCGAAACCGGGGTCACCTATGAGTGGGAGTTTGTCGCT 
CAAGCAGCATGGTGGATTCGCAACAAACCGGTTGAGGTTATTTTACCAACAGGTGAATCA 
ATGACCGTAAAACACAAATCTGTATTGGCATCTGCGTCCTACCCACTCCGAGACAACGTG 
GCGTACTGGCGTAGCGAACCCAAAACACCACAGCTGTTTCCCGTAGCAAAATCTGGTGGT 
TCCTCGCTTGAGAAGAAGTACAACTACACCTCTGTGGGTACTGCTATTCACGAGGACTTT 
AGCAGTTACTATCCGCTCTTGCTCACCAATATGGCTGCATTTACCAATGCTGACTTAGGT 
ATTGATGAGAAAACCGGGCGCCCTCGTGACCGCTACCGTGAAATCTACGAACAAAAAGAG 
ATCTATGGCGCACAGCGCAAAGACCCCTCCATTGATGAAGAAACAAAGCAACGTCTAGGG 
ATTTTGCGCGAAGGTACCAAGTTGATTCTTAACTCGGCCACCGGTGCTGCTGATGCTGGT 
CACGACACCCCGATCCTCATGAACAATCGCGTTATTGCCATGAGGATTATTGGGCAGCTA 
TTTTCTTGGAGAATTGGGCAAGCTCAATCACTGGCTGGTGCAACGATTATTTCCACTAAC 
ACTGATGGCCTGTATTCCGTACTCGATATGGGGACTAACCAGCGCGTTCTTGATGAACAC 
GCTACAGCCATCGGTGTGCAAATTGAGCCTGAAGAACTGGATATTGTCTCCAAGGATTCC 
AACTCACGTGCCGAATTTCTCGGCAATGGCTACATCAATGCGGCCGGTGACTTGGCGTGT 
TGGGATGGACCCAACTCTCGGAACTCACTAGATCACCCGGCCTTTGTTGACCATGTGCTG 
GTGAAGTATTTCCAGCTCGTCGTCAACAACACTGTGCCAGAGATTCCAGAAACACCTGAG 
CTTGAGGGTGTACCGCTGGCTCTTGATCAACCCATGAACCGCCACGAAGTCTCGAAGATT 
GTCGCCACTATGCACAAGGAATTCGAGCCGAAAAAGCTGCTGTCGTTTTACCAAAACATT 
TTGGCCTCTTCACGCGGTTCTAATACCTTCCTATTCTCTGTCCCCTATATCCCTGCAACA 
GAAGGAGAAGAAACCCACCCTGCAACAGATACCAGCACTATTGCGACACCAACCTTGAGC 
TTTGATGCTTATGGTAATAAGGCCGAGGTCATGCCGACTCAATCCACTGTGGATAAGCGC 
GTGCCCTCTTTGCTGCAGTATTACACGCGTACATTCCATGTGCGACAAGATACGCAGCAG 
GCTGTCTTTGATGTTATTGGCGCCAACCCCGTGCTCATCGCCGCAGCAAAAGCTGCATCC 
ATATCACCGGCTTCTGCTGATTCACGTAGAAAGAAGGGCCTGGCCTCCACCAACGCTGAC 
CCAGTAGCCAAGCATGTACTAGAAATTGCAGGAGCTGATGTGGAATCGCTGCGCCATGAA 
AAGGATCTCAAGGTCACCAAGCACACTGGCCAAGACCCAGCACTGCCTGTCGTGGTCTTT 
AACCAAACCATTTGGCATAACCCCAACGACGATGTGATTAATGCATTACTGGGCGCTATT 
GACCAGGATGCCTACATTGACATGGCGATCTCGTCCTACAACAAGTCCTGGCACAACATT 
ATCCCGGCT 

>RXNO 1 02 8 - downs t r earn 
TAACTACCGCTGGGTAGACCCCT 



>RXNO 106 9 -upstream 

TCCTAAGCTCTCTTGAGTACCTGAGACCTTCTCAGCAAAACACAAAGTGCCTTCACCCAA 
CCTGGGGTGGAGGCACTTTCTCATTGCTAAGGTGTGCATC 

>RXN01069 

GTGAACGATTTACCGAACCTACCAAAGCTGCCCTTCAACTGGACATGGGTGCTGGCAACT 
GTTGCCACGACAGTGGTGTTGGCGGGTATTGGTTTGTATGTGTATTACCCGTCGTTGCCA 
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GATCCTATGCCGGTGCATTGGAATGGATCCGGGGAGGCGGATAATTGGACGCCTAAATCG 
GTGGGTTCGTTTCTTTCACTGATTTTGATAGGGCCAGGCATTATTTTGCTGACCCTGTCG 
GGTATGCAGGCGTTGCTGACCATGCAGTCTGGAGTGATCACGCAACGCGGTGGGGCGAAA 
TCGGCGAATGAAGCGCACCGGCAGTGGGAAACCTACAAGGCAACAAGCATGCACATGGGT 
TGGTACATGTTTGTGCTCAACGCTTTGATTTTGGTGATGATCCTCAATGAGTTCCGCCCA 
AACCCTCTGCCTGGTGGATTTATCATCGGGCTTATTGGAATTATTGCTGCCACGATTGTC 
CTGTTGGTTCTGATTGGAAAAACAACCACGAGTTTGGCAAAGAAATACCCCATGCCTGAC 
CAAGATGGAAAGACGTGGGGGATTTTCTACAACGATCCGGACGATAATCGGATCTTAGTG 
GACACCGGGATGGGGATGAATTACACGTTTAArATTGCCCATACGTGGGGCAAGATC^^ 
GCGGTTTTGATCTTCGCGGTGCCAGTACTCATCGTTTTATTAACCGTTCTCCTT 

>RXNO 10 6 9 -downs tr earn 
TAACCTCGATCCACCGATGTGCC 

>RXNO 1 0 7 1 -ups t r earn 

CACCTGAATTGGCTGAGGGAGAGGCACCGACTGGCACCGAAGAGGTGCTTGCCTCGAAGG 
CGGGCGCTGAGGCGAATGGCCTGGAGTAGGGGACCAGATC 

>RXN01071 

TTGGTCGTGGACTCCAGTGGCCGCTACAACGTCACCATCACAGGCCTGACCACCACTGAG 
ACGGATTCGGCCACCGCGCTGAACCTGCAGATGTCGGAAGCTGGCTACCTGGAGCGTTAC 
ACCGACGGGGCTACCGTCCCCAGCGTCATGCTGTCGGCTGCAGATGGCACCACGCCTCAA 
GAGCTTGTCGACGCCCTCGCTGCCGAACTTGGATCGAACTTTGATGTAGAAACCGGCGAA 
GCGCTAGTCGAGCAGGCTACAGGAATGATCACGCAGGCCTTGAGCTTCGTGCAGTACTTC 
CTCGTTGCCTTCGGTCTCATTGCACTGCTGGTTGGTACCTTCATCATCGCGAATACCTTC 
TCCATGATTGTGGCTCAGCGCATGCGTGAGTTCGCTCTCCTGCGAGCCCTGGGTGCGGCG 
CCAGGACAGATCACTCGCTCTGTGGTGCTGGAAGCAACCATCGTTGGCCTCTTCGGCTCT 
GCTCTTGGTGTGCTGGGTGGTATGGGCCTCGTAGCGATCATTTCAGCTGTCCTCAATAAC 
CTGGGCATGCCGATGGGATCCAGCGTTGGCTTGACTCCTTCTGCAGTGGTTACCGCGCTC 
GTATTGGGCACCGTTGTCACCATTGTGAGCGCGTGGGCTCCGGCTCGTCGTGCAGGTGAG 
GTTAAGCCTGTTGAAGCGATGCGCAACATGGAAACCACCACTATGCGTTCCATGATGGGG 
CGCACGATCACCGGTGGCATCGTTCTAGCACTCGGCATCATCTTTGCGATTGCCGGTGCG 
ATGATGACTGATTCTTCCACCGCTACTCGTTCCATCCTGGTGGGCATTGGTGCACTGTTT 
GTCATCGTGGGTACGTTCCTCTTCTCACCAGCGCTCTCCATGCCTGTGGTGGGTGGCCTG 
GGCAAGGTTATCGGTGCACCGTTTGGCAGCGTTGGAAGCCTTGCTGCGACCAACTCCAAG 
CGAAACCCTCGCCGTACCGCAACTACAGCGTTCGCACTGACGTTGGGCATTGCCTTAGTG 
ACTGCAATTGGCATGCTTTCTGCAACCATGAAGGACGCAGTCTCCGACATGATGGCGGAG 
CAGTACACCGCAGATTACATCCTGCAGGGACCAACCAACGGTTCCATCACCATGCCGAAG 
GAATCTGTCAATGATGTTCGCGATGCTGAGGGCGTTGCCGATGTCGTGCTCGTTTCCATG 
AACTCTGCCTCGGTGAACGGTCAGGCTTCATACAGCCAGCTGGGCCAGTCTGTAACCTTT 
GTCGCTGACGGCGACCTGAGCAAGGTCATCAGCACAGAAAGCATTGATGGCTCCCTCGAC 
TTGAGCAACCCAGGTGTTGTGACTAACCAGACGTTTGCTGATGAAAACGGCTGGGCAGTA 
GGCGATACTCTGCAGCTTGAATCAATGGGGCAGACCATCGGCGATATCGAGTTGATCGGT 
ACCTTCACCGGAAACGACGCCATCGGAAATATGATCATCTCCGAAAGTTCCTTGGCTGAT 
ACACCAGCGGCAGACACTGCTGTTCCTCAGATGATGCTGGTGGTAGGCGAAGAAGGCTTT 
GATAAGGAACAACTGCGCACCAACTTGGAAGACGCAGTCGCTGATTACATTGTCATCTCT 
GTGAAATCAGCAACCGAGTTCGCTGGTGAAACGGTTGCGATGATCGACACCATGATGAAC 
ATTCTGTACGCGCTGCTTGCTCTGTCTGTCATTGTTGCCATCATCGGCATCATCAACACC 
CTGGCACTGAATGTGATCGAGCGTCGCCAGGAGATCGGTATGCTCCGCGCAGTTGGCGTG 
AAGCGCGGACAGGTCCGCACCATGATCACCTTAGAATCTGTTCAGATCGCCATCTACGGT 
GCTGTGATTGGTATCGCGATTGGTCTTGGTCTGGGCTGGGCCTTTGTGACAGTGATGTCA 
GGCGAAGGACTAGACGCTGCGGTTAGTATCCCGTGGGGTCAGGTCGGACTGATGCTTGTT 
GGTTCCGCTGTAGTCGGTGTTATCGCCGCGCTGTGGCCGGCAGTCAAGGCATCTAGGACA 
CCACCTTTGGATGCGATTACCGAC 

> RXN 0 1 0 7 1 - downs t ream 
TAGTTTTAGCGGCAGTTGAATCA 

>RXN0107 5-upstreain 

GCGGTGCGTGTTCATTAGCAGGTCAAGCGCGTAATTGAGGGCTAGACTGGTTAGTACCGG 
ATATTCTTTTTTTCTTTAGTTTGTGGGAGTGGAGATAACT 
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>RXN01075 

ATGGACAATCCAGTCAACATCCTCAATGAGCAGGAAGCTTTGGAGCGCCTGCAGTCGGTG 

TCTCTTGGTCGCGTGGTGGTTCGTCGCAGCGATGAGATGGACATTTTCCCGGTGAACTTC 

ATTGTGGATAAGGGCGCAATTTACATTCGTACAGCTGAGGGCAACAAGTTGTTCAGCATG 

AATCTCAACCACGATGTGCTCTTTGAAGCCGATGAGGTCAAGGACGGAAAGGCCTGGTCC 

GTGGTGGTTCGTGCGACCGCAGAGATTGTGCGCAAGCTGGATGAGATCGCTACTGCCGAC 

-ACT-T-TGGAGTTGAAGCC-T-TGGATTC.CAACCCTGAAGTC CA^ 

AATGAAATCACTGGGCGGGAGTTCACCCTCGGCGAGGAGCCTGAGCGCTAC 

>RXNO 1 0 7 5 -downs t r earn 
TAGCTTTGCCACATTTCACTAAA 

>RXN01085 

CGAAAGCGTGGTGAAGGACTTGATCCCAACTCACCAGAAGCTATTGAGCAGGCGAAGAAG 
AAAGGGGAACGGAAGGCTCGTAATGAGCGTTGCCGCAAAAACTTCAAAGGTGGTGGCACC 
AAAGATCTTAAGCAGACTGATCGGACCTTTGATCAGCTGCGAAAACAGCGGGTGACGGAT 
AAAGCCCGCAACCGTGACGTACACAATGAGCAGCAACTGGCACGCGGTGAAATCGGAGAA 
ATGCGCTCACCGATGTGGGTTGAGGTGGGTGCTGCGATTCTGGGCGTGTTTGTCCTGGTT 
GTGATGTGGCTGGCCTGGGGCGGTATCGGGCTGCTGATCCAGACCATGATGAATACTGGC 
TCACCTAATGACAAAGAGCTTTTTGATGAGCTTGGTGTGAGACCCTATTATGTTGCTGTC 
GAACAGCAAATCGGCACCAGTAGTGCTCACACCACGTGCTACCAACCGCTTGATGAATTT 
GGCAATAATTTTGGCGACTGTACGCGTAGCGTGCCTAAAGAGCCAGTGTGGTACGCCGAT 
TATGTAGCTAGTGTGTTCGCAGAACATGGCTTTGATGCACCAGAACCTATTGATAATTCG 
GTGGGTAGCTGGCTGTTATTTGGTCATGTGGGCATTATTCGGGTGACGTTTGTGATTGCG 
GTTGCAGCGGGTGTGTATGCGATGTCACGCGCAGCAATGATGCGTCAGCTAGAAACACAA 
AACGTCGCTGTGGACACCACCGATATTAACCAGCACACCAATGACGCACGTTTGGCGATT 
CCGCAGGAGATTGTGCGCGATTTGAGTCTGTTCCCCGATGTCGGTGCACACTTCACCAGT 
CCAGCCCTCAAGCATGATTTCCCATGTGATGCTGTCGAA 

>RXNO 10 85 -downstream 
TAAGGGCTTTGAAAAAGGTGGAT 

>RXN01121-upstream 

AAAGATTTACTGCGTACAACTCTAACCAACAATATTGGCAATGGGTTGTTCCATCTTAGC 
GCTTTACCTGTGAACTCTGCAGAGCGGTACGCTTAAGCTA 

>RXN01121 

ATGAATCCCGAATTTATTCACGGCGCAACCGAAATTGAAACCACAAACAGGGGCCTTCGC 
CCGCATCGACTCAGCAAAGAAATAGTAGAACGCTACTGTGATCCCCAGTTTAGCGCGATG 
GAACGCCAACCATCGGGCGTGCGCGTTGTGTGTCGCACCACCGCCACCTCCGTCACGCTG 
ACCACGTATTCCACGCGGGTGGTGTACCTCGATTCCGGCCGGCCGGGCGGCAAGATTGAT 
GTGCTTATCGACGGCGCCCCCACATCTTCCACGCCAACTTCCGGGGGCGAGACCACGGAA 
GTCAATTTCATCACCGGCGCCACGGAACGGCGCCTGAAAGATCCGCAGGTGCTCACAGTG 
GATGGACTTTCAGAGCAGGAAAAGGTGGTGGAGTTCTGGCTGCCTCACAATGAAGAAATT 
GAAGTGATCTCCCTTAAAGCCAACGCAGCTTTAAACACTGTCGAAGACACCCGTCCCGTG 
TGGATCAATTACGGCAGCTCCATTAGCCACGGTTCGGTTGCCACTGCCCCAACCAAAATT 
TGGCCAGCCATTGTTGCCCAGTCCAAAAACTACAACCTGCGTAACTTCGGTTTTGGTGGC 
AGCGCCATGTTGGATCCTTTTATGGCGAGGCTAATCAGGGATACTCCAGCTGATCTGATC 
ACCTTGGAAATTGGCATCAATATTGTCAATGGTGATGTGATGCGTCGCCGCGGACTAGAG 
GCTGCTGTGGATGGGTTCATCAATACCATCCGCGATGGCCACCCCACCACGCCGATCAAG 
ATTGTGTCGCCGTTCTACTGCCCCATTCATGAGAAAACTCCAGGACCCGGCGCGTTTGAT 
ACCTCATCGTTTGGCAGTGGTCAGATTAGGTTCATCGCCACTGGTGAACCTGATGAGCAT 
GGTCGACTGACGCTGGAGATGGTGCGTGAGGTGTTGGAGGGGTTCGTCGAAAAGCAAAAA 
GACCCGCACCTGACCTACGTCGATGGTGCGAGCCTTTATCAGGCCAGCGATGCGCCGTTG 
CTGGATAATTTGCACCCAGACGAGGCGTCGCACGCCTTAATTGCGCAGCGTTTGCTTAAG 
CAACTT 

>RXNO 1121 -downstream 
TGAAATCGGCTTCGGTGATTTCG 
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>RXNO 1 1 2 8 -ups t ream 

ATTCGAGTACAAATAAATTTGAGAACAAAAAGATGGGGGGAAATATGTTAAAGTGCGTTA 
TATTGCTTTAGCGAAAGTAACTTCCATGCATCAACGTTCG 

>RXN01128 

ATGAGCTTCACTTTCATTCGTACTTTTTTCGTACTTTTTGGCATCACGTTGTTAGTGTCA 
TGCGTTCCAGAGCCTCCTGACTCCTACACTAAAGAATCCACTGTGCTGCGGTATCAGGTC 
TCTGATTTCAATCTAAACTTCGTGGAATTAG'CAGTTGCGCTTC 

GAGCTCCAAGTAGTCGGATCTGTACAAGGCGGCGTTGAGTCCATTGAATCGCTCAAAAAG 
GATGACATTGACTTCGCGGCAGTCCCCTTCATTGGCCTTGTTGCAGGAGAGATAGCCACC 
GGTGCGCCCATCAAAGCAGTGGCCGCAAGTTACGGAATTTCCCACGATTCTTCTTCTGCA 
CTTCTAGTCCTTAAAGACAGTGAGATACACGAAGTGCACGATCTCATTGGCAAAACAGTT 
GGCATAAACACCCTCGGTGCTCTGGGATCTGCGATGGTTGAGCGTCATCTATTCGACGCC 
GGTCTCACCGAACCTGAGATCGTGAGCGTCACTCAACGTGCATTACCCGGTGAGTACTTA 
GAACAACGCCTCTACCAGGGGCAAGTTGATGCAATTTGGGTCACCGATAGCGCTAAACAC 
CAAGCGCTTGAAACTGGAGATTTTCGGATCTTGGCAGAGGATTCAGACCTTGTGCAGGAA 
CTCAACACTGGCTGCATGGTGGTGTCGCAAAAACTCATCGACGAGCACCCCGCAGTGGTT 
GGAGAATTAGTGGATGGAGTAGCTCAGGCAATCGAGTTTGAACGATCCCACTCCCCTGAA 
GAAGTGCGCGAAGTTTATTTCAACTACCTCGAAGCCCATGGTCAGAGTGATAGAATATCC 
AGCTTTAGATATTGGGAGCATTCGGGCATCGCAACCCGAGGTGGAGTGCTCAGTGATAGG 
GAGTTCAGCATGTGGTCCCACTGGATTGACCGCCAATACGACGTCCCCGATATCAATCCA 
GCAAGTATTTACACCAACCAATTCAACCCATACCGAAAAGTAAACCCCTCGCCA 

>RXNO 1 1 2 8 - downs t r earn 
TAAAAGGCAAGGGGGTCGGCGTT 

>RXN0113 4-upstream 

GATATCTTGAACTTGACGCTGGCTGAATACATTCCTGCTGCCGATGAAATGATCAAGGGC 
TTCGACGAGGCGGCTGAATTCCTGCGTCAGCGATGCATTT 

>RXN01134 

TTGAGTCTCGACCAGGTTCCATACACCGCGCAGATTGTTCCACTGGCCGTGATCCTCACC 
CTGCTTGATGCAGAAGAAATGGCCACCGCACGTTCATGGGATCGTTTGAATCAGTGGTTC 
TGGAGCGGTGTCTTGGGTGAGCTTTATGGCTCGCCTGCTGTGATCGCACGTTCCGGTCGC 
GATACCGATCAAGTTGCTGCGTGGATTCGTGAAGGTGCCGGCGAAACTGCGGTTGTGCCA 
AAGACTATTCGCGATACCGTTTTCCACGAATCACGTCTTCTCAGTGCAACCCAAGACACC 
GGAGTGTGGAAGGGTATCTTCGCACTGCTCATGGGCAGGGGAGCACGCGACTGGCGCACC 
GGACAGCAGTTTGATCGCTGGACTTTTGATGAGCTGGGTTGCAATTTCCACCAGATTTTC 
CCCACCAAATGGTGCAAGGAACGCGGCATCGATCCTGTCCTTACGGAATCAGTACTGAAC 
CGCACCCCGATGGGTCGCCGTACCGAAGTAGTCATCGGCGATACCCCTCCATCCCGCTAC 
CTGTCTCGTGTTCAATCCAAGTCGCTCATGGGTGATGAGGAATTCGATCAGATGCTGGAT 
ACCCACCTGCTCAGCGCGGAAGACCTGCACAGTTCCAACACCACGCACTTCTTTGCTTCT 
CGACGCACCAACTTCATCGACATGGTCGAGGATGCCATCGGTAAAGCGGTGATCAGGGAC 
GTCAACGAGTCAGATCTCACCGGTGGACACGATGGTCCCTCGGTACACGGG 



>RXN011 40 -upstream 

TATCCAACTTCCCGATTTTCAACGGGATTACGCTTGGGATGTTGATCGCATCCGAAGCCT 
TATAACCACTGTTCTTCGTGGTTTTCCAGTAGGTGTGCTG 

>RXN01140 

ATGGCACTAGACACCCGCGGCGAGGAAATGCGTTTCCGGCCACGCGCGCTGTCCGGCGCC 
CCAGATACGGGCAAGGATCCAGGTCTTTTGCTTCTCGACGGACAACAGCGCCTCACCACC 
CTTTATCATTGCTTCAGTGGCGATGGCTATGTAAATACGGTGGACTTCCGATCAAAGAAA 
GTGACCCGGAAGTTTTATATTGATGTTGCTAAGGCTGTTGAATCTCCGGTCATGTCCGAT 
GAGGCTATTTTTTCAGTCGACGAAACCGGCAAAATCATCTCCCACTTCGGTCCAGTGATC 
GACGGCGGCATCACCGATTTAGAAACAGCACTTGCTCATGGTTGCCTTCCAGTTTCTGTG 
CTGCTGGATGATAACGGCACTGATTTCCTCTTTGACCTCGCCGATATGGCAGGAGAAGGC 
GCTCGCGAACACGCGAAGCGCTTCCAATCACAAATCGTTAAGACCTTAGTTAGTTACGAC 
ATCCCAATGATCCGACTGGATCGTGAAACCGCCAAGGGTGGAATTGGTTCCATCTTTGCT 
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CAGGCCAATAGCTCTGGCTTGCAGATGGATGTCTTTGATTTGCTCACCGCGGTGTTCGCA 
GCCGATGAATCGGTGGAGACCGAATTCTCACTGCGTGATGACTGGGTGCGGGTTGAACGA 
AACCTTCGCCAACACTCCGCACTTGATGGCATCGGCAGCACGGAGTTCCTCACCGCAGTA 
GCCCTGTTGGTCAGTGCCCGCAAGGGACATGCGTCTGGTTACCGTGAAGATATCTTGAAC 
TTGACGCTGGCTGAATACATTCCTGCTGCCGATGAAATGATCAAGGGCTTCGACGAGGCG 
GCTGAATTCCTGCGTCAGCGATGCATTTTTGAGTCTCGACCAGGTTCCATACACCGCGCA 
GATTGTTCCACTGGCCGTGATCCTCACCCTGCT 

.^RXNO-ll 40— downs fe-ream— — ^ 

TGATGCAGAAGAAATGGCCACCG 



>RXNO 114 8 -upstream 

ATAGAACAAGGGTAGCCAAATTCTTGGAAACAGCGCGGGCCCCCGAATCCACAATGCGAA 
TCCACAATGTCACCTGAAGCCGTTAAAGTAGGTGATCATT 

>RXN01148 

ATGACCAGCCCAGTTGAAAACGTTAAGAAAAAGCCACGCCCATTGGCGCTGTCACCGTCG 
CGCGCCGGGGATTACCAGCAGTGTCCCCTGTTGTATCGCTTCCGCGCGATTGATCGCCTG 
CCAGAGCCTAAGACCGTCGCCCAGGTCAAAGGCACGTTGGTGCACGCTGTGTTGGAATAT 
ATGCACAAGTTGCCGCGTGAAGAACGCGAATATCCAGCCATGGTGAAGCAACTCAAGCCC 
ACCTGGGCGCAGATGTGTGAAGAAGACGCAGAGCTCAAAGAGCTTGTTCCAGAAGATGAG 

l3 ctttatgatttcctcgtggattcccgcaccctgctgcgtggctactttgaaatggaaaat 
i3 cctcaaggtttcgacgccaccgaatgcgaaatgtacgtggacactgtgctgcccaacggc 
m gttcctgttcgtggttttatcgaccgtgtggataccgccccaccggccaagtccgagtta 
tcgactacaagactggcaagaaaccaaagccgcagtggagccagcaagcgcagttccaga 
tgctgttctatgcactggtctactggcgcatgttcaatgaaatcccagctcagcttcgtt 

^ J >RXN01 14 8 -downstream 

5= TAATGTACCTCAAAGTC AACGAT 

it? 

2 >RXN01153 

Q CCGTTTTTAAGCCCGATCGTTACTTCCACGCACGCGGTGGTGGCGTATTCCACCGCGCGT 
m GGATTTGGTGAGCACCGGGTGCGTTGGGACTATGCGCAAGAGTCCCCACTGCGCGATACT 
f \ \ CGTGGCTTTGATCTGCGCCGATACC ACCAGGCCCCTGTGGTGGATCCGC ACGCC ATTGGT 

L J GTGGCCAACGTGTTTGTGCCCAATGGTGCCAGGTTTTATGTCGATCACGCGCACCCGGAA 
TACTCCTCCCCAGAGGTCACCAATGCGTGGGATGCCATGGTTTACGACGCCGCTGGTGAC 
CACATCCTTATGCAGGCCGTCTCTGATGTTGCGAGTTTCACCAGCCAGAATAGGTCTGTG 
TTGGACGGCCATGATCCGTGTCCAGCTTTGAAAATCTACAAAAACAATGTCGACGGTAAG 
GGTGCTAGCTACGGGTTCCACGAGAATTACCTCTACTCACGTGAGACGGATTTTGATGTG 
CTGGCTCAGGCATTGATCCCATTTTTTGTGTGCCGGCAGGTCATCATCGGTGCCGGACGT 
GTG 

>RXN01154-upstream 

CCGGGGAATTCCAGGTCAGTCAGCGAGCCTGACTACCA 
>RXN01154 

TTGAGCAAGAAAATTTCACTGGAAACCACACTCAACCGCGGCATTATCAACACCCGCGAT 
GAACCACACACCGACGCTGATCACTGGGGTCGCCTGCACGTGATCATCGGCGATGCCAAC 
ATGTCGCAGACTGCGAATTTCCTCAAATTCGGCATGACCTCCCTAGTGCTGGATGCCATT 
GAGGCTGGGGTGGATTTCTCTGAACTCAAGCTGAAGAACGCAGTGAGTGAAGTAGCAAAG 
GTCTCCCATGATCTTTCCCTTACCCACCAGCTGCGATTGGCGGATGGTTCAGAGCTCACC 
GCTATTGATATTCTGCGCCGCTATTTGGACAAGGTGCAGCCGTTTGCAGAAACCCCAGTG 
GAACAGCGTGTCACTGCGCTGTGGGGTGAAGTGCTGGGGCTCCTGGAGAATGATCTGCTC 
TCCACCAGCCATCTCCTTGATTGGACTGCAAAACTTGCCCTGATCAAGTCTTTTGAGGCG 
CGTGGGCTGTCCATTAACGATCCCAAGATGTACCTCATTGACCTGCAGTACAGCGATATT 
GATCCACAGAAGAGTCTGTATCACGCACTGGTATCCAAGGGGCGGATGAAAACACTGTGC 
AGTGCGCAGGACATTGCAGATGCAGCGGCCACTTCACCG 



>RXN011 55 -upstream 
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ACAGCTTGCTGGATGAAATCGACGGACTGTTGGAAAACAACGCCGAGGAATTCGTTCGTT 
CCTATGTACAAAAGGGTGGCGAATAGTCACTGTGAGTACC 

>RXN01155 

GTGGAATCCGCATTGACCCGCAGGATCATGGGCATTGAAACGGAGTATGGCCTCACCTTT 
GTTGATGGTGATTCCAAAAAGCTTCGCCCAGATGAGATAGCTCGAAGGATGTTTCGTCCC 
ATCGTGGAGAAATATTCCAGCTCTAATATCTTCATACCCAATGGTTCCCGGTTGTATCTT 
GATGTGGGTTCCCACCCGGAGTACGCCACCGCCGAGTGTGATAATTTGACCCAGCTGATC 
-AATTTTGAAAAAGCTGGCGATGTTATTGCAGATCGCATGGCTGTAGATGCCGAAGAGTCG" 
CTGGCGAAAGAAGACATTGCTGGGCAGGTGTACCTGTTTAAAAACAATGTCGATTCCGTG 
GGCAATTCTTATGGCTGCCACGAAAACTACCTTGTGGGTCGCTCCATGCCGTTGAAGGCG 
TTGGGTAAAAGGCTGATGCCGTTTCTGATTACCCGCCAGCTCATCTGCGGCGCCGGCAGG 
ATCCATCACCCCAATCCTTTGGATAAAGGCGAATCCTTCCCCTTGGGCTACTGCATATCC 
CAGCGCTCTGACCACGTGTGGGAGGGCGTATCAAGTGCCACCACTAGATCACGCCCCATT 
ATCAACACCCGTGATGAGCCACATGCGGATTCCCATTCTTACCGCAGGCTGCACGTGATT 
GTGGGTGATGCCAACATGGCAGAGCCCAGCATCGCGTTGAAGGTCGGCTCCACGTTGCTG 
GTTCTGGAAATGATTGAGGCAGATTTCGGTTTGCCCAGCTTAGAGCTTGCCAATGATATT 
GCCTCAATTAGGGAAATCTCCCGCGATGCAACAGGATCCACACTGTTGTCCCTGAAAGAT 
GGCACCACCATGACTGCCTTGCAGATCCAGCAGGTGGTCTTTGAGCATGCCTCGAAGTGG 
TTGGAGCAGCGCCCCGAACCAGAATTTTCTGGCACCTCCAACACAGAGATGGCCCGCGTG 
CTGGATCTGTGGGGTCGCATGTTGAAAGCGATTGAGTCCGGTGATTTCAGCGAAGTGGAT 
ACAGAAATTGACTGGGTGATCAAAAAGAAGCTCATTGATCGTTTCATTCAGCGCGGCAAC 
CTTGGGTTGGATGATCCAAAACTTGCCCAAGTGGACTTGACTTATCACGATATTAGGCCA 
GGTAGAGGCCTATTTAGCGTGCTGCAAAGCCGCGGCATGATCAAACGGTGGACTACTGAT 
GAGGCGATTTTAGCTGCGGTGGATACCGCTCCTGATACAACACGTGCTCATTTGCGCGGG 
CGAATCCTTAAAGCGGCGGATACTCTGGGAGTACCTGTGACTGTCGATTGGATGCGTCAC 
AAGGTCAACCGACCGGAGCCACAATCGGTGGAATTGGGGGATCCTTTTTCCCTTTTAAAT 
CCTCAACAACCAGCCCAAGAAACTGCTTTGAGCATTCTTCTCCTAGGCGGAACCTCTTAC 
ATTGCCGGTGAGATTGCCACGTTGACGTTT 

>RXNO 11 67 -upstream 

GTGTCGTTTTATTTGCACACTAGCAGGTAAACTGTGTGAGACGAATTCTTTTGCGGCAAC 
TTGGAGGCCGCATTCTAGTAGGCAAAGGACTGATACCTAG 

>RXN01167 

ATGGCAGATCGCGTTCTTCGTGGCAGCCGCATGGGCGCCGTGAGCTATGAGACGGATAGG 
GACCACGATCTGGCTCCTCGCCAGCTCGTGAAGTACAAGACCGCAGACGGGGAAATCTAT 
GAGGTTCCCTTCGCTGATGATGCGGAAATCCCCGAGGAGTGGATGTGCAAGAACGGTAAG 
CTAGGCATCCTCATGGAAGGTGAGGGAGTCGAGTCCAAGCCGGTCAAGCCTCCACGTACT 
CACTGGGATATGTTGCGTGAGCGTCGCTCAATTGAAGAGCTGGATGTGCTGCTGGAAGAG 
CGCATCGAGGCACTTCGTAAGCGTCGTCGCAATGCAGCGAAACTGCTGAAGGCTCAGCAA 
GAGGCTGAAGAAGCAGAAAAGGCAGCTGAAGAGGTT 

>RXNO 1 1 6 7 -downs t r earn 
TAATCTTCCTGCCTAAGTTAGAA 



>RXNO 1 1 6 9 -ups t r earn 

TCTTGATCGGAATCGGCGCAAACATCGTCTACGAACACCTCAGCGCGTAACCCTCGGCGC 
ATTATCCTCAGACAGCTTTTAGCGCAAACAAGGAGCATCA 

>RXN01169 

TTGAAACGGGTCGTTGAAGCGTGGGATAGATTTCAAATCCCACTGTATATCACGGCTCTT 
ATCGCCGGAGCACTGGTGGGTTTGCAGTGGCCAGGCTCTACAGGGGGTTTCGAAAGCGCC 
ATTAACCCAGCGTTAATGGCGCTGCTTTATGCCACTTTTCTCGGTATTCCGATCACTCGG 
ATTGGTGCAGCGCTGAAAGATCTGAGATTTCTCATAGTGCTCATGTCCGTCAATTTTGTT 
GCAGTGCCTCTGGTGGCTTTTGCGTTGAGCAGATTCATTGCGGGTGATGAGGCGCTTCTA 
ATCGGATTTTTACTGGTGATTCTCGCGCCGTGCATTGATTACGTCATTGTCTTTGCTGGT 
TTGGCCAGGGCCGCCCAAGACAAGCTCCTTGCCGCCACGCCAATATTAATGCTTGTCCAA 
ATCCTGCTGATCCCCGTCTTCCTGGCTGTTTTTGTGGGTTCAGATGCCCTTGGCTCAATC 
TCTTTCGGCCCATTTGTAGAAGCATTTTTCCTCCTGATTCTCATTCCACTTGTTGCTGCT 
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GCGGGAACTCAGCAAGTGGCAAGAAAGTGGCAGGTAGGACGTACAATTATGGCTGCTGCA 
GAAGCAATCATGGTGCCTTTAATGATGCTGACGTTGTTCGCTGTCATCGCATCGCAAGTG 
GAAGCTGTGAGTGGTCAATTCACCGATATCGCCACAGTAGTGCCACTATATGTCGCCTTT 
TTGATGGTGATGATTCCAATTGGTGGCGGGATATCCAAACTCGGTGGCTTAGGTTTCAAA 
GAGCAACGAGCCATCGTTTTTAGCGGAGCAACCCGTAACTCTTTGGTCGTTTTACCTTTA 
GCGTTAGCACTTCCCGCAGGCCTGGAAATAGCGGCCGTCGTAGTTGTCACTCAAACCCTC 
GTGGAACTGATTGGCATGGTTGTCTACGTGCGCATCATCCCTTTAATTTTCCATGAAAAG 
CAGACATACAGGAAACTTTCAGGCATAGGGGAGTCA 



>RXNO 1 1 6 9 - downs t ream 
TGAAACAGAACGGCAAGCTAAGG 

>RXNO 117 3 -upstream 

AGATCTGTTTCTATGTATTAAAGATCACACCGAGTGGTGGAATTTCCTCAAGTGATTTAC 
CCACAATGGACTTTGTTGATACCCAATTCGAGAAAGGCCA 

>RXN01173 V 

atgcacgtgagcactcttccaaacaagaaactgcgtactcgcattttcgcaggcaccgct 
gccgtcgcactgtcacttggtgttgcgtcttgctcaaacgcagaagatgctgtggatagc 
gcaacagatgctgccaactctgcaacctccgccgcgggatctgcaattaacgatgccacc 
ggcacttccagcgcatccaccacagagccttccggaacctctggatccgactccgggtct 
gactctgctggaggagacaccactgaagtagaaagcgccgatgggtccaccatcagcatc 
c3 ccaactgccgtcgtcaccgctgcaaatgctgcaggattcagtaccccggaatccgtggaa 
h3 gaaggcccgaatggtgagtcattggtgacgttccctgaaggctacattgttaactctgca 
fF| gaaggtggtgcacaagcactggtcggcatgatcggtgaaacctggatcggcgaaggcgga 
f=r ctatccgcggcagtgggtctcccaactgggcctgaagaagcaacaacaaatggttggact 
^% caacagttcacatctggagtaattagctggcttgatgatggatcaggacagttcgcagct 
I' I tctgttgaacctgct 

^''^ >RXN01173 -downstream 

i y taagggaatctcacctggcctcc 



>RXNO 1 1 7 4 -ups t r eam 

fil atatcgcaaccgctgttaatgaagaggaagaggctcgcgatatcgcgaagctgtgccagg 

i '% AG ATGGTGG AATTAGCTCGGAAT ATTG AG AAGTTGAGGT A 

>RXN01174 

S=J ATGAGCAACATGCAGGGAAACGATTCCAAGAAATCTAGCGGCGCGAGTCGTGCGGAGAGC 

- - ccactgatcaagttccggacattgattatcgteatetttgtcatcttgatcgttggtttg 

gcatctattgcagtgggacctgtcgtgtaccagctcatcatgggacctggtgtgaaaacc 
gaaggaatccaggctgatggcgcagcacctgcgtccaccgacatgaacggcacctgggat 
gttgccccagggagtattccaaacaccacctcagctggattcaccttcgctgagatcctg 
ccaggcgaagaaaagatcacctccggctcaaccactggtgtcactggcgaagtggtcatc 
gaggataactccctgatctctggtctgattaccgtcaacatgactcacatcaccaccgat 
caggaaaagcgcgacatcaacgtgcgcactaagctcttccacaccgatcagtacccagaa 
gcaacctttgaggttaccgattccgttgatctttctgcgctcccagacaccggatccatt 
gctcaggttgtcatcccaggcgagttgaccatccacggtgaaaccaaggctgtggagcct 
acctttgatgtacttcgtactggtgaccaagttatcgtggcttccgatatcgaaatcaac 
cgcctcgacttcggtgtagaaaccccagagttcatcgccgcaaagatcaatgagaccggc 

GAGATCAACGTCCGAATCGTATTGGAGAAA 

>RXNO 1 1 7 4 - downs t ream 
TAAACCATGATGGCATCACGGAT 



>RXNO 12 0 6 -upstream 

CCGTGCCAGTGATGAAAAGCCGGCGAGCCGCCAAACTTGATTAAGTGATTGTCACTTTGG 
ATTGTCATATTGGGCGAATAAACCGGTAGGATTCCCCTTC 

>RXN01206 
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GTGAGCGCCGAAAATACCGAGAACACAGATTCCCCATTTGAAATCTCCGAGTTTGATGAT 
CACCGACGCCCCCTCCAGCGGGCCCTCAAATTCGGTTCCATCGCCCTAATTGTCTTCACC 
CTGATCTCCCTAGCGATCTGGGGTGCAACTCGTGGCGTACCCGGCGTATCAGCAGTTGTT 
ATCGGCGCAGCAGTTGGCGCAGGCTTTGTCCTCTTAACGGCTCTCAGCGTCCTGTTTACA 
ACTAATTCCAACGTCACCACCACCGGTGCGGTGGTGCTCGGTGGCTGGCTGCTGAAGATC 



.>RXN.0.12.1,0^up.s.tr_eam 

TTCGCTGCAAAACCCGCCACCTTGGAATCCGTATTCATGGACATCGCCTCACTCGAGAAC 
ACCTCGCTGCAAACCGCCTAGAATCTTTAAGGAGACCACA 

>RXN01210 

ATGACCACGTCACACACCGCCCGCGGGCTGCAACATGCAACCCCGGAGCGCCGCAAGACT 
TCATTTTTCAAAACCTCTCTGTTTAAGGCCGAATGGCTCCAGTTCCGCAGAAATAAAACC 
CTGTTGTTCATGGCCACCGTATTCCCAGTCGGAATCCCTTTGTTGCTCTTTCTCATCGGA 
AATGGTGGGGCAGCAGAGTCCGCGAACTCCTTCGACTACTTCGTCATGTACACCCTGCTA 
TTTGTGCAGTTCTACACGGTGCTGTCCATGGCAACCACCCGCCGTGATGAACGTGTGCTG 
AAAAGGCTGCGCACGGGAGAAGCCCGCGACATCGATATCATCGGTGCCATCTGTTTCCCC 
GGCGCGCTCCTCACACTGATCTTCACCGTGGTGATCATTCCATTGCTCATGGTTTTGGGA 
GCTCCCGCGCCCATCAACCTTGTGCCCATTGTGTTTGCCGTACTGATCGGACTACTTCTT 
TGTAGTGCTCTTGCCTTGATGACCAGCGGTTTCACCCGAAACGCCGAAGCCGCACAGATG 
ACCTCCATGCCCGTGTTCATGCTTGCGATGGGTGGACTTGGATCAATCCGCTTCGTATTC 
GGCGACAGCATTGTGGCTGATATCTTGGCCTACACCCCATTCGCCGCGATCAGTGACCTT 
GTCCAAATCGGCTGGGCTGGCGCCACCTTCGCCGACAGCGTTGGTGGAGTAGAGGCAGCA 
AACTTCGCTGGAATTTTCCAAGACATGCTCATACCACTTGGAATTCTGGCAGCGTGGACA 
GCTGCAGCGGTGTGGGCGGCGAACCGCTACATGCGCTGGGACTCGTACCGC 

>RXNO 1 2 1 0 - down s t r earn 
TAAGCCTGCAGCCGACGGGATTA 



>RXN012 2 9 -upstream 

TAGCCCCGAAAGACGGCGAGGGTTGGCTCTGCTTCGTTGTGGGAAAACTAGGCCCTTAAT 
AAGCTGTGCTTATAGGGTCTCCTGCACCGATAAAGGACTG 

>RXN0122 9 

ATGATCATCTCCACTAACACCGCTCACCCCCTGCACGAACCGCACGTACCCAGCCACCAC 

AATCGTATGAATACTCTGCGTGCCGGTGTGCTGGGTGCTAATGACGGTATCGTCTCCATT 

GCTGCGCTACTGCTCGGTGTGATCGCCACCGGCGCCAGTGACACCGTCGTGTTCGGCGCT 

GGTTTGGCCTCAACGATCGCGGGGGCGGTATCTATGGCTCTCGGTGAGTACGTCTCTGTC 

TCCTCACAGCGTGATACCGAACGGGTGCTCATCGCAAAAGAAGCGAAGGAGCTGGCCGAA 

GACCCGACGGCCGAGCACGTCGAGCTGTCGGAGATCCTACACTCCTACGGCATCTMCMMT 

GWGAMTSMRRASSMSGCSRMMAYCGRGAWMGGGMASGGCGACGCCTTGGGCGCCCACCTT 

CAGCTCGAGCTCGGTATTGATAATGAGCAACTGACCAGCCCCTTGGCCGCCGCCTTCTCC 

TCGGCCGTGGCTTTCCTGCTCGGAGCACTGCTGCCGATGGTGTYGGTATTCMTYGCCCCY 

KCAGGCTGGGACGCCGGCGTKGKCTTCGTAGTCACGSTGCTGGTCCTGGCGGKKACCGGG 

TTCATCTCARCCCMGRTCYCGGGTACCTYCCCMATGCGCGSGTGCSGGSGCTTKGKGRTC 

GGKGGTKCCCTCSGSCYGGCCCTGACCMTACCGTCTTGGAAWCWATTSKKSGSSGCMGYW 

KTMKGWGSYKCSKSRRRAMARARRRGGRRKRMKGSKKKTKTKGTGGYKGSKSGKYKTTKT 

CGWCGMCKSSWSRAMGWRRTSRKCGSCGMCSWCCTYSYWGMMSAYCMKSSGSSKSCWKGR 

WSSRCYGCYSCMSSMGGSKSKCSMSWKWTRKKSYSSSKSWSWMTWCKYKTTTYYCYYCSG 

SMRGKWAMCMMMMYKGKKSYWWKRRRWTKTTTYYKRRRARRMSRM^^^ 

CCACTGTCAGGCGAGATTCTGCTTGCTGGCCTCGGCGGTGAGATAGGCATGGGGGAACCG 

AGGATCCCAGTGACTACTGGTGACCTGGAAACCCGCGGTCTCCAGTGCCTGGGCAAGCTC 

GGGCAGTGGCCACCGGTAGGCGGTGGCCACGGGATGATACATCGGTTCCAGAGAAGGCCC 

GGAGAAAAAGGACATCAGCAGGCCACCACCATCCTCCACCGCCATCCGCAGTGCGACCAG 

GGCGTCGGGCAGCTCGCCCGGGCCCATGTGGATCAGGGAGTACCAGGCCAACAGGCCTGC 

CCAGCGCTTCGGCGAGTC 

>RXNO 1 2 2 9 - downs t r earn 
TGAGAGGTCGGTAATAGTGCCGT 
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>RXNO 12 31 -upstream 

TCCTGGGACGTCTTCCCCGAGGCGTGGGAGACATTGAAGGTTTACCTGGGCTTTCGTGCC 
CCAGGCATCGAGCACTTCACCCCCCTATGACGCCTTGCAA 

>RXN01231 

ATGCTGGGCTACACCTTCGTCATCTTTATCCTGGCGCCGTTTCTCATCCTCACCGGAATA 
IJCGT^TCCTCCCCGGCCATCCGGTCCCGCTTCCCGTGGTACGTC 

CAGGGTGCACGTTCCCTGCACTTCATCGCCATGGTGTTGATGACGGGCTTTGTCATCATG 
CACGTCGGCCTGGTTTTTTGGTCCATGGCGACTACAACATGGTCCACATGGTCTTCGGCG 
ATA 

>RXNO 1 2 3 1 - downs t r earn 
TGAACACTGACCGTGCGGCGCAG 



>RXN012 4 6 -upstream 

GGGAAGGAGGAGAAGGCTGCTGTGAGCTCTGCAGCCCCCGTCCGCTGACTTTCAATGCTT 
CATGGACTCCCCGATACACAACCTCCGAAAGGGAACCCCC 

>RXN01246 

ATGAAGCGCACTATCACCATCGCCGCTCTCGCCTTGACCTCCACCCTGGTTTTGTCCGCC 
TGCGCAGATAACACTGAGGGAGAAAACACCGACACCACGACCATCGCCACTACGTCCGCC 
CCCGACACCACCGAAACGACCGGGGCCACCACGGATCCTGAGACAGAGACGGGGGCGGCC 
GGAGAGGTCTCCGCCGAGCACAATGATGCGGACATCATGTTCGCGCAGATGATGATCCCG 
CATCACCAACAGGCCGTGGAGATGAGTGAAATCCTCCTGGCCAAGGACGATATCCCGGCC 
GAGGTCATCGAGTTCACCCAGGGTGTTATCGATGCCCAGGGCCCGGAGATCGACCGGATG 
AATACCATGCTCGAGACCTGGGAAGAAGATCCGGTCACCGGTGATATGGGTGAGATGGAC 
CATGGCGGGATGAGTGGAATGATGAGCGAGGAGGACATGACAGCCCTCGAGGACGCCCAG 
GGCACCCGAGGCTGCCCGGCTCTACCT 

>RXNO 1 2 4 6 - downs t r eam 
TGAGCAGATGACCGCCCACCATG 



>RXN01249 

TCTCAGATTGTGGCGGTGTCTTCTCACGGTCTTACCACGATCCAGGAGATTGACGTGAAA 
CGAGCAGCGATCGCAGCCGCCGCCCTTACCCTCGCCCTCACGGGGTGTTCGGCCGCCGAC 
CCGGAACCCACCGCCGACGGGACGGTGTCCCAGGATACATTCCTGACTACCCATGGCCTG 
GCCGCCATGGACGCGGTGGAGATCATTGATCACCTCGACCGGCAGAAGGTCACTGAGCGT 
CCCACGGATCTGATCGCCTCAGTGCGTGCCGATGAACTGCTGCTCTCGAGCGATGACCAG 
GAAGTCGTGGTCGATCTTCCCGACAATCAGACGTATGTCTCGATCGCACCCTACCTCAAC 
TCCACCCACGACTGCTTCTACCACAGCCTCACGACCTGCCTGGGGGATCTCGACAATGAG 
GATATCCATGTCATGATCACCGATGAAGCGACCGGCGAGGTCCTGTTCGAT 



>RXNO 12 51 -upstream 

TGTAAGCCGAGAGCGAACCTGCCAAAAGTAAGGGGCGGGTTCGCGGTGACGTCGGTAGGA 
TCGAGCGAAGAAACCAACAAACTTCTTAGGAGCCATTCTC 

>RXN01251 

ATGACCCAGCCAGATATGTCCCAGATCCTCGCCCAAGCTCAGCAGATGCAGGCTCAACTA 
CAGGCCGCTCAGCAGGAAATCCTGGCAACCACCGTTGTCGGAAATGCAGGAAACGGGCTG 
GTTACCGTCACTATGGCCGGCAACGGCGAGGTCTCCGCAGTGACCGTTGACCCAAAGGTC 
GTTGACCCTGAAGATGTCGAAACCCTACAGGACCTTCTGCTCGGTGCATTCAAGGATGCC 
CATAACAAGGTCGCAAACGTTGCTGAAGAGAAGATGGGCCCACTATCCCAGGGCATGGGT 
GGCCTCTTC 

>RXNO 12 51 -downstream 
TAATTAGTTGCTAAACGCAGGGC 
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>RXN012 63 -upstream 

AGTGGCCTTTGGAGTTATTTTGATGACGGTATCGGCGACTGCTGGGATCCTCCTCTTTTT 
ATCTCCAAATAGAAGCCAAGCTGCGCCACCCCAATTTAGT 

>RXN01263 

TTGACCCCGTATGATCCAACCGCTGTAAATAAGGAGTCGGAAAAAGAAGCAGCAAAGAAT 

GTGTTTGGeGeTGAGGeGTTGACAGTGGATCCGGATGCCGGTGAGGTTGTTGATCGA'GTA 

GATAATTTTTATCCGACGACTGCTAAGGCAAAACGAGATTACCCAAGTAACTATGCAGCG 
GGTTGTCACCAAGAAGTCAATGAGACTAGTCCTGAGTCATGTGTTTATGGTGATAAAAAT 
TCTGATTTTTCTGTAGCACTTGTCGGTGACTCCCACGCTGGTCATTGGCTTCCTGCCTTG 
GAACCAATTGCTGAAGCACAGGGGTGGAGATTGGAAGTTTATACAAAGTCACAGTGTCCA 
CTCATAAGCACTGCGATCAAACTTGGTGAAACTTTTTATGCAGAATGCTATGAGTGGAAT 
GAAAAATTACTTGCTAAGCTAACTGGACCTTCTGCACCAAATCATGTGATTGTAAGTAGC 
CAACGTTACGCTTCTGCAAATCCGTTAATCGATAGTGTCGCGACGGGAACCGTTTCCGAA 
GGATATGAAATGGCATGGAATTCATTAAAAGATGCAGGTGTTTCTATTTCTGTACTTCTT 
GATACTCCTCGGCCGCAAATTGATATCCCAGAATGTGTAGCATCAAACCGCGATAATCTC 
TCAGAATGTTCAGTTCACCGGAGCGTTGCGCTTGGGACTGAAGCTCATCCTCAGCAAAAA 
ACTGCAGCTCAAAATATAGACGTGCCTGTATTGGATTTGAGTAATTGGATTTGTCCGGAA 
GAATATTGCTCCGCTGTTATCGGAAATGTTTTGGTATACAGGGATTCACATCATTTGACC 
GCTACGTATGCTCGTAGTCTCTCTAGCGCATTATGGAATGAGTTGGTTGCCTCAAATGGT 
£3 GAGCCTTTTAAG 
%J 

In >RXN012 63 -downstream 

r 3 TAAGAGGTAGTTGTTC AAGTAGC 

l]l >RXN01266-upstream 

?1 GATTGTGAAGTTTTATATCTGTCATATTCTGGTGATTTTCGCCCTGCTCATGAAGTGGCG 
GACGAGCAATGGCCCGATATAGATTTAGTAAGGAACTAAA 

^_ >RXN01266 

C 3 ATGCCAAAAGTAAGTGTGGTTACTGGTTTTTATAACCGCTGTGAGCATTTAGAACGAACC 
tn ATTGAGTCTATTCTTAACCAAACTTATAGCGATTTTGAATTAATTGTTTTTGATGATGCA 
fy TCGACAGATGGAACAGCTTCACGATTGTTAGAGTTAAAAGAAAAATATGATGATCCGCGT 
%J TTCCGATTTATCATTCATGAAGAGAATAAAGGTTTCGTAAAAGGGTTATCAGAAGCAATT 
f=i TCTGGAGCTAAAGGGCAGTATATTGCAGTCCAGGGATCAGGCGATGTATCTCTTCCTCGC 
;S CGTTTAGAGCTTCAGGTAGAGTTTCTAGACGCGAATCCTTCGGTAGGTGCTGTGGGTGGT 
GCTATCTATAATATTCAAGAAGATACGGGAACACGCAACCCACAGAGATTTGAAAAGCCA 
ATTGCTACATTCGATGATTTATTGACATCTAATCCGTTCACTCACGGAGAAGTGATGTAT 
CGCTTAGACCTTTATAAGAGTATAGGTGGGTATCGAAGTGGCTTTACTTTTGCTCAAGAT 
CGTGATTTATGGTTGAGGATGGCGAAAAAAGCAGATCTGGGTATCATTCCAGATTTTCTT 
TATCACCGTTACACACTTTTAGATGGTGTCTCTTTCGTCCCGGATAAAACTATACGTCAG 
CGATGCTTTTCAGAAGCTGCGGTGCGACTGGCATTAATGCCAGAAGAGGAAGGAGCTTTA 
GCCTACTCTAGGCTGGAAGCTGAAGGGCCTACTGCCGTAGTTCCTATCGCTGATAGAGCT 
GTTCAGAAATTTGTCCCTAAAGCGGCTATTCGCTTATGTCTATATGGTGCTCCGGAAACT 
GGTTTACACATGGCTCGAGACTATATCCAGAACCCTCTGCGCCGTACCATAGTTGTAGTT 
TTGATCAGCATCTATTCGTCTAGATTAATTAAGCCTCTTCAAGATATTCTATATAAGTCT 
ATTTTTAAGGGGGTCTCGATTTCTAAACCTATTAAGAGTTCACTCGTGAAGTTTACAAGA 
AGAATTCAAGGGAAG 

>RXN012 6 6 -downstream 
TAGCGAAAAACCGCATCTACCAA 



>RXN012 7 5-upstream 

CGCCATACTAGGCTCGGCCTTTTCGACGGGAACTCGGATAGGCTTCTGTAAAACCATCCC 
CGTTGAAGAGAGACTCGTGGCTGAAATAACCACCCCATTA 

>RXN01275 

ATGGAAAAAATTCGCTCACCCGCAGTCCAATCAGATGCACTGCAGGTTTTTAAATCAGCA 
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CTTGCTGCGACAGTCACGTGGTGGATTTCGGTTAACCTCCTTAACTCCCAACTACCCTTT 
TTAGCTCCCTGGGTAGCGTTAATGACGATGCAATTCACCGTCTACCACACCTTTATCAGT 
GGAATTCAGACTGCAATTGCTTCTGTCATCGGAGTTGGACTTTCCTTTGTCATAGGCACT 
TACTTAGACGTAAGTGTGTGGACTTTTGGCCTTGCAATGGTCATAGGATTAATAGGTGCA 
CGAGTACCAAAGCTCCGCGCGGAAGGAATAGGTATTGCTACTACATCCATTTTTCTTCTT 
GCCTCCGGGTTTGATGATCAACAACCCCTTCTATACGACCGTATTTTAGAGATCCTGCTC 
GGCGTGGCTGTTGCCATAGCCATCAACCTCATCATCTTTCCTCCCTTACGCGACCAGGAG 
GCAAACATGGTGGTAGGAAACTTAGATCGGAGGATGGGTGAGGTTTTACAAAAAATGGCC 
GATGAGC TTGCAGAAAAGTGGAATATCG ACAAT.GCAGATGAGTGGG-TGGAAGAAATTAAT- 
TCTATTAACAATGACCTAGAAAAAGCGTGGCACTCCGTGCGGTTCGTTCGCGAAAGCCGT 
CGAGTTAATCCTCGTAAAATCCGCATCCAAGAGGGCCGCCCCCAGCCTACGGAAACAAGT 
TATGAATCAAACCTCACCAGCATTGATGAAGGGATCGCTCATTTACGCCACCTTGCCCGT 
ACTCTTCGTGATACCCCGATTATAGATTCCGACTGGGGATCCAGTATTCCAGCAACAGTG 
GGTATCCCTTATGCACGATGCCGGAGCTTTGCTCGCAGATCCGAATCAGGAAATAGATCC 
TATCCGCGACCGGCTCTC 

>RXNO 127 5 -downs t ream 
TAAACTTTCAAGTGAGATGAGTG 



>RXNO 127 6 -upstream 

TGCGTAAAACCCTCATCACCATGCTCGCGACCACCGCGATCGCCTTTTCCGCCATCTCAC 
CAGTGCAGGCGCAAACCGTGGACACAGACACTGACGCCTC 

>RXN0127 6 

GTGTCATCTGAGCTGAGCAGCGGCACAAGCTCAGGAAGTTCAGAGGATTCCGAAGATTCT 
GACATCTCCAACCGGGACATCATCTTCGGCATCGCAGCTATCGCTGCAGTCGGCGGACTT 
ATCGCAAGTGGTGTGCACTGGGCAGTACAACAGCGCATGATCCCAAATCCCCTCCCAGGA 
ATCATTCCAAATCCCCCTGCACTGGCACCTCAGGCGCCTGCCCCAGCACCTGCTCCCGCT 
CCTGCCCCTCAGGCAGTCGCGCCCCAGGTTGTCGCTCCCCAGGTTGTCGCGCCTGCTCCA 
GCCCCAGTACAGACCAACCGCACCTACAAAAACTGCACCGAAGTATGGAACGTCCTGGGA 
AGGTCCATCCGCCAAAGCGATCCAGGCTACGGCACACACCTCGACCGCGACCGCGACGGC 
ATCGGCTGCGAATCACGCCCTAGG 

>RXNO 12 7 6 -downstream 
TAGTTTGGGTTTTGGGGATCTTC 



>RXNO 12 81 -upstream 

GGACAACCTCATCAAATGCAAACATGCGCCACCGCGTCCCGGAAAACCAGGGGCGATACC - 
GCGCTTGAGTGCGAGGTGCCGTCAATTCCCAACTACAAGA 

>RXN01281 

GTGGGACTCAGCCGTTCACATTATCAGCTAGCCGCAGAAAACACCAAATCCCTTGTTAGA 
ATGGTTCCCATGACTGTTCCTCAAGGAAACGAACCAGCAAAGAAGCTCGCCACTGACCTT 
AACCGAAACCAAGTCGTGGATGAACTTTCTGCAGCTGTTTCCCGAGGTCAACTCACTTTG 
GAGGAATTTGAAGATCGCTCCTCCAAAGCATGGAATGCCCGCCACTTAGACACTCTTGTA 
GAGCTGATCTCTGATGTGAACGACAATCCCTACACTCTGCTTGGTCAGCAATTTCCCGGC 
GCCTCCTATGCGCCGGCGGCCTACGAGACCACTCCCCCAGCGATGCCCAATGTGTCAGAT 
CCTGTAAATATTGTCCGCAACAGGATTACCGGCAACCCGAATGGCTCCAAAATGTCGGTC 
TCGTTTATGGGTGGCACCGTGCGCAAAGGTGGATGGCATGTGCCTAATGTTCACACATCC 
TTCGCCATGATGGGCGGCAATCAGATCGATTTGCGCGACGCCTTCCTGGAAAGCGACCGC 
ATTCAGATCAACGCCTACACATTCATGGGTGGCATCGAGATTATTGTTCCCGAGGGTGTT 
TTTGTCATTTGTGATGGCATGGGCATTTTCGGCGGCTTCGAACAGTCTGTGGACAAGGCC 
GGTGCACTCAATCCCGCGCGCCTGCCAAGCAACGCGCCCACGGTCCACATCAAAGGCCTG 
GCGTTCATGGGCGGAGTCAGCGTAGTCACCAAGAAAAACATT 

>RXN012 81 -downstream 
TAAAAAGCTTGTCGACGCGCCCC 
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RXNO 12 9 6 -upstream 

TAAAACTCCTGTTCGAAATTGCCCAGACAGGTGTCCACCAACACTGCTACATTGCATTGG 
AGATCCAGAATCGATCACTCTACGACCAGGAAAAACTTTC 

>RXN01296 

ATGTCCATCGAGCAAGCAATCACTTCACTCTCCGCAAGAGTGCGGGAACTAAAGCCCATC 
ATCGAGACTGAAGAAGCCACCAAAACCGCACTGATCATCCCCTTTATCAGCAACGTTCTC 
GGCTACGACGTCACTGATCCTCGTGAAGTCATTCCGGAATACACTGCTGATGTTGGCGTC 

AAAAAGGGTGAG AAGGT.CGACT-T-CGC-TATGAAAAGGGGGGATGATTTCeACTTCCTCATC- 

GAATGCAAAAAGGTCGGCTCCCCACTCAGCCTCGATCACGCTAACCAGCTCGTCCGCTAT 
TTCAATGTCACAGACACCGAATTTGCCATTCTCACCAACGGCGAAATCTACCAATTCTAT 
GGACAACTCGATGCAGCCAACCGCATGGATGCAAAACCATTCATGACCTTGGATTTGAAC 
AATATTGATGCCCGTCAGTTCCCTCATTTGGAAATGTGTACCCGCAAGCATTTCAACCCA 
CAAGCGCTAGCCGCCAACGCTGAAGAACTGAAGTACATTGCTGAATTGAAGAAAGTCATC 
GCGAATCAATTCCAAGAACCTGACGTAGAAATCGTCAAGATGCTTGCGGCGACAGTCACC 
ACAAAGCGTATGACTGCACAAAATCTGGAATTCTTCACCCGCTTGGTTAATACTGCGTCT 
TCCCAGTTCCTCAAAGACGAGGTCAATCGTAGATTGCGCTCCGCCCAAGTCTTTGAGGAT 
CCTGTCCAAACACAAGGTGCTGATGCAGAAACACCAGCAGAGGACGAAGCAGTAATCGAA 
GAAGTGGTTTCAGAAATCGTGACGACAGAAGAGGAAATCCACGGTCATTCAATTGTCCGT 
GCAATTTGCTGCTCAGAGGTATCGGCACAAGAAATCACCATGCGTGACGCAAAATCCTAC 
TGCGCTATTCTCTTCCAAGACAACAACCGAAAGCCAATCGCCCGTTTCTACTTTGATCGC 
AAGATTCCACGCATCGGCATCTTCAATGCTGAAGGCGAGCAGGAACACTTTGATTTGGAA 

£3 TCCATCGAAGATATCTACAACCACGCTGATCTTCTGCATTCCCGCGTCGTAGCATTGAAC 
GOT 

f =1 >RXN012 9 6 -downstream 

? S TAAGTTCTGCCTTTAGTTCTGC A 



RXN013 01-upstream 

AGGCAAGAACGCAAAGTTCTAGTACGCTGCTAAAGTATGCAGCTTGGCCCGCACGGTTTC 
CGCGTGCGGGACGTGTTCATTTCTGTATAGGAAAACTACC 

>RXN01301 

TTGATCGTTGATACCCAGTTTGAGAAGATCCCTGCTCACGACGTCGTGGGCATCCGGGTA 
ATCCTTTCCTCTGAGGATCTCCCTGAGCTCTTTAAACGCGGCTACGCGGAAGTAAAGAAA 
TTCCTCCGCCTAGAAGGCATCGAACCTAAAGGTCCTGCCCGCGCCTACTACTTTGGCGAT 
GTCTCTGACACCGTAGACATCCTGATTGGTTTCCCCGTCAGCCCCGCGCAAGCAGAATCC 
CTGCGCCGCGGCGCATTGAGCCAATCCGGTGGCGACATCGATGACGTTGTCCTCCACCAC 
TTCCGCGACATGAAAACCATGCACAGCCGCCACTCCGGCCCCTTCGATGGAGTCGAGCGC 
GTCTGGGACGAAATCCTCGATGAAGTCGAAGACCTCGGATGCACTCTGCCATCCAGCAGC 
ATCGGTTGGGAAGAATACATCGAGGGCCCAGCCACCGCTGATACCTGCGACCAACTGGCC 
TCTGAAGTTTATGTTCAGGTGTGCCAAGCACCGGTGAAGTCTGCA 

>RXNO 1 3 0 1 - downs tr earn 
TAAAGATTCACCCGGAATTTCCC 



>RXN013 06-upstream 

TGTTTTAGAGGTAGAGCGAAACGTGCCTGTAAAACTGGCGCTCGCTGTGCTCGAAGACCA 
CCCAGACAATCACCCCGCTCCGAAGGAGAATCGCTAAGCC 

>RXN01306 

ATGACTGAATGGTATGTCGTTTTACCCGCCACTATTCTACTCATCGCGCTGTCTGCGTTT 
TTCGTCATCATTGAGTTCGCTTTGCTTGCAGCTAGGCGGAACCGGTTAGAGGAGACTGTG 
GAAACCTCGCGGTCTTCCCGCGCTGCGTTGCGAAGCCTCAATGAACTTACTCTCATGCTC 
GCGGGCGCGCAGTTGGGAATCACCATGGTGACTTTCGCGTTGGGTGCTATCACGAAGCCG 
TGGGTTCATTATGCTTTGATGCCGCTCTTCGAATGGGCGCGTATACCGCTGGTTATGGCA 
GATGTCATTGCGTTTATTTTGTCGCTGTTTATCGTAACGTTTCTGCACTTGGTCATCGGC 
GAAATGGCTCCGAAATCCTGGGCAATCGCGCATCCGGAGACGGCACTTCGAACTATCGCG 
ATTCCCGCACGGGGCTTCATTAACCTGTTTCGTCCATTGCTGCAGTGGATCAACAAAATG 
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GCGAACGATTTGGTCCGCAAAGTTGGTGAAACTCCCGTTGATCGAGCTGCAGCTGGTGGC 
TATGACACCGATACCCTCCATGCCCTCATTGAGCATTCCCGAGAAACTGGCGCTCTGGAT 
CAGCAATCCGCCGCCCAAATCAGCGGAATTATCAAGCTGGATAAAATCACGGTCGGTCAA 
ACCCTGACCGCATCTCCATTTACGCACAGCGCCAGCGCCACGGTTGCTGAGGTGCAAGCC 
GCAGCTCAGCGCAGTGGCAGCTTGCGTGTGCTTATCGACGCCCCCTCCCACCTTTTCCCA 
CACGTCATTCATGTGCGAGACACCCTTGGTGCCTCGCCAGACGAGAAGGCTTCGAAGTGG 
TCTCGCCCAATCCTCACCGTTGCTGAGACCGACACGTTACACCAAGCGCTGGAATACATG 
CGGGAGCATAACGAGCAGATCAGTGCGGTGCTTTCCGCTGATGGGAAAACGGTGCTTGGT 
.GTAATAACT-TGGGATCAGA-TG-T-TGAAATAGeTGTGGeCTGeATCGGTG 

>RXNO 13 06 -downstream 
TAGCTAATTTGAGGTGCGCTGAA 



>RXN013 2 4-upstreain 

TCCTCAACCCAATGCTTGCCGGCATTGCGATGGCCTTCAGTTCAGTTTTCGTCGTCTCCA 
ATTCCTTGCGTCTGCGAGGATTCAAAGCAAGGAGCAACTA 

>RXN01324 

ATGTCCAACAGCGAATGCCACACCCACGGTTACATCGAAGAAAAGCAGCGTTACCTCGCA 
CGCCTCAAAAGAATCGAAGGCCAAACCCGAGGCATTCACCGCATGATCGACGAGGAACAA 
TACTGCATCGACATCCTCACGCAGATCTCCGCAGTGAACTCCGCACTCAAAAACGTGGCG 
TTCGGCCTCCTCGACGATCACCTCGCTCACTGTGTCAAAGAAGCAGCTGACCTCGGCGGC 
GACGAACTCGACGCAAAACTCAAAGAAGTTTCCGACGCCATCGCCCGCTTCAGTAAGGCC 

>RXN013 2 4-downstream 
TAAACGGATCCGGTGGCATTGGA 

>RXN013 2 6-upstream 

GTCCTTGAGGCTGCTTACACTCTACTTATTGTAGAAATGGGAGGGTCGTGGCGTCGAAAA 
GCAAACATCTTTTAACGCTTTTGGCCCGTATTATGGTGGC 

>RXN01326 

ATGGCTTTCCCCGTGACAGAAGACAAAATCCTGGCAGCTGAGGAAACCCTTGGCAGGCGC 
CTCCCCGAAACTTTGCGCGAACGACTACTTCAAAACAATGGTGGCGAAGTCATCGACAAT 
GAAAACAACGACTGGATTCTCCATCCAGTTCGTGATGACAGCGACCGAAAAAGGCTTGTC 
CGAACTGCCAACGACATCATCCGCGAGACCGAATCTGCACGTGAATGGGACAATTTCCCC 
GAAAATGCGATCGCAATTGCAAATGACGGAACGGGCGACTTAATAATTCTGCTTCCCGAC 
GATGATGCTTTCTACATCTGGTCGCACGAAGATGAACCCCTGATCGAAACTGAACTTGAG 
GATGCC , . , 

>RXN013 2 6 -downstream 
TAAAACAGCTGGACAGAATTCGA 

>RXN013 31 -upstream 

CTAAACTCGTCTCTCGTATCTTTCAGTCATTTATGTCTGATAAGCAGGCGCGTGCGCCAC 
ACAATTGGCACAATCACAAGAAAGTGAAGTGGGAACCTAG 

>RXN01331 

ATGCTGACGACACTATGGATTGCGGTGTTGGTATTTACCGTTCCAGGATTGGTCGTCTCG 
TGGGTTTCTGGCCTTAAAGTGCCCTGGGCTATCGCAGCCTCCATCCCAGCCACCTTCGGT 
ATTTACGGCCTGTCCGCCTGGTTGCTGGGCTTGTGGGAGATGCGTTTTGATCTCCATTCT 
GTAGTTATTTCCACATTGGTTTTCGCTGCGGTTGCTTTGGTATGGCGCTTGTTTTTTGTC 
GGTGGTTGGCTTGTACGTCGGCGTAAAGCACGTATCCGCAGGCAGACGCTCGCGGATGAA 
GAGCGGGCAGAAAATGCTGAGGTATCTGCAGGGGAGCCTGCCGAATCGAGCACAAACGAA 
GCAGCCGAATCTGAATCTGAAACCTCGGAGCGTCGCGGAATCTGGCGCGTGATCTTTGAT 
TACATGCGCGACGGTGGCATCTTGGATCACCGTTGGCTGCTGCCTGCCGCAGGTGCTATC 
ACTGGTGCGTGGCTGATCATTGATCGTGCCGTTGATCTGCTCTTGAGCACCGAGCATGGT 
TTGGGCGATATCGTCCAAGGCTGGGATGTCCATTGGCATGCTTCGACTGTCCGTTTTATA 
GATGAGACCGGCATTGCGTCATCCACGATGATGGGGCAGCTGCGCAATATTGAAACGCAG 
CAAGATCTGTTCTACCCAAGCGCATGGCATGCTGGTGCATGGGTGCTGTCGGATGTCGGA 
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AATCTGACGATTGTTGAAGCCACCAACCTCACTGGCATTGTGCTGTCCGGATTGTTGCTG 
CCGTTAGCTGTTGCACTGATTGCATGGCGGATGATCAACAATCGTGGACTGACCGCGCAG 
ATTGGTGCGGGCTTTGCTGGACTGATCACCATTGCCTCTCCGGTACTGTTCTGGGTTGGT 
AACTACGTGGGTGCGTGGCCTTATGTTGCTGCGATCGGTGCTTCAGGTGTGGTGCTTGCG 
CTGTTTATGTCCACTCCGTCTGTGCCGGTAAGAATCTTTGCCGCAGCATTGGCGTTCATG 
GGTATGTTCCAGCTGCATCCAGCCCCATCCACCATCGTGATCATGGTGTTGCTGCTGTGG 
TGGCTGCTCAAACTCGTGGTGGTTCCAAGCCAGAAAGTGAAGGGCTGGAAGGCGGGCATC 
GGTATCCGTTTGAAGGATGTCGGCATCCTGGCCATCACGGGCATCATCGGTGTGCTCTTC 

ATGCTGCCTCAGGT-GAT-TTCAGGT-TGGGAAGAAAeeGAAGATGTGCTGTCATATTCTGCT 

GAGGAACAAGTCACCCGCAGCGAGTCCTGGTTGGTGTCTATTTTCATGGAGACCCGCCAT 
GTTGATTTCTTCGGAAATATTGACATCGTCCCAGTGCTGGTATTCGCAGCAATCGGTGGC 
GTGGTTGCTTTGGTGTGGCGCGGAAACTTGTGGGCGCCGGTGTTTTACTTCGCCAGCGTT 
GCGTTGACCGCTAACTCGCTGAAGCCTTTTGAAGAGCCGTGGGGTGATTGGCTCAACATC 
GTGGGCGGTCTGCATTACTCCACAGGACACCGTTTGATCATGCCTGTCGCCATGTTCACT 
TTTGCTGCCGCAGGTATCGGCGCTGCCGCAGTGATCCGTTTGATCTGCTTGGGACCAATA 
AAGAAGTTCACCACTGTTTCCGGTGTTGTTTCTGTGGTGATGGCTCTTGTTGTGGCTGTG 
CCATTGCAGACTTGGGCGAAGGATTTTGTAGAGGAAGGATCCGAAACCACAATCCTTGCG 
CCACACAATGATGAACGTATGGTGAGCAACAACGACTTGGCTGCCTGGGACTGGTTAATC 
CAACAGCCAGGTGGAGCTGACATGAACATCATGGGTGACCCCGCAGATGGTAACGGCTGG 
ATGTATGCCTACAACGGCTTGCACTCCGTGGCCCGCCACTATGCATGGCCAGCAGCAGGC 
GAAGGCTCTGCCACCGCGATGCTGTTCTGGTGGCCTCAACTTCTAGGTGTGGGCACCGAT 
GAAAACCCAGATCAAGTCAACGATGTGGATCAGGCTGCTCGTGATCTCAACGTCGGCTAC 
£3 TTCATGATCAGTCCGTGGACGTTCTGGGATTTCCAGATCCCCAACTTCCGCCAGATCGAT 
%J CTGCTGTGGCAAACCCCAGGCGTGACACCGGTGTGCAAGAAGGGCGACTCGGTGATCTTC 
rn GCAGTCAACGATATGTTCACTGACGCCGAACTGGATCAGATGCGTGCACCTGGTAATTCT 
?2 CCAGAACCACTGCCAGAGCTTCCTACCTTGGGCGAGCTTGGGTTGGCTGAAACTGAAGAC 
\fl GAGGTAGATCAGACTTATTACCATCGTCCAACGGTTCCTGCTGGTGTGAACTCAGAGATG 
; ; CCTTCAGCCGAAACTCTGTATGCACCGGATCCAACGAAGCCGCATACGGTCCCTAAC 

J^;^ >RXN013 31-downstream 

I y TAATC ACAAAGAGTATTC AGTAA 



fn >RXN0133 7-upstream 

f [j GCTGGCTATCCTCAATTCCGCTCGGGTCGCACTGCCACGCGGAGCGATTAGTGATTTTGA 
L J TACGCAAGAAAAAGTTTCTTAGCAGGGTAACCTAAATGTC 

f ^ 

>RXN01337 

J GTGACATTTCGAGGCGGAAACACTGGCGCAAAGCACGCGGTCGTTGTTGGTTCTGGCCCC 
AATGGGTTGACCACGGCGGCGGTGCTGGCCAAAGCAGGTTGGCAAGTAGATGTGTATGAG 
GCGGCGCCAACCCCTGGAGGGGCGGCGCGCTCAGAAAGCGTTCTGGGGGAGGGGACTATC 
AGCGATTTGGGTGCCGCAGGGCATCCTTTCGGGGTGGCAAGCCCAGCTTTTCACTATTTG 
GGTCTGGAAGATCACGGCCTGGAATGGGCGTATTCTCCCTTTGCGATGGCCCACCCGTTA 
GATTATGGCAGGGCCGGACTGCTGGAAACGTCACTCCCAGAGACCGCCAAAAAGCTTGGA 
CCTGATGCACGTCGTTGGAAGAATTTGCACCAGGGCTTAACCAAAAACATTGATAAACAC 
TTGGCCAATCTATTAGGGCCGGTGCTGAAATGGCCAGCACATCCGATTCGGATGGCAAAG 
TTTGGCCCATTTGCGTTGCTGCCCGCGAAACGTCTAGCCAGTGCCGCTTTTGAAACAGAA 
GAAGCCCGATCCCTGTTTATCGGTTCGGCGATGCACTCGGTGACTCCACCACACAAGCCG 
ATGACCGCATCACTTGGATTGCTTTTTGGCGCTCTGGGGATGTCGCGAGGATGGCCGGTT 
GCAGTTGGGGGAAGCGGACGGATCGTCGATGCTCTGGTCAATGTCATAAACCATCACGGT 
GGCACCATTCACTGCGATTCACAGATTGATTCCCTCTCACAATTCCGCGACACCGATGCC 
ATTATTCTGAACCAAACCCCCTCACAGGTGCTGAAACTCAAAGGAACTGACCTTAATGCA 
GGGCTTCCGCAACGCATGAGCACCTGGAAACACGGACCAAGTTCCTACAAAGTGGACTAC 
CTCCTTGACGAACCAATTCCCTGGAGCAATCCCCAGGTAGGCCAGGCCACAACCGTCCAT 
GTGGGCGGAAGCTCTGAGGAAATCGCTTTCGCAGAAGCAGAAGTCGCAGCGGGGCGGATG 
CCCGAACGCCCGTTTATCATTTTGTGCCAACAACAAGTGGCGGATCCTTCACGCGCCCGG 
GAGGGGCGCCACGTCGTGTGGGCCTACGCGCATGTGCCGCGGGGTTTCGTCGATAAGCGA 
GCTGCTTTATTAATCACTGCGCAGATTGAACGCTTCGCCCCCGGTTTCCGTGATCGCATC 
GTGCATTCAGTGGATACCAACGCGGAGGATTTAGAGGCGTGGAACCCCAATCTTGTTGGC 
GGAGACATCACCGCAGGGTCCGCGCTGCTTCGGCGAATGCCGACCAAAATCGGCGAGAAA 
ACGTACATGGCATCCGCCTCCAACGCGCCGGGCGGGGGAGTCCACGGAATGCCCGGCTGG 



Appendix A, page 433 



Attord^Pocket No.: BGI-129CP 



TGGGCAGCGCAAGCCGTTTTAGCAGATCACAGG 

>RXNO 1 3 3 7 - downs t r earn 
TAGAATTGCGACATGGAGCCCAC 

>RXN013 51-upstream 

CTGGAGATTTCCGATTTCCAGCGCGCCCGCATCGACGCGAATGCTCAGGAATTGCAGGCC 
GAGCGCGAGGCAGTGCGCGACTTGCTCTAATCTTTAACGC 



>RXN01351 

ATGACTTCGCTTTTCGACGCCCCAACCCTCCAACGCGTCACCGTTTTCACGGGCTCGGCG 
CTCGGCAGTTCCTCGCTGTACACGCAAGCGGCTCAAACCTTGGCGAAAACCGCGGTAGAC 
CGCGGCATCGACTTGGTTTACGGTGGCGGAAAAGTGGGGCTCATGGGTATCGTCGCGGAT 
GCGTTCCTGGAATCAGGTGGCGAAGCCTTTGGCGTCATCACGGAATCACTTATGAAGGGT 
GAGCTTGGGCATGAAAAGCTCACCGAACTTGAAATCGTTCCTGATATGCACATCCGCAAG 
CGTCGCATGGCAGAACTTGGCGATGGTTTTATCGCCATGCCCGGTGGCGCCGGCACCTTG 
GAAGAACTTTTCGAGGTCTGGACCTGGCAACAGCTGGGCATTCATCAAAAGCCCGTCGCA 
CTTTATGATGTCGATGGTTTTTGGCAGCCCCTGCTGGAAATGCTTGAGCAGATGACCCAG 
CGTGGATTTATCAAGCGAGACTTCTTTGAGTGCCTCATCGTGGAATCCGACCCGCATGCC 
CTGCTAAAGGCAATGCAGACCTGGACTCCACCAGCACCAAAATGG 

>RXNO 1 3 5 1 - downs t r earn 
TAACTAAATTGTGTGCTCGACGG 

>RXN01362 

AAATGGCTTGGCACGCCTGCGCAGAGCTTATTCTTAATCCCCCCAGTTACCCAGCATGCT 
CGCACGGGCACCCACCTTTATGATTCCCTGCAGCTGCTGTTCACTCTGGTGGATAAAGGC 
CACCACCCAACAGATGCTAAGGCTGTAGCTTTTGATGCCGAGGCTGGAGAAGAAGGCCTG 
CACTTCCGCAACCTTTCAGCGGATCTCTTCCTCCCTGCAGCCACAGAACTTATTGATCGA 
GTTGGTCTTTCCAATGAAGCCCTAAACAAGGTCTTGGAAAACCTCCTGCTCTCCCGGGTG 
CAATCCGGTAAAGACCGCGGCTTTATCTCCTATGCCACCTTGGGTGTTACCGAGCTTGGC 
CAAGTTTATGAGGGTCTGATGTCCTATACCGGCTTTATCGCCCAGGAAGATCTTTTTGAG 
GTTGCACCACATGGCAAAGCCGATAAAGGTTCCTGGATGCTCCCGGTCTCAAAGGCTGAT 
GAAGTCCCTGCCGATAGCTTTATCGAAGTTGATCAAGAAGCCCCTGGTGGCGGCGTAATC 
AAGGTGCGTAAACGCCACCCGCGCGGATCATTTGTGTTCCGTCAGTCCTCTCGTGACCGC 
GAACGCTCAGCGTCCTTCTACACCCCACAAGTACTCACCAGCTTTACTGTCACCCAGGCT 
ATTGAAGAACTCCAGGCATCAAAGCGCATCACCACAGCCAATGATGTTCTCAGCCTCACC 
ATCTGTGAACCTGCCATGGGTTCCGGCGCCTTCGCTGTGGAAGCAGTACGCCAATTAGCA 
GAGCTTTATTTGGAATTGCGCCAAGAAGAACTAGAGCAGCAGATTCCAGCGGAAGACCGT 
GCCAAGGAACTCCAAAAGGTCAAAGCGCACATTGCGCTGCACCAGGTTTATGGTGTGGAC 
CTTAACAGCACTGCTGTGGAGTTGGCGGAAATCTCGCTGTGGCTAGACACCATGAATGCA 
GAAATGGACGCACCTTGGTATGGCCTGCACCTGCGTAATGGTAACTCCCTCGTTGGTGCC 
ACCCGTTCGCTGTATGCACCTAGTCTGCTTAATAAAAAAGCCTGGTTAACTGCTACTCCA 
ACCCGCTATCGGCTTGATGATATCGCGCAGGCTATTGATGAAAACAAAGCAGAACCCCTC 
TTCAACCACGGCATCCACCACTTCCTCTTGCCCTCTACTGGCTGGGGAGCCACTGCAGAT 

gccaaagatcttaaagatcttatggctactgaaatcaaggagcttaaatcttggcgtact 
tccatccgtgcgtctttgagtaaaactcagattaagcagctcaataaccttgccctacgc 

GTGGAAACACTATGGCGATTTGTGCTGATGCGTATTCGCATTGCAGAATCCCAGATCTCA 

cgtagcactactctctggggtcaagagccagctgaggtttcggaggttgtcacacgtgag 
caaattgaacaagacctctttggcaatattgatggtgcatataaccgtctacgcttggtg 
atggatgcttggtgtgcgctgtggttctggcctttggatgctgttgctaccgctgagcat 
ccggagcgtccagcccttccagatcttgatgagtggctagccaccctgacggagattctg 
ggtattgatctccctctgaagtccaaaaacgaaaatcagattgtcttaggtccagatacc 
aattggctagccattaatgatgccgaggctactgatcttggtttttctggggcattgagc 
tttgagcgtgttagcgcgaatcacccgtggatcaatgttgcccgccaagtggctaaacaa 
cagagcttcttccactgggatctagacttcgcccacgtttttgccaagggtggatttgat 
ctgcaggttggtaatccaccatgggtgcgaccagatgtgaactttgaggatctgcttgct 
gaacatgatccgtggtgggctgtaatgagtaaaccaacccaggcatccaaaaaagaacgc 
cagaagaattttcacaacaatcctaagagcctcgaacatgtggtcagtggtgcaggtgaa 
cccgtggctacttctgcgatcctcggttcggttactctctatccgcatcttaaagatcaa 
cgcccggacctctaccggggctttatggaaaagacttggtctaatgcctccccggcaggt 
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GCGATCTCACTGATCCACCCCGAATCCCACTTCACTGAGAAAAAAGCTGCCCCGCTACGT 
CGGGGAGCATATGAGCGTCTGCGCCGCCACTGGCAGTTCATTAATGAGTTGATTCTTTTT 
GACGTCCACGACTTGGTTAAATATGGCGTACATGTCTATGGCGCTCCGCAGGAATCTATT 
AACTTTTTAAGTGCTGCGTCGCTTTATCACCCACAAACAGTGCTTGATTCATTTGATCAT 
GACGGTTCAGGTAATCTCCCTGGTCTTAAAGACGACAATGGCAACTGGGACCGTCGCCCA 
CACAAGGACCGTATCCAACTGGTCAATGCCGATACTTTGACGGTGTGGAAGTCCATCCTG 
GAGGATGAACAAACGCCATACTTGGATACCCGCATGGTTTATACCGTCAACACGGAAGCA 
GCAGCAGCGTTGGAAAAGTTGGCTTCTGCACCTCGTATCAAAGAACTCGGGCTGCAGTTC 
TCCAGTGGCTGGAATGAAACCACCGA TAAGAAAAAGGGATAG-T-T-TGAGGTTGGTTGGGGC- 
TACCCAGCTTCCTGGTCTGATGCCATTTTGCAGGGGCCGCACCTGGGTGTTGCTACACCA 
ATGATCAAGCAGCCCAATCCGACAATGAAGCATAATCAAGATTGGTCTGAAATTGATTTC 
GAGGCCATTCCTGCAAACTTCATACCTGCAACGGCGTACCAGCCCGATCGCCAAACAAAG 
CCCACTTATGATGCTGACTACGGCACCTGGACTTTCGGGGACAAGCAGGTACCAGTTGCA 
GACACTTTCCGAATTGCATGGAGGGAGATGGCTGCCACCACGGGATTTAGGACTGTCTAC 
CCATCAGTAATTCCACCGGGAGCCAACCATGTGCACACAGTTAATAGCGCTGCATCACGT 
TCAAACTTAAAAACCATTCTCGTTGGAGCACAGCTTGGTGCAATTCTAAGTGACTATTTT 
GCTCGGTCCTCGGGTTCAAGCCACATATTTAACGACATTGTTCGCAAGATTCCACTTCCA 
AATTTCACATCCTTGGAAAAGCAGTTCGCCCGCACATACCTCCGCCTCAACTGCCTGACC 
TCAGCTTATGCCCCATTGTGGGAAGAGATCACCGGTGAGCCGTGGGATGTTCAGGTGCCT 
TTGCGCAATGCCGAGCAACGTCGAGCAGCGCAAAACGATATTGATGCCATGGTGGCATTG 
TCTTTGGGTATTAGTGCTGATGAGCTGTGCATGATTTATCGCACTCAATTCCCAGTGATG 
CGTAGATATGATCAAGAAGATCATTTTGATGCCAATGGCCGTAAAGTTCCTAAAGAGATC 
3 ATCAAGCTGCAGCAGAAACTTAAAGATGGCCAAGAGCTCAGCGTGGAAAAGCGCACCTGG 
3 GTGCATCCCCAATCAGAAGTGTCCTATACCTTTGAATATCCTTTCCGGGTGTTGGATCGT 
n GAAGCTGATCTGCGTGCTGCATATGCAAAATTTGAAAACCAGCTTAAGGAGCCA 

5 >RXN013 62 -downstream 

' : TAGAGCGCTTATGTCCTCACTCA 

3 >RXN013 79 -upstream 

y CAGAAATTGAGTAATGCTCTCGAGCCAGACCGTGAACTTATTAGGCCTTTGGCCGTCATT 
CTTCCGCAGCCCGCAACTTTGAACACCGAGGTTTAACACA 

J 

fl >RXN01379 

li ATGAGTGCATTTGATTCGATCCTAAATGTTGAAGAGTGGATCAGTGACCACTACCTCACC 
T AATGACGATGCCAAAGGTGCCTCATTTTCCAAGCGGGTGCGCGAGCGCATTAAAGAATGG 
I AAAACCACCGAGGACGCAACCCAGCAGAGTGGCCCTTTAACTCGTTTTTCCAGCAACCGC 
^ CTGCAGTTGCAGCATGCTCTTTCTGAGCTTGACGACGCCACCACCGCCGCCAGTTTAGTG 
^ GCCTCTGCACTGGGGTATGGTGTCCCCAGCGCGCGCCACGCGCAGCGCGGCTCCGACACA 
ATATCCTATTCCTCTTGGGTGGGAAATGCCGGCAGTGTGGAATTTCTTGCAGCGACTCCC 
GCTGAAAGCTTTGAAGAGAACTTCCGATCCCTTCCCCTTGAGCCAGTAGCGGTCAATGAC 
AAGCCCCAGGATATCACCGCAGCCAAATTGGTGGGCCAGATTTTCCTTAGTGATACTCCC 
CCTGCTTTTGTTGTTATCACCGCTGGTAAATGGGTGGTTTTAGCCGAGCGTGAAACCTGG 
CCTCTAGGCCGCCACCTAGCTATTGATATTTCCCTGGTGGTGGAACGTAATGACACCAAA 
GCCCAGGGTGAGATGCAGCAGACGGTCGTAGCACTAGCCCGCGAAAATACCGAGCGTGCC 
GCCGATGGCACCACCTGGTGGGAAGAAACCATTGAGCAATCCCGCGAACATGCTGTCAAG 
GTTTCTGGCGAGCTACGCAGTGCGGTGCGTGAATCCATTGAAATCCTGGGCAATGACGTG 
CTCACACGCTATGAAGCTAAAGAGCTCTCCACCGCTGAGATCGACGGTGGCGAGCTAGCT 
AAGCAATCTTTGCGCTATCTCTACCGCATTTTGTTCCTGCTTTTTGCCGAGGCTTCACCA 
GAGCTTGAAATCCTGCCAACCGGCACCCCGGAATATGACGAG 



>RXNO 13 90 -upstream 

CGTCCAGATAATCAATCTGCGAAGCCAGTGGCTTCCGAAGCTCCAACAACTATTACGCCG 
GCAAGCTCTGGTGCATTAGCATCCGATGCTCCGACGTCTT 

>RXN01390 ... 

ATGTTCAGGCGCAGCCTTCCCAGCAACAAGACATCCTCAGCAAGTTCCGCCAGCTCCGCC 
GACACAAGTTACTCAGTCAGATTAGGCCGTCCTGAAGAGCCTGGTTACCAGCCAGAACCG 
TCTTATTCGGAGCCTTACACTGACTCTGATTTCGCGCCAGCAGGTGCGGCCGCTGCGGCA 
GCTGCAGTAGCTCCACCAATGATTGCGGAACAGCCACAAATTGTTGAAGATGCCCGCCGA 
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GGTACCCTCGATTTCGGCCTGTTGATTATCCGCGCAGTCATTGGTGTCTATTTGATCGTC 
CGTGGAGTCTTTACATTCTTCACCCTTGGAGGATCTGCCGGTCTTGCTGGCCTCGAGGCA 
GAGTTCGCTGGTTACCAGTGGCCTGAAATCCTCGCGATCCTGCTTCCATCTATTGAACTT 
GCGGCTGGTGTCTTCCTGCTCCTTGGTCTGATGACCCCAGTGGCAGCAGCGGTAGCCACG 
GTGGCGACATCCTTTACCACCCTTCACCAAGTCAACACTCATGAAGGTGGTTGGGGTGAA 
CTTAGTGAGCCATTGATGCTGGCACTGATCCTCACTATCGTGGTTGTCGGACTTCAGTTC 
ACCGGCCCCGGCAAGATTTCCCTTGACTCTGGCCGAGGTTGGCAAAGCGTCCACTGG 

^RXN0.13.9_0^downstream — ^ — ^ 

TGAGCTCGTGGATCTTCGTGGTC 

>RXN013 91-upstream 

ATGGTGTGAAACCATCATGGCTCGATCACAAAAAAGAACACCTGCTATCAGGTCAACCAA 
AAAAGTTAAAAGTGTAATATCCAGCATCATCACGATTGCC 

>RXN01391 

GTGGCTGCAGTCGCTTTTGCAGCTTACGTTATAGATGGTGGGGTAGAAGAGGCGTCTGGA 
ACACCGACGTCTTCGGAAAGCTCGGTAGCGGCAACTGCTCCAGCGGCATCTAGCGAGACT 
GCGGCTGAATACCGTGCGATGCTCGCTTCCCTTGACGTTAAAGGTCGTGCGCCAGGAACA 
GGATATGACCGCGAATTATTCGGACCAGCATGGACCGACACTGTTTCCGTGGAATATGGA 
CACAATGGCTGCGATACCCGCAACGACATCCTGCAACGCGACCTGGATGACATCCAACTT 
CGCGAAGGCACCAAGGATTGTATCGTCACGAGCGGCCTGCTCAGCGATCCATTTTCTGGC 
GAACTTATTGATTTCGTTCGCGGTGAACGTTCCGGCGACGTGCAGATCGATCACCTGGTC 
CCATTACATGACGCATGGGTCAAGGGAGCACAGCAGTGGGATGAGCAAACTCGAAAGAAC 
TTTGCCAACGATCCCGACAACCTTCTCGCCGTTAAAGGTACGCTTAACCAGCAAAAAGGT 
GCAGGCGATGCAGCAACCTGGCTTCCACCAAACACAGCTTTTAGGTGCGATTACGCAAAG 
AAAATCATCACCGTTAAAGATCGCTACAACGTGTGGGTGACTGAGGCTGAAGCAAGCGCC 
CTGGAACGCCAATTAGATACGTGTGCTGCA 

>RXNO 1 3 9 1 -downs t r earn 
TAACAGTCACATAAGCATTTGGG 




>RXNO 14 00 -upstream 

GAGCAGCTATCACCCTTATGCATCGGCTCCGGGTGAGGCGGTGCCGGTGTCCTTTGATCA 
GCAACGACATGTGGGTGCCGGCGAGCGACCGGGTAGTTGG 

>RXN01400 

ATGGCGATTAGTGTTTCTATGCCTAAGGCGATCAGCCGTGAGGAATTGGAGCGCGCGTGG 
CTTGAAGTGATTGAACGGCACGGCACCTTGCGCACAGTATTTAGCACGGGAATGGGTGGG 
GAAGTGCAGCAACACCGCATTGATGTGGGCCCGGGAAAATGGATTGACCACGCCGTTGCG 
CCTGGTGAGAGCATTAATGAGGCGTTGCGGGCGGTGTTGAATCGGCAGTGTTCGCCGTAC 
TCGAGGCCATCGCATAGTTTGTGCATTATTGATGCGCATCCGCGTCCCACGGTGATTATT 
GGTAGTGATCATTCGCATGTGGATATGTGGTCCATGCTGGTGATTGTGCGCGATTTGTTG 
GCTGCGCTCGATATGGAACTTCCCGTTGAGCCGCCGTTGGCGTTTGAATCGCACACCGCG 
GAACTCCTCGCGGCTCCACCTGCACCGGAGCGGATTCACCAGCGGTGGCGTGAAATTTTG 
GAAGCTGGTGGTGGAAAAATGCCTCAGTTCCCGCTTCCGCTTGGCGATGCCATCTCCATG 
CCTGAACGCGTTGAAGTCCGCGACATTTTCGGGGTCAATGGCTTGGCGATTTACTCGGCA 
CGCGCCCGCGCACAACAGGTAAGCTCCCTGGCCTTGACTATTTCAGTGATGGCTGATGTT 
ACGGCGGCGCTGGCGGACCTTCCGTTGCGTGCTGTATTCCCAGTCCATAGCCGTTTCGAT 
CAGCGCTGGCACGATAGTGTCGGGTGGTTTATCTCCAATTCGGTCATTGAGGTGCCAGAT 
TCCGATCCTCACACTGCAGCCCAAGCTGTTCGCGAGGCTGTTTCTTTGGGAAGCTACCCG 
CTGGCTGAGCTGCTTGAACCGTGGGGTGGCATGCCGGAAACGCCAGGAATGTTTGCTATT 
TCTTGGCTTGACCTGCGCCGACTCCCAGTGAGCATTGACGATATTGGCCTCCAAGCCCAG 
TATGTCAGCGCTTCACTGCGCACCGATGGTGTGATGCTGTGGTTTATTTTGGATCGCTCC 
GGCGCGCACCTTCGCTGTCGTTATCCTGACTCTTTGGTGGCGCGGGAAAATGTAGGCCGC 
TGGATTGATGCGATTGTTGCTCAGATGCGCGCCGAAGCTGGGACGGTGAATCTGCAGGCC 
GGCGGGGAACAGCTGACACTTCGGCATGGAACTCGCGCCGATATTTCCGAGATCGCCCCG 
CTACTTGCCCGAAACGCAGCTGACCCTTGTGAGCTGGTGGATCTTGAACATGCCCTTGAC 
CTGCTGACACACGAGTCTTCGCATTTCCTGGCGGTGGTTCGAAACGCTCGTGGCAAGATA 
ATCGCAGCGATGCAGTTGACTATTGTTCCGGAGTTTTCCCGCGGTGGTGCGCTTCATCTT 
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CACATCGAGGGGCCGTTCATTATTCCGGAATATCGCACCACCGATTTGGATAAAAAGCTG 
CGCGCCTGGGCTGTGGAGCATGGGCGTGCGCGAGGGGTGAAGGTTGAGGAGGTGGTGGGA 

>RXNO 1 4 0 0 -downs tr earn 
TAGTTGGTTTATTGGCGCCTCGT 



>RXNO 14 03 -upstream 

-G-TGGGTGGGATAGGGTGAATTATeTTTeGGeGGATCGTTTCCGCACGGTGTCGAGTTTCG' 
TAGAGTTTGCGGCCGATCGCGGTATTCAGGAATTCAGCCA 

>RXN01403 

TTGGTGCGCGGTCGGGGCTATTTCAATGCGGTGGATATTTATGAGACCTCCACGCAACCT 
GACCAGGAATTTCCTTTCGATTTTGACACTTTTTCAGCCGACCCCACGCCGTTTCAACTC 
TCTGCGGTGCGTGCCGATACCGGCGAGACCGTTTTTTGGGGCAGGGAAGACACCCCGGAT 
TTGAGCGCTCTGATGAAGCGGGTTCGCGCGTCGTCGACCATGCCTGGTTTCATGCCGATC 
ACCTACATCGACGGCCATCCATATGTCGATGGCGCGGTCGGGGAGACCGGCGGTTTGATG 
CTACAGCCGGCCATCGATGCGGGCTTCACCCGCTTTTTCGTTATCGCCTCCCGTCCGCGC 
GATTATTGGCGCAAGGAGATCGGGCGCCCGGGTTTCATCAAAGCTGCTTTACGACGTTTC 
CCCACAATCGCCGACCTCACCATCGCGCGTCCTGCACTGTATAACTCGGTAAAGCAACAG 
ATCCTCGACCTAGAGAAACAAGGCAGCGCCTATGTGTTCTTTGCGGACAACATGAACATC 
CAGAACACGGAAATCAATCTGAAGAAACTCCGTGCATCTTTCGATGCAGGCATGCAGCAG 
ACCCGCAAAGATTGGCCGGAGATCATGAGCTTCCTGAACCAAACCAGA 

>RXNO 1403 -downstream 
TAATGAAGGTTTTTAGTCCAACT 



2 >RXN01409 

3 TGGGTGGATTTCCCCGACGTCACCGCACGTTTGGGGTATGAATACATGCAGCTGACCCCT 
J CATGTAGATTTCGGTCCTTTCTTCCGCCACCCCAAGGCAGACGATGATCTCGTGGCAGCC 

CTGAAAAAGCGTGCCAAGGATGCCGGAGTCACCATTCCTGCACTGTTGCCAGTGCAGCGT 
3 ATTTCCTGGCCGGAGGAAACCCAGCGTGTTGCAGCAGTACGCAACATCAAGCGCATCATC 
CAGTTGGCCGTTGATCTGGAAGTAGACACCCTCAACACGGAGTTTTCTGGACGCCCAGAA 
!: CGCTCCGAGGATTCCGAAGATGCCTTCTACCGCTCCATGGAAGAACTCCTGCCAATCCTG 
1 GAAAAAGAGGGCATCAAGTTCAACATCGACCCACACCCTGATGATTTCGTGGAAAACGGT 
^ ATTGAAGCATGGCGAGTCATCCGCGGTCTGAACTCCAAGCAGGTGGGCTTTGTTTACGTG 
i GCACCTCACTCATTCCACATGGGTGATCAGGCTGAGGCAATCCTGCCAGCAGTAGGCGAT 
3 CGCCTTGGGGCTGTGTACCTGTCAGATACCTTCGACCACCACAAATCCCACGGCCTGCGC 
TACATCACTAACCCTCCAGGCAACGCAGTGCGCGTGCACCAGCACCTAAAAATCGGTGAT 
GGCGATGTGAACTTTGAAGAGATCTTCTCACTGCTGCGCTCTACCGGTTACCTTGACCGT 
GAAGATGCACTGTTGGTCTCCAACGTGTTTGCAGAAGATGAAGCAGCAGATGAAGTATCC 
CGCTACCAGCTGGAGAAAATCCGCTCACTCATCGAAAACGCA 

>RXN0 14 09 -downstream 
TAGAGTTATCTCGAAACTACCAA 



>RXN0 1422 -upstream 

AATGCATTGAAATCGTGATCGCCTGTTATTGTTTTGTACGTCGAATAACAGTCCCACAAC 
AGTTCCCCAAAAGGTGCGAGCGGGAAAAGGAGAAGCAAAC 

>RXN01422 

ATGGCTCAGCGAAAACTGGCCTCTGTGATCGGTGCAGCATTGGCAGCATCTGCTGTACTG 
GTTGGATTAATGACACCCGCAACAGCACAAAGTAGTGGCAGCTCATCAACAGACATCACT 
CGAGCACTCACCTCAAGTGGTGGTGTGGCTGATAGCCGTGCTCCTGAAGGTGGCGCAAAG 
GTCGTTGTTTTCGGTGACTCCCACACCTCTGGCACCAATGCTCCATTCCGTACCGATGAG 
CGTGGCTGCCTCAAGGGTGCAAACAACTGGGCAGATCAGCTGCAGTCTCAGCTGGGACTT 
GGCGCGGGAGACCTCATTGATGTCTCCTGCTCCGGTGCATCGATCAACTCTGATGGATTC 
CACTTCTCTGATGAAGTCCGCCATGCTGAAGCTCGTGGCGCAATCGGCCCAAACACCACC 
GATATTTTTGTTCAGTTGGGCAAGAATGATCAGTGGGGCCTTTCCAATGTGAACCTTCTG 
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CAGTCTGTTCAGACCTGCTTGACTGATGTGTTCGCTGGTTGTGGCGATGCTGCGGTTGCT 
GCTGGCAAGATGCAGGATCCAAATGCAGTTACTGCTGAAAACTATGCAGAGCGCATGAAG 
CCAGTCATTGACTACTTGAAGTACTACGCACCAAACGCAGAGATCACCTTGGTTGGTTAC 
CAGGAATACACCGCTCGCAGCGGAAGTCAGGTATGTGTTCGCCTTGGTGGAACCCCACTG 
GTGAAAAATGATGCACCTGCGCTGGTTTCGTTCATGAACAAGTTGGACATGGCGATTGAT 
GGTGCTGCTGGAATCCTCGGCGTCAGCCACGTTGATCTGCGTAGCGCGACTGAAGGGCAC 
GACAGCTGCTCCAACGATCCTTGGGTCAACGGTGTCTTTGATGCACGTGCAGAAATCGTC 
GGCGGTCCGTGGCACCCATCTGTTAAGGGAGACTCGGTTACTGCAGGGATCCTGCGAGAT 
■CGAGTAAACGCC "~ 

>RXNO 142 2 -downstream 
TAAAGATGACGTCGAAAAGCATT 

>RXNO 143 4 -upstream 

GGTTTCCTGCGCACCGTGATGATTGGTGCGGCGCTGTCGCCGGCCATCGCTTCGGCGTTC 
AACACTGCCAACACGCTGCCCAACCTGATCACTGGAAATC 

>RXN01434 

GTGTTGGGTGCGGTGCTGACATCGCTGGTTATTCCGGTCCTTACCCGCGCGGAAAAAGAA 
GACGCCGACGGCGGTTCCGGGTTCTTCAGGCGGCTGCTCACCCTGTCGGTGACGCTGCTG 
GGTGGTGTCACCATCCTGTCGATTATCGGCGCGCCGCTGCTGACACGGATGATGCTGTCC 
TCTGAGGGACAAGTCAACGTGGTCATGTCCACGGCCTTTGCGTATTGGCTGCTGCCACAG 
ATTTTCTTCTACGGCCTGTTTGCCCTGTTCATGGCTGTGTTGAACACCCGTGAAGTGTTC 
AAACCCGGCGCGTGGGCACCTGTTGTCAACAATGTGATCACCTTGACCGTGCTGGGCGTG 
TACATGGTGCTGCCTGCGCGTTTGCACCCGCATGAGCAGGTGGGCATTTTTGATCCGCAG 
ATCATTTTCCTCGGCGTGGGCACCACCCTTGGTGTGGTTGCACAGTGTCTAATCATGATT 
CCGTACCTGCGTCGCGCGGGCATTGATATGCGCCCTCTGTGGGGTATCGATGCGCGTTTG 
AAGCAATTCGGTGGCATGGCGATGGCGATCATCGTGTACGTGGCAATCTCCCAGTTCGGT 
TACATCATCACCACTCGCATTGCGTCGATTGCAGACGATGCTGCGCCGTTTATTTATCAG 
CAGCACTGGATGTTGCTGCAAGTTCCTTATGGCATCATCGGCGTCACCTTGCTCACCGCG 
ATTATGCCGCGACTGTCCCGCAACGCGGCAGACGGCGATGATAGGGCAGTAGTCTCTGAC 
CTTCAGTTGGGTTCCAAGCTAACCTTCATCGCACTGATCCCCATCGTGGTGTTCTTCACC 
GCCTTCGGTGTCCCTATTGCCAATGGCCTTTTTGCCTACGGCCAATTCGATGCCAACGCC 
GCCAACATCCTTGGTTGGACTCTGAGCTTCTCTGCTTTCACGCTGATTCCTTACGCTTTG 
GTGCTGCTACATCTGCGTGTGTTTTATGCGCGTGAAGAGGTCTGGACCCCAACCTTCATC 
ATCGCCGGCATCACCGCCACCAAGGTCGTGCTTTCCCTGTTGGCACCGCTGCTGTCGAGC 
TCCCCGGAGCGTGTGGTGGTGCTTCTTGGTGCGGCCAACGGTTTCAGTTTCATCACCGGC 
GCGGTCATCGGCGCGTATCTGTTGCGCAACAAACTCGGCCTGTTGGGTATGCGCTCTTTG 
GCTAAAACCTCCCTGTGGGCGTTGGGCTCTGCGGCGGTTGGTGCAGCAGCAGCATGGGCG 
TTGGGGTGGCTGATTCAAGCCGTCGTGGGCGATTTCTTGCTGGGCACTCTAAGCTCCGTA 
GGCTACTTGTTGAACCTGGCTGTGTTGGGTGTCTTCTTCATCTTCGTCACCGGCATCGTG 
TTGTCACGTTCTGGTTTGCCGGAGGTCCAAAACTTGGGCCAGGCACTGACCCGCATCCCA 
GGTTTGAGCCGGTTTATTCGCCCGAATACCAAGATCTCTTTGGATGTCGGCGAAGTCTCC 
GAGCAGGATTTCTCCACCCAGCTGGTCGCGCCAAGCGAGTTCGCAGCAACCCCTGTGCCG 
CCACCGATGTCCGCCGGTATTGTCCGCGGACCTCGCCTGGTTCCCGGCGCCCCAGTCGGC 
GACGGTCGTTTCCGTCTGCTCGCCGATCACGGCGGCGTCCAAGGCGCGCGTTTCTGGCAG 
GCCCGCGAGATCGCCACCGGCAAGGAAGTCGCGCTGATCTTTGTGGATACTTCCGGCAAC 
GCCCCATTTGCGCCACTGTCTTCGGCAGCCGCAGCGGGCATCGCCTACGAGGTGCAGCGC 
CGCACCAAGAAGCTGGCCAGCTTGGGCAGCTTGGCGGTAGCCCCCAACATCCACTCCGAG 
GCGTACCGCAACGGTTGCCTCATTGTGGCCGATTGGGTGCCTGGCTCCAGCTTGAGCGCC 
GTCGCGGAATCCGGTGCCGATCCCCGCGCCGCCGCGTTCGCGCTCGCGGAACTAACTGAA 
ACCATCGGCGAGGCCCACGAGATGGGTATCCCGGCCGGCTTGGACAACAAGTGCCGAATT 
CGTATCAACACCGACGGCCATGCCGTCCTCGCCTTGCCGGCGATTTTGCCCGATGCCTCA 
GAGCTCCGCGACGCCAAGTCCCTGGCCTCGGCCGCCGAGATGCTTATCGACGCGACCCTC 
GCTCCCAGCGACGTCAAGGCAATGGTCACTGAAGCCCAGGGGCTAGCTACAGAAGACAAT 
CCCGATTACGCATCACTTGCCATGGCGATGCGCACCTGCGGACTGTTCACCGAGGAACCA 
ACCCACCTTGTGGTGAAGAAGGAAAAGACACCAAAGCCTGCGACACGTGATGGTTTCGGT 
GCCTCCGACTACACCGTCAAGGGCATGGCAGCCATCGCCGCTGTGGTGATCATCTTGGTT 
TCCCTGGTGGCCGCCGGTACCGCGTTCCTCACCAGCTTCTTCGGCAGCAGCACCAACGAA 
CAATCCCCGTTGGCCTCTGTTGAAGCCACCACCTCTGCAACACCAGAACCTGTGGGGCCA 
CCGGTCTACCTGGATCTGGATCAAGCCCGCACGTGGGATGACGGTGCAGGAACAGATGTC 
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ACCGACGTCACCGACGGCAACACCTCCACCGCATGGACCTCCACCGGCGGCGACGGCCTC 
CTAGTTGACCTGTCCACGCCTGCCCGCCTCGACCGCGTCATCTTGACCACCGGCACCGGC 
TCCGACAGCAACGTGACCTCGACCGTGAAGATCTACGCATTCAACGACGCCTCACCACAC 
TCCCTGTCGGAAGGCATCGAGATCGGCACCGTGGATTATTCCGGCCGCAGTCTCAGCCAC 
AGCATCCGCGATTCCTCCAAGCTTCCGGGTCAGGTGGAATCCGTGGTGATTCTGGTCGAT 
GAGGTTCGTTCCTCACAAACCTCAGACACCAATCCACAGATGCAGATCGCTGAAGTACAA 
CTTGTTGGTTGG 



>RXNO 14 3 4 -downstream 
TAAATTACGCGTTTGTGATTGAC 

RXN014 4 8 -upstream 

GTAATCTCAGCAGTTAAAAAGGGCAGTTCCGCATCAGGGGGACTGCCCTTTTTCGTGTCT 
TCTCATGCTCTTGTGAATATGCATAGCTAATCTTGAGGCC 

>RXN01448 

ATGGCAAAGAAGAAACTGGGGACTGTCGCCAGACTGTCTGAACTGGATAAGTCCCTGCGC 
AATAGATTGCTGCGGGTTCGTTCCCGACTGCTGTTTATTGTTCATTCCGCAATTGGTGCG 
GGTGTGGCGTATTGGATCGCCGTGGAAGTGATCAAACACGGACAACCGTTTTTCGCACCG 
ATGTCCGCGGTGATTATTTTGGGTCTCTCCGGAGGAGACCGCATCAAAAGAGCCACGGAA 
CTCACCCTGGGCTGTGCTTTAGGCGTTGGTTTGGGTGATTTACTGATCATGCAAATCGGC 
ACGGGCTATTGGCAGATATTTGTGGTAGTTGGATTAGCGCTGCTGGTGGCCTCGTTTGTT 
TCACCGGCACCGTTGGTGAGTAATCAGATGGCCATTGGTGGCATTTTGATTGCCACGATG 
TTCCCGCCAGGTGATGGTGGAAGCATTGACCGTATGATCGACGCCTTCATTGGTGGTGGC 
GTGGGAATTTTGGTCATCGCACTTCTTCCCTCATCTCCTCTTGACGCAGGCCGGCATCAA 
GTGGCCAACGTTTTGGGGATCGCAGCTAGTGTGCTGGAAGACGTGGCAGCTTCCCTAAAA 
GCCAAGGATGCAGCCAAACTCAACAATGCTTTGGAAGCATTGAGAAGGTCGCAGGCGTCG 
GTGAACAAGCTGGAAACTGCGGCATCTTCAGGCAAGGAAGCAACCACCGTATCGCCATTT 
TTATGGGGAGATAGGGCCCGCGTGAGATCGCTGTATCGCATTCTGGCGCCAGTGGACAAC 
GTCATCCGAAATGCTCGAGTCCTTGCGCGACGGGCAGTGGTGCTGACCGAAGACAATGAC 
ACCGTCAGTGATGAACAAATCCACGTGATTGAGGAAATCGCAGACATTGCACTGCGACTG 
TCAGACCTTTATGAGCACCACAAAGAAATCAGTGAAGCACTGGAAATTCCTGAGTTGGTT 
AACCGACTGCGTCAACTGGGCAGTGAAGTGGGCGAGGACATCGCCGAAGATCGAGTGCTA 
TCCGCACAAGTAATTTTGGCGCAATCGCGATCCATCATTGTGGACCTGTTGCAGATCTGC 
GGCATGTCCAGGGAATCTGCGGTGGCAGTGTTGGTTCCGACCTCAGAGAGTCCGGCTTAC 
CCTCCGGAGCTGTGGGATGACGAAGAC 

>RXN01 44 8 -downstream 
TAGCCTTTTATCGCGGTTCGGTT 

RXN01459 -upstream 

GATTCGGCGATTCACGAATATCCACCCTACAACCTGTGTTCGCTTACAGCGTTGTTCGGA 
TCGTAGCAATAGGAAATAGTTGCCTTGTAGATTGGTAAAT 

>RXN01459 

ATGAACTCTAATGGCTTTGGTTTCTCTTTTGGCAACAACGATGACGACGATGACAAAAAC 
CGCAACAACGACCCATTCGGCCTTTTCGGTGGCAACTTCGGATTCGGAGGACAAGGTGGC 
GCTGGTGGCCCCGGCGGATTAGGCGATATTTTAAACCAGTTCGGCCAGATGCTGTCCGGA 
ATGGGAGATTCGATGAACTCCCCCGAAGCAGCAGGCCCGGTTAATTATGATTTAGCAGCA 
CGCATCGCCCGCCAGCAGATTGGTCGCGTAGCGCCGGTGAAGGATTCTGAGAAGGAAGCA 
GTCGAAGAGTCCCTTCGCCTTGCTGAACTCTGGCTCGATAACGCCACCCAGCTCCCCACT 
TCCGGGCACCGCGTCGAAGCGTGGAATCCAGAAAACTGGTTAGAAAACACCCTGCCTGTG 
TGGAAGCGTCTTGTCTCCCCTGTTGCGGAGCAAATGAACAAAGCCCAATTAGAAAACCTC 
CCTGAAGAAGCCCGCGAGATGATGGGCCCGATGTCTTCTTTGATGAACTCCATGTCTTCG 
ATGAACTTCGGAGTTCAATTAGGAAATGCGCTGGGCGACCTCGCAAAGCAGACCCTCACC 
GGCTCTGACTTCGGTTTGCCTATCTCCCCAGTCGGCGTATCTGCCGTCCTGCCCGGCAAC 
ATCGCCGAAGCATCCAAAGGCCTCAACGTGGCACCGCAAGAAATGCTCGTTTACATCTGT 
GCCCGCGAAGCCGCCGCCAACGCCTCTTCAAGCACGTGCCGTGGCTTGTCGAGCGCCTCG 
TTTCCTCCGTTGAGGAATACGCCGTCGGCC 

>RXNO 145 9 -downs t ream 
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TAGAAATCGACACCTCACACATT 



>RXNO 14 6 0 -upstream 

GCAACATCGCCGAAGCATCCAAAGGCCTCAACGTGGCACCGCAAGAAATGCTCGTTTACA 
TCTGTGCCCGCGAAGCCGCCGCCAACGCCTCTTCAAGCAC 

>RXN01460 

GTGGGGTGGG-TTGTGGAGeGeeTeGTTTeeTCCGTTGAGGAATACGCCGTCGGCCTAGAA'^ 

ATCGACACCTCACACATTCAAGAGGCCATGGGCAACTTCCAAATGGACAACCCAGATCCT 
GAACGCCTCCAGGAAATGATGAACGAACTCCAAGGTATGGACCTGTCCCCACGCATCGGA 
TCCCGCAACGCCAACGCAGTATCCCGCCTGGAAACTCTCCTCGCACTCGTCGAAGGCTGG 
GTCGACATCGTAGTTACCCAAGCCCTGAGCGAACGCATTCCATCACCGACGCCA 

>RXN014 6 0 -downstream 
TGAACGAAGCCTGGAAGCGCCGC 

>RXNO 1471 -upstream 

CCTCCAACCAGAGCTATAAAAAAGGTTGTAGAAGAAATTTCTTAACATACATCGTTGTGT 
TGCCAGGGGTTTAACAGATTAGTTGCTAAGGTCTGTCTCC 

>RXN01471 

3 ATGCAGAGTTTTAAGACGCTTGAATCTTGGCCTGTCGACAATGTTTCGGCCAGTGTCATC 
3 TCCGACGGCGCCGTGCACTTTTACGGCGACGTCGATCGTGTTTTTGAACTCATGAGTGTG 
t ACAAAACTCCTGGCCACCTACGGTTTCCTTGTTGCCATCGAAGAAGGTGTTTTTGAGCTC 
Li GATTCACCGATGGGTCCTGAAGGATCCACAGTGAGGCATCTGCTCTCACATGCTTCCGGC 
Z GTGGCATTCGATAAGCCGGTAGCGGAAAAGGGAGTGGGGGAGCGCCGCATTTACTCCTCT 
' I GCTGGCATGGACATCTTGGCGGATGCTGTTGCCGCTGAAGCTGAAATGCCGTTTGCAGAG 
^ TATCTCCGCGAGGCTGTGTTCGAGCCTTTGGGAATGGAGAACTCTGAACTATGGGGTTCT 
3- GCGGGCCACGAGGCGCGCAGCACAGTGGCTGATCTGACCAAGTTCGGCCAAGAGCTCACC 
J GCACCAACTCTGATCTCACCAGAAACCCTTGCAGAGGCTTTCCAGGTGCAATTCCCGGAA 

CTGATTGGCACCGTCCCCGGTTATGGCATGCAGAAGCCGTGTCCGTGGGGATTGGGCTTT 
3 GAAATTAAGGGACAGAAGTCGCCGCACTGGACAGGTGACTTGATGCCGGAGAACACTGCT 
Pi GGACACTTTGGACAGTCGGGAACATTCTTTTGGACTGTTCCAGGCTCAGGTCAAGTCGGG 
W GTTGTTTTGACTGACCGAAATTTCGGTCCTTGGGCTAAACCGTTGTGGACTGCCTTCAAT 

GACGAAGTCTGGGCCGAGTTAAATTCA 

3 >RXN01471-downstream 

3 TAAACTTTTGCCGTAATTACGGT 

>RXNO 147 9 -upstream 

AGCGCTGCCCGTGCCATAAATTTCGAAGAAGCGCGAAACAGGTAGAGTCTAAGGTGTCAT 
TCTTGGTACAAGTTTTATATTTAGGGAGAGTTATCCACAC 

>RXN01479 

ATGATCCAGTTAGTGATAGGCGCTGCAGCAGGCTACGTGCTTGGCACAAAGGCCGGCCGC 
AAGCGTTACCACCAGATCAAAAAGGGATATGAGGCAGCGATTAACTCCCCTGCCACCAAA 
TCTGCAGTAAACGCCGCCCGCAAAGCCATTGCCAACAAGCTGGATCCGCAGCCCCGCATG 
AAGGAAGTAAAAAACCTGCGGACTGCGGACGGGCATGAAGTCCTCGAGCAAGACCAGGAC 

>RXNO 1 4 7 9 - downs t r earn 
TAAATTACCCTCTAAACGCCCGG 

>RXN014 84 -upstream 

GAGTTTACTCTTAACCGCAGTAGTGCAGCCAGCCCTGAGGGTGGTGGCGTATTCGATGCT 
CAGAACGCCTAATAATCGGCACAAAATTGATTCAATTTTG 

>RXN01484 

GTGTTGGGCACAGCTCAATATGATGGAGTTCCATCGAGGCAGTTTGCTGCTCGTTTGAGG 
CATGCCGCGAAGCTGTGGCGTCTTCATGAAATCCAGCATGTATATACTGTCGGCGGAAAA 
CTTCCTGGCGATCGTTTCACCGAAGCAGAAGTCGCGCGGGAGTATTTGATCAAAGAGGGC 
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GTGGATCCGGATCTGATTTTTGTCTCTGCAGTTGGCAATGACACTGTCTCCTCCTATGAG 
GCGCTTGATCCGGAAAAGCTTGGTCGGGTGCTGATTGTTACTGATCCGAACCATTCGTAT 
CGGGCGGTGCGCATCGCGCGACGCATGGGCTTTGACGCGAAACCTTCCCCGACAACCTAT 
AGTCCCGCGAAGTTTCCGTCGATAGTTTATTTTCTGACCTTGTCCCATGAGTGGGGCGGG 
GTAGTAGTACAGGACGTGTCGCGGCTCTTGGGTGAACGGGTGCCCGATAAGGTGAAGCAT 
CTTTGCGCGCAATCCAAGGTCTGCTGCGCCCTTCGCGGCGTGCACGCCATGAGCAACTTC 
GGAGGC 

>RXNO 14 8 4 - down s.txe am — — ~^ 

TGAAAAAGTAGATGTACCCCTAT 



>RXN0148 5-upstream 

CTCAGGGCTGGCTGCACTACTGCGGTTAAGAGTAAACTCTTGGCTAAAAATCTTCTCACG 
TTAACTAGTGTGCCAGCTGGACTCGTCTAAGGTGGGGACC 

>RXN01485 

ATGAACTTTAGTTTGGTGCATCTTCGGGAAAACGTCCGCCGTGTATCGGTCACTGTGGCA 
ATTGGAGCTGGCGCGCTCCTTATCAGTGGACCATTTTTTACTGCTCACACTGCAGAAGCC 
ACAGAAACATATGTCTTGGCTGAATCACCAGAATTTTACCAAGACAATGTCACTGACTAC 
ACCGGCCAGATTTCCTCGTCCGATATCACCAACATTCAGGCTGCCATCGATGATGTAAAG 
GCATCTGAACAAAAGGTTATTTTCGTTGTTTTCCTAAGCTCTTTCGACGGAGTTGACCCT 
f3 GAAACGTGGACGCAGCAAGCACTCCAAGCCAACGGCGGCGGAAACGTCTTGATTTATGCA 
.'3 CTCGCTCCCGAGGAACGGCAGTACGGCATCCAAGGTGGTACTCAATGGACCGACGCTGAA 
I Z CTCGACGCCGCCAACAACGCTGCTTTCCAGGCACTTTCCCAAGAAGATTGGGCAGGCTCT 
Vl GCACTAGCGCTGGCAGAATCAGTTGGTTCTAGTTCTTCCAGCTCTTCGGGCTCGTCCAGC 
hJ TCTTCCGATTTTTCCGGCGCTTGGTTGGCTGCTGCGGGCGTTGGCACAGTGGCCGCTGGT 
^'l GGCGGAATTTGGGCCTATTCCCGCAGCCGCAAGAAGAAAACAAGTGCTGCAACCTTGGAA 
GATGCACGCGAAATCGACCCGCGCGATACCAACCGCCTCATGCAGCTTCCCATGGAAACT 
£3 CTCGAACACCTTGCCCAAGAAGAGCTCACCTCCACTGATGACTCCATCCGTCGCGGAAAA 
id GAAGAGCTCGCTATCGCTACCTCCGAGTTCGGACCAGAGCGCACCCGCAGCTTCAACCGC 
5 GCCATGAACCACTCCACCGGCACCCTGCAAAAAGCCTTTGAGATTCAGCAGCGCCTCAAC 
f 3 GATTCTATCCCAGAATCCGAAGCCGAACGTCAATCCATGCTGGTAGAAATCATTTCATCC 
TGTGGCCAAGCCGACGATGCCCTCGACGCCGAAGCCCAAAACTTTGCCGATATGCGCAAC 
I ': I CTGCTGATC AACGCGGGC AGO AAATTGGATGCTCTC ACCCAAAAATCCGTCGACCTGCGC 

i.^ ACCCGCCTCCCCAAGGCCCAAGAAACACTCGCTGGCCTGCGCACTCGCTACTCAGCAGAG 
Is: GTCCTTGAAAGCATCGACGACAACGTCGACCTCGCCAGCGCTTCGCTCGACGAAGCAGAA 
S3 GAAGTCCTGCCACAGGCGTACGAGATAGAGTCCATGCCCGCAGGCGAGCAGGGCGGGCTT 
S3 ATCGACGCGATCCGTCACATCGAGCACGCCATCACTACCGCAGACAAACTCCTCGCGGGC 
GTCGAGCATGCCGATGAAAACATCTCCACAGCCAAAGCAAACGTTGCCGATCTGATCCAA 
GAAATCTCAGACGAAATCAACGAAGCCGGCCAACTCAAACAAAGCGCAGGAGCCGACGGT 
GCCCGTGCCGACTGGGCCTCCCTCGACGATGCTGTCCGCGCAGCCAGCGCAGCACTAATC 
ACCGCATCAGCAGACGCCGAAAAGGATCCGCTCGGAACCTACACAGAACTTGTCGATGTC 
GACTCCGCCCTCGACACTCAACTTGACACACTTCGCGCCACCGCAGCTGATCAAGCCCGC 
CAGCTACGCGTATTCGACCAACAGCTGCAATCTGCAAGAAGCCAAATCCAAAAGGCCGAA 
GACCTCATCTCCACCCGCGGTCGCATCGTAAAATCCGAAGCCCGCACCCACCTGGCCAAC 
GCACAAAAGCTGTACGCCATGGCACAACAAAACCGCACCCGCGACACCCGTGCAGGAATT 
GATTACGGACGTCAAGCAGCAGTCGCAGCCCAACGCGCCAGCAAGTCAGCACAAAACGAC 
ATCACCACCTACAACAATCGCCACAATTCCGGTGGCGGAACCACCGGTGCGATTGTCACC 
GGCATGGTGATCAACTCGATTCTCAACAGCGGCCGCGGTGGCGGTTTCTGTGGAGGCGGA 
GGCTTTGGTGGAGGCGGTGGCGGCTTCAGCGGTGGTGGCGGTGGCGGAGGAGGGTTCCGC 
GGAGGCCGCTTC 

>RXN014 8 5 -downstream 
TAGCCTGAAACGAGCAAAACCAA 



>RXN01 4 92 -upstream 

TGAAGTGGGCGCGTTAGCTTCGGCGCGTGGCAAACCACATTTGCTGGACTGCAGGCATAA 
TGGACAAAGACTTTTAGCAACAACTATGTGGAGGTGACAG 
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>RXN01492 

GTGACCACAACTCTGTGGGCGGTTTCTGACCTCCATGCAGCGGTGAAAGCTAACGCTGAT 
CCAATTGAGAATATTCAGCCTAAGGATCCGTCTGACTGGTTGATTGTTGCAGGTGACGTG 
GCGGAACGTACCGAATTGGTGCTGGAAATTTTGGCACGTTTGCGCAGGCGCTTTGCCAAG 
GTGATCTGGGTTCCGGGTAACCATGAGTTGTTTTCTCGCTCCGCGGACCGCTATCAGGGG 
CGCGATAAGTACTCTGAACTCGTTGAAGGCTGCCGCAAGATTGATGTGTTGACTCCGGAG 
GACCCTTACTTAACCTTTGGTGGGGTTACTATCGTTCCGTTGTTTACACTCTATGACTAC 
TCGTTCCGTCGACCTGGTTTCACCGTGGAGCAGGCTGTGCAAGCGGCGCGGGATCGTCAA 
-G.TGATGA-TGAGTGA-TGAGTTTTGTATTGeGeeTTTTGTTGATATCCGAGCGTGGTGCTGG' 
GATCGCTTAGCCTATTCCATTAAGCGTTTGAGCAAGATCAACGGGCCAACAATTTTGATT 
AACCACTGGCCGCTGGTGGTGGAACCGACTTATCAGATGCGCTGGCAGGAACTTGCATTG 
TGGTGCGGTACTCGCCACACCAGGGGATGGGCCGAACGCTACAACGCGGAAGCCGTTATT 
TACGGTCATCTGCATATGCCCGGAATAACCAACGTCAACGGTGTGAAACACATTGAAGTG 
TCGTTGGGTTATCCGCGCGAATGGGAGCATTGGTCTGGGCAGCATGTGTGGCCATATCCA 
GTGATGGAGGTGGACAATGCTGGA 

>RXNO 1 4 9 2 - downs t r earn 
TGAGTCTTTGTTTCCAAATTCGG 



>RXN0151 8 -upstream 

AGCAGAACCTGATGCCGTCCTGCACGGCACGACCATTGCAGAACATGTGGATAATCTTGA > 
3 TCCCACAGACATTGAAGGTGTCACCAAGATTTAAGGAGTC 

J 

fi >RXN01518 

=i GTGGCTTTCATGCAGAAAACGTCAGCGGGTTGGTTGATCGCAACGGGAGGTTTCCTCGCC 

5 GCTGTGTCCGCCATTTTGACGTGGCGTTTTTATGGATCCATGACCTCTATTTCCATCACG 

'J GTATCCATCACTTTTTGGTTGTTGGCCGTGGTGTGTGGTTTCGCAGGTGTGAAGGTCCAA 

^" GGTCGCCTCGATGAGGGGCTGATCGGCCAGGACAAATCCCAAATGAACCCCGTGACCATT 

^ GCCTATCTGGCCATGCTGGGTCGAGCGTGTGCGTGGGGTGGCGCAATTTTCGGCGGCGTT 

y TATGTGGGAATTGGCAGTTATGTAATCCCACGCGCCGGTGAGTTGTCCGCAGCATCGAAT 
GATCTTCCGGGAGTTATTGCCTGTGCGCTGGGCGGAATCGCACTCTCAGCTGCCGGACTT 

3 TATTTAGAGCGAAGCTGTGAGGCTCCGCCTCCCCAATCTGGCGAAGCGATCAGC 

y >RXN0151 8 -downstream 

i TAGATTGGAATTCATGAATCAAG 



>RXNO 153 9 -upstream 

GAACAGCACGGTTGGGTGCCGCAGAATTGTTGCGTCGTTTTGAACGCACAGGTGCAGCAG 
CTCAGAATAATCAGTTTGACGATATGGACTTTTAAGGAGT 

>RXN01539 

GTGGTGACAGTGGCTGGGAATGAGAAGAATAAGATACGAGAAGAGCGGGTGGCTCGGCGT 
GCCCAGGCAGTCGTAGAGGCGGAGATTAGTCTTGCTGCACAAGCAAGTGAGCAGGTGCGT 
GAACAAGCAGAGGCGCCTGATGTAAATGAACAGGTAGAAGAGGTTAGTGTCGAGGTATCT 
TCTGTCCAGTCATTAACCCAGCCTAAGACGTTGGGGCAGCTGCATGACCCAAGGAAAAAT 
GTCATGAGTAGCAGCGACTTGGCTTCTATTATTGGTGTAGAGCAACAGCCTGTTGCTTAT 
GGTGAGTCTGAGGAACCAGAAACACTGCGTGATGTGTTGCCTCGGCGAAAGCTTCACCCA 
TCTGAGATAACACCGAGTTATGAGGTTGCTGATGGTGAACAGCGCAGCATTTTTGGTGAA 
TCAGCTCCGTCTGATTTTGATGACCTCAGTGATGTCGAAGAATTTGATACCAGTCATTGG 
GTGCGTGCTGGACAAGATGATCGTAGTGATGATGATCGACTCGCTGATGAGGCTGGTGTA 
CCGCGTAGTGGCGCACAAGATGTAGCTGATAATGAGGCTAATCTTTCTGGTGTGGATGAG 
CAGCTGCACATGCGTGAAGTCCATGCACAGAGTTTTGACCCTATTGACGTTGCCAAAAAG 
GAACGCAAAGCAGCGGAAAAGAAGTATGCCAAGCCACCAAAAAGTGATAATCCGTACCTA 
GCACGGGATGCCAAAGATGCAGCTGCTCGTAAGCGGAAGATCAATGCAGCTCATGATAAT 
TTTGCCCAAGAGATGGCACAGGCTGCGATGGGACCACTGCGCAAAGGGGTCAACACTCAA 
ACGGTGATGGCCGCGTGTACGACTGCTGCGGTGATGTGGTGCATGAGCCCACGTATGACC 
GGTGTGAACGTGGATATGAAGCGCAAGTTTAACAAGGATCTGGAACAGGCTAAAGACACT 
AAGTTGTCGAAGTATGTGTCCAAAGATTTTTGGAAGTCAAAGCTGACGCGCGATAAGACG 
GAGAAGGAAGCGAAGTCGCTCTCTGATGCGTTCATGCAGCAGAAAACAGCGATCATCAGC 
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AACCGTGAACGAATCCCCATGAGTGTTGCTTCTGCCGCGCAGACCGTGGTTCGGTTGTCT 
GATCAAGCGTATGAGGCGATGCGTGAAGTAGATACGGATGGTCAAGCGATAGTGGATGCG 
AAGGATGTCTCTGCACAGGTGGCAGAAGATATTGACATGGTGGTCAAGCAGGGTGAAGAG 
CATGGCCTGAAGTCGAAGGATATTTATGGCGCTGCCCGCGATATTGTGGGTCGTCGCATG 
GAGCGCGATCCAGGCTATGCTGCCCGGTTTAATGAGACGGCTTTTGGCACCGTGCGCCTG 
GGTGAACAACGACGTGGCATGGTGATTTCAAAGACCCCGACATGGCAATTCCCTGATGGT 
GCAGGTTTGAGTAAAAACGCCGGCTGGTTTAGTGTTCGTGAGCCGATGGGTAATGCGCAG 
AACTTCGCTGACAACCTGGCTGCGACTTTGGCGAC AGAAATGCGGGTAGCTGGTGAGCAG 
"TACGGTTCCGATGGCGTTCGTGATGTAGTTGl^^^ 

GAAAGTGGCCTCGCCTCTGCGAAGAAACTGTTACCTGACTTTGATACACGTGGTCGCAGT 
GCTTCTCGGGTGCGCCAGATTGCTATGGCACAGCGCACACAGGCAGCGATCAAGGTGTTG 
CAGGATGATGGTAATCAGACCGCGATGACGACTGAGCAGGTCAAGGAGGTTCAGGTATGG 
GCGATGGATCAGGCTGAGAAGGTGATGCAGCGTGATCATCCAGCGATTCTGGATAAGTTT 
GTGCGCAAACATGGGCAGACATTTGGGCAGGATGCGGACGCTTTTGTTAAATCCATAACT 
ATGGAAAAAGACACGAGCAGCGAGTACACTGATGCTATGGTTCGACCTCAAGAAAATCGT 
GGATCAGGTCGAGAACTGGCAGCTCGTCGTCGTGTACAAGCAGCGCAAATCAATCAGGCA 
GCACAGCTGGATATGAATGTTCATGATTTCCGTGAATCGAATCTGCCAGAGGAACGACCC 
GCGAATCCTTATGAAGCGTATGTTCGTGAGACTGAAGCGAAAACCAATGATCCGCAGTAC 
GGTTAT 

>RXN0153 9 -downstream 
TAATAGAAAATGATAGAAAGAAG 



in >RXNO 1549 -upstream 

} TGAATTCCGTTTCTAGATTTTTTTTATTGATTGTGAGAGTGCATT 
J'j >RXN01549 

l''^ GTGGCTAATGATTTTATAGAACCAAATGATGCCCCCGATGCACCTGATAATGGTGACTCG 
GGAAGCTCGGGGTTTGTTGATGAAGCAAAAGATAAGACCCGCTCAGCTGCACAAGGCTTA 
iy GGTTATGGCGCACTACGTGTAGGTTTTGGTACTGCAGCACTTGCAGCCAATGGTGCTCGC 
5 TCTATGGGTAATTTGGCTAAAAACCTGTGGACACGAATGATGGGGCTTGCCCTGTCTGCC 
p GGTACTGGTATCTCTGCTGCCACAGGTGGCATGATCACTGCACGTGTAGGCGCAATGCTG 
ffi GCAGGTACAGGCTCGGTGTTGTCGTCGGTGACGACTATTGCGTTGATTGTGTCGATGATT 
?ii GTGGTGCCGGCAGGTCGAAAAGACGGCATTATCGAGTTGTGTGAGCCGCCAGTAACGGCC 
[% AACCCGTTTACCATTGACGCAGGTGATATGACTGAGAACGCGAAGTTGGTGTACGGTGCG 
^''i CTGTCGTATCTTGGGATGAATGATCAAAATATCGCCGGTGTCTTGGGCAACTTTGAGACA 
GAATCAGGTATCGACCCGACTGCGGTGGAGGGTATTTTTGATGAACCAAATACCATCGGT 
12 CCTCGGAAGAGAGCTGCGTGGGATAAGAACTTTGAACCTCAGCCGATGGGTATTGGGCTT 
GGGCAGTGGACAGCAGGGCGCACACAGATGTTGCTAGATTTTGCCGCCGATAGAAACCGA 
GACTGGCATTACATCGACGTGCAGCTTGCATTTGCTATTAGTGGCGATAATGAAAGCGAT 
CGCAAGGTTTTTCTGGAAATGGTTGATAATAAAAACTCCAGTAGCAATAGCCCCACCGCA 
GCGTCCGAGTACTTCCTGCGTGAGTGGGAGCGCCCGGCAGATGTCGCAGGTAATGCACCC 
ATTCGTGCAGAGCAAGCATCTAAGTGGTACGCGCAGATGGGTGGTTGGCAAAAGAACTCA 
ACCTTGGGTGAGTCTGTGATCGCTATGGCTGATGGTGCAGCAGCAAAATCCACGGCGCGT 
GATGAGCAGGATGCTCTTAATGATTGTCCTGAAGAGGACCGCACCTCAGGTGGAAATACG 
TCCGCTGCAGAAGCAATGGTGACTATTTCACATCCTTATCTGGCTGATTCTCGTGGCAAT 
GACGGTACTGATATTTACCGCTATATCCATGATGAAGTGCTCACCGGTGATCCGTATTAC 
GCATCCTGTGACCGTGGCGTTGCTACCGCTATTCGCTGGTCGGGCACGGATGATACGTTC 
CCAGCAGGTCCAACAGCAGCACAGTATGAATACGTTGTGGGCACAGGATCGGGCCGTTGG 
GAGGAAATCGGCAATCTTGCCACCATGTCAGAGAACGATTTGTTACCTGGCGATGTGCTT 
CTTGGTGCACCGAATCACGTTGCGATGTATGTCAGCAATGAGGTTGTTGTGGACATGTTG 
GGCCCTGGTAATGCAGAGCCTAATGCAGCTATTGGTCATGCATCGTTGAATGACCGCTCA 
CCTGGTCTGGATACCTTGAGTCTGGATGGATGGGGCGTGAACTTCAAGGTGTTCCGCAAC 
ACCCAGGCTGAGACAAACTCAGTGTTCTCTGGTGTACAGATTCCGGCTGGTAAAGAAATT 
GGCGAAATGACTAACCCAACTCGAACTACTCCTGCAGGA 

>RXN0154 9 -downstream 
TAAGTTTTTTTCATCGCTGGGTT 

RXNO 15 57 -upstream 
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TAAAGGTGTGAAAATAGTTCCTCACGTGGGGAACTATACTGATCCTTGATGCGTTAACTT 
GATTGACGACGAAAAATCAATTGAAAGGATCGGGGACTCC 

>RXN01557 

GTGCGAAGCAGCAATCCCGTTTTTAGTTCCCTTAAGGAAACTCAACGTCCACAAGGCCAG 
AACCCATACGGTGGTTACGACAACTTCGGTGGTGTCTACCAGCAAAACGTAGCTCCACAG 
AAGGCGGAGCGCCCAATGACTGTGGATGATGTGATCACCAAGACTGGTATCACTCTCGCG 
GTTATTATCGTTTTTGCATTGGTCACCTTTGGCGTGTGGTTGGTTAGCCCCGGCCTCGGA 
ATGATCTTGACCCTTGTTGGTGCCATCGGTGGTTTCATCA'CCGTTCTGGTCAGCACCTTC 
GGCAAGAAGTACGGATCTGCGGCAGTCACTTTGATTTACGCAGTATTCGAAGGCCTCTTC 
GTCGGCGGAATTTCCCTTCTGCTGTCCGGCTTCACAGTTGGTAACGCCAACGCAGGTGGC 
CTCATTGGCCAGGCAGTCCTTGGCACCATCGGTGTATTCATTGGCATGCTGTTTGTATAC 
AAGACTGGCGCTATCAAGGTCACTCCTAAGTTCAACCGCATCCTCACCGGCATGATGGTT 
GGCGTCCTGGTTCTTGTCCTGGGCAACGTTGTATGGGCACTGTTCACTGGTGGCGCAAGC 
CCACTGCGTGACGGTGGAATCATCGCGATTATCTTCTCCCTCTTCTGCATCGGCCTGGCA 
GCATTCAGCTTCCTCTCCGACTTCGATGCAGCTGACCGCCTCGTCCGCGAAGGTGCACCT 
TCCAAGATGGCATGGGGCGTTGCGCTTGGTCTTGCAGTGACCTTGGTCTGGCTCTACACC 
GAAATCCTACGTCTGCTTAGCTACTTCCAAAACCGC 

>RXNO 1 5 5 7 - downs t r earn 
TAGTTTACGCAGCACAAGACCCC 



>RXNO 1 5 7 4 -ups t ream 

AAAAATCCGCACACCCCACATTGCTCAAAGGAATTGACAAGGCGCTTCGCAAGGCCGAGT 
AAGGTGGGCAACGAGTCGGTGAGAGTATGAGGAATATTTG 

>RXN01574 

ATGAGCAACAAACGCATCGGTGTAGTGATCGTTTCCTACGGACACGAACAAGATGTTGCC 
AACCTGGTAGACACATTTGCAGATCAGCTGAAAACTGGTGACCGCGTAGTTGTCGTGGAC 
AACCGCAAACCTTGGGTGTTAAAAGACGCCGTGGGGGAGCGCCTGGAAAAACACGGCGCA 
GAGATCATCAACCACGACAACGGTGGTTTCGCCGCTGGCTGCAACGTGGGCGCAGCGCAC 
ATCGTGGATGACGTTGACCTGCTGTTCTTCCTCAACCCCGACACAGTGATCGACGATCCC 
ACCCTGTTCAATTCGCTGAGACGCGTCGATGAACAGTGGGCAGCATTCATGCCGTACCTG 
CTGCTTCCTGACAGCACCATTAACTCCGCAGGCAACGCCCTGCATATTTCCGGACTGTCG 
TGGGTGACTGGTCTGGATGAAAAACCAGTTGAAGGCTCATCTGAAGTTACCGATATTTCC 
ATTGCCTCTGGCGCCTGCCTTGCCGTGCGCGTGGACTGGTGGAAACGCCTCGGTGGCATG 
GAAGAACTGTATTTCATGTACCACGAAGACACTGACTTCTCCGCCCGCTTGCTGCTGGCC 
GGCGGTCGAATTGGTCTCCTGCATTCCGCGTATGTCACCCACCATTACGACTACGCCAAG 
GGTGACTACAAGTGGATTTACATCGAACGAAACCGACACGTTTTGCTGCTCAGCGTGCTG 
CCGCTTCCATTGCTGTTCGTGCTGATCCCGCAGATCCTCGGTGTGAACCTGGGACTGTGG 
GCGATTGCCGCAAAGGAAAAGAGGGTCGGACTCAAGGTGAAGTCCCTTCGCCTCCTGATC 
CGCGATCTACCAGCGATTTTCAAACTGCGTAGGAGCACGCAGGAGCTTGCCGAACTCACA 
CCATCGCAATATCTGGCAAAAATGGAATGGCGCCTAGACAATCCCAACCTAGGCAACATT 
GGATCCAACAAGATTGTTGCGACTGGATATAAGACCTATTACAAGTTGTGTATGAGTATC 
CTGAAATTGCTCGCT 

>RXNO 1 5 7 4 - downs t r earn 
TAACACCCCATAAAGAGGGTGAA 



RXNO 1 5 8 9 -ups t r earn 

AGGGATGTAGATGCGCCCTCATATTGGTACAAAAATATAAATTATCAGCATGATTTGGAC 
GCTTTAATTCAAAAATTGTAAGCTGTTAGGAGGTCCACAA 

>RXN01589 

ATGGTAGAACAAATAAAAGATAAACTAGGACGTCCCATCCGTGACTTACGGTTATCTGTG 
ACAGATCGGTGTAACTTTAGGTGTGATTATTGCATGCCTAAAGAGGTATTTGGAGATGAT 
TTCGTATTTTTACCTAAAAATGAACTGTTAACGTTTGATGAAATGGCTAGAATCGCTAAG 
GTATATGCAGAATTAGGTGTAAAAAAAATACGCATTACAGGTGGAGAACCATTGATGCGA 
CGCGATTTAGATGTACTTATAGCTAAATTAAATCAAATCGATGGTATTGAAGATATTGGT 
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TTGACTACAAATGGTTTGTTATTAAAAAAGCATGGACAAAAGTTATATGATGCTGGGCTA 
CGCAGAATTAATGTCAGTTTGGATGCTATTGATGATACGCTATTTCAATCAATCAATAAT 
CGTAATATTAAAGCGACTACGATTTTAGAACAAATTGATTACGCGACGTCTATTGGTTTG 
AATGTAAAAGTAAATGTTGTTATACAAAAAGGTATTAACGATGATCAAATCATACCAATG 
CTTGAATATTTTAAAGATAAACATATAGAGATTCGATTTATAGAATTTATGGATGTTGGT 
AATGATAATGGATGGGATTTCAGTAAAGTTGTAACTAAAGATGAAATGCTTACAATGATA 
GAGCAGCACTTTGAAATCGATCCTGTAGAACCAAAATATTTTGGGGAAGTAGCAAAATAT 
TATCGCCATAAGGATAATGGTGTTCAATTTGGTTTGATTACAAGTGTTTCACAATCATTT 
TGTTCTAlCATGTACACGCGl^^ 

GCAACTGTCGATGGATTTAACGTTAAAGCGTTTATTCGTTCTGGCGTGACCGACGAAGAA 
TTAAAAGAACAATTTAAAGCTTTATGGCAAATAAGAGATGATCGATATTCAGATGAGAGA 
ACTGCTCAAACAGTTGCCAATCGTCAACGTAAAAAGATAAACATGAATTATATTGGTGGT 

>RXNO 1 5 8 9 -downs t ream 
TAATGTGTAGGGACCACTACATA 

>RXN01590 

TGGGGTCAAAAAGATCACTGGGGCAAAGCTCCACTGGGTGATCACGATGCTGTGCGTATC 
TATAGGCAAGCAGAAGCCTTGATGAAACAGCGCGCAGCAAACAATAAGGGCTTAGACCTC 
AATGATGAAGCGACCTATGGCGCCATCATGTTTGCGTCTTTCGATGATGCCTTCGCCGCT 
GATGCCGAAGCTCATGGCTGTGTACACCGACCACAGTTCGCGAAGGTAACTAGGCGAAAT 
ATTCTTAATTCACCGCAATACACGGCGATTAAGTCATCTTATGACGCGCTGGTGCAGCAG 
C3 GATCTCGTGGCCCAACAGCAGCAGGCACAAGCGCTACAGCAAGCTGCTTATGAGCAAGAG 
%J CAGGCAGCTATTTTCCAGGCACGTGATCAAGCAACATTCCAGGCTGAACAAACGCTCGCG 
CAAGAGTCCGTTCGCCAATCAGAGGGTGTGGGTTTACCTGTCATTGATCCGATGGAGAGC 
TATTTCCGGGAGTACGCCTTCTATGAAGGTGTCGAGATGTTTGGTACCTGGGGTACGCAC 
j'S GTTGATGCTGGTGTGTCGCAGTTTAGCACCTCTGATGGCCGTGCGATCCGAGCGCTTGTT 
I ' ! GATGAGCATCTCGC AACCTATGAACC AGTAGAGC AGCGGGGGAGTACTCAGGCATTCTTC 

--4 GCCTCTGTCAATGCTGCCTTTGCTGAGGTGGCACCTCACGCAGCACCCATGTTTAGTGCG 
H ATTGCTCGCGAGGGTGAGGGTTCAAAGGGGTACCAGGCGCTGCGTCACCGTTTCGACAAG 
ly ATGGTCGGCACTGCAATTGGACCTAATGGTTTGCCTGAGGGACCTGATCTGGGTGGTCGT 
B CGTTTACCTATTTCGCCTTATGATCCACGCTGGTCAGACCGCGAAGTAGTCCGTGTGCAC 
C 3 . GGTACC AAGCTGCTATC ACTGTCCGAAGAGAGTGTTGGCATGATCAGGGACCTTGATCTA 
Ifl GCAACGATCCACCTACAAGATAATGATGTTTACGAGGGCACTCATCGAGAAGACGACACT 
f H AAAGGCGGTGTGCGACCGTTGACTCAATGGGTCAATGGTGAAGCTATTGCCTGGCGCACT 
1^1 ATCACCGAGAATGACCAGATGCGACTGCCCAATATTGGTCAGTTTATGACGGCTAAAGAA 
^2 TACCGTGCCGCAGCGTCATGGCTGCGTGCTGGACTCATTGATACCGCAGATGTTGCGAGT 
CAGAAAATTGACCCCAACAAGGTCATGTCTGATGAGGGTATCGCGCGCTCGGAAGCTATT 
TTGACGTATCTGTCGGATGAGGGTGTGGATTTTAGGATCGAGCCAGATCGTGAGCCGGGA 
CAGCTTAAAGTGCGTATTGAGGGCACCCGTATTGATATTCGTCTCACTGATACTCGCGCC 
AATGAACAGTGGGTGGGTCGTGTCTATGATTCTGGCACTGTGATTAAGTATTCCGCCGAA 
CAAACAGCGGAAGAACGTCTACGAGCTCGTGAGCGCATGGAGAACGGTGATGGAACGTGG 
ACACCGGCTACTGATTATGAACCAAGCCCAACTGAAGTTGTCGATCTCGTGAAATTTGCT 
CTCGGTCGAGAGGTTGAGCGACAGGATGGCAAAGGTCTTGTTGGTGTGCCTAATGCTCGA 
CACCCACGTGCTTTAGAGCAGGCACAGGATGCATATTTCACTAAGAATCGTTCCGCATTC 
ATGGTGCGTGAAGGGCTCTCGATCGTTCAGGATGCACGTGATCGAAGTGCTGGTCCTGGA 
AAGTGGTTTGATAATGAAGCGAAAGCATCGGAGTGGCTTGGTAACAATATCGCCCTTACT 
CGTGCGCGTGTGGCCGAAGAGCTCGGCGTTGAAGAACTGATTGCGCTTTCTGCACAGTAC 
GCCGATGATCCTGACTTCATGCCGGCTTTTGCTGGTGAGGATGAGCTCATGGCGATAAAG 
CAGGACTATTGGGCGATGCTGCGAGGTGAGGAAACCGATCTGCTTAACCCTGGGGTTAAC 
CGCGATGATTATATGGCTGCTATCCGCGATGGTGATCATGAGCAGATTGCTGCGATGACC 
TCAGCAATGAATGCTGTGACCGTGGAGGATCGTGTGCGTCAGCACGCGGCCCTTGTTCTT 
GATGATTATGTCGGCACGGTGGAGCCTGATCCTGTTACCGGCTTGCGTTTTAATCCGGTG 
ACAGTTGCTCAGCACATGCCGAGTGCTAAATCCCTGTGGTCAAACCATGACGATATTATT 
GCCGCGTTGCGAGCGACTTCGATTACTGGCGATGAACTGCGCGGTGACGAATTCTATAAC 
GATGTTATTAATCAACAGTTGCTCAAATTTAATCCTGAGACCGCGCAGAAAATGGTTAAT 
AACCCTGATCTTGACCCGCAGTTGGCTCGATTTGGCACTGTCATTGCCGAGACTATTTCC 
CGCAATGGTGCTGATGTGGTCGATATTGCTGTTGACGATAACGGTGTGGTGCGGTGGACC 
GCACAGCGACGTGTTGGTGCGAAGGATAGTCGTGCAGTAGATAGTAAGGGGCAGGTTCGC 
GGTGAACGCACCCGTCATGTGCAGGGTGAGATAGGTCAGATTTTTACTCGCGGTGAGCAT 
GGTGAAATTGTCACCAAATTTAATGGTGGCGAGAACTATATGTTTGCCCCTGGCTACACC 
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GCGTCTGTGGTACCACAAAAGCCTGGTGAGACAAAGAGTTTAGAAGAGCGTACCAAGCTC 
AAAGGCTATGAGCAGGTGATGTCAGAGGCGTTGGTGTACCGTGTGCGAGAAGATTTGATG 
TTCACTGAGCGATCCCGAGTGGGTGCTACAACCAGCATCAACAGTGCATATAAGCGACTG 
TATGACAATCGCTTCCCTGTGGACTTCTTCGAGCGCAGCGCCGAAGAAGGTTTGAGCGAT 
GAGTGGCGTGCTGCGTTGCTTGAGACTGCGAGTTTGCGTGTGCGCTACGACAACTCTATT 
CGTGATGGTGCGAATGTGATGGAGGATATTCGAGCACAGCAGCGTGGTTTTGATGCGCGT 
AATGATAACTCCCGTGATGCGCTGGTGCTTACCGGTGGGCGTAACATTTCTGTACTTGAT 
GTTGATGCGGGTAAAGGTTTCTTTGATCCCATGATGACTGGTATGGCGGCGAACCAGGGT 

TCTGTTCGCTATTTGTTGCCTTCTGCGAAGGTGGGCGCTGATGGCATGATTACCCCTGGT 

GATCCGGCTGATCGAGTACCTGTTGCAGCGCATCCAGAATCATGGGCGATGGGCTTTGAC 
CCACATGACCGTCAGAACATGACTTTCTCGAACATCATGCAGGCTAGCGCTGTGACTGGT 
GGTGCACGCACTGCGATGATACAGCTGGGCGGTTGGAACTTTGAAGATGGCATTATTGTC 
TCTGCCGATTTTGCGAATACCCATGTTATTCGCGATACGGAAGATGAGATGCGCCCCTTG 
GTTGCCGGCGATAAGCTGTCTGATTTTCACGGTAATAAGGGTGTGACCGCTCTTGTTGTT 
GATCCAGCGATGAGTGATGCTGATGCACGTGCAGCAGGGCTGGAATCAGAGGTGGCGTTT 
TTCCGAGACAACCCTGATCTAGAGGTTGTCATGAGTCCGTTTTCTGCCATTTCTCGTTTT 
AATGGTGGCACGGCACGTGAGCTCATGACCAACCCGCAGGATGTGGTGTTCAGGAATAAT 
GATGGTTCTACTCGTGTTCAACCAGGTGCCTCTGGTGATCTCAACTTCATCGTCACGCAT 
ATGGCTGTTGATGCGAAAACCAATGTCTATGATGAAGAAGCTGTTCGTGAGGGCCAAGGA 
CGTAAAGCGTCTTCTCAGCTGGCGTGGGTGCTCCAAGCCCAGGAATGTCATGAGATTATG 
GAGCACTTTTATGGCAACAACGTCTCTGCATTGGCTAACTTCCAGGAATATCTTCGCGTC 
ACGGGGCTTGATGTCACCCCGTATGGTGAGTTGCGCGAGGGGTTCAGCGAGTCCAATGAG 
£3 CAGCGCAATATCATCGAGATGCCAAGCATTTACGATGAGAACGGTGAGCTGAATAATCGT 
^,3 GTTAATCGTGCACAGGTGCGCGAAGCTTTTGTTGAGCAGATCAGTCGCGCTGGTGGTGTT 
Ifl ATGGAGATTCCTTTCCAGTTACAGTTGCGCAATGGTGCACAGCTAGAAGAGTCACCTAAT 
f>=i AATCCAGACATGTATCAGTTGCCACTACTGAGCCCGCATTTGCGCAGTGATGAGGATTTA 
GCGGACGGTAGTACCTCTCGACATGAGTACACCACGCGGTATATGGCTATTTTTGATACG 
: ' \ TGCTACAAGCTGGC AGAAGAGCAAGCCAAGATTGACGCATTGCGCCAGGAGGAAGCGCAG 

^''i CACGGCACGTTGCCTCGTGCTGCGGAAAAGCGACTGAGCGAGTCACAGAAGTTTGTTGAT 
CAAGCACAGAAAAAGGTGCAGGCAAGCTTTGATGGAATTGCTAATGATATTGTCGCCAGC 
CGGATCGAGACCAAGAACAATGTGTTCAAGGACGGCTTTATGTCGGCGCGACAGTCACAC 
s TCCGCTACTGCTGTGTGGACAGGTGATCCACGCCTGTCAGTTGATGAAGTAGCCATGAAC 
t3 TCTTCGATGGCACGTGAACTCGGCGTTCTCGATAACGGTTATGCAATGGTGTGGCGTGAT 
[n CCGGTGATCCGCGATGGTGGTGTGCGCTATTTGCGTGTGGTTATTAATGATGATCTGCAC 
p i I GGTGTGGCAGTCAACCCTGTGTCGGTGAAGAGCTTTGACGGTGACTTCGATGGTGACTCT 
GTAGGTCTGGTCGGCAATCTGCCGAAAAAGGCGCATGAGGAGGCATTGTCCAGGCTCACA 
GTTGAGGCAAACATGCTTGATCTTGGTGATGGTAAGCGTATGGAGGACGGCACTATGTTT 
TATGGGCTAACTCTGCATGACAGCCTCGATGTACAGGTAGCGCAGCACCATGATCCGGCA 
ATGGCCGAGAACATGAAGGTTATTGTCTCTGAGCTTAACCGCTACCAGCGTGAATACGAG 
GCCGGCGAGATTAGCCGCGAAGAATTGCTAGAGGTCAACCGTGCACACATGGATGATCTC 
AATGAGCACTATGCACAGGCTTTTGCCAACCGCGATGGTTTGGTGACCTTGCGTTTTGAC 
GGTATGGAAAACCATATGGCTTCTGTTGCGCAGTGCTTCGAGACGGGTGCGAAAGGTTCG 
CCTGGCAAGCTGAAGGAATATGCCACCTATATCGGCGCTGATCCGGCGCAGGGTTTTAAA 
GACGTAGGTCAACCAACGCCAGAAGCGCTGCGTAGCCACTATGAGGGTTCGCAGAAGGCG 
ACTGCAATTAAGGTGCTCTTTACCGGTGTGGCTGGTAAAAAAGAGCAGGAAATGGTGGCA 
TTGTGCCGCAATCTTGGTCTGACCAAGGAAGCTATGGCTGCATCAGCACCGGCACAGCAG 
TCGATTCTGCAGGCGAAGCACGACCCGATTGACGCGCTCTATCGTGCAGAAACTCTTATG 
GGACCAGTAGGTGATCTCTACCAAGGTCGCAAGATGCGTCGTGGTGAGAATGAGCAAGGT 
CGCTATGAGTGGGAAGTCGTTAGGGACGAGAACCACCAGCCTATCCAGGCCACCAAGGAT 
GAATGGGTACAGCAGTACATGGAGATGTACGCCGATGACAAGGGTATGGGTGTCTCGGTT 
GGCGTTGACCAGGTGGAGAAGATCGCGGAAGAATTCTCTGATGAGCAGGGTTATATGCGT 
GTGCTTAGCCATGATGAGCTACCCACTGAGATTAAGCCACTAGCACTTGATCAGCTTGCC 
TATGGCGATAAGAAGAACCGCTTTGATTTGTTGTGCGAGATGGCAAAGCAGCAGGTCAAC 
ATCTACGACGGTGATGCTTATGACTTTGCCCCTCGTGTGGTGCGCGCCAATATGAAGGCA 
ATGGAGGATGCAGCGCGTTTTGGTATCCCTGATGTGGAGATTCAGTCGATTTCTGCACAG 
CAGTCATTGGCGAGCTTTGAGCGAGTCCCACAACGTTCTGGTTTCCGTATTGAGCGTCGT 
GTGCCGGCAGAAGTAGGTACAGGGATTGCTGCACCAGCACCGTTACCTGATGCAGGTGTA 
CAGGGGAATTATGTTCAGCAGCAGGTGCCTGCGACCCCGCCAGTTATGCCTGTCACACCT 
CCGGCACAGCAACCTGTTTCGCCTGCTCAGACGGACTTCCGGGGCGTTGGTCAGCCACTC 
GACCAGGGCGGAAAAATCGGGAATTATGGACATCAGGGACCTGCAATGGGGGCGCAACAG 
CCAGTTGTGCCTCAGCAGCAGAATATTCCGCCTGTGCATAATCCGGTACCACAGAATTCT 
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GTTCCGCCTACTCCGGTTGTGCCGAAGCCAGGTACAGGAAACCCGTTTACTCATGGTGGT 
GCGAACAATCAGTTTATGGGTCGATTTGATACAAGCCGTTACAACCAACAGGAACCACCA 
CAACGACAGGATGGCGGGTTTGAGCTC 

>RXNO 1 5 9 0 - downs t r earn 
TAAATAATGGCAGTAGATTTCAG 



->RXN0i59-2-upst-r-eam " "~ 

GATTCAATGGTAGAGGTATTTCATTTCCTCCCATTGGATCACACTCTTTTTGTCGTTCTA 
TAATAAAGTCTTTACCCGGTTCTCAACATCAAGGAACAAC 

>RXN01592 

ATGGCTGATAACTTCGACCGCTCTCGTGACAACGATCGCTCAAGCGACCGCACTCCTCGT 
GGAGACCGCGGCGATCGCGGTGGCTACCGAAACTCCCGCGGCAACGATGACCGCGGAAAC 
TACCGTCAAAACCGAGATGGTGAATCACGAGATCGCGGCGGATACCTCGGTGACCGTCGC 
GACAACCGCTCAGGTGAATATCGTCAACGTGACGATAGGCGTGACGATCGTAGGGACAAC 
CGAAGCGATGACCGCCGCGGTGGTTACCGCTCCGATCGCAACTTTGACGATCGCAACAGC 
AACATGCGTGATGATCGTCGCGGCGGCGACCGTTCATACAGCCGTAATGATCGCTCCGAT 
CGTGGCTATCGTAGCAATGACCGCTACGACCGTAATGATCGTCGCGATGACAACAGGGAC 
ACCAGGGGTGGCGATCGCGGAGACCGTCGCTACGACAGGCGCGATGACCGACGTGATGAT 
CGTCGCGATGATCGTCGTGGCGGACAGGGCCAGGGGCGTCCAGGTGGAGATCGTCGACAT 
GCGAACCGTGCAGGTGCAGGTCGCGATCAGCAGCGTGATTCGCTGCATCCACAGCGCGCT 
GGTTTCCGTGAAGAGCGCTTGAACACTCGTCTCAATGAGCCTGATTTGCCGGGCGATATT 
GATATCAAGGACTTGGATCCTTTGGTCCTGCAGGATTTGAAGGTTTTGTCTAAGGACAAC 
GCAGATGCCGTCGCAAAGCATATGATCATGGCTGCGACCTGGCTGGCCGACGATCCTCAA 
TTGGCACTGCGCCACGCCCGTGCTGCGAAGGATCGCGCGGGACGCGTGTCCGTCGTGCGT 
GAGACGAACGGCATTGCTGCTTACCATGCTGGTGAGTGGAAGGAAGCTCTTTCGGAGCTT 
CGTGCTGCGCGCCGCATGTCGGGTGGTCCTGGTTTGATTGCTGTGATGGCTGACTGTGAG 
CGTGGCTTGGGTCGTCCTGAGAAGGCGATTGAGCTGGCTCGAGAAGAGGATTTGAGCTCT 
TTGGATCAGGATAACCTGATCGAGTTAGCGATTGTTGTTGCTGGAGCACGCCATGATTTG 
GGTCAGCATGACTCTGCGATTGTGGAATTGCAGAAGGTTAATCCAAGCTTGAAGAGCACC 
GGTTTCACCCATTCTCGTTTGTCTTACGCTTACGCCGATGCGCTTGTTTTGGCTGGTCGT 
GGCGATGAAGCACGTGAGTGGTTCCAGCACGCTGCCACCTTGGATGAGGACGGCTACCTC 
GATGCAGAGGAGCGTATCGAGCAGCTCGATAATGGGAACAAC 

>RXNO 1 5 9 2 - downs tr earn 
TAGAC TATTGGTCT AGAGTGTAA 



>RXNO 159 7 -upstream 

GAGTAGAACCACTTCTCGCCGCCAGTGCATAAGAGTTTTCTTGGAATTTTTTAGGCGCGC 
CTCCACCAAAGGTTGAGACTTTGGTTCCACAATGGGCTGC 

>RXN01597 

ATGAGTCTGTTCAACCGCAAAGCCGACCTGCCCGGCCTGCAAGGTGCCACCCGAATCTGC 
ACCCCGCAGGGCAAAGGGCTAAAGCGCCTGTCCGAAGGCGATCTCGCAATCATTGATGCA 
CCAGATCTATCCAGGACCTTCGCCCAACGATTGCTAGCAGCAAAACCCGCCGCAGTCCTC 
AACGTTTCCCGGTTCACCACCGGATCGGTGCCCAACTTTGGACCGCAAATGCTTATCGAC 
GGCGGCATCCAGCTCGTGGAAGGCTTTGGCCAGGAGCTGCTCGACGGCACCAAAGACGGT 
AAGAAAGGTCGCCTGACAGAAGATGGACAGCTCTTCTACGGCGAACGACTGATCTCTAAC 
GGCAGTGTTCTCAGTGGACCTGCGGCTGAAAATGCATTTGCAGACGCCCAGCAATCACTG 
CTGGACCGCATGGAAGCCTATTTCGGCAACACCATTCAGTTCATTCACTCAGAAGCACCG 
CTCCTGATCGATGGCCTCGGCATTCCCGATACCGGAAATGCCATTGAAGGCCGCAAAGTT 
CTCATTGCCTCACCAGGGGATAACCACCGCAGCAGGCTCAAAGAACTCCGCAGCTTCATC 
CGCGAATACGATCCAGTACTCATCGGTGTCGATGGGGCAGCAGACACCTTGGTGGAATTG 
GGGTACAAGCCCGCGCTGATCGTCGGCAATCCCACTGGTATCGGCGCAGATGCGCTGCGC 
AGTGGCGCCAACGTAATTTTGCCAGCTGATCCAGACGGCCACGCTGTTGGTCTGGAGCGC 
ATCCAGGATCTTGGCATCGGTGCGATGACCTTCCCATCCTCAGTAAATTCCTCCACGGAT 
CTGGCGCTCCTGCTTGCGGATTTCCACAACCCGCAGATGATCGTCAACGTCGGCGGTCCT 
GTCACCCTTGATGGTGTTTTTGAAAACCGAGAAGATTCCGATCCCGCGGCGCTTTTGACG 
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CGCGCCAAGCTAGGCACCAAGCTTGTCGACGGATCCGTCATCGCAAGTCTTTACACAGTG 
CGCAGCTCCAGCAACCTTGGATGGATGTGGGCACTGTTAGCCATTTTGGTGGTTCTTGCA 
GTCGTGATTGTTATCGCTGGCACCGCAGGATCAGGCTCTTTTACCGACAACCTCATTGAC 
ACCTGGAACAGCTTCGCGCTGACAGTGCAGGGTTGGTTCAAA 

>RXNO 1597 -downs t r eam 
TAGGAAGGCAACATGGCTAAACG 



>RXNO 1 5 9 8 -ups t ream 

CGCTGGCACCGCAGGATCAGGCTCTTTTACCGACAACCTCATTGACACCTGGAACAGCTT 
CGCGCTGACAGTGCAGGGTTGGTTCAAATAGGAAGGCAAC 

>RXN01598 

ATGGCTAAACGACGTGGAAGAGGCGCCGCAACCTTCGCCGCACTGGGATTTGGTGCAGCA 
GCCGGCATTGCCTTTGGAACTTATGTGCTTGCACCCAACCTTCCTGAAAACATTGACCCA 
AATGCACCAACATCAGCTGAATTAGTCGAGGCAGAGACCTTGGCTGAGGTTAATGCGGTG 
CAGGCCGATCAAGCAGACAGCATCATTGACCACATCGTGGAAGACGTGGTGGCTGGCACA 
CTGACCGATCGCCCCGTACTGGTGATGCGCACCGCTGACGCTGAAGAATCAGACGTTGCC 
GATGTGTCATGGCTGTTGCAGCAAGCAGGAGCTATTAATGCTGGATCCATTACACTTGAG 
GAGAATTTCTTCTCCCAAGACGGCGCGGACCAGCTGAAATCAATCGTGGCAAATACGTTG 
CCTGCAGGCGCTCAGCTTTCTGAAACCCAACTGGATCCAGGAACTCACGCTGGCGAGGCA 
CTTGGTGCCGCTTTGCTGCTCAACCCTGAAACTGGTGAACCACTAGCCAGCACTGCAGAG 
CGCGGACTATTGCTCAACGTGCTGCGCGACAACGGTTACATCTCGTACGAAGACGGCACC 
ATTTTGCCAGGCCAGGTCATCGTGATGATTACTGGCGATAGCGACGGCTCAGGTGATGGT 
GCCTTCGCTGCAGAAACACAATCGCTGTTTGCTCGCGCACTTGACGCCCAAGGATCAGGC 
GTGGTGGTTGCAGGACGTATTCACACTGCTGCTGATACTGGAGTTATTGGACGGCTTCGT 
GCCAACCCTGATGCTGCAGAAAACGTCTCTACAATTGATTCCGTGAATCGTACTTGGGGC 
AAGATGGCTACCGTGCTATCAGTTCGTGAGGAACTAGCCGGTAGGTCTGGAGCGTTTGGT 
TCCGCTGCCTCCGCAGACGCGGCAAGTCCGTCTCTCGATGGAACTGCAGCAGCGCCAGCG 
CAG 

>RXNO 1 5 9 8 - down s t r earn 
TAGGTTTTCCAAGCCTTTAAAAC 



>RXN01 618 -upstream 

GGCCGTGCGCGCCTCCAGCGAGCCTGGCCGTGCCGGAAAAGTGCTCATTCGTTTCTAAAC 
GTTTAAGGCCCATTAGACCCCTGATTTAAAAGGATCTCAC 

>RXN01618 

ATGATCATTATCGGAGCAGTTTTCGCCATCCTCGCAGTTCTACTGCATGTTTTCATCTTC 
TACATGGAATCATTCGCATGGACTAGTGAGAAAGCACGTGGAGTTTTCGGCACCACCGAA 
ATCGACGCCGAAAACACCAAGGAGATGGCCTACAACCAAGGCTTCTACAACTTCTTCCTG 
GCAGTCATCGCCGGCGTGGGTGTTGCGTTCCTCTTCGCTGGTTCAACTGGCATCGGCGCA 
GCCCTCGCACTCGCTGGCACCGGTTCCATGCTGGCAGCCGCTGCAGTGTTGGCTTTGAGC 
TCACCCGACAAGCGTGGTGCAGCCTTCAAGCAAGGCACGTTCCCGCTGCTCGCAGTGGTG 
TTCC TTGTG ATTGG ATTGC TGGTT 

>RXNO 1 6 1 8 - downs t r earn 

TAAGCAGTTTTTTAAAGGAACTT ^ 



>RXNO 163 4 -upstream 

ATTGGATCTAGGAAAAATTATGAACATCTCAAAGCTCGGACTGAGGATCGCGGTCACAGC 
AACGGCGACCACAACGGCGCTTGCCCTCGGTGGCACGCAC 

>RXN01634 

ATGGCAGTTGGTCAAGAAACTGATCTGCTCAACGCTATGGAAACACTCGCTGGGGTTCCC 
TCAGACTTGGTGGTCACTGAAATCCTCCCCGATACCACCAGCTATGACAATTTTGAATTC 
TTTGAAGTTCACAACACCGGCAGTGCACCCGTGACCATTGGGGAAGGGGAGTACACCTTC 
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GCCTATTCCTTTGACGATTCCGCCGATACGTCCCGCGACAAGGCACTGGATCTTGGCGGG 
GAAGTCACGGTAGATGCAGGCGAAACCATTGTGGTGTGGATTGAGTACTCCAGTTCAACT 
GTTGATACCGCTGCGTTTAGTGAGCAAGACTTCCGTGATTTCTACGGCATGGATTCCTCA 
GCCCGCATCTTCCGAGCAACTGGCCAGGCGGGTCTCGCTAACGGTGGTGATCGTGGCATC 
CGAGTTCTGTACAATGGTGAAGTTTCTGGTTGGTCCCACTACCCATCAGATAGCGCAGCG 
GTTCAAAAGGGAATTGACTTCGCGCTGCCAAAAGTAGGGGAGCAGGCCAGCATTGCAAGT 
GCGCACCAAAAC 



>RXNO r63'4"^dowT^s t r earn '■ 
TGATCCAACTCCAGGATCAATTA 



>RXNO 163 5 -upstream 

AGGGAATTGACTTCGCGCTGCCAAAAGTAGGGGAGCAGGCCAGCATTGCAAGTGCGCACC 
AAAACTGATCCAACTCCAGGATCAATTACTTCTGATCAAG 

>RXN01635 

TTGATTCCTGGCGGATTGGACACTCCAGAAGAGCCTGAAGCCCCTGAAGACTCTCTTTTT 
GAAGGGCGCACTCCCCCTAGGGATGCAAGCACCCGCTTGATCCTCACTGAACTAATGGTC 
AACTCCACCAACATGGGCAGTTCTGATGGTTTTGAGTATGTGGAAATCACCAACACTACT 
GCCGAACCCATCGATTTTTCCGATTACACCTTGAACTACCTGTACCCGCAGGATGAGTTC 
ACCAACACCAACGAAGCCGTCTGGGCTGCGGAACCTGGTGATGTCATTATTCAGCCTGGA 
AAATCTCTCGTGTTTTGGATCAAAAATGGCCCCAATGATGAGGCAACCGCAGCAGATTTC 
AATGCAGAATATGGCACCAACCTGGAGGCTGGAAAAGACCTTGTTGAAATCTCCTCAGGT 
GGGATGGCCAATGGTACTGCCAGAGGAATGCAGATTCAGACCAACACTGGCCACATAGTC 
AACCGTGGTTTCTACAACATGGCTGGCGCTTCTGATGTGAAAGCCAACGAGGGTCTTCAT 
TTCGCAGTGGATGAGTCTGATCTTCTGAAGCAAACGCTTGTCGGCAGCGGTGCGCCAACC 
CCGGGCACTGTGTACACTTCGCAGATTCCTAATCCACTGTCTGCCGTTATCGCTGATTCT 
TCTGTACCACTCATCACAGATAATACCGCAACCAGTATCAACCCTGCGGAGCCGTTTACC 
TTCGCCTTCAAATATCACCGA 

>RXNO 1 6 3 5 -downs t r earn 
TGATGTCCAGGTGCGCACGGCAA 

RXNO 1 6 3 8 -ups t ream 

AGGCATCAAACCCACAGCACAACCACCAGGACGTGCCACGATGTCCATCCGTGGTGAAAA 
CATCGGTGTTGCACAGATGGCACCGCATAGGTGATGACTC 

>RXN01638 

ATGAGCACCCAAACAATCACCATCACAGTCCTAGAAACCGCCACCATCTTTGACGGCCCT 
GAAACCATCTACCGCTATGACCTGGCTGCCGAAGGCATCCTTGATGGATGGGCTCACTCT 
GCTGTGCTGGATCAAGTGAAACAAATAGCAGGTGAAAACTGGCCGACTGTTGAGATCGTG 
GTGGATGGCACCGACAACGTAGTCAATGCACTCACCTCCATGTTTGCTTCCAAAGGCGTG 
ACCTGCGGTGGGGTTGGAGTAGAAGCACCTCCCGTTGCGGAGGAACCACCGAAAATTAAA 
CGGCCCACGAGTGGAAAACAAGTCCGCCAGTTCTACGGCATCAAGCCACTACACCTGTTG 
TTGGTCAGCATATTGGTTGGTTCTATTGCTGGTATTTGGGTGATTTCGGGTTTCACTGGG 
CCAGTGGACTCACGGCCGGTAGATAAGGTGGCGGAGATTTCAACGCAGGGGGAGACGTCG 
ATAAGCAATCAACCCCAACCCCAGCCCACCGTGCTCGTGACCGAGGACCTGCTTATTGAG 
GCGCCATTTGGTTTTGAAATGCGAAGCGACGAACAGTCGCGCTACCTGGAAGGCCCCGAC 
CCGAATCTGCGCATCCACGTGGGCGTCGATCCGCTGCACGGCGCGGACGCCGCGCTGGTT 
GCCGAAGAGCTGCGCCGCCTGATCACCGAGGATCCTTCGCTGGAGGAAATTCCCGCAGGG 
GAGTGGGGCGAGAAAACCACCATCGACTACCGCGAAACACCCGGCGATGGCTCTCATGTG 
CTGTGGGTGACCTGGTTTGACACCGACCGACAACTCAACGTTGGGTGCCATAGCAAAGCC 
GCCGAAACCCTTGTTCACAAGGCACAATGCCGAAATGTGATTGAGCATCTGACGCTGAAA 

>RXNO 1 6 3 8 - downs t ream 
TGATGCCGGTTTCTATCCGGAAT 



>RXNO 16 47 -upstream 

GCTGGGGGAATACATGGCTGAAGGCATGTTGATGCCCACGACATCGGCGCAGGTGTCGGG 
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GCATAAATTTCTGGTGCGGCGCATCGAACATGGGTTGGTG 
>RXN01647 

ATGGGCGATGTGCGCATGATTCATGATCCACTTGGTAGGCGCCGGCGGGCGTTGGTGTTT 

GGGGTGGTGGCGTGCGTGATGTTGGCGGTGGGATCATTGGCGTTGGCTATTTTTCGACCC 

GCGAAGGATCCGGCCGATGCGCCGTTGATCCGCTCTGAATCCGGCGCGCTCTTTGTGCAG 

CTGGATGGGTCGGTGCATCCGGTGGCTAATGTGGCCTCGGCTCGGTTGATTGTGGGGGAG 

CCGGTGGATCCGGTGAACGCCAGCGATGCGATCATCGCGGGCATGCCGCGCGGAGTGCCG 

GTGGGGGTTCCTGATGCGCCGGGGCTTTTCAGCA'GCACCGAAGAACCCGAGCA^ 

TTTGTGTGCCAGGATGTCGGCACTGGGGATCTACACATTACGGTTCCTAGGGGCGGACTA 

GGGCCCACCCTGATTGCGGAAGGAAATGGGTGGCTGGGGGCGTCGAAAAGCGAAACCGGC 

GAGGTCACCTGGAACCTGATTACCGCGGACGGGCGCCGCGAACTGCCGGCGTGGGGCAGC 

GAACATGGGCGCATTATGCGCCGCCACCTGGGGATTTCCGAGGACACCCCGCGCGTATAC 

CTGAGCACTGAGCTGCTCAACGCGATCCCCGAGCACGACGCGGTCCGCTTCCCAGCCCCG 

CTGCCCGAGCTTGTCGACGCCTCCACCCGCAACTGGTTACGGCTCGACGGGGCGCTCGCC 

GAAATCACGCCGCTACAGCGCGGGTTGCTTATCGACGCCGGTTCCGGTGTTTTCCCCGAC 

CCCACCGCGCTTCTTGGTGTGCATGAAGAAACAGCCAACACCTTGACGCTGCCCGAGCAA 

ACAGTTTCTTGGCAAGATCTGGACGGTGGTTTTGCCTGCGCGGATGGTGAAGGCCAGATC 

GGTTTCCTGGAAACTCTGGAATCGGGGGTGGCGCTATCTGGTGATTCCAGGGCGAAAAGT 

TTCAGCACAAACGCTGGTGGGGCAGTGGGCGTGGACAGTGGCTTTGGCTACTATGTGGTC 

TCTGATTTTGGGCTGATGCACCCTGTTTCTACTGGTGAATCGATGGTTGCCCTAGGAATC 

ACTGACGTGCAGGTCGTGCCGTGGAGCGTGCTGCGATTGTTGCCGCAGGGAAGTGAATTA 

GCAAAAGAGACAGCGCTCGCGCCCACCTAT 

>RXN01 6 47 -downstream 
TAAGGAGTATGGTGGCCTTACAT 



>RXK01658 

GATCCACAGATCCTGTCACCAACCTTCACCCAGCAACAGCAGCTGCGAAACTTCTACGGT 
TTCCCAGACCAGCTGGCGATGGACCGCTTTGAAGTAGATGGCAAACTCCGCGACTTTGTT 
GTGGCAGCACGTGAGCTCGATCCAAACGCCCTGCAGCAAAACCAGCAGGACTGGATTAAC 
CGTCACACTGTTTATACCCACGGCAACGGCTTCATTGCAGCTCAAGCAAACCAGGTGGAT 
GAGGTCGCCCGCGACGTCGGATCCACTCGTGGTGGTTACCCTGTCTACACCGTCTCTGAT 
TTGCAGTCGAATGCTCGTGCTGCAGAAAGCGAAGATGCTGAGGAGCTTGGCATCAAGGTT 
GATGAGCCTCGTGTGTACTACGGACCACTGATTGCTTCTGCGACTGATGGTGCTGACTAC 
GCAATTGTCGGTGACACCGGCGATGGCCCAGTCGAGTACGACACTGACACCTCCAGCTAC 
ACCTACGAAGGTGCTGGCGGCGTGGACATTGGAAACATGGTCAACCGTGCGATGTTTGCA 
TTGCGCTACCAGGAAATGAACATGCTCCTGTCTGATCGTGTTGGTTCCGAATCCAAGATC 
CTATTTGAGCGCGATCCTCGTTCCCGTGTGGAAAAGGTTGCACCTTGGTTGACCACTGAC 
TCCAAGACCTACCCAACTGTGATTGATGGTCGCATCAAGTGGATCGTCGATGGCTACACC 
ACCTTGGATAGTCTTCCGTACTCCACGCGCACCTCACTGACGGAAGCGACTCAGGATGCT 
GTCATGCCTGACGGCACCCCACAGCCACTGATCACAGATAGGGTCGGTTACATCCGCAAC 
TCCGTGAAGGCTGTTGTTGATGCGTACGACGGAACTGTTGAACTCTACGAATTCGACACC 
GAAGATCCTGTTCTGAAGGCATGGCGTGGCGTGTTCCCAGACACCGTGAAGGACGGGTCG 
GAGATTTCCGATGAGCTTCGCGCACACCTGCGTTACCCAGAAGATTTGTTCAAGGTCCAG 
CGTGACATGCTGGCCAAGTACAACGTTGATGATTCTGGAACATTCTTCACCAACGATGCG 
TTCTGGTCTGTCCCAGGTGACCCAACTGCAGCGGAGGGCCGCCAGGAACTTAAGCAGCCT 
CCTTACTACGTGGTGGCAGCAGACCCAGAGACCGGTGAGTCCAGCTTCCAGCTGATCACC 
CCGTTCCGTGGACTTCAGCGCGAGTACCTCTCTGCACACATGTCTGCGTCGTCTGATCCA 
GTTACCTACGGTGAAATCACTGTTCGTGTGCTGCCTACCGATTCTGTGACCCAGGGTCCA 
AAGCAGGCCCAGGATGCGATGATGTCATCTGACCAGGTTGCTCAGGACCAAACACTGTGG 
CGTGGATCGAACGATCTGCACAACGGAAACCTGTTGACCTTGCCAGTTGGTGGCGGAGAG 
ATCCTCTACGTTGAGCCGATTTACTCGCAGCGCAAGGATCAGGCATCGGCCTTCCCGAAG 
CTTCTGCGCGTGCTGGTCTTCTACAAGGGTCAGGTTGGTTACGCACCAACGATCGCTGAA 
GCCCTATCGCAGGTCGGCATTGATCCGAAGGAAGCGCAGGACATCGAAGAGGTAGATGGC 
ACCGCTACGACGCCATCGACTGATGAGAGTGACACTGACACTGATCAGCCTGCAACCGAA 
ACCCCAACTGCACCAGTGAGTGAGGCGGAAGGAATCGCGGCCATCAACGATGCGTTGAGC 
AACCTTGAAGCTGCTCGCGATAGCTCTTTCGAAGAGTATGGTCGTGCACTCGATGCGCTT 
GATCGTGCCGTCGATAGCTACCAGTCCGCACAG 
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>RXNO 1 6 5 8 - downs t ream 
TAGCGTTTGAGTAAACAGCCCGA 



>RXNO 1659 -upstream 

TTGATGCGCGCCGCGGTGAGCAGCCTGCCGATCCAGAGCGTGAAGAATCTGATGATTTAG 
TCGAGATTGATACCGTCTCTGGATTCCGCCTGCTCAGTAC 



>RXN01-6-59 ^ 

GTGGCGGGGGTTGCGCAGCGTTTTGTCGACGAGCGCATTCACGTCGGTTTGGATTCCATG 
CCAGAAGCTGTGACTGCTGTGTGGATGGAATCTGATTGGGTGTTGGCGGAAACCATCAAG 
GGTTCCACGCCTTCCGATTGGGAAGAGATTTTGCGGCCGTTGGCGCTGCTCACGGACGCG 
TCTTTCACGTTGCCACCTCGTTCCACGCGTGCGCAAACCTTGGATTTGAAGCATTTGGAA 
CCAAGCCGTCTGAAGCCGGAGCAGCCAGAAAAGCCAGCGTTTACTCCCAATGCTTCGGAA 
GAAGATTTGTCTCAGCCGTTGGTGATCCGCCCCGAGGAGCCGTTGCAGATGCCGGTTCGC 
GGTGTGCAGGAAAGCCGCGGAGTGGTCGAGCCACGGTCATTGGGTGCGGATGATGTGGAG 
TCGATTGCGGAGGGCGATCCAGAGCGTCCGAGCGATCTTTATGGCACGCGTGTGCTGCGT 
GATCTCAATGGTCAGTCCAGTATTTTCCAAGATTCCACCGACGCGGATGAGCCACCAAAA 
AAGTGG 

>RXNO 1659 -downstream 
TAGAAAACTGGTGTTTTTCGGCC 

tii RXNO 16 63 -upstream 

f 3 TATTTTGCTGGTTGGTCACAGTGGAGCGCTAACCCCGAGAATCCTATCGAGGCCTAAAAT 
r 3 CGTGGCTTGAGTACGCACTGCCAGTAAGGTGTGTGATGTG 

>RXN01663 

H ATGGAAATAAGTGTCTTGATCATCGCCGCACTGATCTTGGTGGCAGGCATCGTACTGTGG 
CGCGCGGACTCGTCTAAACAGGCAGCTAAAAAGGCTGAATCACCTGTGGGCTCAGTCGCA 
= CCTGCGCCCGTGCTGGTTGAAGAAGAGCCGGACCCTGAGTTTGAGCCAGAACTGGACCCT 
£3 GAACCAGAAGCGCAACCAGAACCAGAGCTGGAAGTTGCGCCTAGATTTGCGCCAGAACCA 
f n GTTCAAGATCTTGAGCCGGATCAGGCTGAGGACATTTATTTTGATGATTCCCCTGAACTC 
f y GATGCTGATGTTGAAAATGCCTTGGCTGAGCTTACTGAGGTAGAAGACTACCCGGAAGAG 
Ll CCAGTGCAGTCTGAGCAACCTCAAGCCCCTGCCACGGCGGAGGTAGCTGCGGACGAGGAG 
^2 CAACGGGGCGTCGATAAGCATTCGTTTTTGAGCTCTTTGCCTGGTTCGCAGCGCCGGGAG 
CGCCGAAACTGGGCGGCGAAGCACCACTTCGATTTCATCAAGGAAGATGCCTTTTTGACC 
J GATGAATGGTCAAGGGGTGCGGCATCGACTGGTGCCGTTGCACGTGATGTGGTCAGTGGC 
ATGGCTGAAGGATATGAAACGCATCTGGTGGATTTGGCGGGCGTGCCCGTGATGGCGATG 
CGCCGTGGAATTACCTCTGACGTGGTCATTGATGCGCGCCGCGGTGAGCAGCCTGCCGAT 
CCAGAGCGTGAAGAATCTGATGATTTAGTCGAGATTGATACCGTCTCTGGATTCCGCCTG 
CTCAGTACGTGGCGGGGGTTGCGCAGCGTTTTGTCGACGAGCGCATTCACGTCGGTTTGG 
ATTCCATGCCAGAAGCTG 

>RXN01663 -downstream 
TGACTGCTGTGTGGATGGAATCT 

RXN01669-upstream 

CACCCACAGTCACCAAGAACATAGCCACTCCACACACAACCACTCCACACACAACCACGA 
GGGTCACGACCACCATCACCCCACCGGATTCAAAGGATTT 

>RXN01669 

TTGTACGAGATTTTCGTTCCACACTCCCATGACACCGCCGACTCGATTGATGATGCTATG 
GAGGCGAACTCAGAGGGTATTCGAGCGCTGAAGTTTAGCCTTGTATTGATGCTGCTCACG 
ACGGTTTTGCAGGCTATCATTGTGTCTTTTTCTGGATCTGTTGCACTGTTGGCGGATACG 
GTTCACAACCTTTCCGACGCATTGACTGCGATTCCTCTTTGGATTGCTTTCATACTTTCC 
CGGCGCGCAGCGACTCAAAAATATACGTATGGATTCAATCGTGCAGAGGATTTAGCGGGG 
TTGTTTATTGTCGCGATGATTGCTCTTTCGGCGATTGTTGCTGCATGGCAGGCGATCGAC 
CGGATGATTAATCCTCGCCCGATGGAGAATATTGAATGGGTGATTGCGGCAGGTGTTATT 
GGTTTCTTAGGAAATGAGGCTGTGGCAATGTATCGCATTCGGGTTGGTAAGAGGATTGGC 
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TCGGCTGCTTTGGTTGCAGATGGCGTTCATGCTCGCACGGATGGTTTTACTTCACTTGCA 
GTTGTCGCAGGTGGTGTTGGAGTTTTTCTGGGATTCCCCCTGGCTGACCCAATTATCGGA 
TTGATCATTTCTGCGATGATTGCCACCCTTCTTGTTGGTACGATCCGTTCGGTTGGCAGA 
CGCCTCATGGATGGAATTGAGCCGGAGTTGGTAGAGAAGGCTACGCACGCGATCTGGCAT 
GTGAAGGAAATTGAGTCGATTGATCGACTGAGGTTGAGGTGGGTTGGACACCGTCTTCAC 
GGCGATGCCACGGTCAGCACTTCTACATCATCGCTATCGGAAGCCACCGCAATCGCCCTT 
GAGGCTGAGCTTTCCGTCAAACAACATCTTCCCAATGTGGATGAAATGACTGTGACCATC 
ACCCCTTCCAAACCT 



>RXNO 1 6 6 9 - downs tr earn 
TGAGTCCCGTGATACAATTGTTG 



RXNOl 6 72 -upstream 

AGTAGCAAAGGGTGCAGTCGAAGGACCAGCATCCAAGACTGCTGCCGAAGAAACCGACTC 
CGTTGACAACGGATCCGACGAAAACGGCGAGGAATAATTT 

>RXN01672 

ATGGCATCCCGAGAAGTATCCATCACCCGAATCTCACCACTAGCAACCTTCCGAGTTGCA 
CTGGCAATGTCCATCATCGGACTCGTGGCGTGGATCATCTGCGTAACCGTCCTCTATTTC 
GGACTTAACGTGGCTGGCGTCTGGCAGAACTTCAACGATGTCATCGGCGGTGTTGGTGCA 
GAACAAACCATCACCTTCGGGCTCGTCCTGAGCATTTCCGCACTTCTGGGAGCTATCGGA 
GCGATTACCGTCGCTGTGCTTGCACCATTGTGTGCAATCATCTACAACTCGATTGTTGAC 
CTCTTCGGTGGACTGCAGATTCAACTGCAAGAAGAAGTAGAC 

>RXNO 1 6 7 2 - downs tr earn 
TAACCTCTGAAACACAAACCCCT 



>RXN01694-upstream 

CGACACCAATAATTTATTGGGTATCCACCAATTACCGCTGTGAGCACTGCAAATTACGTA 
TTCGAAAAGCCATGTCCACCACGTGTTCTATCCTGGCGGC 

>RXN01694 

ATGCAAAAAATCACCCCAAACATCTGGTGCCAAGGCACCGCAGACGAAGCAGCCGAATTC 
TACGTCAATGCGTTTTCTGAGTTTCCGGGTGGCGCAGAAGTACTCACCACAGTTAAGTAT 
CCCGAAGCTGGCTTGCTGGACTTCCAGGAGCCTTTCGCAGGAAAAACCTTGACGGTGGAA 
CTCGCTATCTCAGGCTTTAAGATCATCTTGATCAATGCTGGTGAAGAGTTCACTCCCAAC 
CCATCGATCAGCTTCATGGTGAATTTTGATGCGGTGCGTGATGAAAATGCCAAAGAGCAC 
CTTGATGCGGTGTGGGAAAAACTCCATGAAGGCGGCAGCACACTGATGCCAGTGGATACT 
TACCCATTTTCGGAATACTACGGGTGGGTACAAGACAAATATGGTGTGAGCTGGCAATTG 
ATGCTCAGCCGCCCAGAAGAAAAGCCAGGTCCCGCAGTAATCCCAACGCTCTTATTTGGT 
GGGGCAGCTCAAAATCAGGCAGGCCCAGCTCAAGAAAACTACGTTGAGGTGTTCCCGAAC 
TCCCAACTTGGTGATCGTGCACCTTATGGACAGCAAACAGGTCCTGCCACTCCTGAGGCC 
CTCATGTTTTCCCAGTTCCAACTCGACGGTCAGTGGATTTTCGCGATGGATTCCGGAGTT 
GAGCAAGATTTCACCTTCAGTGAGGGTGTCTCATTGATGTATGAAGCTCATGGTCAAGAA 
GAACTCGATGCCATCTGGAATGCACTCTCGGCAGTTCCAGAAGCTGAGGCTTGTGGTTGG 
TTGAAGGACAAGTTCGGCGTGAGCTGGCAGATTGTTCCCGACAACATGGAGGAGCTCATG 
GCTAAACCCGGCGCGTATGAAAAGCTTCTTGCGATGAAGAAGATCAATATCGCGGAGTTC 

>RXN01694-downstreain 
TAGCAGTTCTAAGCGCTCCACGC 



>RXNO 1 6 9 6 -ups t ream 

AGGTGACGGTGATACAATTTTGCCATAACTGACTTAACCCAGAACGTTGTCCGGAAGCAC 
ACAGACCTTTGTGCGGCTTCCTTTTCTAGGAGCATGTAAC 

>RXN01696 

TTGTCTACCCCAATCGGCCTTGGCCTTCCTCCGACCCCACCTCCAGTGTTGGCGCCACGT 
CGTAAAACACGCCAACTCATGGTCGGCAAAGTGGGCGTTGGTTCGGATCACCCGATTTCC 
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GTCCAGTCGATGACCACCACCAAAACCCACGACATCAACGGCACCCTGCAACAGATCGCA 
CAGTTGACAGCCACCGGTTGTGACATCGTCCGCGTTGCCTGCCCAAAGACTGTTGATGCG 
GAAGCACTGCCGATCATCGCAAAGAAGTCTCCGATCCCAGTGATCGCAGATATCCACTTC 
CAGCCCAAGTACATCTTCGCGGCAATCGATGCAGGTTGCGCCGCCGTTCGTGTGAACCCA 
GGCAACATCAAGGAATTCGATGGTCGCGTTAAAGAAGTAGCAAAAGCTGCAGGCGATGCC 
GGAATTCCAATTCGTATTGGTGTCAACGGCGGATCCCTGGATAAGCGCATCCTGGACAAA 
TACCACGGCAAAGCCACCCCAGAAGCTCTCGTGGAATCCGCAATGTGGGAAGCCGGCCTG 
TTTGAAGAGCACGGCTTCGGCGACATCGCAATCTCTGTGAAGCACTCCGACCCAGTACTC 

ATGGTGGAGGGGT-AGGGGGAGGTeGeTGAACAAAGCGACTACCCACTGCA'CCTCGGTGTT 

ACTGAAGCTGGTCCCAAGTTCATGGGAACAATCAAGTCTTCCGTAGCATTCGGCGCTCTG 
CTGTCCCAGGGCATCGGCGACACTATCCGTGTGTCTCTTTCTGCTGACCCAGTGGAAGAA 
ATCAAGGTTGGCGACCAGATTCTGCAGTCCCTCAACCTGCGCCCACGCAAGCTGGAAATC 
GTGTCCTGCCCATCATGTGGCCGCGCACAGGTCGATGTGTACTCACTTGCTGAAGAAGTC 
ACCGAAGCACTCGACGGCATGGAAGTTCCACTGCGCGTCGCTGTCATGGGTTGCGTTGTT 
AACGGCCCAGGTGAGGCTCGCGACGCTGACCTCGGTGTTGCATCCGGTAACGGCAAGGGC 
CAGATCTTTGTCAAGGGCGAAGTCATCAAGACTGTCCCAGAATCCCAGATCGTGGAAACC 
CTCATCGAAGAAGCAATGCGTATCGCAGAGGAAATGGACCCAGAAGTCCTCGCTGCAGCA 
AGTGCTTCCGGTATGAAGGCTGAAGTGAAGGTAACCAAG 

>RXNO 1 6 9 6 -downs t r earn 
TAAGTTTTGGTTAATTAAGGCAC 

CJ >RXN016 97 -upstream 

h3 tagatcaactaagtatgaacgcgaatccgactttggtcgtactgcaagaatcgaccagag 
t H cccgattaaaaaatgcccccgcgcaacgaaactagtaatc 

im >RXN01697 

I [ ! ATGTTTC AAGGACTAAAAGAACTCACCGCAGCAAAAGGCCGCACGCTGCTGATCACCGTC 

ACCGTCGGGCTGATCGCCGTGCTGGTTACTTTCCTCTCTGCCCTCACCGCCGGGCTTGGC 
I^i CACCAATCAGTATCCGCACTGAAATACCTAGCGGGTGATAATGAACTTATCCTCGCCGAT 

lU tccggatccaccacgctttccgcgtccacgctttctgatcaagcagttgcccaactcgaa 
^_ gacgaaggcgcacagatgctgtggcaggtccgcgaccgagtagcagacacccccaccatg 
Q ctcctcaactcccctgaccttgcgcctggtgaagtatcccttcctgccgaactcgctgat 
in tcggaactcgctactgcgcatgatgtagtggattcttccaacgatctgtacctcgatcac 
ry • ctgcccgtggtattgatgaacacctccgatttagcctcactcgcgcaagtccgaggcgtg 
■'.j acaggaccagcaggcgcattcgcctctgacgttgcgctcccctccgacaccgttgcgctc 
tctggatccgaacggtggaacgcatccgcctcctaccagggcgaacagatgtcactcaac 
ctcatgatcgtcatgctgtatgttatctccgcactcgtgctcggcgcattcttcaccgtc 
tggaccatccaacgcctccgcggcatcgccatctctagtgctttgggagcagcccgccga 
gtacttatcgccgacgctctcggccaagccatcatcgtcttaggaatcggcatcaccgca 
ggcacattgatcacagtcatctccgcattcggcatgggagacgcaatgcccgtggtcatc 
tcctcctccaccacgctcttccccgcacttatcctcgccgcagcaggactcatcggtgcc 
gccatttcactcggccccatccttcgcgtcgaaccacgctccgcactcatgaacgca 

>RXN016 97-downstream 

taagaaaaggaacctcacatgac 



>RXN017 01-upstream 

gccgatcaaattcattgattgttaatcggaagttttttgaacaggtaaagctaggggacc 
tgttcagtgcctgttggcggatgtattaaggagaatgccc 

>RXN01701 

atgctgagccacgaagaaattgttgcgatcgcagaagatttgctgtctaaacgctacggc 
ggtgtacaaactctttctgacgtggagcagctcaacggttccggcacctccgcggtgctg 
cgtgccagggtggctaactccccattcctccaacagcgctccgtggtgctgaagtacgtg 
cccagcaccggagacgtctttgatgattctgcgctggtgcgtgaaatcgtctcctaccag 
ttcaccacctccttgtcggaagatgtccgcccagggccagtcattttggcctatgacatt 
gacaagcgcatcctggtcatttcagattccggcaacggcgacacctttgcggatctgatc 
gatcagcgtccg 
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>RXN017 03 -upstream 

GTTAGACAAATGGGTAAACAGAGCTGACCTAGCGGAATCCGCCATCAACGAAAGGCATTC 
CGCGAGGGTTTGGGGTCTGCCTCGAACAAATCTTGGGTTT 

>RXN01703 

GTGGCATGGCCATCCAACGCCAAAGAAAAACTGTTTATCCACTGGCACTACTGGTGGCAA 
GCGCATTATCTAGACTGCCTGGTGGATGCTGCTCGTCGACGCACCACAAAGGCCCGTCGC 

.GAC.CGCATCAGGGACAGGA-TGGGGGGCATTTeGGTGeGeAATGTGGGCAAGCTGACCTCG 

AATCGTTATTACGACGACAAAGCTTGGCTGGCCCTTGCTCTTGGGCGTGCCGGAAAAGTG 
CGAAAGGTGCGCACACCAAAATCATTGCCCTCGTTGGAACAAAACATCGTCGATGGCATT 
GATTCCCTTACTGGTGTGCTGCCGTGGCGTTCCGGCGAAACCTTCTACAACGTTCCCTCC 
AACGGTCCTGCTGCGATCATGATGGCCCGCACCGACCGTTTGGACGAGGCTATGAAAATC 
ACCGATTGGATTTTTGACAACCTGATCGATGGCGACGGCCTTGTGATGGACGGATTGCGC 
ATGCGCATGCACGGACCTGAGCTTGTCCGTTCCATCCACCCGTATTGCCAAGGTGTCGCC 
ATTGGTGCGTGTTTGGAAATTGCTCTCAAACTGCGTGAGCGCGCAGGCTTGACCACTACT 
GTGGTGGATCACTGGTCGGATGCCGATAAGGCAGAAGACTCCCTCAAATACTTTGCACAC 
ATCCACGCTGTGGTTCAGGCTGTGTCGCGGAAGATGACCAACTTCCACGGCGTTATTGAT 
TGGGACACCGGTGACGGCGACGGCGGTTTGTTCAAGGGCATTTTGGTCCGCTATTTAGCT 
GATGTGGCCATCCGCCTGCCTGACGATTCACCAACCAACCGGGAAACCAAAAAGATTGCA 
GCACGCCTGGTACTGGAATCGGCGGAAAGCGTATGGAACCACCGATTGGAAGTTGATGGC 
CTTCCGGTATTCGCCACAGACTGGACAACGGATGCACGCCTGCCACAAAACTTTGGTTTG 

□ AGTTCCTCTAGTTTGAGCGATCTGGTGAGTGTTGTGCGCGTGGATGAACGTGATCTGTCC 

sl GTGCAATTGTCCGGTTGGATGCTCATGGAAGCAGCAGCGAAAGTGGCCGAAGAACTGGAA 

r n AACAACGGCAATAGTTACACCGGTCGCTCCCGA 

rS >RXNO 17 03 -downstream 

I I TAGCCCCGATAGTGTATGTGCTG 



>RXNO 17 09 -upstream 

GCAAGTGGAACCACGATGGGAACGGTAACTGCTGCCGCTGCGGTATTACTCGTAGTTTCA 
GAAATTAGGTGTCGATGCAGCAATACGGAACTTTGCCAAT 

>RXN01709 

GTGTTTGAACAAGCTCTCGGGCTCACCACCCTTGCACTUU^CAGCTGGAGCGGGCGCAGCG 
GGGGGCTTGGGTTTCATGGCAATGGCGTTGTTGTCTGCAGGGATGCGCTCCGGCGTGGAC 
ATGATTCTTAATGAAACCGGGGGTGAAAAGATGCTTGCACAGGCAGATTTAGTCATCACT 
GGAGAAGGACGCATTGATGCACAGACCCTCAGCGGGAAAGCTCCTACTGGAATCGCCAAA 
CGGGCACGTGCGAAAGGAATTCCAGTACTGGCGGTTTGTGGGCAGAGCCTATTGGGTCCA 
GCAATCTCAAATGAGCTATTTGAAGACATCTACAGCTTTACCGATTTCGAATCTGACATC 
AATGAATGCATTCGAAACCCGCTCCCAATTTTGGAAGGTATCGGTTTTAACATCGCCAAA 
CATCATCTGAGT 

>RXN0 17 09 -downstream 
TAGCGATATTTCAGCAAACCGAT 



>RXNO 17 11 -upstream 

TCTCGTGAGTTTCTCCCCGGTAGCACCTTCTATATCAGCCCCCACGCCGCGTCGGAGCAG 
GTGGGATAGCATCGGCAACGCGGTTGCATGGCCGTTGGCC 

>RXN01711 

ATGTTGTTGATGGCGCATCGCTTCTTCGTGCTTGCGATTAACGGCGCAGTCACCGACGAT 
TTCACGACGGTTTATAGTGCTTTACGACGTTTCGTTGAAGGTATTCCGGTCTACAACGAG 
GTCTACCACTTCGTCGATCCGCACTACCTCTATAACCCGGGCGCCACCCTCCTATTGGCA 
CCATTGGGATATATCACCCATTTCACGTTGGCTCGGTGGATGTTCATCGCGGTGAACCTC 
CTTGCCATTGTTTTAGCGTTCGGGCTGCTGACCAGACTCTCCGGTTGGGCGCTGCGCAGC 
ATGGTGTGGCCGATTGCGATCGCCTTGGCGATGCTGACAGAAACCGTGCAAAACACCCTC 
ATTTTCTCCAACATCAACGGCATCCTGCTGCTCATGTTGGCGATTTTCCTGTGGTGCGTG 
GTGCACAAAAAATCCTGGTTGGGCGGACTAGTCATTGGTTTGGCCATTTTGATCAAACCC 
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ATGTTCCTGCCACTTCTCTTCCTACCTTTGGTGAAAAAGCAATGGGGATCGCTCATCCTC 
GGCATTTTAACCCCAGTGATTTTCAATGCAGTGGCCTGGTTCTTAGTTCCGGGAGCATCT 
GAATACGTCACCCGCACGATGCCCTACCTTGGTGAAACTCGAGATTTTGCCAACAGCTCA 
CTCCCAGGCTTGGCCATCTATTTCGGAATGCCCACCTGGATGGAAATCACCTGGTTCCTC 
ATCTTCGGCGCAATGGTCGGCCTCGCAGTGCTGGCACTCCTGAGATTCCGTAACACCGAG 
CCATACTTCTGGGCAGCAACCACCACCGGTGTACTCCTGACTGGCGTATTCTTCCTGTCC 
TCACTGGGACAGATGTACTACTCCATGATGATCTTCCCTATGATCTTCACCCTGCTCGGA 
AGCCGATCCGTATTCCACAACTGGGTTGCCTGGGTCGCCGCCTA CTTCTTACTATCCCCT 
■GACACTTTCArCTCCCAGCGACTArCCGATGTAWCCGCTGGATGGAATTTTTCAGCGCG 
ACCGTTGGTTGGGGACTATTGATAGTGGTTACATTTGTCTCGGCGCTAATCTGGTTTATT 
GGTGATATCCGAGCCAAGGGAACTCCGAGCTCACCCATTACCACTGATCCAACGCACGAC 
CATCTTGAGAGGACAGCA 

>RXNO 1 7 1 1 - downs t r earn 
TGACAGACTTCAAACTCATCAGC 



>RXNO 17 21 -upstream 

TTCGCCAACGCCGCCCCGAAATGATCGGGAGGGGGCGTCGAAAAGCACTTCTGCGAGCAT 
CAAACATGATGCGTACCTGCCACCCGCAGACGGCAATCGC 

>RXN01721 

3 GTGCTTGTGGACAGATTCGGACGCATCGCGCGTGACCTGCGGGTGTCACTGACCGACCGA 
3 TGCAACCTCCGCTGCACCTATTGCATGCCCGCGGAGGGTTTAGAGTGGCTGCCCACCGAG 
n CAGACGCTTAACGACGCCGAGGTGCTGCGACTCATCCGCATTGCGGTGGTTAAGCTGGGC 
3 ATTCGTCAAATTCGATTCACCGGCGGCGAGCCTTTACTGCGGAAAAATTTGGAAGACATC 
R ATCGCCGGCACCGCAGCCCTGCGCACCGACGAAGGCGAAAAAGTTCACATCGCTCTCACC 
'3 ACCAACGGCCTTGGCCTAGACAAACGCATCGCAGGACTGAAAGAAGCTGGTCTTGACCGG 
t GTCAATATTTCACTCGACACCATCGACGCCGAACGCTACGTCTCGCTAACCAAGCGTGAT 

CGATTGTCCGGTGTGTTGGCGTCCATCGATGCCGCTGTTGCCGCTGGCCTTCACCCAGTG 
^ AAGATCAACGCCGTGGTCATGCCTGGGGTCAATGAAGTAGATATCGTCCCCCTTGCGGAA 

TACTGCATTTCCAAAGGCTCCCAACTGCGATTCATCGAACAAATGCCACTTGGCCCGCGC 
3 GAGCAGTGGAAACGCGGCGATATGGTCACAGCCGAAGAAATCCTGGCGCGCCTGGAAGAA 
n AAATTCACCTTATCCCCCGCCAAGGAACCCCGAGGAGCTGCACCTGCTGCGCTGTGGAAT 
y GTGGTAGATAAATCCAACCCTGATATCACTGGACAAATCGGCATCATCGCCTCGGTGACG 
J CACCCATTTTGCGGAGATTGCGATCGCTCCCGCCTCACCACCGACGGCACCATCCGAAAC 
2 TGCCTTTTCTCCCGCACTGAAACTCCCCTACGTGACGCGCTTCGCGACGGCGCCTCCGAC 
t GATGAGCTCGCGCAACTGTGGGCAGGCGCCATGTGGGAGAAGAAACCCGGCCATGGCATC 

GACGATGAAGGCTTCCTCCAACCAGATCGCCCCATGTCTGCCATCGGGGCTAGCCCATAC 

GAG 



>RXN017 3 4-upstream 

ACGATCTGCCGGAGAATCTCAAGAAAGTGCTCACTGCGCAGCACACCGTCACCGTCCAAG 
ACACCGGCACCGGGCGGATTTCACTCCTGGATGTGCAACC 

>RXN01734 

ATGACAGATCCAATTGAGCAGGCATTTGAACGCATCCGCGCCGAAGCCATGCGCAGAAAT 
GGATCCGTTCCCGACCTCAATAAAAACGATGCTTTTCGACGCCCACCTGCGCCGAAAGGG 
GGCGTCGAAAAGCGCAAAAAAGGCCGTGCAAGCGGCCTAGACGGCCGCCAGAAACGATAT 
GTGCGCGGCGCGGAGTCGCTGGGATCGGTGCTGAACAAGGAAATTCAGCGTCGTGGCTGG 
GGCAAAGACATTGCCGGCGGTTGGGTGACGTCCAACTGGGAAGAGCTTGTTGGCGCGAAG 
ATTGCGCAGCATACGCGCGTGGAAATGATCAAAGATAAGAAGCTTTTTATCACTTGTGAT 
TCCACAGCGTGGGCCACCAATCTGCGCATGATGCAGCGGCAAATCCTGCAGGTAATCGCT 
GAAAAAGTGGGTCCAAATATTATTACAGAGCTGCGTATTTTTGGGCCTCAGGCCCCAAGC 
TGGCGCAAGGGGCCGTTGCACGTAAAAGGACGCGGTCCGAGAGACACATACGGA 



>RXNO 173 4 -downs tr earn 
TAGTTTGGTGATAAAAACCGTCG 

>RXNO 1 7 4 2 -ups t ream 
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TGGCTAAAGCGATGTGTGTCATCTGAAAAATTTCCCCCAAAACTTAATCGACACAGTTAC 
TTCATCTGGCCTTATTTCATCACAGTTACAATCATCTGTC 

>RXN01742 

ATGCAGGAAAAGCCAGAGATGCCAGCGATTGAGGTCATCCGTTCAGCGAAACGCACCAAA 
ACTGTTCAAGCTCGAATTGTGGACGGGCAAATCCAGGTGCGCATCCCTGCGAGGATGTCT 
AAAGCGGAGGAAGAAAAAGCGGTGGGGGAGATCGTCGCAAAGCTAAAGCGACGCACCCAA 
TCGGCCGTCTCAAGCGACGCTGACCTGATTGAGCGCGCCCATAAGTTGAACAAGACTGTG 
-TTGGAGGGGeGGGeGeGGGTGGAAAGTATTCGGTGGGTGAGTAATCAGAAGGGGCGGTGG" 
GGGTCGTGCACGGTGGCGACTGCGGAGATTCGGATTTCGGATCGTTTAAAGCACGTGCCG 
GATTATGTGTTGGATGCGGTGTTGGTGCATGAGCTGACGCATACGTTTATTGCGGGGCAT 
TCGGCGGAGTTTTGGGAGTGGGCAGACAAAACGCCCCTGGCAGAGAGGGCCAAGGGCTAT 
TTGGAGGCGTATCAGCGGTGGGGC 

>RXNO 1 7 4 2 -downs t ream 
TGAAGGTTTAGTTCTTGTCGGAG 

>RXN017 54-upstream 

TGTGGCTGAAGACAAGAATGAATAGCATTCATCTCGTCGAATTTCATGTAGAAATTTGTC 
CCCCTTTTTTTTGATGTGAAAGTTGAATCGGTAAGCTCCT 

>RXN01754 

GTGAAAATTAAATCCGTATTTTTGAGCACCGCTTTAAGCGCTTCCTTACTGCTCGGAATC 
ACCCCACCCGTGCTGGGAGCAACGATCAACCCCAGTTTGCCTCTTTCTGCGTTGAGCTCC 
TCGGACGATATCGCCGTACCCAACTTCGCCAAAGAATTACCGTTAGCTTTTGATGTACCA 
GCAGGCACTGTTCCCCAAAGCTTGAGTGGAACGCTGCAGATTCCTGCCGAGTTTTCTGGC 
GGCGTCGTGGAGTTTTATGACGGTGACCGGCTCTTTCACACCCTGCGCCTAGAAGTTAAT 
GATTCCCGAGCACACATTGAGGTTCCGCTGCAAAGCGTTCCTGTCGAAGACGGCCGCGCC 
ACCTTTTGGTTGCGCGCCATGTTGGATCCTGTAAACAACCAGTGGTGCTACGAGGAGCAG 
GAAGTCCGCTTCTTAGACGGAAACGTCACCTTTGAAGGGGCGACGATTAACCCAGCTGTG 
GTGGCTGATTACTTCCCGTCAGTGCTGCGCGCGTTGACAATTTACGTCCCGGAAAACCCC 
TCTGAGGCAGTACAAGAAGCCACGTTAGAGGTTGCGACCTCCCTGGATTCGGTGTACCGA 
AGATCAGGTCTGGATGTCAACGTAGAAACGCTTCCAACCGGCACCGATGCTCCTCCTACA 
CGTCCTCAAGATTTTGAACGCCAGATTGTGCTGGTTGACGAGGCAACAGAAAGTAACACG 
CAAAAAACCGAATTGGTCAATCCCGGCCAAGACAATGCATTCTTGCGCCTGAACGGCAAC 
GCCGACGAGCTTTACGATCAAGCGCGCTTGCTTACCGACGCAACCCTGCCACTTGCCGTA 
GACACCGAAGTAACGGCCTCAGGTTTTGGTGATGTGCCCAACCTTTCTACAGATGTGGCC 
ACCCTCCAAGAACTGGGTATCACGCAGCTCACCTCTGAATCAGTTGCGCGCACAAGCGTC 
ACCTTGGGCATTGAACGCTCCCGCCTGCGGACCTACTCGCAGTCCATGGACCTGCACATA 
ACGGGAACCTACACCCCATTGCCACCCCAAAATGCAGGACAGATCACGTTCTCCATTGGT 
GACACCGTGTTGGACTCCTTGACCACCGATGACACTGGCATCATTGACCGTGAGTTCAAC 
GTTCCTGGAGACTTGGTCAACCGCTACACGGCGATCGTCGTGGAATTCACCAGCACCGGC 
GACGTTAATTGTGGGGTCACCCAGCCCGTAGGCCTCAACATTGATTCCGACAGCCTTGTC 
ACCTCCCAACATTCAGATGTTCCTGTACTCAACGGCTTCCGGTCCCTACCGCAGTCCTTC 
CAACCTCGTGTGGACGTGGCGTTTGCTGATCCCAGCGTGCAGGAACTCTCCCGCGCTGTC 
AGCGTAGTGTTGGGAATTCAATCTATGAGCTCCCAGCGCATCCGCCCACACCTGGTTAAC 
TGGGATGAAGCCGTAGCCAGCGAGCGCCCAACAATTTTCATTGATGCTGCGGGCGCAAAG 
ACTGATCAAGTGCCAAGCTACCTCGCCCAACAAGGCCAAACCCTAGAGATCACCAGCAAG 
AACGACCAAAATGCGGACGGCGAACAACTCACCCGATCCCTGCAAACCAACGCTGCGCTT 
GTTGTCGGTTCCATTCAGGCCGTGTGGGATGCCGATAAGAAGCGCACGGTGATTGTGGCA 
AGTTCCCAGGACAACCCCCCCGATTTGGATGCCTTGATTTCGTGGATGGGAGAAGACCGC 
GAACGCTGGAGTGATCTCAACGGCGACCTGATTGTCAAAGTCCGAGACCGCGAACCTGTG 
CAATTGACCACCGTGGAAGCCCCAGATCAGCCTGGTCGATCGGCCACAGCCTTTATTGCG 
ATCGGCGTCAGCCTTGTGGTCATTGCCCTGATTGTCGCAGCCGTGGTGTCAGTGTCCAGG 
CGTTCGCAAAAAGGATACAAA 

>RXNO 17 5 4 -downstream 
TGATTTCTTCTTTACCCAGTAGA 

>RXN017 61-upstream 

TTAAAGTTTCTATATTCCATTCTAAAATAACTTTGAATTGGGGATTAATGAAACTTTTTA 
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AGCAATTGTTTAAAACGAATATTGAGGGGGTGGCGGGCAA 
>RXN01761 

GTGACTGCGACAGTTTTAGAACCGCAACCTGTACAGCTTAGTGAGCAGGACGTAGATGCT 
GAGATTGCGCGCATGGAGCTTAAACACAACCGACACAAGACGTGGCGACGCCGAACGATG 
GCTGTTGTCATGACGCTCTTGATCTCAGTGGGTTTGAGCTTTGGTGCGTTTGGTAACAAG 
GAACGTGAAGCTAATGCTTTCGCCAGCGCTATTATTGCCCAGGTTGTCGGTGCTATGGGC 
GAGGTTGCCTTTGAAGCGATTTGTCCCAGTGATGGTGACACCGAGATGCTTCTTAAGTGC 

A-TGAGGGAGAAG-T-T-AGGTGAAATGeAeATTATeGAGAAGTGTCTCGAAGCAGAAGATGTC" 

TTGAAGTGCTTCTACGATGCGAAAAACGAAGAGCAACGTAAAGAACAGAACCTTGATAAA 
GCCCCTGATTACTCCATGTACCGTATGGCCTCTGCGATGGCATCGTTCTATGGCAATGGT 
CGGGCAGCTACTGCCGGTGTAGAGGAAGGCGGACCGAACGAGTTCCTCGATTCTGAGGAC 
GCCGGTCTTAAGGTGTGGGAGGGCATTCTCAGTAAGGCCGCCAACGGAGGCAATGTCCTT 
GGTTATGCTGACGCGAAACACAACGAGGACTCTGGTTGGTTCTTTGGTAATGGTGTTGCC 
AACAACGAGAAAACGTACTCCTATGATTCTCTAGCTGATCATGCCTTTCAAGGGCCTTAT 
CACTTTGCATTATTTGGCGCGACACTGAGTGGCTTAGGCTTTGATAGCTCAAAGGCGGAG 
GATTCGCAGACTGATTTTGCTCAGCGTAAGGGCATGGGGTACGCGATGATGATCGCGTAC 
ATCATCTCCGGAGGCATTGATCTGGTTTTTAACACTGTGCTGAATATCTTGAGCACCATA 
AACCCATTTAGACTGCTCGTTGGACCAGTATCTCAGAATACTAACAAGACATTCACTGAG 
AATATGGCTGGTGGGCAGACCACAGAAGGAACACCGTTTGAAGGAATGACTGATTTCTTC 
GGGTTGATCTATAACTGGTCAGTGACTGTGGGCTGGCTCATCGGTATTCCTGTCTCCATT 
GGTCTGTTTATGATGGGTGCGTTGATGTTTCGACGCATGGACAAGGGATCAGCGTTTAAA 
3 AAGGTTGTTATCCGCGTCGTGTACGGTGTCGTTGGCCTGCCACTGCTTGGTGTCTCTTAT 
3 ACCGGTGCGCTGGATTCCTTCCTCGACAGCGGTAGTTCCACAAGTGCTGGATCAAATGCG 
n ACAAAGATTGTGTTGTCCACCTACGTGGATTTCCAATCATGGGCAGAAAACACCCGTATG 

2 CGTGTTCCTGACAAAGTAACACTGGCGTGGAGTCTGGAGGATCAGGCGCCAACAGGGCAG 
^ TCCATGCGGATGGTACGCAATTCGGCGTTGGAAATTAATGCTCAATCAAATGAGAGTTTT 
'I ACTACTTTTAAGAATCCAGGTTCCATGGATCTAGGCTATAGCATGGACTGGATGGAAAAG 
J ATGGCGGATCCAGCCAATTCTGGCACCGATGGGACCTCATCAAGTTCGGCGACGACTATT 
=f TTCCAGGGAACCATCGCGCTACTGAGTCGTTATATCGACAACGACAGTATCTCCTCTGGC 
U AGTTTCGAAACCTCTATTCGAAGTGCGATGGAATCTTTGACCTCGAAAGAGGGAAGTGGC 

GAAGCTGTTGCCGGTGGTGATGTAATGGCCTGGGTTACTGGTTACAACACAGCCTCTGGT 

3 CTTAATGAGATCACTGCTGCTGAATTAGCTGATGCGAACAATCCATTGCTTGAGGTCAGC 
n GACTCAGCTGGTCTGCAGGGACGACCTATTGACCGCAATGCGGTGTCATTTAAATCTGGT 
y GATGCGACAGCGTCATGCAACAACTCAGTCGTGACAGGTTCTCGTGCTGTGGTCGGGGAC 
J TACCGAAGTGACTGCAATATGTCGCCCTTGACGATGTACAACTTCCTCAACACCTCATTC 
2 CATCCAGCTGATGCAAGTGTCTTTTCTACGTCCACTTCTGCGTCAAGCTACACCCGTGCA 
~ TCGCATAGCGCAGTGAGTCTTATCGGTTCTGGTGCCATGAACTTTGTGTACTGGTTCTCT 
^ GCAATGTCCCTGATGGGTAGCTTCATCGTGATCGGTATCGGTTACGCCGGTGCCATGCTG 

TTTAATACGATTCGACGCACGCTGTCGCTCATTGGTGCCGTTCCTTTTGCTGCGATGGGC 
TTTATTGCTGGTGTTGCCAAGGTCATTGTGTACACCATCGCTATGCTCGTAGAGGTTATC 
GGAACGATCATTTTGTACCAGCTCATTACCCGGTTCTTGATGGCTGTACCAGCACTCTTT 
GAACAACCTTTGGCTGATTCCTTAAGTAGTAACGAGAGTGCTGAGCTGGTTGCCGGTGCT 
GGTATGGGGCTAGTCGGTATGGCACTAGCTACCTCAGGCAACTGGGCGATTGCCGGCATG 
GTGATCACAGTGGCCTCATCCATGGGGGTCATCATCTTCACGATTATTGCGATGAAGGTG 
CGCGGATCTTTGGTATCAGGTGTCGATGAAACCGTGACCAGTGTTATTAACCGCTTCTTG 
GATACACAGGTCTCTTCTGCAGGTGCTACCTCTGGTGACGGCATGATGCGTCGTGCAGCC 
GCAACGGGTCTTGGTATTGGTGCGACACATATGGTACTCAACCGTGATGGTGACGGTGGT 
GGATCTGATTCAGGCTCTGGTGGATCAGGTGGCGGTAGCGATTCAGGCTTGGGTGAGAAG 
GCTGCTGGTCTGGCGAAGGTTGTCACAACTGTGGCTGGTGCCGGATTAGTCGGTAAGTAT 
GCTACGGATGCGCTCGATAATTATGCAGATGGCGTTATCAACGGCGACGGTGATGGTGCG 
TTCGCAGCAGGTGGTGACGCTACCGTTGATGGCGACTATGTAGCAGATGGAGATGCAATT 
GCTTCTGCTGATGCTAACGCTGATTTTGTAGACGGTGTTGTTGATGGTGCTGGTCGCGCG 
TCATTTAGCAATGCTGCGTATAGCTCCGATGGAACCACTCTCGACGGTGAGGGTGCGAGC 
GTTGATGCACAGGGTAACCCGCTTCATGCTGATGGCACACCAATGAGTGCTGCTGAAGCT 
GAAATGAAGATGGCTGGTCTGAGCTCGTCAGGAACCATGATGGAGAAATCTGGTGTGAAA 
TCGAGTGGCATTACCACTGCAGCGGATGTGATGGACGATCAGTCTCTGGCAAGCAGTGTC 
ACTGAGTCTGGTCTGTCCAAGATTCCAGACACCTATGGTGCAGATGTCTCGGGTGCTGCG 
GGCACAGTCGGAACTACCGGTGCTGATTACAGTGCGACCGATTCAAGCGCAGGTCTGAAC 
ATGAGCGAGGCTGCATTGCAGAGTGGCACCCCAATGGGCGCTCTCGCTGGTGGATCTGTG 
TCGAGTTCCGATCAGGCCATGAATGACGCAGCTCTTCAGATTGCAGCGTCTCAGGGTCTT 
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GCACCAGCAGGTTCCATAGCTGGTATGGAGCAACTTAGTGCTCAAGCCACTGAAGCACCT 
GCTGGAAAGGCCGGCAAGCAGCTTGGCGATCTTTCTGGCTCAGCGCTCAATACTCAGCTG 
GCGTCCATGGGACAGCAGGTAGGTGACAGTGTGAACAGCGCTTATGCTGCAGGCGGTATG 
GGTGGTGTTGATGTGGCTGGCAAGGTCACCGAGGCAGCACAGCACTTGTCTCAGGTTCCA 
GGTCAGATTCAGAATGCTGTGACCAATGCGGATGCTGGTTCCTCTGGCGCAAGCTTTGGT 
CAGATGGCACAGGGGGCAGCTGGTATTGCCGGTGTCGCAGGTGTGATCGGTGCAGCGGGC 
GCAGCAAGCTCTGCAGCACAAGGCGCAGGTACTGTCCAGGGTGCGATGGGTAATGCTGCA 
GCTGGTGCGGGAATGATCAACAACGCTGTTTCCGGTGGAGCTACTGGCTCAACAGGTGCC 
GCACATG.TGGTCAA-TGGATGAGA-TGGAeeAGTGGeGCCTGGTCAGGCTCACTACCAAGAG' 
TCTGGTCATGCACAAGCATTTGTGCAGAACAACCAGGCCAACACCGCGCACACAGCAAAC 
ACGCGTGCACCGTCATCAGCTCAAATTATGGGCGCGAACGTTGCTGGCTCACTGGCATCA 
CAGGCTGTACGAGGAATCGGTCAGCCTGGTCAGATGGGTGCTAATGTTCGCGACGCGATG 
GGTGGCAGCGGACGCTCTGGTGGCCGTGGTGGAGCAACTCAAGGCGGTCGAGGCGCACAG 
CGCAGCGGTGTCAGTGCTAAGAACGGTATCCGTGCACAGCGAGGTCAGAAGCCTTCTGTG 
ACCGGCCAGGCGATGAATGCAGCAATGCGTTCAGCAGCGGTAAGCGGTCGCATGGCAAAC 
ATGGACGGCAACAGTGTAGGTGGCACTGAAGCAGATCCACAGCAGGGGAGTGGCGTAACC 
GAGAAGGGTGATAAAGGCGTTAAA 

>RXNO 17 61 -downstream 
TAGCGTGTAAAACACAATGACCG 



3 >RXN017 65-upstream 

§ GCAGTCCGTCGGTGTCGTTTTCCCTGAACTGCCGGCAGAGCTTCAGCCACAAATCCCAGT 
,^ CAAGGCATAACACCGCACACCAAGAATTTTAGGAGGGGTC 

i >RXN01765 

'I ATGAGCAACAACGTAGTGAAATATGAGTGCGCGGTCGACGCCGACAACATTGTCGCAGTC 
^ GATATGCATGTGCACTTGGAAGTCGACAGCTGCGGACACAAATCGATGCCGGCAGACATC 
3 ATGGCGGCATCCTCGAAGTACTTTAAGACCGCGGAACGAACTCCCTCAGCAGATGCCATT 
y GCTGATATTTATAGGGAACACAAGATGGCGGCGGTGGTTTTCACCATCGATGCGCGGACC 
CAAATGGGGCATCTGCCGAACTCGATTGATGATTTGGTGGCAAGCTGTGCCCGCAACAAT 
3 GACGTGCTGATCCCTTTTGGCAGTGTGGATCCTCGTACCGGCGAGGACGCGCTGGTGGAA 
P; GCTCGCCGACAGGTGGAAGAACTCGGGGTGCGAGGCTTCAAATTCCATCCATCGGTTCAA 
]] GGATTCGACCCATCCGCGCCAGAGTTCTACCCACTGTGGGAATTGCTCGAAAGTTTTGGA 
% TTGCCATGCGTGTTCCATACCGGACAAAACGGCATGGGTGCAGGTCTTCCAGGTGGTCGA 
^ GGCATTAAGCTGCGCTTCTCCAACCCAATGTTGCTTGATGATGTTGCGGCGGACTTCCCG 
^ AACCTGACCATCATCATGGCGCACCCTTCTGTTCCTTGGCAGGATGAGGCTAACTCGATT 
3 GCCACCCACAAGGCCAATGTGTTCATTGATCTTTCCGGCTGGTCGCCGAAGTATTTCCCA 
GAGTCTTTGGTCAGACAGTCCAATAACGTGCTATCCAAGAAGGTGCTGTTTGGCACGGAC 
TTCCCGCTGATTACCCCAGAGAAATGGCTTGCGGCTTTCGCGAATCTGCCACTGAAGGAT 
GAGGTTCGTCCGGGAATCCTCAAAGACAATGCGGTGAAGGTACTTGGCCTAGCCGCTAGC 
ACTGAGCGCGGATCTCAAGCAGAAAAGGTCGTGCAACATGCG 

>RXNO 17 6 5 -downstream 
TGATCCCATTCAAGGTGCTGTTA 



>RXNO 17 67 -upstream 

ACACCAGCCCTCCACAAGAGCGTCGAAGCAATCTACGCTTCGACGCTCTTTTTTTCACTA 
CCTACTCATCCCCCACATAAGAAAAAAAGACGACACCACC 

>RXN01767 

ATGATTGACCATAAACTGTGGTTTAACACAGTAACCAACAACGCCTCTGTCCGAGAAGCT 
GCAGGAAAATGCGACATACCCATCAGAACGCTCAACGAGCAGCTTAACCGTCGAATACTC 
CCTGAAAAGACCGTCATCGCTCTAGCACGCGCTTATGATCTCTCACCTGTTGATGCGCTC 
GTTCGCACCGGACACCTCACCGAAGAAGAGGCTGGTAGTCGTGAAGAAGATGCCAGCCCA 
GATTCAGCTGACGACTACCCTACCTGGGCACTGAACTCGCACCTTGACTATGGCATTCTC 
GGAGCTTTTGGCGACATCGCTGAAGAAGTAAACAGCGAAAGAGTTAACCGCGACAACGCC 
ATAGAGCAAATTCGCGCATGGCTCGACGAGCTTCCAGGCAGCCTATTCAACAACCTCCGC 
AGCACTAAAACAGGCTACATCGAACTATTCGAGACCTATCTCGAT 
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>RXNO 17 67 -downstream 
TAAACCCAACCAGCACAACAATA 



>RXN017 69-upstreain 

ATTTTCAACAACCAGGACTAAAACACCTGCTGCTGTTGAGCGCTTCTCACACATCATCCT 
CACAACCCCGTTGCAGCACCAGCATAAATCTATATTCGCT 



>RXN01769 

GTGACGGGGTTGTTGGGGCGCGCCCCACATTCACTCTTTTTCCCGATTGGTTTCTACTAC 
ACACCCATGACCTCTATTACTACTACCGATACCCCGCTATATACAGCACTGCCCCATACC 
CGTATCTCTGATGCGGAATTGTTGACACCAACAACAACTGTGCACGAGATTCTCGTTTAC 
GGACCGGCTGAGTGCCCAGGGTGTACAGCAACGCTTGACTTCTTTGCACGCAAAAACATG 
CCGGCCACCAAAGTCACTGTAGCTGCCGGTGATGTAGCACATACCTACATCACCCAAGAC 
TTAGGTTATCTCCAAGCACCGATTGTCACTGTCCGTATCAGTTCCTCTGCTTCTAACCAC 
GACAACGAACACAACACCCAGATCCTGCACTGGTCCGGCGTTAATCGCTACCTCATGCAG 
GCACTCTCCCGTACTCATTTC 

>RXNO 1 7 6 9 - downs t r earn 
TAGAAAGGTTTTTCCCGTCATGT 



>RXNO 1771 -upstream 

TGCCCCGCTGTTGGTGGTTCCGGAGCGGCGATAATCGCTAAACGTTTGAGGTGATTGTAT 
GGGTATTTTCAGGTCGCGGTCGCAGGATTTTGGGTGGAGC 

>RXN01771 

ATGCACCAGGCTGGCCAGCTCATCAATGATCCCAGTCAGGGTCTGTGGCGCACTTCTGCC 
CTGCGCTCGCCGGTTGCTCGGGTTGGACATGCCGTGTTGCGCCAGCGTGCCGGTGAGATC 
TCGCGCATGCAAGGTCGTGAGTTTTCTCGCCCTGGGGATCAGTTCCGACAGGTAGATTTG 
CGCAGGCGACTGATTCAGGTCCATCCCCAATCAATTCCTACAGCGGATGCGATGGCCGTA 
ACCATCACCATGGCGCTCACCGCTGCCACGATTGATCCGGTGAAGTTCGTCGCGGATTCA 
CAGAACCCGGATGAAGAGATTTATTTGGCAGCTCAGATCGCATTGCGGGAAATGGTTATC 
GCTATGCCTTTGGAGGATTTCATCGGGGTGCGCATTGATCTAGAGCCTGTTTTGGTGGCT 
GCTCAAGCTGCTGCGAAGAATGTGGGCGTGGAAGTCTCGTCAATCTTGCTGAAGGATCTG 
AATCTTCCCCAGGAGTACTCGGGAGCGTTGCAGGAATCGATCGTTGCGAAAATTCAAGCC 
GAAACTGATCTGGAACGTGCACGAAATGAAGTGAAAACTACCCGTGCTCGACTTGCCAGC 
GCGAAAGTGTTGGAGCAAAATCCGATTCTTGCCAAAATTCGGATGATTGAAGCGCTCCCA 
CCGGGATCCACAATTGAGGTTCGGGAGGGTGACTCAAAGGCA 

>RXNO 1771 -downstream 
TAAAGTTGCCCATTTCGGTGCCC 

>RXN0177 4 -upstream 

CTGCGCAAGAAGAGAAAAAACAACGACAGCGAAGCTGCGTTCGGGCGAATCGGCGATAAT 
CACACACCACTCTTCCTGAGAGAATCCTGAGGTCATCACC 

>RXN01774 

ATGTCACCGAACTTCCAAGCTCGCGGTACTACTGCGCCCACTGTTGCTTTGTCCATGCGC 
CAGATCGCGCACATCCGTGAAGAAATTAAGAAATCACCACTCGCTGCTTCCGTTTTCATC 
ACACCCACCACCAAACAAATGGTTGTCCGAGATCTAGAATCACTGTTCCAGCAGCTCTAC 
CACACAGATCTACCTGAACCATCCATCAAAGACAGTGGTCTTATCAGTGCTATCGGCTCT 
AGCGCCGGCAATACCAATAATCCAGCACTCGCCCTAGAAACTCAGATGGCTTACCACCTG 
GTGCTTGCTATGCACCACACCGATGTTGCTACCTGGCACAAGGTGGTGACCAAAAACATC 
ACCGAATCTGCTGCTGCACAAGATGCTGCGGTCGAGCACAGTGCTAAATACGATGCTGTG 
TACGATGCCGCACAACTTATGGGCATCACTGTTGAGGAAGGTAATGTCGGTAGCATCGCT 
ATTGCCTTTAGCACAGCACGTGCAGACGGTAAATCTGATTGGTGTGTTTCCGGCATCAGC 
CGCTACATCGAGGTCACCGAAGCCTTGGATGCTGCGCGAGCTGTCACTAAAAATACTGAT 
GCGCTCAATAAAACTGCTCTACCAGACGTGCAGCCGGCGCCGGTTGTGCATTCAGCACAG 
TTCATGAACAAGTCCGCACACGATCATGGGGTTAATACTGCGGAAAAAGATCAACCAACC 
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CTGTTT 

>RXNO 1114- downs t ream 
TAAAAGACTGTCCATTTAACAAC 



>RXNO 17 87 -upstream 

CAGAAGCACGTATTTTCTTCTTAACTCGCACCTCATCTGGTGTGGGTTTTTTTGCATTTT 
TTA CACACCCCAC-TCCACACAGAG^QGGAAAGGATTeATe ^ 

>RXN01787 

ATGAGCAACAATGCTCTTTTAGTAGCAAACGAAGCCGACATCGGTCTCTACCTCCACTGG 
AATGGTGGTCGCGACTCGATTGAGGCGTTTCTCGCCTACGCCGCATACGCGCAGTTACCA 
• CCCATCAACGAAAATAACGATTGGTTGCCACCGTTTATTACTGTGCTGAAGAACTTCTTC 
GGCAATGATGGTTCTGGCGTCTACCTCGAACCTGTCAATCAGGATTATCTCGACGGCATC 
GACTATGACAACGGTGTTTACATGCTTGACGATTATGAGATCACTGAGCGTATTAATCCA 
CCCGCTGTTGAGCAAGACTCCCACGATCTCCACGACATGTTGATCAAAATTGATAAAGCT 
CAACCACCTGTCGATCAACTCGGGAGTTTTCTCCATGGCCTAGAGACCTCTGTCGCAGAT 
TTGGGGGTTGGTGATCGCGTATTTTTGCCACGTTTTAGCACCTTTGATAAGAAACTCGGT 
CGCTACCGCATCCACACTGTTCTCGGATTCGCTGAGAACGATCCGTTTAACCCTATGACC 
AGCAGCGAGCGATTTAAAGGTAAGCCCTATGTCGATATGTTCGACAATCAAGACAACGCC 
TTTAACCCAAATTCCTATATCACTACAGATACCGTGCGCATCGTTGTCGATCCTGTACCG 
[3 GAAACTAATCCCGACGATGAGAAAGCAGGACGC 

f~ >RXNO 17 87 -downstream 

5 TAGCC ATGTCTCGC AGCTACCCC 

>RXN017 9 6-upstream 
y4 ATGTAACTCGATCAGGTGGAAATGCCCGCAAAAGTGGCGGCGGTGGCCGAGGGATGGCCG 
C J TTGGTGCGGCATCGGTGGCCTGCTACTAGTCGGGCTCTTC 

ly 

5 >RXN01796 

g3 ttgctccttggcggtaaccctgccgagatcgaccaggttttaggtggcgatcaaacccag 
If. atcgagtctggagagtccaccggagccggcgactttgatcactgccaaaccggcgcagat 
i \ ■ gccaacgccagtgatgattgtcgcctttactacacctcattctccgtcaatgaaatgtgg 
cagactttgcttccagctcaggctggtatcgaatacaccgagccgacattgactcttttc 
]^ aaaaactccacccaaaccggctgcggtttcgcttctgcgtccactgggccgttttactgt 
^3 ccgtcagaccaagatgcttattttgacttgactttcttcgatcagatgcgtcagttcggt 
Cj gcagaaaacgccccgcttgcccagatgtacatcgtggcgcacgagtacggccaccacgtc 
caaaacctcgagggcacactcggactgtccaattacaacgatccgggcgctgattccaac 
" gccgtcaagatcgagttgcaggccgattgctacgcaggcatttgggctaatcactccagc 
gaaggcccggatccgctactccaacccatcaccgaatctgagctagattccgctctcctt 
gctgcaagcgccgtgggcgacgacaatatccagcaacgatccggtggcgatgtcaatcct 
gaaagctggactcacggctcatcgcagcagcgcaaagacgcgttcctcgccggctacaac 
accggccagatgagcgcctgcgacttcctcggccggggcgtctacaacgacgct 

>RXN017 9 6 -downstream 

taaagcattgcttttcgacgtct 



>RXN01 803 -upstream 

ctagcggaaaggctttagcgacaaggctttttgcatgttttaatgcagggaatattaact 
ttttgttaatctctgaccattgaccttgtacgcttaaaac 

>RXN01803 

atgcgaaagaaaaaagacggtcaaaatctcccagacttccggaaaaatccgccaaagctg 
gataaaaaggcttatgaaaaagaactaaaaagacttcaagccgaactcgtcgatttgcaa 
caatgggttgtggaaaccggtgcgcgcgtggtcatcgtcatggaaggccgcgacgccgct 
ggtaaaggttctgcgatcaagcgcattacgcagtacctcaacccccggtccgcaaggatc 
gaagcgctgcccaccccaaactctcgggaaaaagggcagtggtatttccagcgctacatc 
gaaaaattgccgactgctggtgagatcgttatctttgaccgctcctggtacaaccgtgca 
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GGAGTCGAGCGCGTCATGGGATTTTGCACCTCCCAGGAGTACCGCCGATTCCTTCACCAG 
GCACCAATCTTTGAACGCCTGTTGGTGGAAGATGGCATTCACCTGCGTAAATACTGGTTC 
TCTGTATCTGATGAAGAGCAGATTGAGCGTTTCGAAGACCGCCTGAGCGATCCGCTGCGC 
CGGTGGAAGTTGTCGCCAATGGATTTACAATCGATCACCCGCTGGGAAGATTACTCACGC 
GCAAAAGATGAGATGTTCATCCACACGGACATCCCGTCAGCACCGTGGTACACGGTGGAA 
TCTGAGGACAAGAAGCGTTCCCGCATCAACGTCATTTCGCATCTGCTCTCGACGATTCCT 
TATGAGAAGATCGATCGTCCATTGCCGGAAATCCCTCATCGCCCAGATTCTGAATCTGAT 
TATGTACGTCCCCCTCGCGATGAGTTCCGTTATGTTCCAGATGTGGCAGCACACTTGGAA 
"GAAGAGCGCATCAAGAAAGAA'GAAAAAGCCA^^ 

GGAAAGAACTCGGATAAGCAGAAGTCTTCCGGAGGAAAAGGCAAGAAGAAGTCCAAGAAA 

>RXN01803 -downstream 
TAGAACGCCTTTTAAGGGGTTGA 



>RXNO 18 09 -upstream 

ACAACACGACAGTTGTAACTAGTGGTTTCAACACCATTATCGGTATGACTCGTGGCGACT 
CGTATCTCTCTGATGATCTCGATGACCTGGGTTAAACCCG 

>RXN01809 

ATGAACGAGCAGGAACGAGAAGCCTTAGAGGATGCTGCCCTTGAGGAAGCTGCCTTAGCC 
GATGAATTAGCTGCATTAGAGGCTGAAGCTGGCGTACAAGGGTCAGTCGAGCCTTATGAC 
p TATGCAGCAGACCTTGATGATGAGGACGAGTTTGATGAGGACCCTTTTGCTCAGGATGAA 
CCCCGTGACGCTGGTCCGCTAGGTGAGTTGAGCAGTGATAACCATGTCTCTGAGGCTGTT 
GCTGAAGACACTGGGACAAGTACAGAAGAGTCTGCACAAGAGGGCAGTCACGAAGAGTCG 
GTAGACAATCCCCGTGATTTCACCGGCACTGCGACAGCGGTGCGATCTTTTCGACCCAGA 
7% CTTCCCGTACCCAATGCACTGCGACCAGGACCACCCATCCGAACACAACCGGCAGTGAAC 
^ ^ \ ACCGAC ATAGATGATGGCGGGC AAGAGAATACAGCTGGCGCGACTGCCGC AGATGTGGGG 

GCGGGAGTGTTTTTTGGTACGCATTTTGAGCTGGCTTTTGGGCAGGTTGATGTTCACCGC 
E3 CACATAAGGCATGAGCAGGCTATGCGAGATGGACACCAGGATCTCAGCGTCTTTGTCGGT 
ly GCTGATGGGGCGATCATGCTGGAAGAACTTAAAAATCGTTACCAGCGCCCACCGGAGAAC 
5 GAGCCCCATGATGATGATGTCACCGAAATGATAAAGACCACCGAGGAAACAGAGAAGGAG 
n AACGTAGAGATGGATCAGGATATAGCTGTAGTAGACAACGTTGATGAACAGGTTGTGGTG 
Pfz ACACCTGCTCATGACGCTGACAGCGTAGCGGTTGTTGCTGAACAGGTCGTTGCGTCAGAA 
=Ji CCAACGCCAGAGCCGGTACCCAAGGTTGAGCACGTAGAGATGAGTGTCGATCTAGCGGGT 
;1 GAGACTATTACACCGATTGATCAGGCAATTCGGTCTTTTATGCAGCTCAACGGTATTGAG 
^2 CACAGCGTGGTGTTGCGACGCTTGGGGCTGATGACTCAGGTGGCACATAATAAGGAACTT 
^ J GATGAGGTCTACGCTAAGGCACTTGCCGAGGGTGAATCCCATGCTCAGCAGCAGCATGAA 
E3 TTAGAAGCAGAAAATGAACGGCTTAAAAAAGAAGTTGATGCGCTCGCTGCAGAGCTTAGT 
GCTGCGTTGATGGGCGAGGGTGGTGGTGATCATGAC 

>RXN01809-downstream 
TAAGGCCGTGACACCAATTGTGG 



>RXNO 18 11 -upstream 

GAAGGAGAAGAGACATTGTCTCAAGAAGAGCTGACATTAGTCGCATTGAATTCTTATGAA 
AAAGGAGAGTTGCCAAAGAAGAATATCATTATTTGAAAAC 

>RXN01811 

GTGTTTGAATTTGATGATACCTTGGCAAAAGATATACAAGTAGACCGTACGTCCATGCAA 
GTATTCGAAGCTTCAGAAACCGTCAAAGAAGCGATAAAAGCTTCGATTGAACAAGGACAT 
ACTCGCTATCCGGTTATCTTAGAATCAAAAGACAATGTTTTAGGTTATGTCACCTTGCCA 
GATTTGATCAAGCAATCTTATAAAGATGACCAGCTGACAGTAGAACAGTTGATTGAAGAG 
CCGATCGTAACAACTGAAACGATCCCTATAAAAAAATTATTGACGATCATGCGAAAAAAG 
GGAAAGCATATTGCTATCTTAAAAGATGAATACGGAGGGACAAGCGGCTTAGTGACGATT 
GAAGATATTTTAGAAGAAATCGTCGGGGAAATCCGAGATGAGACAGATTTGGACGAAGCA 
TTGATAGCGGAACAGTCAGATGGCTCTTATATCATCTCCGGCAAACTAACATTAGATGAT 
TTCCAGCGTTATTTTCATGTAGAGATTCCAGAGTTTGAAGAAACGAATTTTACTACACTT 
GCGGGCTTTGCTTCTAGCCGATATAAAGAAATAAAAGCAGGAACAATCATTGAGATTGCA 
TCATTCCGTTTCACGGTATTAGAATACCAGCATGCACATATCGATTATTTCAAAGTAGAG 
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TCCACGGAAAGAAAAACAGAA 



>RXNO 18 11- downstream 
TAAAAGAAAAAAGGCTGTGACAT 



>RXNO 18 13 -upstream 

GCGAGAATTCAAGAAAACAAAACAGATCAAAGTAAGGCAACAAGTGAGCAACAAAGTTCA 
GAATCCGAACCAAGGTGGAAGCAAGAACTTCCTCTGGGCA 

>RXN01813 

ATGGTGGCGATCGTCGTCGTTGCAATCGTCGTCGTCGGCTTCATCGTCATCCAAGGCCAG 
GGCTCAAAAGCAGCCAAGCTTGGTGACCGCGACTACGAAGACACCTCTTTGGCAATGGAA 
GTAGGCTCCGACTCCATCACGCTGACCTCCGCAAACACCTCCGCCGACGCAAAGTCCGTG 
CAGCTTTTTGAAGACTTCTCCTGCTCTCACTGCTCCGAGCTCTCCCTCGCCACCGACGCT 
GACATGAAGACTCAGATCGAAGACGGCAACCTGGTCGTCGAAATCAAGCCACTGAACTTC 
CTTGACCGCGAAAACATCGACGGCCACTCCACCCACGCATTGGCAGCAGCCCTTGCAGTG 
GCAGACTCCAACGACGCAACCCTCTACTGGAACTTCCGCGCATTCCTCATGGAAGATCAG 
TCCGAGATCTACAACCAGTGGTCCGATGATGACTTCGCAGACGGCGTTGAAGCCCTTGGC 
GCAGACTCCTCCGTAGTAGACGCAATCCGAAACGGCGACAACATCCAGCGCGCATACGAC 
CTGGCAACCGCAAACGGTGAAGAACTCACTGAAGAAACCGGCAGCCTGTCCTCACCACGC 
GTCCTCCAGGACGGCAAGGATGTTGAAGGCAACATCTCCGACTGGATCACCACTGTTCTA 
GCTTCT 

>RXNO 1 8 1 3 - downs t r eam 
TAAAGAACTGATCTAGAAGGAAA 



>RXN01815-upstream 

GAATGAAAAGAAGTGGTGGCCGATGCTTGGCTATCTCAGCCTGACTTTTACACTTGGATA 
TTCTGCTGTTTTTCTCGGGATGCGGCTCTAGAATTGTAGA 

>RXN01815 

ATGAATCGTTCAACAATTTCCCCAGTTGAAGCCCGCCAGCAATTCCGCGCAGGCCTTATC 
CAACCCACCTCCGGCTGGTCCGCGGGTTTTGCCCAAGCCAACCTCATTTCCATGCCCCAG 
GATCTGGCTTATGATTTCCTGCTTTTTGCTCAACGCAACCCCAAGCCCTGCCCCATCTTG 
GAAGTATTAAATGCTGGCGAAACCTTCGGCGGAATTTTCGGCTCAAACGCCACCGAAGCA 
GACATCCGCACCGACGCGCCCCAATACCGCATTTACGCACACGGCGAACTTATCGATTCC 
CCCGCCAGCGCCGTCGATTATTGGCGCGACGACCTCGTCAGTTTCATCATCGGCTGCTCC 
TTTACTTTTGAACATCCCATGGTCCAAGCAGGCGTTCCCGTCCGCCACCTCGAGGCCGGC 
CGCAACGTCCCCATGTATGAAACCTCACTTGCCTGCCGACCAGCCGGTTCCCTATCAGGA 
AACCTCGTGGTGTCACTGCGCATGATCCCCGCATCCCAAGTCGCGGATGCCGTCCGCATT 
ACCTCCCGCTACCCCGCGGTTCACGGAGCACCAGTCCACATCGGCGATCCTTCACTGATC 
GGAATCGATGACATCAACAACCCTGATTTCGGCGATGCCCCGCTGTCCGAACCAAGCGAC 
GTCCCCGTGTTTTGGGCCTGCGGAGTTACCCCTCAAGCAATGGTCATGTCCTCCAAGCCA 
CCGCTGGCGATCACTCACGCACCCGGACACATGCTGATCACCGACGCCCCAGATCTGGGA 
TTCCAGGTTCCT 

>RXN01815-downstream ' 
TAAACCTGGATCCACCGATGTGA 



>RXN01 82 5 -upstream 

GTCAAGGTAGCTGGCCCGGCAACTGATACGTTAAGCTCAAACAAGATAAGTACCAGTTGC 
TGGGGTTTTTCCAAGACAATAAATTATGAAGGTGTGAACA 

>RXN01825 

ATGCCAAAGGCAAGAGTAACTAAAAACGAGACCGCACCGGTTTCAAGCAACCCAAGCGCA 
AACCGCACCCCGGTTAAGATCAATTCCGCCGGAACCCCAATGTGGTACAAGGTCATCATG 
TTTGCCTTCATGATCGTCGGCCTAGCCTGGTTGATCATTAACTACCTCGTGGGCCCACAG 
ATCCCATTCATGGCTGATCTTGGTGCATGGAACTATGGCATCGGCTTCGGTCTGATGATC 



Appendix A, page 462 



Attod^B)ocket No.: BGM29CP 



ATCGGCCTACTCATGACCATGGGTTGGCGT 

>RXN0182 5-downstream 
TAATCCTTCAAAAAAGTGACTGC 



>RXNO 1831 -upstream 

CCTGTGGATAATTGGTTGTTGGCTGATGGTGATGTCATTACGGTGGGTCATTCCAATATC 
GAAGT-TGGT-AT-TGTTAGTGeeTAGAGGGAGAGGTTGATCA 

>RXN01831 

ATGGATTCTCTGGTCCTTCTTGGGCTTCGCATCGCTTTGCTTGTGGTGTTGTGGTTTTTC 
GTCTTGATGGCGCTGCGCGCTATGAGGGCAGATTTGAAAGTGACGGGTCAAGCGTCGACA 
AGCAGCTCCTCCGTCGCGGCACCGCAGGGCCTTGCCCGGGCTTTTAATCGCTCCAGCCCG 
CCTCGTCTTTTGACGGTGGTCGAGGGCCCGTTGGCGGGCTCCTCGATTGAGGTGTCGGAG 
GATATGACGATGGGCCGTAGCCCTGAGTGCACGTTTGTGGTGGGCGATGATTACGCCTCC 
GGCATGCATGCGCGGGTGTTTAAGCGTGGTTCGGAGTGGTTTGTGGAGGATCTGGATTCG 
CGCAACGGCACTTTTGTCGGTGGTACGCGCATTGATCAGCCTGAGCAGATTGCGGTGGGC 
ACGGATATCCGTATTGGTCGTACAGCAGTGAGGCTTGTTCCC 

>RXNO 1 8 3 1 - downs t r earn 
TGATGTTGAAACTTAAATATGCG 



RXNO 1 8 3 4 -ups t ream 

ACTAAGAACGTGAGCTTGGTTTCATAATACCCCCCAGGGTATTGTTAGCCAGGTGATTCT 
AGCCCTTCTTGGCGGCCTAATAATAGGCCTACTTCTTGGC 

>RXN01834 

ATGCTCGGTGGTGGCGGTGCCATCCTTGCCATTCCGCTGCTTATTTATGGATTTTCTTTT 

AGCGCCACGCAAGCTACTGCAGCTTCATTAATCATCATCGGACTTGGCGCCCTCATTGGA 

CTGATCAGCCAATACGCTGCCGGGCACGTCCGCCTTAAAGAGGGTCTAAGCTTTGGCCTT 

TTAGGGTTGGTCGGCTCATTTGTGGGCAGTCACCTTGCTAGCAATATCCCCGATTCCCTA 

CTCCTGAGCGGCTTTGCCATCCTCACGCTCGTGGTGGCGTTGACCATGATTTCTAAATTA 

AGAAGCACCCGAGAATACATAACCAGAAGGCCAAGCATCCTTGCCATTGCTCTTAGTGCC 

ACCGGCGTGGGATTTTTGACGGGATTTTTTGGTGTGGGTGGCGGTTTTGCCATTGTGCCA 

GCCTTGATTTTTGCGCTCGGTTTTTCCATGCGGCAGGCTAGCGCCACTTCCCTAGTGGTG ^ 

ATCGCCGTTAACAGCGCTATTGCCATGGGATTTAGATATTCCGATTTGGCAAGTATTGAC 

TGGTCAGTGATCTCGCCAATTATCATCACCACCGTATTGGGCGCTTTTAGTGGCGTAAAA 

CTAGCCAAAAAGGTCAAAGCATCATCACTGCAACTAGGTTTTGCTGGCTTCTTGATCTTC 

ATTTCGATCTATATGGGATTTCAGAATTTCCCGGACCTTTTT 

>RXNO 1 8 3 4 - downs t r earn 
TAAAACTTCAAAATATACCCCCC 



>RXN0184 6-upstream 

GTATTTAGGAATTGAAACCCACTAAAAAACAGACTAAGTTACTAGGTGATAACAAAAGTT 
GTTTATTACTTATGGGAATAGTGTGGAAAGTAGGGTGAAT 

>RXN01846 

ATGTCAATTCCTGGAAATGTTAGTTATGTTGCACAGGGTGGCACCGGTTGGGATGGTGCT 
GATCAGTACACCACGGGTGAGAGTTGGGATCTACAGTCGTTCCTTGAAAACTCGACTGAC 
TACCTCATGATTATTGGTGGTTCGCTGCTGGCACTTGTTGGTGGTGCTGCTGTGATTTGG 
GGCTTTGTCAACGTGATGCGCAAGCTCTTCGGTGGTCAGAGTGGTCAGCAGATTCAGTGG 
TTCACCACTATTTTGCTCATCATTGTCGGTGGTGCGTTGCCT 



>RXNO 184 7 -ups t ream 

GACGTGTGATCATAGGTGACAAATATACCCTCTCAACTTGGCTTCGACTGCCCTGCCCCC 
TCGATTTAAGAGGCAAGGCTTTTACAGTATCCTCTCATGC 
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>RXN01847 

ATGCTTATTGTGTTGCCTCCCTCAGAAACTAAGACCCACGGCGGTTCAGGAAAACCTCTG 
GATTTTCACCATTTGAGTTTCCCGTCGCTCACCAAGGCACGCCAAACAATACTCGCTGAC 
CTGCAAGCTTTGGAGGTAGATGAGGCGCTGAAAGTTTTGGGCATTTCTGAAAAGCTCCGC 
CCTGAGGCCGAATCCAATCGCGCGCTGGAGACCAGCCCTACGATGCCTGCGATTTTTCGG 
TATTCCGGAGTGCTTTATGATGCGCTCGACGCTGCAACGCTGCCGGAGAAAGCACTGGAA 
CGCCTCGCCATCGGCTCGGCACTTTTCGGCGTCATCCACGCCACCGATCCGATCCCGCAT 
^TACCGCCTGT-CCGGCGGGAGAAAAGTGGGeAeeAAAAGeGGCGAGCTGCCCACCATGAA^^ 
GCGCGTTGGGGCACAAGCATCAGCGAAGCGCTTATCGACGTCAACCAGCTGGTGATTGAT 
CTTCGCAGCGGGACCTACCAACAGTTGGGTCGCGTAAAAGACGCCGTCACGGTACGCGTG 
GAATCAGTCATGGAGGATGGCTCCCGCAAAGTAGTCAGCCACTTTAACAAACACTACAAA 
GGTGAACTCGCCCGCGTGCTCGCGCTCTCTGAAAAAGAAGCACACACCGCAGAGGACGTA 
ATGAGCATTGCGCAGGCTGCGGGCCTTGTGGTGGAGGAAAACCCCAACCACAAGGAAACC 
CTCACTCTGGTTGTC 

>RXNO 1 8 4 7 -downs t r earn 
TAGGCGTTAATCACCATTTTGAT 



>RXN0187 4-upstream 

AGTGTCGGCGCGACGATTGTGGGCGGTGCTTTGGCGTGGCACGCAGCAGTTTGGCATCAC 
AGTTCCGGAGCGCAAAACGCGGTCAGCCTTTCGCGTCGCA 

>RXN01874 

GTGATCGCGTATGTTGCCAGCGCGTGCTGCCTGCCGTTTGGCGCATTTGCCGGAGCGTTG 
TTGTCCAAGGAGCTGTCGGGACATCTCCAGGAACGAGTCCTTCTCACCCACACGGTGATT 
AATTTTCTAGGTTTCGTGGGATTTGCTGCGCTCGGTTCGCTGTCGGTGCTGTTCGCCGCG 
ATTTGGCGCACCAAAATTCGCCACAATTTCACCCCGTGGTCTGTGGGGATCATGGCGGTG 
AGCCTGCCGATCATCGTCACGGGCATCCTGCTCAACAACGGCTATGTCGCCGCCACAGGC 
CTGGCCGCGTACGTGGCAGCATGGTTGCTGGCCATGGTGGGGTGGGGG 



RXNO 187 5 -ups t ream 

AATCCTATCCCTAAAAAGTTTCTAACAAAAGTATTGCACTTACTTTTTGATAGTGCTATC 
TTCAGTTGTGTACTTGAAACACACACGAATGGAGCAAGAA 

>RXN01875 

ATGCGTATTGCAGTAACTGGAGCAACGGGATCTTTGGGTGGACATGTTGTGGATAGTCTT 
CTAAACAAGGGCGTCGCAGCATCAGACATCGTTGCCATTGTTCGAAATGAAGAAAAGGCA 
GCAGACCTCAAAGCCCGTGGAATCGCTCTTGGTGTGGCTACTTTTGAAGACGAAGCGGCA 
CTGACTGCAGCTCTTGAAGGTGTGGATCGCCTTGTGTTTATCTCTGGCAGCGAAGTGGGG 
CAGCGCGTTGCGCAGCACACCAATGTCATCAATGCCGCTAAAGCAGCTGGCGTGACATTC 
ATTGCATACACCAGCTTGCTCAACCTTGGTACCTCAAAGCTTGCACTTGCTCCAGAGCAC 
ATTGCAACGGAAAAGCTCCTGGCAGAAAGCGGCATTGACCACGCGCTGCTGCGCAATGGT 
TGGTACTGGGAGAACTACGAATCTTCAATTGGCGCAGCGAAGGCCACCGGGAAGGTATTC 
GGCGCAGCTGAAGGCGCACGCGTTTCCGCAGCCGCACGTAAGGACTACGCAGAGGCAGCT 
GCTGTTGTCATCACCAGCGACAACCAGGCAGGCAAGGTCTATGAGCTCGCAGGCGCACCA 
GCTTTGACCTACCCAGAGATCGCAGCTGGCATTGGTGAGGTCATTGGTTCTGAGGCAGAA 
TACGTCAACCTCTCCGTGGAGGAGTACCAAAATGCGCTGGAGCAGGCTGGCGTTCCAGCT 
GAATTTGCAGCACTTCTCGCAGGCATGGATCCCATCATTGCAGAGGGCGCGCTGTACTCC 
GACAGCACCGACCTACAGGATCTCATCGGACGCCCGAGCACCTCAATCGTTGAGGCCCTG 
AGCTCA 

>RXNO 1 8 7 5 - do wns t r earn 
TAACCTGCTACTCACCTAAAATG 



RXNOl 877 -upstream 

GTACCCGTATTGTACTAATTGTAATTCCCCGGAGAGGGAAGAAGTTTACATGGCGCCCCA 
TCAGAAGTCAGGGATCAACCGGATCAACAGCACCCGCTCG 
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>RXN01877 

GTGCCGTTGCGTTTGGCTACCGGTGGCGTGCTCGCCACCTTGCTTATCGGCGGAGTCACC 

GCTGCAGCTACCAAAAAGGACATCATTGTTGATGTCAACGGCGAGCAGATGTCCCTAGTG 

ACTATGTCCGGCACTGTTGAAGGTGTGCTGGCGCAAGCTGGTGTGGAACTTGGTGACCAG 

GACATTGTTTCCCCTTCACTGGATTCATCCATCAGTGATGAAGACACTGTGACTGTTCGT 

ACTGCCAAGCAGGTGGCGCTCGTGGTGGAAGGTCAAATCCAAAACGTGACCACCACTGCG 

GTTTCCGTGGAGGACCTCCTGCAGGAAGTCGGTGGCATTACCGGTGCTGATGCGGTGGAC 

.GC-TGATCT-T-TGAGAGAGGA-TGGeAGAATeTGGTTTGAAGGTGAGTGTTArCAA"GCCG 

ATTATTTCCATCAATGATGGTGGCAAGGTCACTTACGTTTCTTTGGCAGCTCAGAACGTA 

CAGGAAGCCCTAGAGCTGCGGGATATTGAGCTGGGTGCTCAGGACCGCATTAATGTGCCT 

CTGGATCAGCAGCTGAAGAACAACGCTGCGATCCAGATCGACCGCGTTGACAACACCGAA 

ATCACTGAAACTGTGTCTTTCGATGCTGAGCCAACCTACGTGGATGATCCAGAAGCTCCA 

GCTGGCGATGAAACTGTGGTCGAAGAAGGCGCTCCTGGAACCAAGGAAGTTACTCGCACC 

GTAACAACCGTTAATGGTCAGGAAGAATCTTCCACGGTGATCAATGAAGTTGAAATCACC 

GCAGCAAAGCCAGCAACCATTAGCCGTGGCACCAAAACTGTCGCTGCAAACTCCGTGTGG 

GATCAGCTGGCACAGTGTGAATCCGGCGGAAACTGGGCAATCAACACAGGTAATGGCTTC 

TCCGGCGGCCTACAGTTCCACCCACAGACCTGGCTCGCATACGGTGGTGGAGCTTTCTCC 

GGTGACGCTTCCGGTGCAAGCCGTGAACAGCAAATCTCCATCGCAGAAAAGGTTCAGGCT 

GCACAAGGTTGGGGAGCATGGCCTGCTTGCACCGCAAGCTTGGGCATCCGA 

>RXNO 1 8 7 7 -downs t r earn 
TAGTAGAAATCTGGCATCCAATA 



>RXN0187 9 -upstream 

CTTTGCGGGCCGCTGATATTGATCCAACGCTTCGTGGCGAAAAGCTTGATGTCACTGACT 
ATGTGCGCCTAGCTGGGGTGTTGCAGCAAAAGGATGAGAA 

>RXN01879 

GTGAAAATTACCGCTAAGGCGTGGGCGAAAACCAACCTGCATTTAGGTGTGGGACCGGCT 

CACGACGATGGATTTCACGAGCTCATGACGGTGTTTCAAACCATTGATCTGTTTGACACC 

GTCACCTTAACCACCCTCGATGAGGAGTTGGTGGAGGAGGGGAGCGTCGTCAAGCAATTA 

TCTGTGACCGGTGCCCGTGGCGTGCCTGAGGACGCCAGCAATCTTGCGTGGCGCGCTGTG 

GATGCGTTGGTTAAGCGGCGCGCGGAAAAGACGCCGCTGTCTGCAGTTTCGCTGCATATT 

TCCAAGGGGATTCCGGTGGCTGGCGGCATGGCTGGCGGCTCTGCGGATGCGGCTGCGACA 

CTGCGCGCAGTGGATGCCTGGATTGGGCCTTTCGGCGAGGACACATTGCTGGAGGTTGCC 

GCGGAGCTCGGCTCAGATGTGCCGTTTTGCCTGCTTGGTGGCACCATGCGCGGTACCGGT 

CGCGGCGAGCAGCTGGTAGATATGTTGACGCGCGGCAAGCTACATTGGGTGGTGGCCGCG 

ATGGCGCATGGCCTGTCCACGCCTGAGGTATTCAAAAAGCATGATGAGCTGAATGCGGAA - 

TCGCATATGGATATCAGCGACCTCAGCGCCGCACTTCTCACCGGCAACACCGCCGAGGTG 

GGGCAGTGGCTGCACAATGATCTGACCAGCGCCGCACTCAGTTTGCGCCCTGAACTGCGC 

AGCGTCCTCCAAGAAGGCATCCGCTCCGGCGCGCATGCAGGAATTGTCTCCGGCTCCGGC 

CCGACCACGGTATTCTTGTGCGAATCGGAGCACAAAGCGCAAGACGTTAAAGAGGCGCTA 

ATCGACGCCGGCCAGGTGTACGCTGCTTACACCGCCACCGGCCCTGCGGCCTCAACCGCC 

GACCAGCGCGGCGCACACATTTTGACTGTTTCA 

>RXNO 1 8 7 9 - downs t r earn 
TAATAAAGACAAACTTAAGTATC 



>RXNO 1 8 9 6 -ups t r earn 

TTATTGGGCAGCTCTTTTGGACCGCGAAGTCACCCCCGAGCTGCGCCACAGCATTGCTTA 
TTGGATCCGCGCGAACCACATCAAACGCTAGAGTGATTCC 

>RXlvf01896 

ATGAC<^CATGCGATCCTCTTTGACCTCGACGGCACCCTCGTTGATCACGCTTCCGCCGCC 
CGCGCCGCCCTGCACGCCTGGTCGCCGACCGTGGGCGTCGACACGGATGTTGAGCGCTGG 
ATTGAGCTGGATAAGTGGGGTTTTGCCCGTTTTGAGCGCGGCGAAACCACGCATTTAGGT 
CAGCGGCGCGACCGCATCAGGGCGTACCTCAACAGAGAGCTTGACGACGCCACCTGC'GAT 
GATATTTACTCCGGCTACCTTAAAGCATATGAGCAAAACTGGACTGCCTACCCCGATGCC 
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AAGGGCGTTCTCGATCGCGCGGTAGCCACCGGTGCCCCTGTGGGAATCCTGACCAATGGC 
GCAGCCCCCATGCAGCAAGACAAGCTTGATCGCACCGGCCTTGGCCTGCCAGAACTCGTC 
ATGTTGGCGGCGTCCACTCTGGATTCTGCGAAGCCTCGCCCCGAAATGTATGCCCGAGCG 
CTCACCCATTTGGGTGCCCGAACCGCAACAATTATCGGCGATGATTGGACCAACGATGTC 
GCAGCTCCCCGCGAACTTGGCTGGAATGCTCTCTATTTAGATCGTTCCGGAACCGATCCA 
CGCGCCGATATCCACTCCCTGGATGAACTCTTTCAC 

>RXNO 1 8 9 6 - downs t r earn 

_TAGGCTGGCCT-T-TATTGT-T-TGGG — 



>RXN0189 9 -upstream 

CCTCGCAGCACTTCGCGCAGGCGAATCCACAGTGGCCGCAACCTTGATCAAAGAACACAT 
CGAAGGCTACTACGAAGAAACCGCTGCCGCCGAGGCCTAA 

>RXN01899 

ATGTCCCGCACTCTGTGGGCGGTTTCAGATCTACACGTCACCTTCGCCCAAAACCAAAAC 
ACCGTTGATGCCCTCATGCCGCAGGACCCCGGCGACTGGCTGATCGTCGCTGGCGATGTA 
GCAGAGAAAATCCCCGATGTGGTACGTACCTTATCCGCGCTGGTCAAACGCTTTGACACC 
GTGATTTGGGTGCCGGGCAACCACGAACTCTTCAACCGGAAAACAGACCGCGTCAACGGC 
AAAGCCCGCTACCGAGCATTAGTCGGACAACTCCGAGCCATCGGCGTGATCACCCCCGAA 
GATCCCTATCCGATCTTTGGTGGCGTCACCATCTGCCCACTTTTCACACTTTACGATTAC 

f 3 TCTTTCCGTCCCCTCGGCCTCACCGCGAAACAAGCCCTCGCCCAAGCAAAAATAAAGCTA 
GACGACGAACTAGCCATCGCCCCCTACGTAGACATCCCCGCCTGGTGCGCCGAACGAGTC 

fS ACCTACACAGAAGACCGCCTAAAAGCCACCAAAGGCCCAAAAGTCCTGGTCAATCACTGG 
CCGCTGGTCATTGAGCCCACCCACCGGCTCTTCCAAAAAGACATCGCGCTGTGGTGTGGA 

ti ACCACCGCCACCAGGGATTGGGCCGTACGATTCAACGCTCTCATGGCCATTCACGGTCAC 
' I CTACATATTCCTGCCGAAACCCGCGTTGATGGGGTAAGCCACGTGGAGGTTTCTTTGGGT 

'■-4 TACCCCTTTGAAAAACACCCACCTCACATGAAGCGTCCGTGGCCGTTTCCGGTCATGCAG 

£3 ATTAAC 

III 

s >RXN0189 9-downstream 

r 3 TAACTCTGTTGCTTAAATGGGGG 

r rs 

l\\ >RXNO 19 02 -upstream 

\r. GGCTGGTCCGAAGTGCAAACCTTCAACACCGGCACCTACGGTGACAACTGGAACTTCCTC 

' TTCTTCGGCGAC ACCCAGCTGTACAACACCCACTCCAACC 

C3 >RXN01902 

GTGCAGAAGAAGTCCAGAACTGGGCAAACAACCTGGAACGGCGGCCCACCAATCGAAAAC 
CCAGGAACCTCCTTCATCCTCTCCGCGGGTGATCAGGCAAACCACTCCAGCTGGGACGAG 
CACTCCGCATACATCTCCCCAGAAACCCTGCGCAACTACCGTCTGGCCGTGAACAATGGA 
AACCACGACCAGTACAACTACGACGCCTACAACGCGATGTACCCACGCCCTAACCAGGTC 
GATGAGAACTACTTCTTCGAGTACAACAATGCACTCTTCCTGTCCCTGGACTCCAACGAC 
TACTTGGACATCGACGACGACATCGCATTCCTTCGCGACACCGTCGCAGCACACGGTGAC 
GACAAGGACTGGATCGTCCTGACCTACCACCATTCCACTTTCTCCCAGGCCTACCACATG 
GATGACGCTCGCATTAAGTACCAGCGCGAACGCCTCACCCCAGTGATCTCTGAACTGAAC 
GTTGACTTGGTTCTCGGTGGACACGACCACATCTACACCCGCTCCCACCTGATGAACGGC 
TTCACCCCAGTCGATGCAGGCCGCGAAGCAGTTGTCGGTGAAACTCTGAACCCTAAGGCC 
GGCGAAGTTGTTTACCTTGCAACCAACTCTTCCTCAGGCTCCAAGTTCTACGACTTCTAC 
GACTTCCAGCTCGGCCAGCGTTACGACACCGGACTGGATTTCCAGGAAACCGTCGATCAG 
AAGAAGATCCGCACCTACACCGCAGTCTGGAACCAGGACCAGGTTCAGGACTACACCAAC 
GTTGAACTGACCCCAGAAGGCCTGACTGTGACCACTAAGGACGCAGTCTCCGGCGAGCTG 
GTTGACCAGTTCACCCTGAGCAAGCAGGACCGCGACGAAGAATCTGAAGTCCCAGTTGAA 
GATGACAAGGACGGAGACAACGCGACCGGCTCCTCCAACCTTGGTCTAGCTGCTATCTTG 
GCTCCAGTTCTGGCCATCTTCGGTTTCGTCGGTGGACTCTTTGTTGGCGGCGGCTCCCTC 
GCTGAGTTCTTTGCCAACCTCGGCGTGAAGATGCCTTTC 

>RXN019 02 -downstream 
TAATACTGTCTGAGATTCAAGCA 
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>RXNO 1 9 0 8 -ups t r earn 

TCCACGACATCTGACACAGAAAGAAGATTCACCATGTCTAAGAACAACGCAGCTCACCCG 
CAGTCTGTCTTCCATATTTCATATCCCAGCACATACCACT 

>RXN01908 

ATGCACTCTGACCGCTTTGAGCACCCAGACAACGGCTATGGCTACACCATTCGTCAGGAC 
ACTGATGCAGAGAACCCGATGACCCATCACGATACGAAAGATGCAGCTCTCTGGGTTCAC 
-AAGGGAeeAeGAeGeGGAGATACCGTCGCCGATAAGCCAGAAGGCAATGAGATTCTCGAC" 
ATCTTTGCCAAGTTCATCTGCGGCCAGCACGATAATGATGACAACCCGTTCGAAGTCTGG 
TCCGACGGTGACTCGGATGCATCACTCATCCGCACCAAGGCGTATGTTGCCGAGCACCAC 
CCCGAACTTATATTCGACATCTCTGCGAAAACCATCACGGGTTATTCCCAAGGCGATTGG 
CTCGATGTGGTCTGTGTTACTACTGCCGCCACTTGCGACGAACTTATCCCTGCTGACAGT 
CTTATTGACATCTACCGCCAGTGGGCTTTTGGTGATGTGTGGACAGTGATTCCTGATTCT 
CAGCCAGGTCTCGCAGGTATTTATGCTGACGATCCAGCTGACGCCCTTGCGTACTATCAA 
GAGAATTTCGAAGATGAACCCATCTGGGATCTCTTAAGCCGCCACGACGCTGACAAAGAC 
GCCGCAGCACTGGCAGCTGCCTCTGCTGCAGAAAACCACGCACTAGCGCGAGGTACTACC 
CCAGTCGTTATCCGTACCCAAGACATCATCACTAACGCGCGATACCTCATGTCTGATAGT 
GCTGATGACAATCCAGAATACGATCGCGCCTTGGTCGAACTTAGTGCTTATCTCTTAAGT 
ATCGACCTCGATGATCGCGTTGCTGCAGAGATGACCATTTTAGGTCGCCCTGTGCCTAAA 
GAAGGA 

>RXNO 1 9 0 8 -downs t r earn 
TAACCACCACACCAGAAAAGAAG 



>RXNO 19 09 -upstream 
'I TTAATAAGAATTGTTCTGGGAAGTAATATAAAAAGTCCCGAACAAATTAGTGTGAAAGGG 
^ TTTGTATC 

y >RXN01909 

ATGGCTAATTTTCGAAGCAAGGATAAAGATGGCAATGTCATCAATCCGAACGCGTCTACT 
3 AAAGGTGTAGATCTTGTTGTCAACGTCTACGACAGCGCCAAGCATGTGACCGAAAAGGGT 
S AACACTGTCCACTTTGTGGATGTTCAGGTAGCGCAAATTCCGATTGACGCTGACGGCACT 
\\ CGTGCGAATGCGAATCTTGCACCACAGACTATGCCTCATCTGCATCTTGACACTAAGGAC 
'1 GGTCAGCGCAACACAGGTGTTGCGTATTCTGATGCGCAGATTCAAGCGATGCAGACGGTG 

2 GCAGCACAGGGGCGCAACCATATGACCCCGCTCTTGAGCAAAGACGGTGAGACAGTTGGT 
f TACTCCATGTTGGTCAAGGCTGATGTCATGTTCCCGAAGACCAAGGACGGCAAGTCTCTC 

3 CCTGCGGTCATGAACACTAAGTCTCTGCAGCCATCTGGGGTTCCTATTTCGGACGCGATG 
AATATTCAGCAGCAGCAGTTTATGGCTGTGGCAATGAATCGCCAAGCAGCAGAAGCGCAG 
AAGGCTGCACAAGCCCAAGCGACCCAGGCTCAAGCACCACAGGTGGCACCGCAGCCAGTT 
ATGCAGAATCAGCAATTCCAGGCACCAGTGCCACAGGGCCAGCAGCCAGCATATGCAGGA 
GCCCCTGTCTATGCAGACGCGGTAGCTCATGCAACCGCGCAGCAGCAGGCAGCAGCAGCT 
CAGGCACCGCAGGCACCTGCTGGGAATCCGTTTAACCAGCCGCCAGCAGTAGCAGCAGCT 
CTGGCACCGCAGACGCAGCCGCCAGCAGTAGCAGCAGCTCTGGCACCGCAGACGCAGCAG 
CCGGCAGCACAACCTCAGATGGATAACGAGCCACCGTTT 

>RXNO 190 9 -downs t ream 
TAAAGGCGCAATACACCACACCC 



>RXN01910 -upstream 

CACCGTTTTAAAGGCGCAATACACCACACCCCAACAAACTTTTTGATTGTTGGGGTGTTT 
GTCTCAGATCATGAACAGCACAATGTAGGAGAAGATTGAT 

>RXN01910 

ATGGCATTTCCGCTTCTAGCGGTTGCTGGCACAGTTGCCCCCGTTGCAGCAGGATGGGCA 
AAAGATAAGTTTCTCAGCAACTCTCAGAATAATCAGCAGGCCCAGAATCAGCAGATGAGT 
TTTGGACAGGTCAACAACAGCGCACAGAATTCTGGATCAGAAAACAGCGGTTTCATGGGT 
CAATACGGCAATCTGGGTGCAGGTTTGGCAGGTGCTGCTACAGGCGCAGGGCTTGCGTAT 
AGCGATTTTGAAGATGGTCAAAGTTTGTCCTCGAAGGCCCGCAACATGGTCGGCAAAGGG 
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CTCGCTGGTGCCGGAGCTGGTGTGTTCACCAAGCTTGCCAATGATGCAATTCAGGCCGAG 

GGTGGCTCGATGAAGGCTAGTGCTTATTCTGCCATTGCAGGCGGCTTGGGATCGTATCTC 

AAAGACGGCGGTCCGGGTGTGATTAAATCCGCGATGGCCAGCGGTGCAGCCGGTTTTGGT 

GCGGATAAAGTGCACGATAAATTAGCTGAGTCTGGTCATGAGGGGTTGGCTGATTCCTTG 

TCGGGCGCTATTCAAGGAGGTGGTCTTGGTTACTCCACGCTTGGCGGTGTCACTGGTGCT 

GGTATTGGCGGTGCGACGGGCGGTCTCGCAGGACTAGCACAAAACTACTTTGGTGGTGGC 

GATGACTACAGCAACGCTGGGGCATCTGCATCGGGGTTTAGTGCCAACCAGGTTAATAGT 

GAGATCAGCACCGAGATTCCGCAGTTTGCGAATCTTG GTCAACCACAGCGATCCGAGCTT 

"GAA'CAATTA'GCG'CTACCT'CAAGAATCACGGTCTGT^ 

GAAGCG 

>RXNO 1 9 1 0 - downs t ream 
TAAGCGCTTTATAACAACCCCGT 



>RXNO 19 11 -upstream 

AGATGCCGCAGATCACCGAGTGAGCGTTACTGAGATCACTGAGTCTCGATGGGTAATCCA 
TATAATTGTGAGCGGGATTCTTAGTGCGCTCGCGGTTCTG 

>RXN01911 

GTGTTTATTATTGGCGCCGGCTTGCCACTGTTGTACGTGCCGATTTTTGTGACTGTCATC 
GTCATGGTGGTGTATGCGCTATTGCGCTATGAGCAGCGCATGTCAGGCACAGTCTACGAG 
GAAGCAGATCCTGTCGAAATGGATTCAGTGATCTGGGAGGGCATCAAGTGCGATATTGCC 
TCGGATATTGCAGCCCGAGCAGAAGCGAAAAAAGCGAAAAAGCCAGTTGCGTCAGATGCT 
GTTGCTGTTGGTAACTATATCGCGTCCTTGCGTCAGCATATGTTGGTAGAAACCCAGCGA 
CGTTATCACCACAAGCTTGGTCGTGAGCTGCATAATGATCCAGCGCAACTAGAGGATTAT 
GGCTCTGGTCTGCGTGACTGTGAGTGTCGGGCATGTGTGGTGGCTCAGAAATTGGGTGTC 
ACGGTGCACGCTCATGGTGTGGTGCAGGCGAGCGCACGTAAAAAAGATCGCGTCATTATT 
GGGCGAGCCGATGGTATTGATGTGGCCGGCTGGTGGAACCACCGCCAAGAAGCTCGACGT 
AAAACGAGCGCGGCTAAGCAGTTGGAGCGCGATGCACAACGCAAGCGAACCCAAGCTGAG 
CGCGATAAAGAGATTGAGCGTAAGCGTAAGGCTCAAGAATTTGTAGCGGAGCAGTCAGGG 
AAAGCTGCTGCAGCACAACGGCGGGCCGAGAAAAAGGCTGCGAAGCAAGCGCGTGTAGAT 
GAACTGGTGGCGCAGAAACAGGCTGCTCAGGAGCAGAAAACTCACTGTAAGCGGGACAAG 
CAGCGTGCGAAGAAAGCACAAGGGCGCAAAGTTGGTGCCGTTGATAATTCCGCTGTGGAC 
GATGTGTTGGCGTATGCGGAGAAAACCCGCAGTATAGCTGGCTGTAGAGATGACGACAGC 
GTTGTGCACGTTGATATGGCAGCGGGTGTCCGCGATGTC 

>RXN019 11 -downstream 
TAAATCGCAGGATGATCGAAAAA 

>RXN019 3 0 -upstream 

CGAAAGAAGCCATAATTTAGAGAGGACAATTCTCTACTATTGGTCAAGGCTCCCACCCGG 
TGTCATTCGACATTATTACCGCTCACTCACAATCGATGAA 

>RXN01930 

GTGATTTCAACAAATGAGATTGAAAATATTCACTCAACTCGTCGGGATATTGAAATAGCG 
CTTGATGAATCTTCCACTAGTGAGCCAAAGAGATTTTCGGAAATTTCACACCTTTACCTC 
GCACTTGCCGAAGGTAAAATATCCTTTCCGGAAAGCCCAAGTGAACTTCGAGAACTCTAT 
GACCATTTAATGCACGGCGAGCTAGGTAAAGAAAATGAATTAGATGGTGAGATTTTCCGC 
CAAGGACCCGTGGAAATCCGCGATAGTCGGCAAAAAGTGATTCATTCAGGTTTTTCTCCA 
GAATCACAGATCATCGAAGGAATCAACGCAATTATTAAGCTGGCGCACTCAGAAGAGGAA 
TCCAACCTTGTTGGCATCATGATGTCACACTTCATGTTTGAATCAATTCACCCGTTTTAT 
GATGGAAACGGAAGAACTGGGCGCTACCTTCTCGGGATACAATTAAGCAAAATTCTCTCC 
CCTGCTACAGCACTGACAATGTCTTCGGCAATTAATCAATTTCGAAACAAGTACTACAAA 
GCGTTTCATGCCGTAGAACACCGATTAAATCGCGGAGACGGAACACCGTTTGTTATTTCC 
ATGCTTGAGCTGTTAATTGCAGCGCAAGAAGGTCTCATTGAGAATATAAAACAAAGAATC 
GACTTTTTGGCAAGCCTTGAGGACGCCATTAAAACGCTTCGGGGTACCAATTCCTTTAAG 
AACCATCAGATCAATCTGTTGTACATTCTCGGCCAGATTCAGCTTTTCGGTAAGGACGAA 
ACACTTTCACTTGAATCGGCAGCAAAGTTTCTTAAAGTTTCTAAGGCAACTGCAACGAGG 
TATTTTAGAACTCTCCGAGAAATGGAATTAGTTCACGAGGTCAGCAAACGCCCTTTGCGG 
TTTGCGCTCACGGATAAAGGTCGTGAGATAGTAGGTCTTGAGGTAAAAATT 
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>RXN0193 0 -downstream 
TGACTCCATAACGAGAACTTAAT 



>RXNO 1 9 4 4 -ups t r earn 

GCTGATTCTTCTGTACCACTCATCACAGATAATACCGCAACCAGTATCAACCCTGCGGAG 
CCGTTTACCTTCGCCTTCAAATATCACCGATGATGTCCAG 



>RXN01944 

GTGCGCACGGCAACACTGCATGTTACTTCCAGTGCTGGCGAAGCCGCGACAACCATCAAC 
CTCACCGAGGATGACGGCTCTTTCAATTGGGCTCTGCCTGCAGCGGATCTCACCGGAAAA 
TCCTGGTTCGAATACACCGTAACCGCCACCGACGGATTCAACAGCGTTACCACCGAGCCG 
GTACGCGTCACCGTCGACGGCGCCAACACCGACCCGCTGCGCCTCAACCTGGAAGAAAAC 
CAATGGGTCAGTGGCACCACCGATGTTATCGGTGCTTCAGATGTCTTCGGCGACAAGCTT 
GAATTGCTTATCGACGACGCGCCTGCAGTCACCAACTCCAGCCTGTCTGCGGCCCCGACG 
TTTGCGATGGAAGTAACCCAAACTGATGTGTTCTTCCGCAACGGCATCCTTGCCGGTGGG 
GAAGAACTCCGCATTTTCGATCAAGGAACTTACGCCAACACCGAAACCATCTCCACACCA 
GTCCCGCTGTATCACATCAATGAGGACGGTACCCTCACAGTCAGTGTGTATGCGGGAACT 
AAAGCAGCACCAGAAATTGACCTCAACGAGAACAATGACGATTTCCAGATCAGAAACCTT 
CGACTAATTCTGCCTGATGGCCGGACCCTCACCCCTGCCGGAATTTCCGATTCTAATGCG 
TGGCTCAACATGGGAGACAGCGCTGGAAAACTCGATTTCTTCGATGCCACCTTCGCCCTC 
CCTGAGGATGCTTTCACCGGTGTGGCACACGCATGGGATACCACCCAAAGCACAGATGGA 
GAACACCACATCACCATTTCCCGCGAAGACGGCGGGGAAATCAGCCGCACCATCCGGGTT 
GATAATACTGCCCCAGAACTCACCGTTTCTGGAGTTGAAGAAGGACAAGAACTGCGCGGC 
ACCGTAGAAATTGATGCCCAGGCAACCGATGCGGGTGCGGGCGTGAAGAGCGTCGAGACG 
CTTCTCGACGGC 

>RXNO 19 4 4 -downstream 
TAACGCGTGCAACTTCCACTAAC 



>RXNO 1945 -upstream 

AGAAGGACAAGAACTGCGCGGCACCGTAGAAATTGATGCCCAGGCAACCGATGCGGGTGC 
GGGCGTGAAGAGCGTCGAGACGCTTCTCGACGGCTAACGC 

>RXN01945 

GTGCAACTTCCACTAACCACCGGTTCCATCGCTTTGGATAAAGGTGAACACACCTTGGTT 
ATCCGTGCAGAAGATGAAGTAGGAAACCGCACCGAGAAAACCATCACGTTTAGCACTCCG 
GATGAAAACCCCATCAGTGGTGACTACGCTCCAAGCAATGGGGCCACCGTGGGCGTCGGT 
GACGTTAAGTTATCTGCACGAGCAAGTGATCCAAGTGGCGATACTGTCAAGATGACGTTC 
CTGGAAGCCGATTCACCAAAATTAGATAGTGGTCGCGTCCGAATGTCATCAGGAACGGTA 
GAAGATGCCGGAAGTGTCTCGCGCGCCGAGGCGAAAATGTTGGAGAGGGGAGACGTCGAG 
AAGCTATCCAGCCTGGATGGGCTGGGCATGGAAGTTACCTCCGACGCCGCACTGCCGTAC 
CAGCTTTTTGAAGTCGATGCGGCGGATGCACTCGCGGCCGACACTGAAGTGCGCCTGAAT 
TGGGCGGGATCCGCCGATGGTCGCGCGCAGGTGATCATGTATGTTTTCGATGGCGAGGCG 
TGGGTTGAGGTGGATCGTCACTTGACCGGCGATGAGCTGGAAGAGTTTACGCTGCAGGGC 
GTCGTCAATGCGGAAAAATTTGCAATCGGCGGCACTGTCACCGTATTGATTCAGCACTCC 
GAAGGCTTCGCCGGTGCGGATCATTCAACTAGAAATTCCGACGTGACCGCAGCGCACCCG 
GATGATGTGGCTCGCTCTGAGTACGATTTCACCCTCGCGTGGGAATCTGACACCCAGTAC 
TACAACGAGGAATTCCACGAGCACCAAACCAACATCCATGACTACGTGCTCGCCGAACGG 
GAGAACAAGAATATTCAGTTCATGTTCCACACTGGCGATGTTGTCGACGACTGGGATCAG 
CCCGCGCAGTGGGCCACAGCCAACCCCGAATACCAGCGCCTCGACGACGCCGGCCTGCCA 
TATTCTGTCCTTGCCGGAAACCACGATGTTGGCCACACCAGCAATGACTACACCGAATTC 
AGCCGACACTTCGGCGAACAGCGCTACGTAGACAACCCGTGGTACGGCGAATCCTACCAA 
GACAACCGAGGGCACTACGATCTATTTTCTGCCGGCGGAATTGACTTCATTAACGTAGCG 
ATGGGCTGGGGTCCAGACGACGAAGAAATCGCGTGGATGAACGAGGTCCTGGCCAAGCAT 
CCCGAGCGTGTGGCGATCCTCAACCTCCACGAATTCATGCTCACCACCGGCGGACTTGGC 
CCGATCCCGCAGCGCATTCTCGACGAGGTCGCAGCCACCAACCCAAATGTCAGCATGATC 
ATGTCCGGCCACTACCACGACGCATTCCAACGCACCGACTCCTTTGACGACGATGGTGAT 
GGAGTAGATGACCGCACCGTCACCTCTATGCTTTTCGATTACCAAGGCCTACCGGAGGGC 
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GGACAGGGGTACCTCCGACTTCTCCACTTTGATAACCAAGGCCAAAAGATGATGGTGCGC 
ACCTATTCACCATCCCTGAAGGATTACAACTCTGATGAACCCTCACTGTTGGGGCCTGCA 
GAAGACCCCAACATGTATCAAGAATTCGAAGTGTCCTACGAGCAGCTCGGCATCAAACCA 
GAGGGCCGCACCCTGATCGGCGATTCCTTCAGCGCCGATTTCTTGACCTCCAATGAAATT 
GGAATAGTTGATGAGGTTCCTTCTGGAACGATCGCTTTCACGAACTGGAAGGACGTAACC 
GAAGGTCGCCACAGTTGGTATGTTCGCTCCGAGGATCCTTTCGGCGGCGTCGAGATTTCA 
CCCGTGCAGTCCTTCATTGCCGGGGAAGAGGCTGGCGGGAACGCGCCCGGCACTGGAAGC 
TCCAATGGCGGTTCATCCCACGGATTATGGGGTGCGCTTGCGGAATTCTTTGCCGGAGCG 
GCAGCCCTGGCTGGAGCT GCGAT.CGCAT-T-TGTCGGGGGAATTTGGGAeTATGTGACCAAC: 
GCATTCAAGCGA 

>RXNO 1 9 4 5 - downs t ream 
TAATTATGGATAGGTAAACGCTC 



>RXN01960-upstream 

TCCAGATTGATCGTGCCAACAAAGACTAAGCCACTC.TAGCTAAACCAACTTACCCCACCC 
CAACACCCCATGAGGCATCTGCTTCATGGGGTGTTTTGCT 

>RXN01960 

ATGCCGCAACACTTTTCTCAAGAAAACTACAGAAAGGCCCCCGTCATTATGTCTGCACCG 
CTCACCATTCATGATCTGCTGTCCACCAATTCGAAGCTTAACCTCAAGTGGCTGACCTGC 
ACTGTCTTGAACAGCCCAAATCTCACCGAACCCTGCATCACGGTTTCTGTGAACCACACC 
GAAGGCATGTCCCTGGTCTCTTTCGAAGGTGGTCACGGGCTCACCGAGATTGCCAACACC 
CAGCTAGTGCCTGTGCTTGAGCTACCAAAGTTCAATCCTTTTGAGGCACTTGCTATCCAC 
CTTGAAGCCGCCAACAAC 

>RXNO 1 9 6 0 - downs tr earn 

T AAG AAAGC ATC C TTC ATG AC TG 



>RXNO 1 9 8 5 -ups t r earn 

GACGTGAGACATTTCCTCCAATACCTCTCCAGTGATATTCTGTCGGGCAGCCTAACCTAA 
GTTATTCCGTTGTTGTTCGAGAAAGAGAGAGAAACTTTTC 

>RXN01985 

ATGCGTACGTCTCGCGTTCTAGCCGGCATTCTTGCCGCAACCCTCACGGTGTCCCTCGCG 
GCCTGCTCCCAGGATTCTTCAGAAACGTCCTCCAATTCGTCTTCAGCAGCATCCCAAAGC 
TCTGACGTTTCCAACGAGGCGTTCCCTGTCACCATTGAGCACGCTTTCGGCGAGACCACC 
ATTGAGTCCAAGCCAGAACGCATCGCAACTGTTGGCTGGTCCAACCATGAAGTCCCTCTC 
"GCATTGGGTGTGACTCCTGTCGGCTTTGAGAAGGTCACGTGGGGCGACGATGACAACAAC 
GGCATCTTGCCATGGGTGGAAGAAACCTTGAGCAAGCTCGGCTCCGATGAGCCTGTGCTT 
TTCGATGCCACCGATTCCATTCCTTTTGAGGAGATCGCCAACACTGCTCCGGATGTCATT 
TTGGCGTCCTACTCTGGCATCACCCAGGAAGACTACGATCAGCTGTCCCAGATCGCACCT 
GTGGTTGCCTACCCAGAAATCGCATGGGGCACCTCCCTGGATGAAATGATTGAGATGAAC 
TCTAAGGCGATTGGCTTGGAGCAAGAAGGCAAGGATCTCATCGCAGATCTGGATGCAGAG 
GTTGCTTCCGCCATCGATGCCAACCCAGAGTTGAAGGATGCGAAGCCTGTATTCGCGTTC 
TTCGATGAGAGCGATTTCTCGCAGATTGGTGTGTACACCAGCATTGATCCTCGCATGAGC 
TTCTTGCTTGATGCGGGTGTCCAGGAAGCTTCAGTCCTCAAGGAGCACTCCAGCCCAGAT 
AGCTTCTACGAGCAGGTTTCTGCAGAAAACCCTGAAACCTTCGACGATGTTGATGTGATC 
ATCACCTACGGCACCGAAGATGATGCTGCAAACGCTGAGCTGTTGTCCAAGATGCAGGCT 
GATCCACTGCTGTCTCGAATCCCAGCTATCGCCGAGGGCAAGGTTGTGTTCTTGGGTGCT 
AACCCACTGGCTGCTTCAGCGAATGAATCCCCACTATCTATTCCTTGGGGTATCAACGAT 
TACTTTGCAAAACTCGCCGAACCTCTGAAG 

>RXNO 198 5 -downs t ream 
TAAAACTGCTTGATGTCAACAAC 



>RXNO 19 87 -upstream 

GGGTTAGGAGAGGGGAAATCCCCGATGTGCTCTAGGTTCTTATTGGCGATGATTGAAGAA 
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GAAAGAAAAACTCAATCAGCCATAAAGGAGCTTGATCCCG 
>RXN01987 

ATGACTTTCCCAGCACAATCTCGACGACTCGCCCGAAGCACCACCGACAAATGGATCGGC 
GGCGTCGCTGGTGGCCTCGCAGAGACCTACGGTTGGAATCCGGCCTATGTGCGTCTCGCG 
TTCGTGGCGTCGGTTCTGTTTCCACTGCCAGGTTCACAGATCCTGTTCTACGCCCTAGCG 
TGGCTGATCATCCCATCCCGAGAAAATCGCTTC 

->RXN01-9 8-7— downstream — 

TAACGTGCGTTGCATAACGCAGA 



RXN019 88-upstream 

TTAAGAATTGGATTCGAGTCGGTACCGCTTGAAAGTACTTTGCGTAAGTTCCCACCGACT 
GCCCCTAGTTGTTGCGAATATTTATAGATTGTTGAGAAAG 

>RXN01988 

ATGAACATGAAGACGCACCCGGCTTCCGCCAAGCAGACCACCGAGCTTCGACTCCTGACA 
GCCACCGTGTACTTCAAAGCACTCAATGAAGTCCACAACGTCATGCAGATGATCGACCCA 
CTAACTCCAGTCGTTCCCATCACCACGGGCACCTCAGTTGCCGAGCTTTATGCTGACGCC 
CGCGAGCACCTCGACAATGGTGCAACCCAGGTGATGATCCCCGTCATTTCACCTTCCAAC 
CTGACCTTGTCAGTAGTTGCCCTGGGCAATGAAGAGGTTGACGCACTGGGCCATTCCGAA 
Q GGACAAGCAGTTCACTCCCTTCTGGAAATTCATACCCCGAAGCGCAGCTGGCCTCTTTCC 
^3 GAGCTTTATATTGATGACAATGAGGGTTTGGCTCAGGTGTCGCGCTGCTTCGCCCGCCTT 
GTTGGC 

7i >RXN019 8 8 -downstream 

I ' ; TAGTCCC ACCCC ACC AATTGC AT 

C3 >RXN019 91 -upstream 

IJ TCCGGAGGTGGATTTGAGGATTTCGACGTTTTCTCGGAAGTTCCTCGGGTAGAGGAAACA 
s TCGACGAGGATCAGCTATTCTTACAAAAATTCATTTGAAT 

1 3 

ffl >RXN01991 

J I ] ATGACGAATTTGTTGCCGC ATTTCCCGAGTACCGACGTAGCTGCGTGGGAACCAACCGTT 

l/\ GTGTATTCAGCGGATAAGACCACAGCAACAGCGACGTTTAAGAATATTCCTTCGGATATT 
^2 TCCTTTAGTTGGACTGGTATTGAAGCACTAGAGCCATTTAGCCCTGGTAAAACCTTCGAA 
-ff CATAAGGTGCAAGGTTCTGTTGGTGAACCAGCGGGGGCGTTCACTAGGGATAACTATTTC 
P ACTGAGGGTGAGCTCTACAAACATCGCCACGCAGACGATCTGCTTTCCGGTGATGGCTTG 
TTTGGCCCCAACATCACCGATGGCGATGGCAACCTCCCCTCTGTTGATGACGGCAAGGAC 
GGTGACGATGGGTCTGATGGCTCAGACGGCCGAGACGGTGTTGTCGCCATTGATGTTGTT 
GACAATGCTGACGGCACGGTGACTGTCACCTTGTCCGATGGCACTACGTTTACTCTTGAT 
GCTGGTCAAGACGGCAAAGATGGTCTTGACGGGCTTGATGGTACTGGCCTAACGCTGGAA 
TCTGCTACCCCTGATGAGGACGGCAACATCACCTATGTTCTTTCTGACGGTACTGAGTTC 
ACTGTGCGCAACGGTGTTGATGGGTCAGACGGTAAGGACGGCAAAGATGGAGTCAATGGC 
ACAGATGGCGTAGACGGGTCAGACGGTAAAGGTCTGGTAGAGGTGTCCCGAGTTACCAAC 
GACAACGGCTCAGTGACCATTACCTACGAGGACGGTTCACAGATCACCACGAAGCCAACG 
CCGACAAACTGGCTGTCCAAGCTGCTTGATTTGCTTCTCCCGCTGTTTAATCTGTTCGGT 
CTTGGTGGCGGCTCCGTCATTAGTTCCAGTAAG 

>RXNO 1 9 9 1 - downs t ream 
TAGTTTTTTCACTCCCTGTTTTG 



>RXN019 96-upstream 

CTAGTATAGAACGGAACACGGCAGCGACACAAACTGCACAGATGCAAGAGTGTCGGTACC 
GTTAAAAACGAAACACACTTTCACCGAAAAGGACTTCCCA 

>RXN01996 

ATGAGCAAGTTGACTGGCACCTGGACCCTCGACCCTGCACACACCGAAATCAAGTTCGTG 
GCTCGCCACGCAATGGTTACCAAGGTTCGCGGTGAATTCACCGAGTACACCGACTCCATT 
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GTCGTAGATGCTGAAAACCCAGAGAACTCCTCTGCAAAGGTTGTTATCAAGACCGCTTCC 
GTTACCACCGGCAACGCAGACCGCGATGCACACGTTAAGGGCGACGACTTCTTCGCAGTA 
GACAAGTTCCCTGAAATGACTTTCGAAGCTACTTCCTTTGTTATCAAGAACGAAAACGAA 
GGCACCGTTACCGGCGACCTCACAATTCGTGACACCACCAAGTCCGTCACCCTGGACGTT 
GAGGTTGGTGGCGTTGCTGAGGATCCATTCGGCAACACCCGCCTTGGCTTCGAAGCCTCC 
ACCGAAATCAACCGCAAGGACTTCGGCGTAGATTTCCAGGCTCCACTCTCCACCGGTGGC 
GTTCTGGTTTCTGAGAAGATCAAGATCGAGATCGACGGCTCCGCAATCAAGGCTGCT 



->RXN01-9-9 6 -downstream 

TAAGCGCCCACAAACAAAAAGCC 



RXN02 00 7 -upstream 

TGGAAGCCCCAGCCGCGGTCCAAGAGACAGTTGCGCCGACGTCCACCCCTTAGGACGCTG 
ATTACAGACGTGTCCCATTTCTTTACTACTATTGGAAATT 

>RXN02007 

ATGAGTTCAGACGCAGAAAAGGCATCCGTGGAGCTTTCCGAAAAATTTCACCCAGAACGC 
ACCCATATTTTGGGCGCCGTTGTTTTTGGCCTGATCTCATTATTAGTCATCGGCGCAGCC 
CCTCAGTACCTGTTTTGGCTGCTCGCGCTCCCTGTCATCTTCGGTTACTGGGTTCTAAAA 
TCATCCACGATCGTTGATGAACAGGGCATCACCGCAAACTACGCCTTCAAGGGCAAAAAG 
GTTGTGGCCTGGGAAGACCTCGCAGGAATCGGATTCAAGGGTGCCCGCACTTTCGCTCGC 
ACCACCTCCGATGCAGAAGTCACCCTCCCGGGCGTCACCTTCAACTCCCTTCCCCGCCTT 
GAAGCTGCTTCCCACGGCCGCATCCCCGATGCGATCACCGCAAGCAAGGAAGCAGCCGAC 
GGCAAGGTTGTAGTCGTTCAAGAAGACGGCTACTCCGTGATGATGTCCAAGGAAGAGTAC 
TTGGAGCGCCAAAAGGCACTGGGCAAGCCAGTTCAGTTGAACTTCGATGACGACACCGAT 
GGGAATACAACACAAACAGAAAGCGTTGAATCCCAAGAGACCGGACAAGCCGCGTCTGAA 
ACCTCACATCGTGATAACCCTGCGTCACAGCAC 

>RXN02 0 07 -downstream 
TAGAGTGTAATAAGCCGTCCGAA 



>RXN02 014 -upstream 

AGAGGACAACAACATGAGAGCAGACGCACTAAAACGCCGCGAACACATCATAACCACAAC 
CTGCAATCTCTACCGCACACACCATCACGATTCGCTCACC 

>RXN02014 

ATGGAAAACATTGCAGAACAGGCAGGAGTGGGTGTTGCAACTTTATACCGAAACTTCCCC 
GATCGCTTCACACTGGACATGGCATGCGCCCAATACCTTTTCAACGTGGTGATCTCCCTC 
CAACTCCAAGCCATCAGCACCTTCCCCACCGACCCAGAAGGCGTGTGGACCTCCTTCAAC 
CAACTACTTTTCGACCGCGGCCTAGGCTCCCTCGTCCCAGCACTTGCCCCAGAATCCTTA 
GACGACCTCCCCGACGAGGTCTCCGCCCTGCGTCGCACCACAGAGAAAAACACCACAACA 
CTCATCAACCTAGCCAAGCAGCACGGACTCGTACACCACGACATCGCGCCGGGCACCTAC 
ATCGTCGGTTTGATCACCATTTCCCGCCCACCTATCACCGCGCTGGCGACAATTTCAGAA 
AACTCCCACAAAGCACTGCTTGGCCTTTATTTGTCCGGTCTTAAACACGGCATGATGGCT 
AACATCGGAGAACATGACGGAAAGTCC 

>RXN02 014-downstream 
TGATCTAGCAGTTTCCTTTTTAG 



>RXN02019 

GAAATTCCTGCTGGCACCAAGGTTGAGGCCTCTGACCTTGGACTTCAGGCAATCCCTACT 
TCCCTACTGCCCAGCACCTCCTACGATTCGATTGACGATGTAGTTGGGCTCGTTGCGGCC 
TCCACATTAAGTTCCGGGGAAATAGCCACAAAGCCTCGATTCGTGGGCACCGAATTGATA 
AACTCCATTGCGACAAACGTCACTGATAGCTCTTTGGTGGAAGAAATTAACATGGTTCCA 
CTCAGTTTGGCTGAACCTTCCGTCATCCCCCTACTGCAGCATGGGGACACCATTTCGGTT 
GTTTCCCAAGACCCAGACACCGGTCTCCCAGAGAACATTGCTGCAGGTGGAACAGTAATT 
CTGGCGGGTGGTACAGACCCCTCAACCATCTTGATTGCGCTTCCACAATCAATCGCTGAA 
AAGGTTGCAGCACAATCGCTCAATACCCCTCTGGCGGTAGTCCTGACCGGAGACAGAGCA 



Appendix A, page 472 



Attori^P)ocket No.: BGI-129CP 



GATAATTACACAACCGAAGAA 

>RXN02 019 -downstream 
TAGTTCCCTATTCAAAAAAAAGG 



>RXN02 023 -upstream 

GATGTGGCAGCAATTTTGAAGCAGTACCTGAGCGAGTAACCGCATTCGGGGTTATCGTGG 
-GACTTCCGAAATGTAACTAGAGACTAGAGGA"G'GAAACACG 

>RXN02023 

ATGGCTCCTAAACAAACTCCCAGCCCAGAGAAGAATCGAAACCTGGTGGGACCAGTTCTG 
CAACGTCGGCAGACAGAGGGTACTTTTGATCAACGCTTGCTAGAAATGCGCGCTGATCAC 
AATTGGAAGCACGCCGATCCATGGCGTGTACTGCGTATTCAGTCTGAGTTTGTGGCGGGT 
TTTGATGCCCTCCACGAGATGCCAAAGGCCGTAACCGTCTTTGGTTCCGCACGCATTAAA 
GAGGATCACCCGTACTACAAGGCGGGTGTAGAACTTGGTGAAAAGCTCGTTGCAGCGGAC 
TACGCAGTTGTCACCGGTGGCGGTCCAGGTCTGATGGAAGCCCCCAATAAGGGGGCAAGC 
GAGGCCAATGGTTTATCAGTTGGTCTGGGCATTGAGTTGCCACATGAACAGCATCTGAAC 
CCTTATGTGGATTTGGGTCTGAACTTCCGGTACTTCTTCGCACGCAAGACCATGTTCCTG 
AAATACTCCCAGGCTTTTGTGTGTCTGCCTGGTGGTTTCGGCACGCTCGATGAGCTTTTC 
GAGGTCCTCTGCATGGTACAAACCGGCAAGGTACCCAACTTTCCCATCGTGCTGATCGGC 
ACTGAGTTCTGGGCAGGTTTGGTGGATTGGATCCGTCACCGCCTGGTAGAGGAAGGCATG 
ATCGATGAGAAGGATGTTGACCGGATGTTGGTCACTGATGACCTGGATCAGGCCGTCAAA 
TTCATCGTCGATGCACACGCTGGATTGGACGTAGCGCGTCTCCACAAT 

>RXN02 02 3 -downstream 
TAAGCAGTGGCTACATTAGGTGT 

>RXN02 032 -upstream 

CTTAAAAAGGGGCTTTATCGGTTCAGGCGAGCGAGACCTTCGGCGTTCACACTTCGCCGG 
GGTCTATTTTTTATGCCCAGGCACGGCTCATAGGAGAACC 

>RXN02032 

ATGCCCTTTCTACAAATCTCTCTGCTTTCCATCGGTGTCGCCGCCGATGCGTTTGCTTGT 
TCCGTTGTCCGCGGCACCGCCATTCAAGTCAACCTTTTCAAACGCGCACTTGTTCTCGCG 
GGCATCTTTGGTGTCTTCCAAGCGGCAATGCCTTTAATCGGCTGGTTCATTGGCCGTTTC 
TTTGCTGGAATCACCTTCATCGCTGAAATTGATCACTGGATCGCTTTTGCACTATTGGGT 
ATTGTCGGCACCAAAATGATCTGGGATGCCTTCCAACCTGAAGATGATGAAACCATTGTC 
GATGACGGCCGCGTTCAATTTAGACCAGCAATTATCCTGGGGCTAGCCACCAGCATTGAC 
GCATTAGCCGTAGGCATGGGCCTGGCATTCGTGGAAGTTTCCATCCTCAAAGTGGCACTG 
TCCATGGGCAGCATCACCTTCGCACTTTCGCTTGCTGGCGCCTGGATCGGACACCATGGT 
GGAGGAAAGTTTGGCAAGTGGGCTACGATTCTTGGCGGAATAATCTTGATCGGAATCGGC 
GCAAACATCGTCTACGAACACCTCAGCGCG 

>RXN0 2 0 3 2 - downs t r eam 
TAACCCTCGGCGCATTATCCTCA 



>FIXN02039 

AAGGCGTCGATAAGCAATTTAAGCTTTTGGACGTCCACCTCCACCACCGCACCCCTTTGG 
CTCGTGGGCACGCTTGTGTGGCTGGCGGTGCAGGCGGTGATGCATGACGGCGAGCTTTAC 
CATGTGGAAGTTCCCACGATTGCGCTGGTCATCGGCTTTGGCGCGCAGCTTCTGATCGGT 
GTGATGAGTTATCTACTGCCGTCGACGATGGGTGGCGGCGCGAGCGCGGTGCGGACTGGA 
ACGCACATTTTAAACACTGCGGGGCTGTTTAGGTGGACGCTGATCAACGGTGGCCTGGCG 
ATTTGGCTGCTCACCGACAATTCGTGGCTGCGCGTCGTGGTGTCTCTGCTGAGTATCGGA 
GCGTTGGCAGTTTTTGTCATTCTGCTGCCCAAGGCTGTGCGGGCGCAGCGCGGAGTGATC 
ACCAAAAAGCGCGAACCAATTACTCCGCCGGAGGAGCCTCGACTCAATCAAATTACCGCG 
GGAATCTCTGTGCTTGCCCTGATTTTGGCAGCATTCGGTGGGCTCAACCCCGGTGTTGCG 
CCGGTGGCAAGCTCAAATGAAGACGTCTATGCTGTGACCATTACCGCAGGTGACATGGTG 
TTTATCCCTGATGTGATTGAAGTGCCTGCTGGTAAATCACTCGAAGTCACGATGCTCAAC 
GAAGACGACATGGTGCACGATCTGAAATTTGCCAACGGTGTGCAAACCGGACGTGTGGCG 
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CCAGGTGATGAAATTACGGTGACCGTCGGCGATATTTCCGAAGACATGGACGGCTGGTGC 
ACCATCGCTGGGCACCGCGCGCAAGGAATGGATCTGGAAGTAAAGGTTGCGGCTCCGAAT 

>RXN02 03 9 -downstream 
TAACCAAGGGCTGCTGAAAAACT 



RXN02 044 -upstream 

TTAeTTTeTTAAGTAATTTAACGAATTTGGTCTCGAAACTGACCTAAAACCCCATGTT^ 
TAGTTGGTGCAAACCAATAATAGCTATAGCCCCAATACAA 

>RXN02044 

ATGGTCACCCCAATCATGGGGAATTCGAACTCTATCCTGGGCATTTACCGTCAGAAAATC 
CAAAATCGACATTTGGTTTCTACGCTTTTTAGGGCATACTTCCCAATCGTGACCGAGCTG 
ATTATTTTATTGATTGTTATCGTGACGGCGCTCGCCTTCGATTTCACAAACGGATTCCAC 
GACACCGGCAATGCGATGGCCACATCCATTGCCACAGGCGCTCTAAAACCTAAAGTCGCC 
GTGGCACTATCCGCCTCACTGAACCTTGTTGGCGCATTCCTCTCTGTAGAAGTTGCGACA 
ACTGTTGCCAAAGGCGTTGTTGACCTCGACCAATTCGACCTAAGCAATGCCTGGGATTCC 
CACCAGCTCCTGCTTGTCGTCTTCGCCGGCCTCATTGGCGCCATCGTCTGGAACCTTCTG 
ACCTGGCTGCTAGGCATTCCTTCCAGCTCCTCTCACGCACTTTTCGGTGGCCTCATTGGC 
GCCGCAATTGCTTCACTCGGTTTCGGCGGAGTGGTGTGGGAAGGTGTCTTGTCCAAGATG 
ATCATCCCAGCATTGGCTGCACCAGTTGTTGCAGGTCTCGTGGCCGCCATCGGCACTTTC 
GCCGTGTACAGCATCACAAAGGCAGTTGGAGACAACGAGAAGAACCGTTACTTCCGCTGG 
GGTCAGATCGGCTCCGCTTCCTTGGTTTCCCTGGCACACGGCACCAACGATGCCCAGAAG 
ACCATGGGCGTTATCTTCCTTTCCCTGGTTGCCACCGGTCACCTGGGAACTGACGCTGAC 
ATCCCATTCTGGGTCAAGGCTACATGTGCATTGGCAATCGCAATCGGTACCTACTTGGGT 
GGTTGGCGCGTTATCCGCACACTGGGCAAAGGCTTGGTTGAGATTGATTCCCCTCAGGGC 
ATGGCAGCAGAAACTTCTTCTGCAGCAATCATTTTGACTTCTTCCCACTTCGGTATGGCA 
CTGTCCACCACTCACGTTGCTACTGGCTCCATCATGGGTACCGGCATTGGACGTAAAGGG 
GCGAAGGTTCGTTGGTCCGTCGCAGGACGCATGGCAATGGCCTGGGTTATCACCCTCCCT 
GCCTCCGCGATCGTTGGCGTTTTCTGCTGGTGGGTAGCTCACGGAATTGGTCTTATCAGC 
TCAGACCTCCTCGGAGTCCTCGTTGCATTCGCCATTCTGGTCATTCTGTCTGGCTACATT 
TACGCCCGTTCCCGTCGCGTGCCTGTTGATCCAAGCAACGTCAACGCTGACTGGAATGAA 
GAATCAAACAGCGTGGAACCTGCAACACCTTCCGCCCCGGCTGCTTCTGAGATTACAGAA 
GCTCCTGCCGCTCCAGCCGCTCAAGCCGTTCAAGATCTCAACAACGAGAATGAGGTAACC 
AAG 

>RXNO 2 0 4 4 - downs t r earn 
TAATGAACTTCGCTACTATTTTC 



>RXN02 04 5 -upstream 

CACCTTCCGCCCCGGCTGCTTCTGAGATTACAGAAGCTCCTGCCGCTCCAGCCGCTCAAG 
CCGTTCAAGATCTCAACAACGAGAATGAGGTAACCAAGTA 

>RXN02045 

ATGAACTTCGCTACTATTTTCGGAAGCATCTTTGAGGTCACCCTCGTGGGCATTTTGCTC 
GGCGCAGGCCTTCCAGCCCTTTTTGCATTAGGAATCCGCTTTGCTCACAGCCCTTCTTCC 
AACGGCACCAACGCTCTTGGAAAAATTGCTTCAACCATCTGCTTTGCCATCATTGCGGTT 
GCTATCATCGCTGGCATTCTCTGGGTCACCAAAGCAACGATCTACCAGTACTCTGGTTTC 
GACATTTTCGGCACTGAAGGC 

>RXN0 2 0 4 5 -downs t r eam 
TAAAAGCACCAGCTGCGAATAAC 



>RXN02 049-upstream ■ 

TCTACGCAGTCTCCACAGACCACGCAGCTTTAGATGCAGTGTGGCAGTCCTGGCTTCGCG 
ATCTGGAGTTGCCGGAGTTTCCTTCTGGTGGTTTGGACTA 

>RXN02049 
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GTGCGCTATCTGACGCTGGCCACAATCATCGCAGGTCTCTCCGGGTTCGTCGTCATCATC 
ATCGCTGCCTGGGCCCTTGGTGATTCCAGCCAACTTTCCGAAGAATTCACCGCCTACTGG 
GGTCTGTTCTTTGCAGGAACCGGAGTGCTGACTGGGTTGACGCAGGAGACGACCCGCGCG 
GTGACGGCCGGTTCTCGTGGTGGTTCTCGTGGTGGGCGTGCTGGTTCTGTTGTTGGATTT 
AGGCCGTTTTTGTTTAGCTTCGTGGTTGCGGCGATAGTGCTCGTGGTGCTTGGCGCTTCG 
GCGCCGCTGTGGATCGGCCAGCTTTTAAGTAATTTGCAAGGTGTTGGTGTTGGGCTACTT 
GCTGTAGGTCTTGCTAGCTACGCGATCCAAGCGACAATCTCCGGCATTTTTGTCCGGCTG 
CCAATTGTGGAAAGAGTATGCCTCGCTGATTTCTTTGGACACCGGCGTGCGCATGGTTTT 
.AACTGT-TGGGGGGTGGTTGeTGGGTTATCAATTGCTGGCGTTCTTGATCATCACCGTTGT 
GGGATCAATATCCTGGCTGGTCATCGTGCTGTGCTTCGGTTCGGTGCGTTCCGTTTTGGG 
ATCGGTTGC 

>RXN02 049 -downstream 
TGATGTTTCACGGGGCGTTTTCA 



>RXN02 050 -upstream 

CTACTTGCTGTAGGTCTTGCTAGCTACGCGATCCAAGCGACAATCTCCGGCATTTTTGTC 
CGGCTGCCAATTGTGGAAAGAGTATGCCTCGCTGATTTCT 

>RXN02050 

TTGGACACCGGCGTGCGCATGGTTTTAACTGTTGCCGCCTGGTTGCTGGGTTATCAATTG 
CTGGCGTTCTTGATCATCACCGTTGTGGGATCAATATCCTGGCTGGTCATCGTGCTGTGC 
TTCGGTTCGGTGCGTTCCGTTTTGGGATCGGTTGCTGATGTTTCACGGGGCGTTTTCATC 
CGACAGGCTCTGCTTGCGATGGCAGCATCCGGCGCCACGGCAGTGCTGATTACTGGTTTC 
CCGACCCTGCTGAAATTCACGAACCCTTCAGCGGTTGCAGGAGGGGTTTCGATGGCCGCT 
GTTTCCTACGCCGTCATCCTGACCCGCGCTCCCCTGCTGGTTCCGCTGCAGCAATTCCAA 
TCGGCGATCATCGTTCGTTTTGTCAAAGGTACGTCCGGTCCATTGAAAACTTTGGCGGGT 
CCGTTGGCAATTGTGTGGGCAGTCGGACTTGTTGGAGCTGGTCTTGCATGGTTAGTTGGC 
CCATGGATCCTGGACGTTGTACTCCAAAAGGAACTCTTCGCGGTCCCTGGCTGGCTACTC 
GCGATGCTCACCTTAGGCGCCACCACCACCGCTTCATTGATGGTGTCCGGCTGCGCGGCG 
ATCGCCTTTGAACGTCACGGGATCTATCTCACCGGATGGGTTGTTGCCACTGTTGTTGCC 
GTCGGATTCTTGCTGGGACCTTTTGATTTGGGCGTCGCTGCTGGCCTTGCGCTCATTGTT 
GGCCCACTCTGCGGTTTGCTGGTACACATGGGAGCGTTTGTTGGTGGGGATCGGAATCGG 
GTTTTGACTGCGGGA 

>RXN0 2 0 5 0 - downs t r eam 
TAGTTTGGTTTGATTGGGGGATT 



>RXN0 2 059 -upstream 

TCGGGAAATTCCACTCATGAACGCCTAGTCTACGGGAACCATTTCACCAGCGTGTACGTT 
GTAAATGTGAACTGAAAAAGTGAAAAGGAAGATGATAAAG 

>RXN02059 

ATGACTCAACCACGGCCCGATGCCGCATCTGTGTCGCTGGAAAAGAAGCGCCCAGAAGGA 
TGGCCAGTGGGAAGCTTTGAAACATACCCAGAAGCCCAAGCAGCAGTGGATTTGCTCAGT 
GATAATGCATTCCCCGTCACCGAATTGACCATTGTTGGTGTGGACCTGATTGAAGTGGAA 
CGCGTTACAGGTCGTCTCACGTGGGGTCGTGTGATTGCCGGAGGAATGGCATCTGGCGCA 
TGGTTGGGTCTGTTCTTTGGCATTGTCATGGCCTTGATGTCTGGATTCTGGTTCTCTTCC 
ATCGCAGCGGGAATAGGTATGGGTTTGGTGTTTGGCATTGTCGGTGCAGCAGTTCCTTAT 
GCTGCTTCCAAAGGCAAGCGGGACTTTACCTCTTCAACTCAAATTGTGGCGGGGCGCTAT 
GATGTGATTTGTTCCCCAGAACGTGCTCGGGAAGCTCGAGACATGATTGCCCTGAAAACT 
CGAGATCTCCGCCAA 

>RXN02 059 -downstream 
TAAGTTAAACTAACGCCTATGAA ■ 

>RXN02 06 6 -upstream 

GGAACTTATCACAGGCGACATCCGTTTTGAGTAGTAGGTATCTTGGATAAGAAGTTACCC 
ACATCCTTGAAAGTCGAGACACAGGAGGTCATCGGAAGAT 
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>RXN02066 

ATGTTCAATTCCGACACCACCGCGAATCTCCAAGCTAAAAGTCGAGATCGTGCAGGATCT 
AAAGCAAAGCGCAGCAGGCCAAGTTTTGATTCAGTAGCGCGGGATGTTTTGGATGTTCGA 
ACAAAAACAGCACAAGTTAAAAACAAGGCTAAAGAGTTTTCCTCTGTTGATCACCTTTCA 
GCAGACGCCGCAGCCATGTTTGTAGACAATGAACTGTCCCGTGGCGCCATGCATCGCGCC 
AGGCTGCACATTGTGCACTGCGCTGAATGTAGGGAAGAGATTAACCGTCAGCGGGAAACC 
GTTGATTATCTCCGCTCAGAGTGCAAAAACGAAGAAGTGTCCGCCCCAATGGACCTCAAA 
GCACGGCTTGCCAG CCT-CGCCACTGAG-TGCA-TGGGTGGeeeTGGCGCAGAGAATTTAGCA 
ATGCAGCGCCCAGAGTCTTTTGTGGCTAAAGTTGAGTCCGTAGTGCGCGCAGTTCGTAAG 
AACCAAGGCCGC 

>RXNO 2 0 6 6 -downs t ream 
TAATTTTTAATCCTTATTTACAT 



RXN02 067 -upstream 

TAAAGTTGAGTCCGTAGTGCGCGCAGTTCGTAAGAACCAAGGCCGCTAATTTTTAATCCT 
TATTTACATTTTCTGAAAGACCGGTCTGATGTTTTCTAGC 

>RXN02067 

GTGGGTTGGGGAGAGATCTTCCTCTTAGTCGTTGTGGGCCTTGTTGTCATCGGCCCGGAA 
CGGTTGCCTCGTTTGATCCAGGACGCACGCGCTGCGCTGCTCGCTGCACGTACCGCTATC 
GACAATGCAAAGCAGTCGTTGGACAGTGATTTTGGTTCGGAATTTGATGAAATCCGAAAG 
CCACTAACCCAGGTTGCACAGTACAGCCGGATGAGCCCCAAGACGGCCATCACTAAGGCG 
TTATTTGATAATGATTCCTCGTTCCTGGATGACTTTGATCCAAAGAAGATCATGGCCGAA 
GGAACAGAAGGCGAAGCTCAGCGCAACAAGCAGGCAGCTGACAACAATGCGAATGTGGTG 
GAACGTCCAGCTGATGGTTCCACCGCACGCCCAACGCAAAACGATCCAAAAGACGGCCCG 
AATTACTCAGGTGGCGTCTCTTGGACCGATATTATT 

>RXN02 0 67 -downstream 
TAGCTTTTATTTAACGCCAAGCC 



>RXN02 07 5 -upstream 

AGTTTTCGAATACCGTCTACGTGGAGCTTTGCGGAAAATACGCACCGAGACCTAGGCGCG 
CCATACGCATGGTTCACAGGATTTCAGTACGATTAACCCC 

>RXN02075 

ATGTACAAGGTCTTCGAAGCACTGGATGATTTAGTTCAAGCCGTTCAACGCGCATACGGC 
GTTCCCATGACCGGAAATTGCGTGGTTCCCCGTCAGGAAGTGCTTGCGCTTCTCGATGAT 
TTACGTGATGCGCTTCCTGTAGAACTTGATGATGCACAAGATGTGCTGGACCACCGTGAT 
GGTGTGATCCGTGAAGCTGAAGAAAAGGCCATTGCCTTGGTCGACGATGCAGAAAACGAG 
GCCCGAAACCTCCTTGCACGCGCAACTGAGGAGTCAGATGCCATGGTGGAAGACGCCACC 
AAGCATGCGCATTCTGTCGTTGCTAAGGCTAATGACACAGCGGATCGCATCGTGAGTGAC 
GCTCGTCGAGAAGCAAACAGCGTCACCGAGCGCGCCCAGGCTGAATCTGAGCGCCTGGTC 
AACTCCGGCAATGATGCGTATCGCCGCGCGGTTGCTGAAGGCCAGGCCGAGCAGGATCGC 
CTGGTCAGCGAGGCAGAAGTGGTGCGTCGCTCCACGGAAGAAGCACACCGCATTGTGGAT 
GCAGCGCACGCTGACTCCAACAAGCTGCGCAATGAATGCGATGACTACGTGGATACCAAG 
TTGGCAGAGTTTGAAACCTCGCTGTCCACCACGTTGCGTTCTGTCACTGCTGATCGTTCC 
GCACTACGCCGAGGAGCTGGAGCTACTGGCCGCGAGCTGCGCGATGAGCAACCGGCAGCG 
CGTGGTGAATATGAGCGGGACTACGAGCGTGATTATGAACGAGGCTACGAACGCGACGAT 
CGAGACTAC 

>RXN02 07 5 -downstream 
TAGTTTCCAAGAAACCATTTAGG 



>RXN02 07 6 -upstream 

TAGTTTCCAAGAAACCATTTAGGCTTTTTCACCTTTCCGTCTAGCGATCCTCATCTGATG 
TATGTAGTCACGATGAGGTACGAGTAGGATCTTCCTGGTC 
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>RXN02076 

ATGAAATCTCCATTTATTTTTGATGTCGCCGCACTCCTTCGTGGAAGTGCCCTTCCGGAA 
CACCTCACCCAATCAGGTCCAAGCCCGACCCGCATTGGTCCGGAAATGATCGCGATCCCC 
GAGGGCGGAAAAGTTATCGTAGAAGCCCAGATCATTCCACTCGGTGGAGGCCTGGCCGTC 
GAAGCAGATATCGAAGCGCAGCTTCTGGGACAGTGCTCCCGCTGCCTCCGCGAACTCACC 
CCAACCAAGACGCTGCACGTCTCTGAGGTTTTTGCTGCCGATCCAGACTTTGTTACTGGT 
GAAGATGCAGCAGATGACGAAGATGAGCTGCCAATGGTTAACCAAGACCAGATTGATCTG 
CTTCAGTCTGTCATTGATGAAG.CTGGTCTGAGG-T^TGGGGTTTAAeCCTGTCTGCGAAl3XA 
CTTGGGTACGGCGCATGCCAGGATGATGAAACGCCAGCTCCTGACGGTGTCTCTGAAGAA 
GTAGAAGACGAGGAAAAGGTCGATCCGCGCTGGGCTGGTTTGGAGAAGTTCCTG 

>RXNO 2 0 7 6 -downs t r earn 
TGAGCAGGAAAAAGAATCGCCTC 

>RXN02 094-upstream 

TTCCACCTCTACACCGGAGTTCTTCCAACCAACGACCAGATCATTGCTGCGGAGGAGTTC 
TCCAAGTAAATTTCTCTCCCCTATTTTTAGGAGGCACCAC 

>RXN02094 

ATGGCTGAACACAACGCCATCATCACGGATGCAGTACATTCCGACCCCGCTGTTTTAGAA 
GACAACGCCGGGTTCAGCGGAAAGTACCTAATCCGTGCCCTGGACAAGGCAGCTCATATG 
CAAACAGGTGCCATCGAGGGATACATTTCTTGGCTTCGGAAGCACAATCCTGAGAAAACA 
CCGGCGCAGCTGCAGGTACTCGTCGACAAGCATTTTATGCGCCTTGCCACCGGCTCTGGC 
GCTGGTGTGGGCATGGCTGCGGCCGTGCCAGGCATTGGCTTTGTCACGGGTGCTCTTGCC 
GTTGGTGCTGAATCGTTGGTGTTTTTGGATGCTGCTGCGTTTTACACCATGGCATCCGCG 
CACCTGCGTGGCATCGACATCCGCCATCCTGAACGCCGACGTGGTTTGATTTTGGTGGTT 
CTGCTGGGCACCGCAGGCAAAGCCATTGTTGACGCAGGCGTCGGTGATTTATCCAAGAAA 
AACCACGCGCCGGGCATTGCGATTTCCCGGTTTAATATCGGTGGGTTGATGGAAGTCAAC 
GGCCGACTGATGCGCTACGCAGTGAAGGAAGTAAGCAAGCGTTTCCGTTCGGCATTGATT 
GGCAAAATTCTGCCGTTTGGTATCGGTGCGGTGCTGGGCACGATGGCCAACCGCAAAATT 
GCCAAGAGGACTGTCGGAAACGCATACGACTCTCTTGGTCCTCTCCCCACCCATTTT 

>RXNO 2 0 9 4 - downs tr earn 
TAAGTACTCAAGACCCTTCCAAC 



>RXNO 2 1 0 4 -ups t r earn 

CATGGATTCCCATTTGGAGCCTTATTTACACAGGCCACCTGGCTTGTTTCCCACCGCGAT 
GTGCCACAATAACGCCATAACAGAAAGGCATACTGACACA 

>RXN02104 

ATGTCCAACTCCCCCACCGACGTTTCAACGAGCGCACCTCGAATTATGATCGCGCCAGAT 
TCCTACAAAGGAACCGCTACCGCATCAGAAGCTGCGCAATACTTAGGCGAAGGCGTGTTG 
GAAATTTTGCCCAACGCCTCCATTACGTTGGCACCCATGGCCGACGGTGGCGAAGGAACA 
TCCTCAGTTTTCGGCGGGCAGGTCATAACATTACCCACGACAAATGCCGCGGGACGCCTC 
ACCGAAGCCAGCTACACCTTAGATTCCGAAACAAACACTGCCTACATTGACATCGCCGCA 
GCCTCCGGTTTGCCCGCCGTTGCAGACGATCTAGTCCCCACCACCGGCGATACCTACGGC 
ACCGGCGTTTTGATCGCAGACGCGGTCACCCGTGGCGCAACTCGCATTGCTTTAGGCCTT 
GGCGGATCAGCCACAACTGACGCCGGCTCAGGAATTCTCATCGCCCTCGGCGCCGTCCCA 
CGCAACAAAGAGGGCTACGCACTACGAACCGGTGGCGCCGACCTCATCAACCTCGATTAC 
ATCGATACCGCCGAACTCAACATCCCCGCAGCCGCCGTCGAATGGATCCTGCTCACCGAT 
GTCGACGCCCCCGCCACCGGCCCGCAGGGCGCGGCCACCGTATTCGGGCCCCAAAAAGGT 
GCCACCGAAAAAGACATTTCGCTTCTCGACGCCGCCCTCCACCACGCCTGCGCCCAACTG 
GAAGTTGATGGCACAAAGCCAGGTATGGGCGCAGCCGGGGGCATTGCAATCGGACTGACG 
TGGCTGTCCACCCTCATGCACGGCAACGACCAACAGATCCATATCCTCCCCGGCGCGCCA 
CTGATTGCCCGCTCCAACGGAATCGAGGATGCGCTGCCAGAAACTGACTTGTTGATCACC 
GGTGAAGGCCGACTAGATTCCCAATCGTTCACCGGAAAGGTTGTGGGCACCCTCCACGGT 
TTAGCTAAAGCCCACGATGTGGATCTCGCTGTTGCGGCCGGCATCGTGGAAGGCGGTATT 
CCCGATGATTTCCTAGCGGTAGAAATGATTAAATCCTCCGACGTTGCAGCACAATTACGT 
GATGCAGGCCGAAGGATCGCTCAAGAATACGTAGCTCAAAAC 
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>RXNO 2 1 0 4 - downs t r earn 
TAGCGAAGGATCTCCACAGTCCA 



RXN02 107 -upstream 

AAGAAGTAGAGCTCAGCGATGAAGATTTCGCGGCAGGCCACGACCTAGTAAAAACCAAAT 
ACGCCACCGAGGAGTGGACTAAGCGAGTTCAATAGTTTCT 



>RXN02107 

ATGGATCTGCACAAGGTAGCTGCAGCGCACGCGGCGACTCTTCCCCTGAGCACCAAAGAG 
TTTCCTTTCGGACCCGAGCACGAAGTGTACAAAGTGCGGGGCAAGGTATTTTTGCTGCTC 
ACGATACTAAATGATGAGCCGATTATCACGCTGAAATCAGACCCCGAGATTGGCGCTTCA 
CTACGCAGTGGCTTCCCCACCATCCAGGCTGGATATCACATGAACAAAGTGCACTGGCTG 
AGCATTAGCGATGGTGAACGGATCACGAAAGACTTCATCGAAGGTCTCGTGGAAGAGTCC 
TATGAACTGGTAATTTCCACCTTGCCGAAGTATAAAAGGCCT 

>RXN02 107 -downstream 
TAACTTGGTTGCTTGCGGGTGGC 



>RXN02 10 8 -upstream 

AAGACTTCATCGAAGGTCTCGTGGAAGAGTCCTATGAACTGGTAATTTCCACCTTGCCGA 
AGTATAAAAGGCCTTAACTTGGTTGCTTGCGGGTGGCAAG 

>RXN02108 

ATGGGTGATATGAAAATTACCCGCCACATCCATGCATGCGTTGAGATCTCACAGGGAAAC 
GATCGAATCATTATTGATCCCGGTACTTTTGGCGCCCCAGATTTATGTGGCGCGACCATC 
CTGGTCACCCACAATCATGCCGATCACGTTGATCCCGAGTTGCTCAAGCCCGGCATGACG 
ATTTACGCGCCTCGATCAGTAGCACATTCAATTCCAGTAGAATGCCACATCGTGGAACAC 
GGCCGAAACTTTACCGTTGGGTCCCTATCCGTTGAGGTTCTTGGTTCTGAACATGCGATG 
CTCACCCATTCCATGCCGATCGCGGAAAACGTTGGATACTTAATCAACGGCCGAGTGCTC 
CACCCCGGCGATACCTTCCAACCCATTAAAGATGTCGAACTCGCCCTGGTTCCTGTCAAC 
GGCCCCTGGGTGAAAATGCTGGATGTGGAAGGCTATTTGAAGAAATTTCCACCAAAGCGT 
TTCATCGGCATTCACGATGGCATTGTTAATGATCGCGGTTTGGCGATCAACAAGAAGTTC 
TTAACGCATCTTGGTGAAACCTATGGCTCGGAATACTCGCCGCTTGAAGAGGGAGAGTCG 
TTGGAAATT 

>RXN0 2 1 0 8 -downs tr earn 
TAGATTCTTGGTTTAGATTCTTG 



>RXN02114 

TCCATCGGCTACGCCTGGACCACCGCATTTCACGCACTCACACCAGGCCTTGGCGGCATC 
GCCATTGGTATTTGGCTGCTCGGTGGTGTGCTCGGTGGGTTGGTTATCCGCAAGCCGGGT 
GCCGCAATTTTCGTTGAAGTAGTGGCCGCATGTGTCTCTGCAGCGCTTGCTTCACAGTTT 
GGTATCTCCACCATTTACTCCGGCTTGGCGCAGGGAATCGGCGCTGAAATCATCTTCGCG 
CTGTTCCTCTACCGTCGCTACAGCCTGCCCACCACCATGCTTGCAGGTATGGGCGCAGGT 
GGCGGCGCAATTTTCCTGGAAATGTTCTTCTACGGAAACCTCGCAAAGACGATGTCCTTC 
AACATCATCTATTCCACCACTGTCCTTATTTCCGGTGCGATCCTTGCCGGCCTGCTCAGC 
TGGTACCTGGTCCGCGCGTTGGCGAGGACTGGTGCACTTGATCGTTTCGCCGCTGGCCGC 
GAGGTA 

>RXNO 2 1 1 4 -downs tr eam 
TAAATGACCACCGCACTTGGAAC 



>RXN02 121 -upstream 

CCGGGAAATCTTCAGGCGTCTCCTCCCATATGCTGCTGACAAATTCCAGAACAGGATCGT 
TGGGATACCTTCGAGACAAACTTCCGAAAGCTCCGCAACC 
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>RXN02121 

ATGATCACCTCACCATTTGAGCGCGAGCTGAAGCTGCTCAACGAGGGGGAACTGGGTATT 
GTCCAGCAGTTGGTGGAATCAAGCAACATCGGATTCATCGTCGATCTTGAATTAGATGGC 
GATTATGGGTGGGCGGTCTACAAACCGGAATTGGGGGAGCAACCCCTGTGGGATTTCCCT 
CCTGGCCTGTACAAACGTGAACGTGCAGCCTTTGTGATCAGTGAGTTTTTGGGTTGGAAC 
ATCGTGCCTCCAACGGTGATCATGCACGATGCCCCGGCTGGTGTGGGCTCGGTGCAGTGG 
TTTATTGAAAACAATGGCGAACACTATTTTCCACTGTTTGACACCCGCGCTGACCTGCAT 
CCGCAGTTTGTCCGCATGGCTGTGTTTGATCTGTTGTGCAACAACACTGACCGGAAAGCG 
GGCCATGTGTTGTTAGACGGCGATCATATTTGGGGCATCGATCACGGGT-TGTGT-T-T-^^^ 
— GTeGAACCGAAGCTGCGCACGGTGATTTGGGATTTCGCAGGCTGCACCATTCCAGATGAC 
TTGGTGACAGATGTTGAGCAGCTTTTGGAGGACGTCCCGGAAGAACTTCATCAGCTTCTT 
CATCCCGCAGAAATTGATGCGCTGCAGCGCCGTGCCTCAAGAATCAGCAGGTTACCGTTC 
CTTCCGCAGGCGAAATCGCATCGTCAATTCCCTTGGCCACTTGTT 

>RXNO 2 121 -downstream 
TGAGTAGGCTGGCGGGCAGGTGC 



RXN02 13 8 -upstream 

TCACTCGCCGGAGATCCGTAAAAAGGGGAGTACACTGCAAGCCTATGATGTCCCGGCCTA 
AAAGTAATTCAAAGGGCCAACAGTTAAGGAGACTAAAGCG 

>RXN02138 

ATGACCGCTCCATCAACCAACACCGGTGTTATCTTGACCGAGTCCGCAGCGTCCAAAGCT 
AAGGCACTCATCGATCAGGAAGGCCGCGACGACCTCTCTCTGCGTATCGCCGTTCAGCCT 
GGCGGCTGCTCTGGCCTTCGTTACCAGCTTTACTTCGACGACCGCACCCTTGATGGCGAT 
AAGGAAGACATCGTCGGTGGCGTTCGCCTTGTCGTTGACAAGATGAGCACCCCATACTTG 
CTCGGCGCTCAGATCGACTTCGCTGACACCATCGAGCAGCAGGGCTTCACCATCGACAAC 
CCAAACGCAGGCAGCTCTTGCGCTTGTGGTGACTCCTTCAAC 

>RXN02 13 8 -downstream 
TAAAGAGATTCCGTTATGTAGGA 



>RXN02151-upstream 

ATGAGCGCATCGTCTTTTTTAGGAGTTGTCCGCCACCGTGAAAACTGGAAACTTAAACCC 
AGCCCCACAGCAGGTGACGGCTCCCCAGAACAAGGCTCGT 

>RXN02151 

ATGGATTGGCCAGACATCGCCAAGGGAATATCCATCCTAGGTGTCGTGTTACTACACGTG 
TCGTTGGCAATTCCAGGTGGCCAGGACACCATGATGTCCCACCTGAACGCACTGCTTGAT 
CCACTTCGGATGCCATTATTTTTTATGGTGAGTGGATTTTTTGCAGTTAAAGTTCTGAAT 
CAAAGCTTTGGTGAACTTTTCCGCGGGCGACTGTGGTTCTACCTGGTTCCATATTTGCTG 
TGGACTCCAGTGAATCTTTATCTACACCGCCTCGAGGGCACAGTTTTTACCGGTAGAGCA 
CCGGGAACATGGGAATGGTACAGCGGCTCGATGCTCTCGGCCACCAATATGTACTGGTTC 
CTCTACTTCTTGGTCATCTTCAACCTATTTTTATGGGCAACGAGAAAACTCCCAGCTTGG 
GCAATTGTGGCGTTGGTGGCCTCACTGTGGCTACTTATGCCGGCTTATAGCGAGATTGAG 
ATTCTACGCAAGTCCATTATTTACTTGCCTACATTCCTCATTGGCGCTTACTTCCGCCCA 
CTGATTTCGCGTTTTGCAGAAGCCGCAACAAGGCCAAAAGCAATAGTGTTTGCAGCGGTC 
CTTTATGTCTCGGGACTTGCTTTGGGCGTGATCTCAAATGGGCTGCGCGACAGCGAAAAC 
CATGGCGCAAGCGTGCTGTGGCTGATGAACCTCCGCGATACTTTTGCTCATGCACTCGGC 
GGCAACCTCACTGGATTCGATATGGATCACCTTCCTGGAATGATCATTCGGATTGTTTCC 
CTGCCTGCAGGAATTGTGTTGTGCGTATGGCTTGGCCGAATAAAGCCAGTAGGGGAGTTT 
TTGAAACTTATTGGTAGGCACACCCTTCCCATCTACATTGGGCATGCAACAGGACTATCG 
CTGATTTTTGGTTTCGGCTTGCGCTGGAATTTCATGGAGATTGATAACTTCTCTGACAGT 
TTGTGGCACCACACCAATACGTGGATGGTCATCGCGTTTGCCTGCGCGATGCTCGGCGGG 
TACCTGACCTATCTGATCTCGGGAGTTCCAGTGCTGGGATGGACTCTTGTTCCCCCTAAA 
CTGCCAGAACCAGATAAAACTCCAGCTAAAGCACAAGCTGATTCTCACGTTAAAGCTCAG 
TCTGCGAAGCCTATGAATGCTTCTACCTCTTCTAAGACGTACGGTATA 

>RXN02 1 5 1 -downs tr earn 
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TAACTGAAGCATAACCTGTGTGA 



>RXN02169-upstream 

GTTAAAGGTCGAAAAATCCCACCCCTAGCCCTTTTAAATGAGTGTTGTTATTGTTAACCA 
CTGTTACTGGTGGGATTAATACTTATTTTTGGGAGAACTT 

>RXN02169 

TTGGACATGCAAATAAACCGCCGAGGCTTCTTAAAAGCCACCACAGGACT-TGCGAG-T-ATG- 
GGCGCTGCCAGCATGTTTATGCCAAAGGCCAACGCCCTTGGAGCAATCAAGGGCACCGTC 
ATCGACTACGCAGCAGGCGTCCCCAGCGCAGCATCCATTAAAAATGCAGGGCACCTTGGA 
GCTGTCCGTTACGTGTCACAGCGACGCCCCGGCACTGAATCCTGGATGATCGGCAAGCCA 
GTCACACTGGCAGAAACCCGAGCTTTTGAACAAAACGGCCTCAAAACCGCATCCGTCTAT 
CAATACGGAAAGGCAGAGACCGCCGATTGGAAGAACGGCGCCGCAGGAGCGGCAACCCAC 
GCTCCACAGGCAATTGCGCTTCACGTGGCAGCTGGTGGCCCTAAAAATCGCCCCATCTAC 
GTGGCGATCGACGACAACCCAAGCTGGTCTGAATACACCAATCAGATTCGCCCCTACCTC 
CAGGCATTCAATGTTGCGCTGTCCGCTGCCGGCTACCAGTTAGGTGTCTACGGCAACTAC 
AACGTCATTAATTGGGCTATCGCCGACGGCCTTGGAGAATTCTTCTGGATGCACAACTGG 
GGATCAGAAGGAAAGATCCACCCACGCACCACCATCCACCAGATCCGCATTGATAAGGAC 
ACCCTCGACGGAGTCGGCATCGACATGAACAATGTCTATGCAGACGACTGGGGTCAGTGG 
ACCCCAGGCAACGCGGTTGACGATGCCATCCCCACCATTCCTGGAAACTCCAACACGGGA 
ACAGGTACTGGAATTGATGCTGACACCATCAACCAAGTAATCAAGATTCTTGGCACCCTA 
TCTAGC 

>RXNO 2 1 6 9 - downs t ream 
TAAACTAGCCGTGCTGACTCACA 



^ >RXN02180-upstream 

J GTTTCAGCTAAAAGAAGAATCCTTGCTAGTGGAATCAGCTGAGTTTTCCACGAGTTTTCC 
y AGCTTTCTCACAACTTGAATAGAAATTGAGGTATCCGGCA 

3 ■ >RXN02180 

fi ATGACGTCAGGGAAATCAACGAGTACTAGGGGAGCCCTAGACCGGTATTTCAAAATCTCG 
11 GAGCGAGGATCAAGCATTGGCACGGAAATCCGTGCAGGTGTGGTCACATTCTTCGCGATG 

1 GCCTACATCATCATCCTCAACCCCTTGATCCTTGGCACCACCCCTGACGTAGAGGGCAAC 

2 ACCCTAGGCATCGCACAGGTTGCAGCGGCAACAGCGCTTGCCGCTGGTGTCATGACCATC 

2 GCGTTTGGTTTGATTGCGCGTTATCCATTCGGCATTGCTGCTGGCCTGGGAATTAACACC 

3 ATGGTCGCCGTGACACTGGTTTCAGGTGAGGGCCTGACCTGGCCGGAAGCAATGGGACTT 
GTGGTCCTTGACGGTGTGGTCATTGTTATTTTGGCTGTGTCCGGCTTCCGTGTTGCTGTG 
TTCCGTGCGATCCCAGCATCCATGAAGGCGGCCATCAGCGTGGGTATCGGCCTGTTCATC 
GCCATGATCGGCCTCGTGGATGCAGGCTTTGTTCGCCGTATTCCAGATGCTGCCGGTACT 
ACTGTGCCAGTGACTTTGGGCATTGATGGTTCCATTGCGTCTTGGCCAACGTTCGTGTTC 

■ GTTGTCGGTGTTCTTCTCTGTGGCATCCTTGTTGTCCGTCGAGTTCGCGGTGGACTGTTT 
ATCGGCATTTTGGGAACCACCATTTTGGCGATCATCGCAGAAGCAATCTTTGATTCCGGT 
GCGTCCTTTGAAAATGGTGAAGCAAACGCAGAAGGCTGGTCACTCGCCGTTCCTGGTCTC 
CCAGACTCCTTCGGTGGCATCCCGGATCTTTCCATCGTCGGCGCAGTTGATTTGATCGGT 
GCGTTCAGCCGCATCGGTGTGGTCGCCGCGACCTTGCTGATCTTTACCCTGGTCCTTGCA 
AACTTCTTCGACGCCATGGGCACCATGACCGCTCTTGGTAAGCAGGGCAACTTGGTTGAT 
GATGAAGGCAACCTTCCAGACATTAAGAAGGCACTGGTTGTGGAAGGCGCAGGTGCCATT 
GTCGGTGGTGCTTTCTCTGCATCCTCCAACACCGTGTTCGCTGACTCTTCTGCAGGTGTT 
GCAGACGGCGCACGAACCGGCCTTGCCAACGTGGTCACCGGCTCCTTGTTCTTGGCTGCC 
ATGTTCTTGACCCCACTGTATGAAATCGTCCCCATCGAAGCAGCAGCACCAGTGCTTGTA 
GTTGTTGGCGCGATGATGATGGGGCAGGTTACCGAGATTGATTTCTCCAAGTTCTACATC 
GCATTCCCAGCGTTCTTGACCATTGTGATCATGCCTTTCACCTACTCCATTGCAAACGGC 
ATTGGCGTTGGATTCATCATGTACGCCATCATGGCTGCAGCGGCAGGCAAAGCAAAGCAA 
GTGCACTGGCTGATGTGGCTGGTCGCTGGACTCTTCGTCGTGTTCTTCGCGATTGATCCC 
ATCATGGAAGCTGTCGGC 

>RXN02180-downstream 
TAATGACAACGCGCACGGTAATT 
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>RXN02 185 -upstream 

CAACTCCTTGGGGTGAAGCCAGACATCCACTGGCAGAGCAACTCCTCCGCTCTAACCCGA 
CAGCTAACCTCGACGGCGACAAATGAGAGGAAAACTTTTC 

>RXN0218 5 

ATGGGACGTCACTCCACTAAGACTAGCTCCGCGTTCACCAAGCTCGCAGCTTCCACCATC 
GCTTTCGGTGCTGCTGCAACCATCATGGCTCCTTCTGCATCTGCTGCAC_CT-GATT.CCGAC- 
^TGGGATeGCCTCGCACAGTGCGAGTCCGGTGGTAACTGGGCAATCAACACCGGTAACGGC 
TACCACGGTGGTCTGCAGTTCTCCGCTAGCACCTGGGCTGCTTACGGCGGCCAGGAGTTC 
GCTACCTACGCATACCAGGCAACCCGTGAGCAGCAGATCGCTGTTGCAGAGCGCACCTTG 
GCTGGTCAGGGCTGGGGCGCATGGCCTGCTTGCTCCGCTTCCCTTGGACTGAACTCCGCT 
CCAACCCAGCGTGACCTCTCCGCTACCACCTCCACCCCAGAGCCAGCTGCAGCTGCACCA 
GCTGTTGCTGAGTACAACGCTCCTGCAGCCAACATCGCAGTTGGCTCCACCGACTTGAAC 
ACCATCAAGTCCACCTACGGCGCTGTCACCGGCACCCTCGCTCAGTACGGCATCACCGTT 
CCAGCTGAGGTTGAGTCTTACTACAACGCTTTCGTCGGC 

>RXNO 2 1 8 5 - downs t r earn 
TAAATCTAGCTGCACTTTTTAAA 



>RXN0218 6-upstreain 

TCCAACCACCCCTTGAGGGTGGGGATGGGGGAGTCTTTTTTCATGATGTTGTTAAGTTTA 
AGCCTTGTTGAGGTGACTTTTGTTCCCAGAGTTTGAAAGA 

>RXN02186 

ATGTATGACATGGCAAACGTAGAGAAGAAGCACTTCGTCGATCCGGCATGGCCGGAGCAC 
AATCCAGCTGACGGACACGTCGTTACTGAACTCATCTCCAAGGTCGCAGGCGCGTCCAGC 
CCATGGGGCGATGACAAGGAATTCCCAGTTTCTGCAGAAGAGACCGGATACGTTCACCCG 
TACACCCGGATCAACCGC 

>RXNO 2 1 8 6 -downs t ream 
TAAGAAACTTAAAAAAGAGGCAA 



>RXN02 2 07 -upstream 

GAATCGGTGACTTTGCCAACACCAATCACACAAGCCCTTGATGATGTCTCCCTGTGACTT 
GGTCCAATTACATTCACTGGTAATCTGAAACCTTGTGAAT 

>RXN02207 

ATGCGCCGTCGATCCCGTGTGTCCCGTTTGCTTCCCGCCACAGCTTTGCTGGCCTCAACT 
GCACTTCTTTTAAGTGCATGTACGCAAGGGGTAACGGACTCCCCGGATATGGGCAAGGCA 
ACTCCCGCTGTCTCCCCCGCAGCAAGCAACCCGGATGGCCAAGTAATTGAGTTCGGCAAC 
ATCACTGACATGGAAGTCACTGATGGTGACATCCTCGGTGTACGCACCGAAGACGCACTC 
GCTATTGGTACAGTCTCCGACTTCGAAGCGGGTAGCCAGGTGGAACTGGACGTCGATAAG 
CAATGCGGCGACCTGACCGCAACCGGCGGCACTTTCGTGCTCCCCTGCGCCGATGGCGTT 
TATTTGATTGATGCCAAGGACCCGGATCTGGATGAGTTGCGTGCAACTGACAAGCCAGTC 
ACGGTGGCAGCCTTGACCAGCGATGATCAGCTTCTGGTGGGCAATGGTGAAGATGAAGAA 
CTCACCATCTACCGCGAGGGCGAAGAGCCAGAAACCTTCACCGTCGCGGGTCCCAATACC 
CAGCTCATCGCCGTTCCTGTCATTGATCGCCACGACGCCGTTGTGCGCACCTGGAACGAA 
AACACCACGATTCAAGATGTGGACTACCCCAACGACCGTGAAGGCGCGACCCTTCGCGTG 
GGACTCGGCGTTGGTCAAATGGCTGGTGGCGAAGACGGCCTGCTGGTGGTCTCTGATGAA 
ATGGGTGGCCAAATTGCCATCTACAACGCTGATGATGTCATCCGACTTCAAAATGACCGC 
CCCCACCGACGAGGAACC 



>RXN0222 3 -upstream 

CTTGCTTTTGAGGGCCGCTACGCGCAGCTGTATCAACGATGGAGTGCTCAATAGTTCAAA 
TCCACCACAAACTCTAGAGATTTGGGGTAGAAACGAAGAC 
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>RXN02223 

ATGAGCACCTACCAAGACGATCGTTTCCCAGGCCCAGACCCCTACGCACCGCTTGGTGAA 
AAGCCAAGCTTTACCCTCACCTCCACCGACTTGGAAAACGGTGCAAAGCTGGCCGAAGCC 
CAACTCGGTGGCACCGATATTTCCCCACAGCTGTCCTGGTCAGATCTTCCAGAAGGCACC 
AAATCCCTCGCGATCACCTGCCTCGACCCAGATGCCCCAACCGGCGCTGGTTTCTGGCAC 
TGGGCAGTGTTTAACATCCCCACAACTGTCACGGAGATCCCCACCGGTGCTGGCGATGAA 
ACCCTCGGCGGCATCGAAGGCGTAGTTTCCCTCAAGGGTGATTCCGGCAAGCGTGGCTTC 
TACGGAGCGCAACCTCCAGCTGGCCACGCACCGCACCGTTACCTCTTCGCAGTTCATGCA 

CTTGATGTGGAAAAACTCGACATCGCCCCCGACGCTACCCCCACTGGTCTAGGCTTCAAC 

CTGTATTTQCACACTCT-TGGG "~ 



>RXNO 22 2 6 -ups tr earn 

CTGACACCTCCTATGGCACGCGGTATGTTTAATAAACGTAATTCGAGTTTCGGCGGCCGT 
GTCGCGCGGCCAGGACGACCCTAGCTTTTAAGGACCCACC 

>RXN02226 

ATGACTGAGAACCAGACTCCCAGCTCCACCTCTGCACCGAAGCCGGGACCTCGCCCGGGC 
CCACGGCCAGGACCCCGACCTGGGGCTCAGGTTGCTGCAAAGAAAGCTGCGGTTGCTACA 
CCTGCGCCGATCGCCAAAACTTCTAACGATCCTGCAAAGTTTGGTCGCGTTGAGGCAGAC 
GGATCTGCATATGTCACCACCTCTGCTGGCGAGCGTCTGATTGGTTCTTGGCAGGCCGGC 
ACCCCTGAGGAAGGTCTTGCTCACTACGGCGCCCGTTTTGATGATCTGGCCACCGAAGTT 
GAGCTCATGGAACAGCGCCTAATCTCCCACCCTGATGATGCGACCTCCATCCGCACGAAG 
GCTGAAGAACTCAAGGCAACCCTGCCCACCATCGCTGCGATCGGTGACCTTGATGGCGTT 
GAAGCTCGCCTGTCCAAGATCATCAACAACTCCGAGGAAGCCAACGAGCGCGCCAAGGAA 
CAAAAGGCTAAAAACCGTGAGCGCGCAGTAGCTCGCAAGGAAGAGCTCGCTGTTGAGGCT 
GAAACCTTGGCAGAAAACTCCTCCGACTGGAAGGTTGCTGGCGACCGCATCCGCGCCATC 
CTGGATGAGTGGAAGTCCATCCACGGCATCGACCGCAAGACCGATGATGAACTGTGGAAA 
CGCTACTCCCGTGCGCGTGACTCCTTCAACCGTCGCCGCGGCGCACACTTCGCAGAGCTG 
GATCGCACCCGCGCATCTGCACGCAAACTCAAGGAAGAACTCGTTGAGCGCGCCAATGCT 
CTCAAGGAATCCACTGAGTGGAACGACACCGCCCGCGCATTCCGCGATCTCATGACCGAA 
TGGAAAGCCGCCGGCCGCGCACCACGCGAAATCGACGACAAGCTGTGGGCAGCATTCAAG 
GGCGCCCAGGACTACTTCTTTGATAAGCGCAACGCCGTAGCCAAGGAACGCGACCAGGAA 
TTCGAAGCCAACGCAACCGCAAAGCAGCAGCTCATCGACGAATACGACGCACAGATCAAC 
CCCGAGCAGGGCCTCGATGGAGCGCGCAGCAAGCTC 



RXN0223 8 -upstream 

GGCGCTTAGCCAAAACATAGAGCGGTAGGGTATGCTTATCCGATTGAGCAACCTTTCCCG 
CTCTTAACACTACTGTCCATATACTTTTGAAAAGGTGTCA 

>RXN02238 

GTGACCAACGTGAGCAACGAGACCAACGCCACCAAGGCCGTCTTCGATCCGCCAGTGGGC 
ATTACCGCTCCTCCGATCGATGAACTGCTGGATAAGGTCACTTCCAAGTACGCCCTCGTG 
ATCTTCGCAGCCAAGCGTGCGCGCCAGATCAACAGCTTCTACCATCAGGCAGATGAGGGA 
GTATTCGAGTTCATCGGACCATTGGTTACTCCGCAGCCAGGCGAAAAGCCACTTTCTATT 
GCTCTGCGTGAGATCAATGCAGGTCTGTTGGACCACGAGGAAGGT 

>RXN022 3 8 -downstream 
TAAAAGACCTTATAACTTCACAC 



>RXN02254 

ATCGCCGTTGCCGAAGAAGGCGGATTGTGGGAAAACCTCCTGCAGCACCGCTTCGGTGGA 
CATGGTGCGCTAGCTGGTCACGCCTTGGGAAACCTCGTGATCGCGGCGTTGACCGACATT 
TTGGGCACCTCCCAGCATGCGCTTGATCAAATCGCTCAACTCGCTGGAGCCAAAGGACGC 
ATCATCCCGGTATGTGCTGAACCTTTGGATCTTGAAGCGGAAGTATCAGGTCTAGACTCT 
GATGCTCGAGTCATGCGTCAAGTTCGTGGTCAAGTGGCGGTAGCTGCAACCCCCGGGCAG 
GTGCGACGCGTTCGAATCATTCCGGACAATCCAGAACCGAACCCCGCTGCCATCGAGGCC 
ATTCTCGATGCAGATTTGGTCACCCTTGGCCCAGGTTCCTGGTTCTCCTCTGTGATTCCA 
CACATTTTGGTCCCAGGGATCGTTGATGCCTTGGCGCAGACAAAAGCAACCAAAACCGTG 
GTGTTAAACCTGACGTCCGAGCCAGGGGAGACCGCGGGATTCTCTGCAGAACGACACATC 
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CATGTGCTCCGCCAGCATGCTCGAAACCTTCAGGTTGACCAAGTCATTGTCGATGCCAAG 
ACACTGTCCTCACAAACCGAACGCAATCATGTAGAACGAGCTGCTCGCACCCTTGGTGCA 
GAAGTCTCCTTCCATGATGTCCAGGCTGAAGATGGCCGTGGTCGATTCACCAGTATTCAC 
GATCCAGCAAAGCTGTGTGCAGCGTTGCTGGCAAGTTTTGCTGGAGCACGAAAGCGT 

>RXNO 2 2 5 4 - downs t r earn 
TAAGGAGTAGGCGTGTCACTGAC 



RXN022 71-upstream 

CACTCCCCTATCCTAAGCCACATCTCGGTTTATTAAACTGTTAGTGAATTCTCACCCGCA 
ACACTGGTGTATTTCAGTTACATCCGTATGGTTATTGGTT 

>RXN02271 

ATGAGCTTTCTTAACTCTGCAAAAACCAAGACCGTAGCCCTCACCGCAACCTTCGTTGGT 
GCAGCAACCCTTGCAACTCCTGCAATCGCATCCGCTGACATCGTCGACAACGCCCTCGCA 
GCCCTCCCATCCGGTGAGATCAGCTGCTCCCAGGCTGAAAAGTACTGGACCACCGAAGCT 
GATTACAACAGCAAGGTTGCACAGGCCAACGCCTTGGCAATGTTTGACTCCCGCGGCCCA 
CAGATCCAGGCAGCTCTCGCACGCGTTGACGAAGCAGCAAACCGCTGCGGACTCAAGGGC 
GGCACCGTAGCTGCGCAGGCTGAGGCAACTGAGGCTGCGCCTGCCGCTCCAGCACCTGCA 
CCGCAGGATAACACCGGCACTTCTCAGACTGCCCCTGCCCCAGCAGCACCAGCAGCACCA 
GCAGCTACCCCTGTGGTTAACCTTGCACCTGCAGGATCACCAACTTTCACCATTGAAGTT 
n CCAGGAGTTGGCGGGGTTCAGCTGCCAGATCTATACCAAATCGTCCAACAGTTCTTGGCA 
3 CAGTTCGGAATCAAGATC 

m 

fj >RXN02271 -downstream 

r S TAAATCTATTCACATCCCTTAAC 



>RXN0227 9 -upstream 

GGTAAGAGGGCATTTTCCGATGCGCAGCGATTCTTGCTCAACGCCGACGAGCTCGCGGAG 
CTTTCTGATTATGAGCGTCTGGCTTATGCCATCACCTTGC 

>RXN02279 

TTGATCAGCCTGGAAAAGAAGCAGAAGGACGCGAACTTTTTCCTTTCGGAGCTTCGCCGC 
CAGGGCTACCGCGCTGTCGATTTCTTGGAATCCCAGACTGTTGACCAGCTGAATAACCCC 
GATGTCCAGACTTACCTCACCGAAGCGGAACTGATTCGCGATGACTTGAGGTCTTGGGCA 
GTCATCAATCAAATGGCATTGGACAACATCGATCTTGTTCCATACGGCGAGGAAAACGAC 
GAGCCACTTGCAATCGCCCGCAAGATCATCGAGGAAACCGCTTCCCATCCTGAGCTGAGA 
TTCGAAAACCTCGAGGCCCAGTTCTCCGAGTTCACCATCTTGCTTGCTCAAAGCCCGGAG 
AACCTCGACGTAGCCCGCTACCAGGAGCTTCGTACACAGGGAAACTTTGTTCAAGAACTC 
GCCTTGGACAGCATTTTCGGCCAACATGCCGTTGTTCAAGACACCGGAAACGGCGAAGCC 
ATCCTAGATGAAACTATCGGGTACATGATCGGCGCCGGCATGCGTGAAACCACTGCCCGC 
ACCGCCAGCCAGTTCGCGCAGCTTTACTCATTTGTGGGCAGGCAGGAACGCTCCATTGAA 
ATGGCACGACTCGCTTTCGAGGAACTTCAAGCGGCAGGACTTCCCCACCGTGAGGAAGAA 
CTGCGATTGGGCATGCAACTCGCCCAGGTTGAACCAATTGAAGCCCGCGAAATCCTGGAA 
AAGCTGCTGCTGCCTAAATTCGAGCAGAATCTGACACTTGATGAACTTGAAACTGAAGCA 
CTCCTTCCTTTGGGTGCTACCGTTGCTATCCACGACCCCCAGGCTGCCGCAGCAATTTTG 
CGCCACGCTCGCGAAAACGCCGCAGGGTTCGGCAACTTCGAACTCGCAGTCCAAGCGATG 
ACCATGATCACGGATGTCCTCTACACCCAAAACATGCACGAGCAACTGCTGGAGGAGCTC 
AACCACTCTCTCCCCTATGCTCAAATGCTTGATGATCAACACCAAGCTGAACTGAAACTG 
CTGGACAGCATCGCCATCGTCCAGGCAGACCTCGGTTCCACCGAAGCGCTGGAAACCCTG 
GGCACCGCAATGGGACTCGCAGAAACCACAGCTCAGAAGCTATACGTGCAGGAATCCCTC 
AACCGCGCATACTTCACTTTTGCCCGCCCTGAAGATTGCATCAGCGGAGCAGCCGACGCT 
TCTGCCCTGGCCATGCAAAACGATGACCCTTCCAATGCAGCTGCCCAGTTGGAGCAGTGT 
GCACAGTACTTGTTCCAATTGGGCCACGAAACTGACGGCGCAAGCCTGCTGGAATCTGCA 
TTCAGGGTTGAAGGCATCCCCACTGAGCAGGCACTGTACTACGCAAATGCACTGTCTTCC 
ATCTATGAAGATTTCGGCGATTCCGCGAAGTCGCAGTACTGGGAGCAGCAGGCGCAGGAA 
AAGCAGCAGCTTCTGGAG 

>RXWO 2 2 7 9 - downs t r earn 
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TAACGGCCGTTTAAAGAGTCGAA 
>RXN022 9 6-upstream 

GCATCATTTGTGTTGTTTAAAGTATATGGCTGTTGAAGTGCCATTTTCGCGGATTAGCAT 
GGGAATCACCAGTATTTCTGGACGGTTAAGGATGATTCAT 

>RXN02296 

ATGCGTAATCAAACAATCGCTGCGGTCGCAGCTTTGGTCCTGCTCACCGCCGCCACGCCC 

GGGA-TGGG-TGGGAGGGGGGeGAeAGeTGGAAAeGGAeTCTATTeeATTGACATGGGCGAC- 

GAGGAAAAGCTTACCTGCGTGCTTTTCGATGAGCCCTCCACCGAAGCGCACGTCGTCGCC 
AGCTGTGCTGCGACTTTGCCGGTGACCTGGAAGCTTCTGGACGGCGCTCACGAACAAGCG 
GGGAAACTTGAAATCAGGGAGGCTCAAGACGGTGAACTCTCGGTGACAGGGAGCAAGCAG 
CGGTTGATCACCACGATGATTGCGCCCACCAGCATCACTAAGCCCATCACTGTCAATAGG 
CTTGTGGTTGTTCGTGGTGAGAATGAGGTTCGGTTTTATGCTAGCGATCCTGATGTTTTA 
CCAGTGCTGATCAGGCGTGACTCCTATGAAGTGTTGACCGATTCCGCTGCTAAAGTGAAA 
GCGACATTA 

>RXN02 2 9 6 - downs tr earn 
TGAAATAAACGTGGATCAAGGAG 

RXN02 3 00-upstream 

GGGTCATTCCGGTGAACACGGATTTCGCGCCGGTGAATCTGAGGGTCAGCCAATTGGGGG 
3 CAATGGTGTGCAAAGCGGAGCGTAAAGATAAGGATCAGAA 

13- 

n >RXN02300 

3 ATGAAAACTTATGGAGTACTAATTGCGGTGGCAGGGTTGGCACTTGCTGGGTGTAGCTCG 

n TCGGCTCCTGGAATCTGGCGTGCCACTGAACCCGCAGATGCCTACCTTGAAATAGCCGAT 

'l GACGGCACGGTGTGGGGAACCGACGGCTGCAAGAGACTTTTTGGTGGCTGGGAAAAAGAC 

2 GGCTCTACCATCACTTTGGGGGCCATCGGTATGACAGAAATGTACTGCGAAGGCGTCAAC 
GATTGGCTGTCCCAGATGCACACCGCCACCGTCAGCGATGCCACCATGACCATTTTCAAC 

^ GAGGCCGGCAGCAATATTGGCGAGGTAAAAGGC 

3 >RXNO 23 0 0 -downs t ream 

n TAAATGCTTCTGGAGGTGAAAAG 



>RXN02 3 0 1 -ups t r earn 

GCTTCGCATATGTCTGGATCTTATTGGATGTATGAGTCAGAGATCAGGGAGATCGCGCAC 
TAACGGAACCTGGCGAGTGCAACAGGATTATGTTTAAAGC 

>RXN02301 

ATGGATCTTGCACTGGCTCAGGTTGATTCCACCGTTTCGGGGCTTTATGACGCCCTCGAT 
CTCATCGGCGTGCTGCTGAACGGAATAATCGGTGGAACGATCGCCAGGGAACGAGGCTAT 
GAGATCATTGGGTTTCTGTTGGTGGCGTTATTTTGTGCGGTGGGTGGCGGAATGATCCGT 
GACATGCTGATTCAGCAGGGGACTGTCGCGGCGATCGATAATCAGATCTACCTTGCGCTC 
GCGTTTTGTGGGGGGCTGATTGCCATGGCGGTGAAGTTTAAAGGCAGGGTGTGGGAGCTG 
TTTAAAGTTCACGGCGATGCCATTGTGTTGGGCGTCTGGGCGGTGACGGGTTCCGTGAAG 
GCGATGAATGCGGGGGTGGCTCCGGTGCCGAGTATTTTCATGGGCGTGCTCACGGCGGTG 
GGTGGTGGGATGGTGCGTGATGTGGCTACTGGCCAGAGGCCGACGATTTTTGGTGGCGGA 
ACTCTTTACGCTGTGCCTGCGACGCTTTCTGCCACGTCAATGGTTATTTTTCATAGCTTT 
GACCAGGTAATTCTGGGTATGATTATTTCACCGTTCTTGGGTATCGCGTTGGGGGTTACT 
GCGTATTGGTGCGGTTGGGTCATTCCGGTGAACACGGATTTCGCGCCGGTGAATCTGACG 
GTCAGCCAATTGCGGGCAATGCTGTCCAAAGCGGAGCGTAAAGATAAGGATCAGAAA 

>RXN02 3 01 -downstream 
TGAAAACTTATGCAGTACTAATT 



>RXN02 3 02 -upstream 

GGCCAGGTTCGGTTAGTGCGCGATCTCCCTGATCTCTGACTCATACATGCAATAAGATCG 
AGACATATGCGAAGCTAATGAAGGAAACGAGGAGCTGATA 
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>RXN02302 

GTGGCAACAAATCGTACATCTTCCGCTGGTGTCATCACGTCTGTTCTCGCATCCGCTTTG 
TTCGGAGCGATCTTTTTCATCTCTGGGGCGATTGAGGCAAAGGCGGAAACACTTGTTGCT 
TGGCGTGTCCTTCTAACAGCGGCATGCTATTTGCTTGCCCTTCTGCACCCTGCTGGTCGG 
AAGGTGTTTAAGGAATTTTGGGACACACTAAGGTCCCAACCTCGTCAAATTCTGTACTTT 
ATCTTCCTCGTTGTACTCATCACGCTTCAGCTGTGGCTGTTTTCTTGGTCGCCTAAGAGT 
CATGCTTTAGATGCCTCACTTGGTTACCTGTTACTGCCCATTTTCCTAGTAATTGTGGGG 
CGGTTTTTCTTCGCTGATTACATCACCA GGCT,GCAG.TGGAT.TGCGGTGGGAA-TeG€GeTG- 
ATCGCAGTAACCTTGAAATTTGTCATTAGTGCGCAATTATCGTGGGTAACTTTTGCCATC 
GCTGCGGGTTATGCACTGTATTTTGCGCTTCGTAAATACTCGGGGCTGAACAACGCTTTT 
GCTTACGGCGCAGAAGTTTTAGCGTTAAGTCCCCTGGCATTTTTCATGCTCGCCACTGTC 
GAGGATCCGCTGTCTAACGCCATGTTGTCAATGGTTATTCTGGCGGGCCTCGCTGGCGCA 
TTAGCTATGGCGTTGTATCTAGCCGCCTCAACTCTGCTTAGTATGCCGATGTTTGGCCTG 
CTCAGTTATGGTGAACCAATCTTGCTGTTTGTTGCAGCACTATTACTTGGTGAAACGTTG 
AATCTCAGCGACGCCATTGTCTACTCACTACTGGCGTGCGCCCTGGCGTTACTGGGATTT 
GATGGGATACGAAGGTCTCGAAAAAACCTCGAGACCGAT 

>RXN02 3 02 -downstream 
TAACTTCTGCTCAACTTCCCACC 



RXN02 3 03 -upstream 

GCCCGGGCCGAAATCATTCCAATCTCACCCCCACCCAAAACACTGTTGATATTTTCACTT 
TCCAACCAGCGACGTGAGCGCACGCACTAAGGTTGTGCCC 

>RXN02303 

ATGGCTGAAAACAACACCCCACAAGAAACTGAACAAGATCAGGAAGCACGCTTCCGTGAG 
GAGTTCGAGGTTGGCGGTAAGGATCGTCAGCTTTCTGAAGAAGAACAGCTGGAGCAGCTC 
GGATCGTATATTGATGCGCACTACCCTGTTCCAGATTTCACGCCCCCTTGGGCAGGTGGC 
GCCGGCGATCCTGATCCAGCAGACCGCTATATTGCACATCTTCCCGATCGCACCACGCAT 
ACTGCGATGATCATGTTGGGTTCTGGCCTTGATCATTCCATGCCGGGTGTCGCATTTATC 
GGTGGTGTGAGCGTCGATGACGTCCCGGAGGTCGGAGGCGCGATTTTCCACCCGTCGAAT 
CCGACGGGCCGCTGGGCTGTATCGTTCCACAGCGGTGGTTGGTGGCGCGGTTCCGGTGAT 
GCGTTGGAGTTCCAGTGGCGTCCAGAGGTCGCGGCAGCTGCGGAATTGTCCGGCACAACC 
ATCCTTGACCTGGACTATCCGCTGGCCCCAGGCCATAACCTCCACGATATGAATGAGGTT 
GTGGGCAAGGCGGTCGGTTACGCCCGCCACCATAATCCGGTGTCGATCACGGGTTGGGGT 
TATTCCTCGGGCGCGGCGTTAGCCGCGATTAATGCATCGCTTTTCGACGCCCTGGTCCTC 
ACCTTTCCGGACCTGGGTAGCGTCGAGAAGCTCCCTGCCGAAATTCGTGGAGACGCTGTA 
GTGCCCGCGGCGGCTGCGTGGCCGACGACCTTTGTGCAGATCGCGGCGCAGGATGAGATC 
GCGGAGCGGCCAGGAGAGCTTGGCGACGCGACCGTGAAGGAATACGTTTCCCGCCACCGT 
ATTTCCACACCGAAGGTCGCGCGCGAAAAAATCACCGACGTGGCGGAGTTCCTTAAAACT 
GTTTGC 

>RXN02 3 03 -downstream 
TAATGTGCCAGCAGGTTGTAAAT 

>RXN02 3 07 -upstream 

TTTTGCATTAACCCCAGGTAGGGGCATTGTCGCAAAGCCCAACTACAGCAAGGTGCGTAC 
GCTGGTGGCCAACTGAATACGTTTGAGGAGAAGGTTTTCT 

>RXN02307 

ATGAGTGGCACCGCCATCATGTACGACACGACAGTTGTTCCATCGAAGAAAGAAATCGCG 
CAGGCTTGGACTGGTTATGTGGATCTTCAGGGAAGCTACCGCCTGGTAGATACGGTGGAT 
GGGGAAGTTGGCGTTGAGGTGCTGATTTCCAAGGATCGGGAGGGGCGTTTACTCCAGATT 
CCGTTTAGTTATCGTTCGGCAGAGATTAACCCAGAGCAGACACTTTCCACATTGGAGCAT 
GGTGTGTTGGGCAAGCGTTGGGTGACTAATGCGTTGGGTGACCCGGTGGCAGTGCGGGAG 
TTTATTCGCACTATTTTGACGGGCGATGATGGTGCAGCTCGTAGCGATGGCGTGAAGGGC 
TATCTGGATATTAAAGGTTCCGGCGATGCTGAGTCGGTGGATTTACAGGATGTAAAGCTT 
ACTGAGGTTACAAGGCAGCGTGCGATTGGTTCGGTAACCATCAACGGTGAGCGAAAGCAA 
TTCTCGCTGCGGTTGCCTCAGTTGCTGAAGAATTTCAGGGAGACAGCCGCGGGCCATACA 
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GCTACGACTCTTCGTATTGTGGCGACTCATCCGGAAAAGGACGATGTTGAGCTGCTGGTC 
GCTGAGTTCAACTGGATGGAA 

>RXNO 2 3 0 7 - downs t r earn 
TAATCCGAGACAGCTCCTGAAAG 



RXNO 2 3 1 4 -up s t ream 

TGATACC ACCGAAGTATCCGGATTCACCATTATTGAA GCT.TCGACCGTCCGAGATAGGGG- 
CCGTGCACAACAGCAAGCTCTCATGGACACGGTGCACTAA 

>RXN02314 

ATGGAGTGGTACCAAGTGCGCCGACGGGCCCGACAACTGCTCATTGTCCTTTTTATAGCA 
GCGATGCTCGGAGCAGCCTCCATGGTGATCGGGCCATTCCTTAACGACCGCACTATCGAA 
GGCAACTCCGGGCGCGCCTTGGCACAAGTAACCAACGTCGGCAGCTACCGCACAACGGTG 
GATTTCCAAGATGAAAACGGCATCTATCACTCACCAGCCACCGGCCTGTTGTTCCCCACG 
GGACTGGGCGAGGGGCAACGCGTGTGGGTGAACTACGCCAAATCAGATCCAGACCTGGTC 
AAAGTAGAAGGCCGCAAGTGGACACTGTCCATCATCCCAGCGCTTAGTGTCGCAGCTGTC 
GCCACCGCTACCTGGTCAGTACTATGGCTGGGAGTGGGCAGATTCGGAAGACGATCCGAC 
GACGCCAACGAAACCACAGTG 

>RXNO 2 3 14 -downstream 
TAAAGCTCTATGCCGGGAGCATT 



>RXN023 37 -upstream 

CACAAGGTAAAATTTGTGTAATTGTGTCGTGTGGATTTGAAGGTTTTTGTAAATCTAGTT 
AAATCATGAGGTCATAAGCTTTTCGGGAGGTTGTCAAAGG 

>RXN02337 

ATGTCGAAGCTTTACGCGGGGGCAAGGATCAATGCACTGCGCCGAACCCATCAGCTCACC 
CAATCAGCATTGGCCGACAAGCTTGATCTCTCCACCAGCTATCTCAACCAGTTGGAAAAT 
GACGGACGGCCACTCACTGCCACGGTGCTTCTGCAGCTGATGAAAGTGTTCGATGTTGAG 
GCCAGTTACTTCTCCCCTGACCGGGGTACGGCCACTGCTACCCGACTGGCTGAAACCTTG 
GCGATGAATCAGGGTCCGACGATGTCGATGGATGATCTTTTAGATTTCGCGGATCGTTTC 
CCTCAGTTAGCGCAGCATATTATCCAGCCTGCTGAGGTTGATCCCACGCATAGTTCTGCG 
CATGATTTTGTTCGGGATTATTTTGCCACCCACAAAAACTACATTGATTCGCTCGATCGC 
CTTGGAGAGGAGTTGGCAACTGCCATTGGTCAGCCGGGACTTCGGGTTACTAGGCTCGCG 
CAGTTGCTTGATGCGGAGTACAACATCACGGTGCGTTTCCGGGCGCCGGATATTACTGGC 
CGGAGGCACTTTGATCCCCAATCGCGTCAGATTCTGCTGCGGCAAGATCTCAGCGAGGCG 
CAGCAGTGTTTCCAGTTGGCGGAGGAATTGACGTTTCTTGCTCATGCAGAGCTCTTGGAT 
ACCCTGACCACAGATCAACCGGATCTCCCTTCTGAGGCAGCTATCCGCCTGGCTAAGGTG 
GGTCTCTCCCAATATTTCGCGGCTGCTGTTGTCATGCCGTACACCCGCTTTTTGGAATTC 
GCCCAGGATAAGCACTATGACATCGAGTTGATCTCTGAGGCGTTTGGAGTGTCTTTCGAG 
TCTGCATGCCACCGCCTGTCTACTCTGCAGCGTTCGGGGGCGTCAGGGGTGCCGTTTTTC 
TTTGTGCGCTCGGATCGTGCAGGAAATATCTCCAAGCGGCAATCTGCAGCTACGTTCCAC 
TTCTCGCGAACAGACGGCACTTGTCCTTTGTGGGCGCTGCATCGTGCTTTTGAACGTCAG 
GGAAACATCACCCGCCAGGTTGCTCGCATGCCGGATGGCCGGACCTATTTGTGGCTCGCA 
CGCGCGGTGAAAGGTCGAACTCATGGTTTCGGGTATCCTGCTGCGGAATTCGCCATCGGC 
CTGGGCTGCGATATCAGCGAGGCACCAGGCTTGGTGTATTCCCAAGGCCTTAATTTGGAT 
CCCGAGTCCGCCGCAGAGATCGGCCCTGGTTGTCGGATCTGTCCTCGGGAGAACTGTGTG 
CAGCGTGCATTCCCACCATCGGGTCAAGAATCTATCCGCCCAGCCCCTGTCCAACTCCTC 
AAC 

>RXN02 3 3 7 -downs tr earn 
TAAAAAGGCAGCACTTAAAAAAC 



>RXN02339 

CCCACCGACAACCTCTTTTCATATCCTGCACAACGCTATGATCTTCTCACACTTGCCTTT 
GAAGTTAGGATTGGGGACATGGTTCAAATTAATGACATGCTTGCCCCTCCTCCAGTAAAA 
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CTTCCGGAAGATCCTGCCCTCGGCGCCGATCCAACTTTGACCTCGACAGCGATTGCGCAT 
CCTGACAGCCCATTGGTGTGGGCGTACCGAGCTGAAAATCTTATCAAATCTGCATCAAAT 
GATGAAGAGAAGATTCAGGCCTACGCTTTTGCGCGCACGGGTTACCACCGCAGTCTCGAT 
CGTCTGCGTGCCAATGGTTGGAAGGGTTGGGGTCCTGTCCCCTTCTCTCATGAGCCAAAC 
CAGGGAGTGTTGCGGGCTATCGCTTCCCTAGCTCTTGCTGCGAAGCTGATTGGTGAGGAC 
AACGAATACGATCGTTGCCGCCAGATGCTCTCTGATGCGGATCCAGAGTCCGTCGCAGTC 
CTACTCGACAAA 

>RXN0233 9 -downstream . 

-TAAAeeACCAAAAATAAAACAAT 



>RXNO 2 3 4 0 -ups t ream 

AAAACGTGTCTAAAAATTCAGTTTTTATTGCTGCTGATCACCTCTTGAAGAACTCAACCC 
AAAAGTGCTTCAAGTTATGAGAAAGTGAAATCCAACACCC 

>RXN02340 

ATGAAAAAGAGCATCGTTGTATTTGAAGTCGAAGGCGGCTCCGACAAGCACTTCGACGGT 
CACCGTAAAGACACCATGCCTATCGTCAACTCCATAAATGATGCTGGCTGGCAGGCAGAG 
GTTGTGTACTACCGCCCAGAGTGGACCGAAGGTCTCTTTGAGTACGTATCTGAAAACTTC 
GACGGCTACATCTCACGTGTCAACCCAGGCAACATCCCAGGCGGCGAGCGCGGCTACTTT 
GACCTGCTCACCCGCCTGTCCGAAGCAGGGCTCGTGGGCATGTCCACCCCTGAGGAAATG 
ATGGCATACGGCGCGAAAGATGCGCTGGTCAAGCTATCCCAAACCGACCTGGTGCCATCC 
GACACCGAGGCGTACTACGACGTGGAGACCTTCCACAAGGTTTTCCCAACCTCCCTGTCC 
TTCGGTGAGCGCGTGCTCAAGCAAAACCGTGGCTCCACCGGCTCCGGCATTTGGCGCGTC 
CAGTTGGTAGACAAGGAACTGGCTGCATCCATCGAGCCAGGCACCGCACTGCCATTGGAC 
ACTGAAATCAAGTGCACCGAAGCAGTCGACAACCACACTGAAGTCCGCAAGCTCGGCGAG 
TTCATGGATTTCTGTGACCAGTACATCATCGGCGACAACGGCATGCTCGTTGATATGCGT 
TTCATGCCACGCATCGTCGAAGGCGAAATCCGCATCCTTCTCGTCGGACCACACCCAGTG 
TTCGTCGTGCACAAGAAGCCAGCAGAAGGCGGCGACAACTTCTCCGCAACCCTGTTCTCC 
GGCGCGAAGTACACCTACGACAAGCCAGAGCAGTGGCAGGAACTGATTGACCTCTTCGCA 
GACGCTCGCCCAGTCATCGCAGAAAAGCTCGGCGGCGACAACATCCCATTGATCTGGACC 
GCAGACTTCATGCTCGGCGATGTCGTTGACGGCAAGGACACCTACGTGCTCGGTGAAATC 
AACTGCTCCTGCGTCGGCTTCACCTCCGAGCTGGACATGGGCATCCAGCAGCTTGTGGCA 
TCAGAGGCCATCAAGCGCATCGAGGAATTCGCGCAGCTTACTGTT 

>RXNO 2 3 4 0 -downs tream 
TAAAACTTTGCTTCTCGACGTCT 

>RXN023 41-upstream 

CGCGACTGGCGGAGAAATTCGTGTTCGCGATGCTTCGGGCACCGTTCACACCCTCAACGC 
CGGTGAAATTACGCACCTTCGCCTGCAGTAAGGTGACGGT 

>RXN02341 

ATGGGGAATTCACTTGAGAAACATATTGCAGAGGGAGACCGGATCCACGTCGATCTGACA 
TCTCCTTTATCCGCAATGTTGTTCCCCATTTTTGAACTCATTGTGATTACTGGAATCTGT 
TGGATGGGCATCGGCTTTTTGGATCAGCTTCCAGGAATCGATGGCACCAACCCCGCCGAT 
AGCTTCCCCGAAGGCACCCGCAATCTTCTAGTGGGTGTGTGGGCAGTACTTGCTGCATGG 
CGTTTCGGTCTTCCTTTAATAAGGCAACGTCGACTCCGCGTGATCTTGAGCGACCGCAAA 
CTGCTGGTCCGACGCGCGGGTCTGCGCACCGGGTTCGATTCCATTCCACTGAGCTACATT 
CAGCGAGTCCAACGTCGGCGAAACACCCTGGTCTTAGGTGTTGGTGGACACCACCGACCC 
TATGTAATCAACCAGGTTCCCAAGGCTCGAAAAGTGGAAGCGCTGCTCAAAGATCTTACA 
TTTTGG 

>RXNO 2 3 4 1 - downs t r earn 
TGAAGGCGTTATAGTTAGGACTT 

>RXN023 60-upstream 

AAGTAACTAAAGTTCGAAAGTATTTCCGAACGGTGTCGGCCTCTGCGCATACACTGTATT 
TTTAAAGAAAATTCTTCTCAATTCTAAGGGTGAATATCCA 
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>RXN02360 

ATGCGTGGTGACGTTCAAAAAATAACCAAGGTTTATGACGGCAAGCACCGAACCTTGGAA 
ATCCCGGTTTATCAACGCAATTACGACTGGACTGAAAAGCAATGTTCACGCCTCTTTGAT 
GACCTCAGCGAAGTGGTCAAAGAAAACCACCGTCAACATTTTTTTGGAGCTGTGGTTGGT 
AAGCCTCAAGGCAGCTGGACCTGGGTTGTCATCGATGGACAGCAGCGTCTTACAACAATC 
AGCTTGTTCATGCTTGCGCTGGTACATTCCTTGCGCGCATCTGAAGTTGAAGAAGGTGAG 
TTTAATGCTGGCTACAACATTGATCTAGCCACATTGATTGAGGATGACTACCTCCGATCC 
GGCAATGAGGGAAACCTCAAGTTCAAGCTCAAGCCAGTTAAAAACGATAATGAGGCTTAT 
CAAAAGCTCTTCGGCCCAGAATCTGAATTCATAGAGTCCTCAAACCTCACT_G.CTAAT-TAT- 
-GGGTAeTTeeGCAATGTCCTTAAGGCAACCGATCTCACCGCAGCTCAACTATGGGAAGCT 
ATCGAGAAACTCAGGGTCATGTATCTTGACCTTGAGGAATTTGATGATCCGCAGCGAATC 
TTTGAAAGTCTCAACTCCACGGGATTAGAGCTCAGTGAAGCTGATAAGGTACGCAACTTG 
GTTCTTATGGATCAGGAGCTCAAAACCCAAGAAAAGCTCTATGAGCAGCGTTGGAATCCC 
ATTGAAGTCTGCGTGAAATTTGATACCGACAATTTCATTCGCTGGTACTTAACTCTCAAA 
ACCGCGCGCACCCCAAGAAAGCAAGATGTTTATGAGGAATTCAAGAAATTCATCCGTAAC 
TCCAAGCTCCCGGTCGAATTCATCCTCGACGATATGTACGAGTACGCGAAGCTGTACCGA 
GATCTCTTAGGTGCCACTACTGGGTTTATAGCTGCCGATAGGTGTCTTAAGCGTTTTGTC 
CCTGTCATGGGCGATGTGGTTTTGCCTTTTCTGCTGCCTGTTCTCAAAGATGCTAAAGAC 
GGCATCATCACCGAATCAGACTTCCTCGGAGTTCTAAAAGTTCTGGAATCCTATTTATTC 
CGCCGTTTTGCAGTCGGGGTTGCTAGTAACGCCTTAAGCAAGATCTTCTCCACTGCTTAT 
AGCGACATCAAGAAATTCTGGACTCCAGGGCAAAGTTATAGCTCACTGCTGGCCTACATT 
CTGAAACGTCGCGATGGTTCCGGGCGTTTTCCCTCCGACAGTGAATTCCGTGAGAACTTC 
GCAACCAAAAATTTCTGGAATATTCATAACGAAAACAGGCGTTACTTATTTGATTGTCTA 
GAAAATGCCGATTCCAATGATGTTCGTGACATCCAAACAAGTCTGGATGAAGGATCTCTC 
TCCATTGAACACATCATGCCACGTAGCCTAAACGATCAGTGGAGAGCTGAACTCGGCCCT 
GAATATGCTCGAATTCATGAGACTTGGATTAATAGAATTGGTAACCTCACCATCACCGGC 
TACAACTCCGCCTATTCAAATTCTTCCTATGAGCGCAAGCGGACGATGGAAAATGGATTT 
TTGGTATCCCCCTATCGCATCAATAATTTCATCAAAAAGCAGAAGCATTGGTCTGAAGAA 
CAGCTAATTGAGCGAACCGAGCTGCTCACTCAAGCAGCGCTGGACTACTGGCCCCTTCCA 
AAAGAAACCTTCCAGCCACCACAAGCTGTGCTTCCTACAGAATCCTTAGATAGTGATCTT 
TCTTTCCGCGGACGCGAAATTGTCGCCTTTGAATATGAGGACTACAAGGAAACGGTAACG 
TCCTGGGCAGACATGCTCCAGAGCGTTCTAAAAGTCTTGAACCAATCCTTCCGCCAGGAA 
CTCATAGCTTTGACCAATGAAGAAATCTGCCTGGCAACTTCAAACAACAGTAACAGCAGT 
CTCCGTGAAATTGACCACGGGCTTTTTGTAGACACTGGCTCTAGTACGAGTGTAAAGATT 
GGCTTCCTCCGCAGAGTTTTTACTCAACTGGGGCTAGAGCAGGAAGCATTGGTTTTCACC 
CTTCGACCACTGGCAAATGATGTAGAACCCCGAGATGATGAACTCGAGGTAGAGGTAGAA 
AAGAAATATTCCGATTTGACTAAATTCATCCCACAGTTAGAAGAAGCTGAGAATCTCGAG 
GGGGCGGATACAGAGGTTATTCCTCTCCTCTCAAAGCTCAAGGAACAACTGACAGCCTTT 
AGCCCGGAGAATCCTCAAGCAGCCCTAGGGGGCCTACCTGTTCCAGAATTCCTCAAACAA 
AATGTGATTGAACAACTAAGCGCAGAGCACATCCTTGCTGTACTCACTCAACACTTTAAT 
ATCGCATCCATGATGGGTGATGACTATTTGCTCGAAGAGCTCAGGTCAGGCCGCTTAAGG 
GAATTACTGCAGCGTTTAGAGGAATTGGATAGC 

>RXN023 60-downstream 
TAATAGCCGTAGTCGGTGGTCAA 



>RXNO 2 3 6 1 -ups t r earn 

TAGAGGAATTGGATAGCTAATAGCCGTAGTCGGTGGTCAAACTTTGACCACCGGACTCCC 
CTTTAAGCACAATCTCTAGCTTTTATTTAGGCTTGGAGTT 

>RXN02361 

ATGGAACTTCTCTCCCACTTGCTTGCTCTTGATCCTGCCTCCCCTCGTTTGACTGTTTAT 
AACGAGTCCACGGGTGCGCGTTTGGATTTCTCCGCCATCACTCTTGATAACTGGGCGTCC 
AAGGTTGGCAATATGCTCCTTGAGGAATTGGATCTGGAGGAAGGCTCGCTCATCACTATT 
GATTTGCCGGTGAGCTGGCAGGCCGCAATGATTATGCTCGGCGCTTTAGCAACTAGTGTT 
GAGGTCTCTTTTGATGATCCCGAGGCAGATGCCATCTTTACCTCCCTCGATAGATTTTCC 
CACTACAAGGGCCATAGTGATGTGCTGATTGTCAGCGAGGATCCTTTTGGTCGTGGAGTT 
GTTGAAGGTGGCGGTGAACTGCCTAATGGTGCCATCGATTTTGGCCCCACAGTGCGTTTT 
TATGGCGATCAATTCTTCCAGCCTACCCGCACATTGCCGGAAATCATCCAGCATTCTGAT 
GTTCCGGTTGGCGCCAGAGTTCTTGCAACTGGTTGGTCAGATATCGAGTCCTTCAATCAC 
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CAGGTTTTAGAACCACTCGCAGTGGGTGGCTCTGCAGTAATTGTGACCGGACTGGCTGAT 
ATTGAGCGTTTAAACCAGATTGCAACCAATGAGAAGACAACCCACCGTATC 

>RXNO 23 6 1 -downs t ream 
TAGGCAAATTTCGGTTACTACTA 

>RXN023 67 -upstream 

GGCACTTGAATCCGGACGCTAAGTTGTTGATACATCAACTTATTTCTTGGCTATACTTGA 
GGTCACGTTTCCTCAGCTCAGGAGAAGTTCGGAGAAGTCC 



>RXN02367 

ATGTCAAACGCAGAAATTAATCCCGTTGAATATGAAATCAACAACCACGCCCCTGGTACC 
GCGCTAAACCCACAGTGCGAAGACGGCGCCAACGTAGAAATCATCACCTCCCGTGAAGTC 
CCCCTCGGCGGACCACGCGCCATGACCGTGCACCGCACACTCCCCCAACGCCAGCGCTCC 
CTCATCGGTGCCTGGTGTTTTGTGGATCATTACGGCCCCGATGATGTCTCACTAACCGGT 
GGCATGGATATGGCCTCCCACCCGCACACCGGATTGCAAACAGTCACGTGGCTTTTTGAA 
GGCGAAGTCACCCACCATGATTCCGGCGGAAATCACGCAGTCGTGCTTCCTGGCGAAGTC 
AACCTCATGACCGCCGGCGCAGGCATCTGTCACACCGAAGTTTCCGCCACCTCCACCACG 
ATTCTGCATGGTCTGCAGTTGTGGACAGTTCTTCCCGACAAAGACCGCGAAGGACCACGC 
CGCTTTGATCACTACGCTCCAGAAGAAATCACACTCGAAGGCGGAAGTGCACGCGTTTTC 
CTAGGTTCGCTATTTGGTCAAACCTCCCCTGTTCATACGTTTACTGGCTCTTCCTGTTTT 
AGAGTGCAT 

>RXN02 3 67 -downstream 
TGATCTTATGGACCAACTGCCCT 



RXN023 68-upstream 

CTTAGGTCAAGCTTGCATTTATTGGCTAGTGTCGGAAATCATGGGAGATTTAGCAAAGCA 
CATGGGCAGTGAACCACCAGCATGGTGGAAGTTTTTACCG 

y 

>RXN02368 

3 ATGATTGTCCTCGCTGGAGCCACTCGAGTTACCTATGAAGTAGAACCTTGGCTGGCGATC 
R CCATTATTCATTTTGGCTTTTGCATCGATATTGATCCCATTCCCGATCTCTAAGACAAAA 
\l GGACTCCGTGATATCGATGCCTGGAAAATCCACACCACGCAAGGCGATAAAAAGCGTGCC 

1 ATCCGCCAACTGATCATTCCGGCTACGGCTTTGGCCATCGACATCATTGGGCTGCCGACA 

2 TTATTTAATGCCCCTCCCCTTGCTTCCGCTGCACTTTTTGGCGGTGTTTACGGCGCTTCC 
J CTAGCTTGGGCTGCGTACAGAGCTGATCAGCTTCCACGCATTCGAACGAAGGAACGCCTC 
^ GCAGAACTTTCACAAAATGCATCTCTGGATGATGTGCGCTCAGATGACTTAGATGTTCTA 

GAGCAGCCGGAATCCCGTGAATTAGTGCGCTGTCTGCTTGCCCACGGTGCGATGGATGGC 
ACTCGGGTGATGGCCAGACAGGTCGCGCGAGTACTGGATACCGAGGTAGACGAAGTACAT 
CAGGTAGCACGCTCACTAGAACAGCATGGTTTGGTTAGTCGCTCCACCATCATGCCGGGT 
GGGGATCCAGGAAAAGTATTCATCGAAGTTTCCCTGAAAGGGATCTCAGCCATCAAGGCA 
CTTGAATCCGGACGC 

>RXN023 68-downstream 
TAAGTTGTTGATACATCAACTTA 



RXNO 23 81 -upstream 

AAGTTTGAAGAAGTAATCAAGCTCCCCTGTGAGGACTCGTTGTAGTCTTTTATTTAGTTA 
ATAAAAGATTTCATACCAACTTGTCAGCAGGGGAGCTTTC 

>RXN02381 

ATGTCTGTCACAAACTTCCGTCGGTTTCTTGCTGGCATAGCGGTCATCGCGGCGTGTGTT 
GCTGCGACTCCAACAGCTCAGGCACAAAGCAGTGGCTCTTCTGGATCCTCTGGTTCTTCA 
GCGGGATCTAGCGGGCTGTGGGATTTACTTTTTCCAGAATCCCATGAGTCTTTTATCGAG 
CGGCTTCTTGATCCTTTGGATGACAGCCATATATCTATTCACCCTGACCTCACCCCAGAC 
CTGTATGAAGAGGTGTTTGATCCACCGCAAATTGGTGAATGCCCAGCCGTTGTTGCTGTG 
GTCGCACGAGGCAGTGAACAAAACCTTCAAATCCGACCCGCGCGATACAGCGAGGAATCT 
CCATGGACATCCAATGGATTTGAGGAAAAAAACTTTCGTAGTTTCTTTGGCCGAATGGAA 
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AAACACTACCGTGAATCGACTGGCGAGTCGTTGATGAAAGACGTCTACGTGATGGGTCTG 
AATAATATCGAATACCCTGCTTCTTTGCCACTGTCTTCGGAGGGAAGCAGCGCCATTGAA 
TTGGGCACTTCCATTTCTAGTGGTCGCGACAATGTCATCAGCGCGATTGATCGCTTTGAA 
TCAGCGACAGGGTGCACGCCGAAGTACCTGTTGGCGGGTTATTCTCAAGGTGTCCTCATC 
GTTGATGGCTATGAAGAGGAGTTGATTGCGAGGGATCAGTACCTCGGCACCCTGCACATC 
GCGAATCCAGCGCAACAAGTTGATGATCCAACACTTGTTGGGCATGAAGTAACCACGGGA 
GGCTTGGCTAGTTCCGTGGAGCCCGTCGAGGACAATCCTTTCAAGGTGAGCTACTGCCTG 
CCTGGAGACATCGTGTGCGATCGTTCTTTTGAACAGTTCTCTGCTGCGGGATCCTCTATA 
GCAGCTGCGCAATTGAGCACCGGAAATATCCGTCCAGGTCGAGTACACGTGCAATAGT-TG- 
— GTTAeeACCCAACCGTGGGAT'GAGCAGATTTTTGACGAAGTCGCATCGTGGATTGAAGCT 
GCC 

>RXNO 2 3 8 1 - downs t r earn 
TAAAAACTCGCGAGGACGCATGC 



>RXN023 83 -upstream 

GGGCAACAATGTGGAAAACGCCCAGTGGTATCTTGACGGCTGGAACATGGGTGTTACGCA 
GTAAAGAAGATGGCAATAAAAATGTGGAGGAGTAAAGGCG 

>RXN02383 

ATGCCAGTTCGGGTAATTGTTGATTCCTCCGCATGCTTGCCAACGCATGTGGCCGAGGAC 
CTCGACATCACGGTGATTAACTTGCACGTGATGAATAACGGTGAAGAACGCAGTACATCC 
GGGTTGTCGTCGTTGGAACTTGCAGCAAGTTACGCCCGCCAGCTTGAACGCGGTGGCGAT 
GACGGTGTGCTTGCGCTGCATATTTCTAAAGAGCTCTCGTCCACGTGGTCCGCAGCGGTG 
ACAGCAGCCGCTGTGTTTGATGATGATTCTGTGCGCGTGGTGGATACCAGTTCGCTCGGT 
ATGGCTGTGGGTGCTGCCGCGATGGCTGCTGCCCGCATGGCTAAAGATGGCGCGTCTTTG 
CAGGAATGCTACGACATCGCGGTGGATACCTTGAAGCGTTCAGAAACCTGGATCTACCTG 
CACCGCATTGATGAAATCTGGAAGTCGGGACGGATTTCCACTGCAACCGCCATGGTGTCA 
ACGGCTCTGGCAACCCGCCCCATCATGCGTTTCAACGGTGGTCGCATGGAGATCGCCGCT 
AAGACCCGCACCCAATCTAAAGCGTTTGCCAAATTGGTGGAATTAGCCCAGATCAGGGCA 
GATGGTGAACCCGTATTCATTGCGATTGGCCAAAAC 



>RXN023 87 -upstream 

GCTAGCCCCGATTCGCTTCAGGTCACCACCTTGAAGGCCAGCGAAATTACTCAGGGTGAA 
TTGTTGGATGCGTTAAGCCCATCCTTGTTTGCTGAAGACC 

>RXN02387 

GTGTGGTGGTGCTTACCAACATGGATCAAAGCAGGCCAAGATGCTGTAGATCTAGCCTTA 
TCCGCAGCAGTTGATCCCAGCCCTGGTACCTACTTGATCGTCATGCACTCTGGCGGTGGA 
CGCTCTAAGTCGATGGTGAAGAAGCTGGAAAAAGTCGCGGTGGTGCACGATGCCGCAAAG 
CTGAAAGACCGGGATCGTCCAGGTTGGGTAAAACAAGAGTTCAAAAACCACAAAGTCCAG 
GTCACCCCAGATGTCATTCATGCTCTTTTAGAGGGCGTGGGTTCAGATCTTAGAGAGCTG 
GCGTCCGCCGTATCCCAATTGGTTGAGGACACCCAAGGCAACGTGACGGTGGAAAAAGTC 
CGTGCCTATTACGTGGGTGTTGCTGAGGTATCGGGTTTCGACATCGCCGATTCTGCATGC 
GCCGGTCAAATGTCAAAGGCCGTGGCCAGCACCAGACGTGCCCTTCAATTGGGTACCAGC 
CCGGTTGCATTGGCAGCTGCGTTGAGTATGAAAGTTGGCCAGATCGCCAGGCTGTATTCC 
ACCAGGGGACGCATCAACGGTTTTGAGCTGGCCAAAGAATTGGGCATGCCGCCGTTCGTG 
GTGGAGAAGACTGCGAAAGTGGCCCGAAACTGGTCGGGAGATGCGGTCAGCGAGGCCGTG 
ATTTTGATGGCCGATCTGGATGCCGCTGTAAAAGGACAAAGTGGCGATCCTGAATTTGCC 
ATCGAATCTGCCGTGAGAAGAGTTGCAGAGCTGGCGAGGCGG 

>RXNO 2 3 8 7 - downs t r earn 
TAACGCTGAACGGCGGCGGGTAA 



>RXN02 3 98 -upstream 

GTGTCCAATGAATGCGTTCAATAAATGCCCTCTTTAAGCATATTCTCTGAGTGCATTCAT 
TACAGGCGTTAATTAAATGCGTTCATAGAAGAACTTGAAA 
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>RXN02398 

GTGGTTGAAGTGAAGAAGCGTAATCTCCTCGTAGCTCCCCTCACTGCTTCCCTGGTGTTC 
TGTAACTTGGCTGTTGCAGCAAACGCCGTTGAAGTTGAGGCCGAATCACCAGTTGTCATC 
AATGAAGTTGAATCCAACAGCGACCCAGTTGGTGACTGGGTGGAGTTGGCTAACACCGAC 
AACAACAACTCCATCGACATTTCCGGTTGGTCCTTAGTCGATGACAAGGAAGACCTGGAA 
AATGCCCTCGTCCTTCCTGAAGGCACTGAGATTGAGTCCGGTGGATACTTTGTTATCTAC 
ACCGACTCTGCTGATTACGTGCCTACCAACAACACCTTTGGTGGCCAGGAATACTTCGGC 
CTCGGCAAAGATGACACTGTTACTCTGCGCAACGCTGAAGGCGAAGTAGTTGCTACCTAT 
TCCTGGAAG GATCTGGGCGAGCACGCAGAAAACACCTA TGG,T,CGCAT-CCCAGATA-TGAG-T- 

GGTGATTTCGCAAACACCGGCGTTCCAACCCCAGGTGCAAAGAATGTTGCTGCTGAAGGC 

TCCGGCGAAGAAGAAGGCGTTGTTGCAAACGCCCAGCTTCCATTCCACAACGTTGAAATC 
ACCCCAATTCACCTCGGTGGAGATTTCACCGGTGAAGATATGTCCGGCGTTGATTTCGAT 
GCAAACAGCACCGCATGGATCGCCAACAATGACATTGGAAAGATCTACTCCCTCGCCCAC 
GACATAGCTAACAACACCTACAAGCTGACTGGCGAATGGGAAACCGGCTACCCAGAAGGC 
GGCGGAGAGCCAGACGCTGAAGGCATCGTCGCAGCTACCAACGGTGACATCTACCTGTCC 
ACCGAGCGCAACAACGCTGACAAGAACGTCTCTCGCCCATCCATCCTGCGTTTTGCTACC 
CCAACTGGCAAGACTGGCGTACAAAACGCAGTTCAGGAATGGGACCTGTCTGAGTTCGTC 
GGCGACATTCAGCCCAATGGTGGTCTTGAGGCAATCGCGCAGCTCGAGGACAACATCTTC 
GTTGTCGGTGTCGAAGAGACAGGTGATGTCATCGTTGTTGATCTTTCCGCTGACCAGCCA 
GTTCTGGTTCAAAGGTACGAATCTTCCTTCGACGGTGTCATGTCGCTTGATTACAACGCA 
GCAACCAAGCAGCTCAGCGTTGTGTGCGACGAAGCATGTGACGGCTTGTCTGAAATCCTC 
GAATGGGATGGCGAGAAGCTGTACAAGTCCGACGACAAGATCTACGAGCGTCCAGCAAAC 
3 CTGGGCAACTGGGCTAACGAAGGCTTCGGCACCTACACCTCAGAGCTTAAATGCGAGAAC 
3 GGCAACACCGTTTCTGTCACCAGCTACCTCTGGGCTGACGATGCAGCAACCAACGAAGGC 
i ACCTCCCTCAACTCCGCACAGGTCATCAACGGAGATTGCGGCGACGTCAACATCCCTGGA 
~ GAGTCCTCTTCCGACAATTCCTCTTCTGACTTTGCAACCGGCAGCATCGCAGGCGCCTTT 
^ GCAACCGCAGTGCTCGCAGTCGTAGGCATTGCGGGCGCACTGGGTGGATTCTTCCAGCAG 
^5 ATCCTCGCAGCGTTCCCAGCATTGCAGCAGGTCATCCGTTTC 

3 >RXN023 9 8 -downstream 

y TAAACCCACTGCTTGAAACACTT 



n >RXNO 2406 -ups t ream 

il CACTCTGATAGCCTTTTCTCTGAAATTGTACCGAGCATTTGATTTTGTTCCCCTATCAAT 
GCTGGTTTTGGTGACAAAAACTCGGCGGAAGGACCACCGA 

''4 

3 >RXN02406 

J ATGGAAACCCTTGCAGCACAAGCGCGCACCCTGCTAGAAAAATGGGGCGTCGCGCCGACG 
CACGCATCTTTCGTCGAATCCATTGCAAAGGCCATCCCGATTCTGTCGATCCTGCTGACG 
CTGATTGTCACCGTGAATGGAATTTCAAGCGGAAATCCGGTCCAGCCACCAGCACTGGAA 
CAGGTACGGACCGATGTAGTGAACAAGATCAACTACGAACGCAACCTAAAGGGCCTCGTC 
TCGATCAGCCCGGAGCTTGAATTACACACGGCAGCCCAAACAATTGCGCAGCGAAATGCA 
GACTCAGATTCCGAAGAAAAAGTACCGGATCCAGAGGGCAACCTGGTGGTTCTGCAACAG 
AATCTGCCCTATGCAAATGCCAACGCCGATACCATCGTTGATCGGTTCTTAAACTCTCCT 
GATCATGTCAAACTACTGCTTGCAAACGATTATGAAGCCATCGGAGTTGGTGTGGCCTAC 
AAGGGTGATCATGCGTGGATAGTGGTGGAGTTCACTGTAGCTCCCGCTGATTCCGTAGAA 
TCAACAGAG 

>RXNO 2 4 0 6 -downs t ream 
TGAATACCAATCCGTCTGAATTC 



>RXNO 2 407 -upstream 

GGATAAAAATTTGGATGACATATCACCTAAGCTTGCAATTTCTACTGGAATAGCGCGACT 
ACTCTGCACCAACGCATAGTTGTTGACTAGGCTATTTGTC 

>RXN02407 

ATGAATAGGCAAAACCAACTTCACTACCCGCAGGAAGTGAAGGCAGTGGAAAGTGTGGAA 
TCAAGCTTGAACATGTCGTCACCTTCTGCACCGCTTGCCACGCCAGATGTTGAGCTTGAT 
GTGCACACGTTGTCGAGCGAAAACCTGCCTTGGTTGTGCATCGTGTGGGATGATCCGGTC 
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AATTTGATGAGCTATGTCACCTACGTTTTTCAGACTGTGTTGGGCTTCAGTAAGAAGAGG 
GCCACTGAGCTGATGATGCAGGTGCACACCGAAGGTAAAGCCGTGGTGAGTTCTGGCGAG 
AAGGACAAAGTGGAGGGTGATGTGAAGAAACTCCACACCGCAGGGCTGTGGGCGACAATG 
CAGCAGGCAGGG 

>RXN02 4 07 -downstream 
TAGGGGAGAATTTTCATGCAGCA 



^RXN.024.0.8-ups-fe-ream 

GTGATGTACGCGGCGGGGAAGCCGCCGAGGAAGACCGCGAAAACCTCGTGCAGTGGCTTG 
CCTACAATCAAGAGTCCTTGCTGGAAGCGATGATGAATTA 

>RXN02408 

ATGCTTATCGACGTCGCGGGCTTCCTTTTAGGCCACGTCACGAAGGGGGATACGGGTTGC 
TCAGTGGTCATTGCACCTAACGGTGCATTTGCGGGCGTCGATGTCCGTGGGGGAGGCCCA 
GGCACCAGGGAAACCGACCTTCTAGAACCACACAATTCTGTGCAGCAAGCACATGCCGTG 
GTGTTGTGTGGCGGTTCGGCGTTCGGGTTGGCTGCTGCCGATGGAGTGATGACAGCCCTA 
GAAAACCGCGGTATTGGTTTCCCTGTCCGTCCCGAAGGGCCTATCGTGCCAATCGTTCCA 
GGCGCTGTGATTTTTGATTTGTTGGTGGGCGATCCCAAAAACAGGCCCACGGCAGCTGAT 
GGGGAACAAGCAGTTGAAAACGCTTTCGCTGGTACACACAACGGTTCGGGCAGCGTCGGT 
GCAGGAACGGGTGCTACAGCAGGTCGGCTGCGTGGCGGTTTTGGCCAAAGCTCGCGCCGG 
GTCGGAAAGTACACCATCGCGGCAGGGGTCGTGGCGAATCCTGTTGGGGAAGTCGTGGAC 
CTAACAACTGGAGCTTTGTTTGGTAGGCCCGAAGTGATGGGGGTGGGCGTCGATAAGCTA 
AAAAGCGCGGCAGAGACGCTGAACACGACCATCGGCGTCGTGGCAACTGACGCGCCGGTG 
ACAAAAGCCCAAGCGAAGCGCTTGGCGCTGGTGGCCCATGATGGTTTGGCGAGGGCAGTG 
CGGCCGTCGCATTCACCGATGGACGGTGACACATTTTTCGCCATGTCATCGGGTGATGGT 
AGTGGCGTTACCCCGGTTGAGCTGGCGGAATTGTCGGCTCATGCTGCAGATTGCGTACAG 
GACGCTATCATCGACGCCATACTTACCGCGAGTCCGGGACTCGGGCTCAAAAGCTTCAGG 
GAACTTTTACCA 

>RXN02408-downstream 
TGAGTTACAACAGCCCGTATAAC 



>RXN02 409-upstream 

GAGTTCTGGCGAGAAGGACAAAGTGGAGGGTGATGTGAAGAAACTCCACACCGCAGGGCT 
GTGGGCGACAATGCAGCAGGCAGGGTAGGGGAGAATTTTC 

>RXN02409 

ATGCAGCAGTGGAAGAAGAAAAAAGGGCTGATGCGCCAGGCTCGTTACGCGGTGGTTTTT 
GAGCCGATGGAGCGGGAAGTGTTGGGTGATTTGTCAGCTGCGGTCAGTGAGGCGTTGATT 
CAGCGTGCACAGTCTGTGCCGAAGGATCCTCTGGCAGAGATGACCGGCATGACAAGTGGA 
CACAAAGAAGCACCAACCGATCCGGCGCTTGCGCGTTTGCTCCCTGATTTTCAGCACGAG 
GGCGATGAGGAATACGACGGCGATAATTCTTTCCTCCGTTCACTCCATGAAGGCGACATC 
ACCCGAGCAAAACTGGAAAATCTGCGCGTGATTAACGATGCGCTGGGACCCGACGGAAAT 
GTTGCGGTCACCGCCTCTGAGGAGGAAGCGCACGCTTGGTTGGCTGCGCTCAATGACATC 
CGCCTGTACGTTGCCTCCGGTGATGTACGCGGCGGGGAAGCCGCCGAGGAAGACCGCGAA 
AACCTCGTGCAGTGGCTTGCCTACAATCAAGAGTCCTTGCTGGAAGCGATGATGAAT 

>RXN02 409 -downstream 
TAATGCTTATCGACGTCGCGGGC 



>RXN02 42 8 -upstream 

CGAAAGATATGCATAAAGTGATGATGAAATAGCTTTGTCGAAAGGTTTGCTCCCGGTGCA 
TTCAGTTAGCGTGAAGGTGCCATCATCACAAGGGTTGATG 

>RXN02428 

ATGGCCGCGACGTTAGATCTTCCAGATACAGATCCCATTGCCTATGCAATGTTTGCCCAC 
TGTTTCACCGGCTCACGGTTCACGCCAGCCGCCGCGCGAGTCAGTAAAACACTCGCAGAA 
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TCCGGCGTCGCCTGCCTGCGTTTCGATTTCCCAGGACTGAGCCAATCAGAAGGTGACTTC 
TCCAAAACCACCTTCAACTCCAATGTGGACGATATCGTGGCGGCCTCGCAGTGGTTGACG 
GAACACTACTCCGCTCCACAGTTGCTCATTGGACACTCCTTGGGTGGTGCAGCATCACTG 
AAAGCTGCCACCAAAATCTCCTGCCTCAAAGCAGTAGCAACGATAGGTGCACCTTTTGAT 
CCTGCGCACGCAGTCCTGCACTTTGCTGATCGCATATGTGATGTAGATGATCAAGGTGCT 
GTCACTCTGCAGCTCGGAGGCCGGGATGTCACCATTTCCCGCGAATTCCTCGAAGACCTT 
GCAGAGGTCAACCCCGAAGATCACCTCCGCAGGCTCCGCAAACCACTGCTTTTACTGCAT 
TCCCCCACCGACCAAACCGTCGGCGTGGACAACGCGCAGCTCATCTTCAGAGTCACTCGC 
TACCCTAAATCCTTGATGACT TTGGACAAGGCAGATCACCTGCT CAC.CAAAGATGGCAGG- 

GeACAGCGTGCAGCCCGGATCATCGCGAACTGGGTCGAGCCCTACCTGGTTCCAGAAAAC 

GTCTGTGAGGATCTTCCGGAGTTTGTCGCCGAAGCCTCAACCATCAAAGCCAGCAAATAC 
GGCGCAGCCATCCGCACCGGTGGTCACAATTTCATCACCGACCGCGACAAATCCCAGGGT 
GGCAAAAACCTCGGCTTCACCCCTACTTCCCTGCTGGTTTCCGCGCTTGCTGCTGCAAAC 
TCTCAAACGATCAAACAAGCAGCCATCGACAACCGCATCAAAGGCCTTGACGATGTCAAA 
GTGACGATCTCCCAGGAACAATCAGCCGACCACGGCCAGATCAAACTCCGCCGAAAGATC 
TCTTTGATCGGCAACCTCAGCGATGCTGACAGTGCTTCACTTCGGGCCGCATCTAATTCC 
TGCTCGATTACCCAACTGCTCGCGCAGGGAATCGTCATCGACGACGAGGTGAAC 

>RXN0242 8 -downstream 
TAGCGTGGATTTTGAGTTGGGTA 



RXN02454-upstream 

GGCAAGCGCCTCCCTTAAGCCCGCGTACCGGCTACCCCGAGGCACGTAATGAGTAGGGCA 
GTTCTAGCCATAATCAGCAGAAAAGGTGGAGTGATTCGCC 

>RXN02454 

ATGAAAGAGTCCATGAGCATCACCTCGTCGACGTACGCGTCGGCACTGCTGACACTGCCC 
TGGGGTACACCCCTGGAACAGTGGCCCGATAATCTCATCGCCGCGCTGCCCAGGGGTATT 
TCCCGGCACATCGTGCGTTTCGTGGGGATCAACCGTGGCATCGTCGCGGTCAAAGAAATT 
GGTGCGCGTACCGCCCACCACGAGTACAAGATGCTGCGTGAACTGCAGCGCCTTGGTGCC 
CCCAGTGTGCGCCCCGTAGCCGTGATCACCGGACGCCATCCGGCAGAGGAAGACTACGGG 
GAGCTCACCGCAGCTTTGGTGACCGAGCACTTGGAGTTTTCCCTGCCCTATCGCGAGATC 
TTTTCTCGGCACCTCACGGTCGTGGAATCGGAGAAGCTCATCCGCGCCCTGTCCGTGCTG 
TTGGTGCGGATGCATCTGCTCAACTTCTACTGGGGAGATGTGTCACTGTCTAATACTCTC 
TTTCGTCGCGATGCTGAAACCTATTCCGCCTATCTCGTCGATGCCGAAACCGGGGAGTTC 
CAGCCCAACCTCTCTGAATCACGCAGGCTTTACGACGTCGACATCGCCCGCGTCAACATC 
ATTGGCGAACTCATGGACCTACAGGCGGGTGAATGCCTAGATAAGTCCATCGATGTCATC 
GCCCTAGGAGGCCTTGTCGAAAGCTCTTATCTTGAATTGTGGACGGAGCTCACCGCGGAG 
GAATCCGTCGATGCCAGTGAATATTGGCGCCTCTCTGAGAGAATTGACCGGCTCAATCAA 
CTGGGCTTTGACGTAGGGGAGCTCAAGGTCACGAAGGACGATTCGCGGCAGGTTGTGCGC 
ATTCGCCCTGTAGTGGTGGATCCGGGCCACTATCGTGCAGAGCTATTGAGCTTAACCGGG 
CTGAGCGTCGAGGAACACCAGGCCCAACGCCTATTGGGCTCGATCCAGGCCTATCAGGCC 
GTCGAATGCGGACCGCATGTAGGTCTTACCCAAGCCGCGCATCTCTGGATGACGAATGAA 
TACGAACCGACTATCGCCGCCGTCCCCGTGGAGATGTTAGACAAGCTGGAGCCAGCACAA 
ATCTTCCACGAAATCGTCGACCACCGCTGGTTCCTCGCCCAAGAAAGGGGAGGGGCTGTC 
ACCCTCCCAGAGGCCACGGCATCCTATCTTGAATCCGTGCTTCCGGCCCGCCGCGACGAG 
GCTCGCCTCCTCAGCACAAACCCTTCAGACGAAGACTTGTCA 

>RXN02454 -downstream 
TAACCTCTCGCGTGCCCCAACGG 



>RXN02 4 57 -upstream 

CTGTAAAGCCACGTGAGCTGTTGCTTAGACTTTACTCTACCCCCGCGTGTCCACCACATC 
AGTTAGAACATATGTACCACTTCAAATCTAGGGGGAAACA 

>RXN02457 

ATGTTCTACTTCACCGTCAATAATCCGCAGGATCCTTTAAGCACCGAAATTGTTGAGACT 
AATCGCCGTGACCTCGCATTTTGGCATCGATTACGCCCCAAAGATGACGATGATTTAGCC 
ACAGCCATCAACAAAATATGCGTGCGCACAGGCTTATCCCGCAAACTGATCGCCGCTTGT 
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TTATTTAGCATCTGCTTCCTGCCGTACTTACCCAACTTCCACAAACTCGTCGAAAAGCTT 
GGTCATCTCGACATGGCGCGCATCAACGCGATCACTAAAGCTGGCGAAAAAGTGCCAAGC 
GAGAAGAGAGAGCTTTTCGACGCCTACCTCGTCGATTACCTGACGCCTCGAGCGGAGGCT 
CAGTGCTTGCCCCAGGCAAGCTCAATTTCCGCAATGATGCGGAAATTTATCGCACAACAC 
TGCCCCGACGACAAGGCCTCCTCAGCCACCAATGATGGCTCCATCCGCTACCGCAGAAAC 
AACAAAGGCGGGATCAGTATCACCGTCGATGCCACCGCCAGCGAAGTAACAGAAATCAAA 
GCTGCCCTGGAACAAATGTCCAAAGATAAGGACTGCACACCAGGCACTTCCCTACTCCAC 
ATCATTCGTGGCCTGCCGACAAAAGTCGTACTCAACACCTACGGCACCAAAGACAGCCCT 
GAATACTTAGAAGGAGGAACCTGGCTGTCAAAGGAACAGTCTGAGTT.CT-GGAAAACCGGA- 
-AeeAeGTeCAGTCGGGATATG'GACGCCGCCCACTTCTCTTACACCACCGCCTACGCTCCA 
ACCCGAGAAATGCGCGTCTACATCAAAGGTCTACGCACCACCTGTAGCGTCCCTGGCTGC 
AGTGTAGCGGTCGAAAACTGCCAACTGGACCACATCATCCCCTGGGGTGAAGGAGGGCCG 
ACAACACCGTGGAATATTCATCCCCTGTGTGTCTTCCACCACATCCAGAAGACTGAAGGG 
AGGCTCCAGTGCTATCCACTACCGGACGGCACCGTCCTATTCCTAGTGGATGGAATACCG 
GTGTTCTCCATCCCCGACGGGCCTTTATCTAAATCGAATAAAACCTGGGGGACAAAGTTC 
GGCAAATACATGGAGCGTCGAATCGCCGCC 

>RXN02 457 -downstream 
TAATCCAGCAAGCCAGCGTGATC 



>RXN02 46 0 -upstream 

GCGCCGTCGAAGCCGGACTCGTAGGCGTCTACTACCAGCAATTTGACCGTGCAGTCGTCG 
AAATCGTCGGACTGTTCGGGCTAGAAGGAGAATTCTAATC 

>RXN02460 

TTGCGCGTCTACATCCCAGCAACGTTTTCCACACTCCGCGGACTCAATGAATCCCGCGTC 
ATCACAGCACGCTCCGGATACGGTTTCGCAGTCACCCCAGCACTCCTTGACTTCTACACC 
GACGGTGACGAAGAAGAAATCGCACATGCAGCCTTCCAAGACGCCGCAGAAGCCTCCATC 
CGACTCCTCGCAATCGGCGACGAAGAAACATTTCCCTACCGCAGAGTCGTCGTCTCAGTA 
GATGTTGACGACTCCGTGGTGACCTACCAGCCTGAAAACGGCGAATCCGTAGTCAAACTC 
AGCCCAGCGCACATCAACCTCGACGACGTGGCAGCAATCCACATCGACGTTGAAGCCTCC 
GAAGCAGACACCAAAAAAGCTATCGAAGTCATCGACGAATCCGACCTCGGCGAAGAAGAC 
GCCGAACTCACCGTCGGAGACGCCCAAGACAACTTCATGGCCTGGTACGACCCAGAAGAG 
CTCCCCTTCCTAGTCGAGCTCCTC 

>RXNO 2 46 0 -downs t ream 
TAGATCACATATCCCACGCGTCG 

>RXN02 464 -upstream 

ACTCGACATCCCAGAAGGTGTCACCGAACGAGTCGGACCACCAACCAAAGTTCTAGGCGG 
AACAGCCCCACGACCACCACGCCGCACCCGGAAATAACTT 

>RXN02464 

ATGGCAGCAAAGCTTCAACCACTCAAACGCACCAAAAAAGACCTCATCGCAACCGGTGTC 
ATCACAGCACTAGCAGTCATTGGCGTCGGCACGGTCTGGGCAACCGCACCAATACGAGGA 
TCTGAACTCACCCCCGCCGACGAACCATTCATTGGCTCAACCACACTGGACGCCATCCCC 
GAAACACTCAGCGAACATTGGCGAGCCACCGACACCTTAACAAACCACAAACCCCTCATC 
ACCGGCGGAGTCATCTTCACCGCCGACGGCAACACCATTAAGACCTACACCCCCGACGGC 
GCCCTCCTGTGGAGCTACGAACGCGACAAAGAACTCTGCAGCCTCTCCGTAGGATTCGAC 
GCCGCCGTCGCCACCTACAAAACCGGAATCGGATGTGGCGACGTCACCGCCATCAACGCC 
AACGACGGCCAATACCAAGCAACACGCAGCGCAATCTCCAGCGACCACGTAGCACCGATC 
TCCTCGAACGATCGGATCGGTGTTCTCGGGACAGAACGCTTGGAGCTTTGGCGATCCGAT 
CTGGTGCGAACCATCGAATACGGCGATGTGGAAGCTCCTCAAGAATCTGGGCAACAACCA 
CATCCGGAATGCTCGATTACGTCCGCCATGACACGCAAAGATCTATTGGCTATCACCGAG 
GATTGCCCTGACGGATCTTCTTACTTGAGGTTCATGGGCACAACACCAGACGATTCCCGA 
ACTCCTGAAATCACCCAAGACATAGAAATAACCGATGGCAGGATCGTTGCCATCGGTCAA 
TCAGTGGCTGCGGTGTATACAAACGATCCTTCGCCTCGAATCGTCTCCTACAACGATGAT 
GGTGAACTAGTTGGAGAACAAGCAGTCGATGAGGTTGAGTTCCCGGATCCGCCGTTTCAA 
AGCGCGACCGCTGATCTTCCACACCATATGAGTTGGTTCAACGGAGACAGCCTCGTACTG 
TTCTCTCCCACTCAGCTCAATGTACGACAAAGCTTCAATGATGCTTTAGGAACCGGCATT 
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GCGTTGAACGGAAGTCTCCTCTACCCCACCGCTGAGGGCATCACGGTAGCTAATTGGGAC 
ACCGGAGAGGTGCAGCGCACCATTCCGGTGGACCGTGCGGGCTACGACGGTGAAGTTGCG 
CTCGGCGTTGTAGGGCAGGTGATCGTCGAAAAGCGTGGCTCTGAGATCGTTGCTCTAGGC 

>RXNO 2 4 6 4 - downs t ream 
TAGATCTCGTTGTTAGCCCAAAG 



>RXN0246 5 -upstream ^ ^ 

_CTGGTGGAATATAAAAGTTAACCAACCA'GTCATCCAATATGTCGCCTAAGTAGTCTTCCC 
AAAGTTAACAGCTAGAATCATGGCCGTGACTTCTCCGAAC 

>RXN02465 

ATGCCTGCATCAATTCGCTGGGGCGGCATCGTCGCCCTCATTCAATCCACCATCGGATTC 
GGTTACGCCTTTTTCCTTATTTACAGGGAAGCTACGGGCGAGACGGATCCAAGCATCGTC 
TACGAAACCGATAACGCCAACACGTGGGTTGGCTACGGTACCGCTGCATTCTTCATCATT 
GTGTTCGGAACGGTTGTTGCAGGCGCAATCAACATGATGAAGGGGCATCGCTGGGGACGC 
GGAGCTGTCGTCATGCTGAATATTATTTTGTTGCCGGCTGCGTATTACATGTTTATCGAA 
GGCCGATTCTCCTGGGCGATCGTCACAGGAATCTCAGCTCTCTTCGTTTTGGGCGCACTG 
TTTAATAAGCGCGCCGTCCTTTGGGCTAACAACGAGATC 

>RXNO 2465 -downs t r eam 
TAGCCTAGAGCAACGATCTCAGA 



>RXN02 46 6 -upstream 

CGAACCGCAAAGCGTTCCGCTGACGGAACTGCCGCCTGGCGGCAGCTACACCGAAACCGG 
TGCTGGCACTTTCCGCCAGGTCGGCGCTGCTCTTCCTCGC 

>RXN02466 

GTGGGCGAGGGGCAGGAACAAACTTTTACGTACGTCATTGAGATTGAGGATGGCGTCAAC 
ACGGCCGCTTATGGTGGCGACGATGCG 

RXN02 505 -upstream 

TCGGAAAGCAATCCGGAACATTCAGGTTGTAGACAATGTCATCAGTTCAGTTGACCGTCC 
CATTAAGCGCACTGGTCGTTTGCGTATTCCGGGGGTCTTT 

>RXN02505 

GTGGCTGGCACTCATGCGTATGTCAATGAAACTCTTTCGGAAAATGAGTTCAGCATGTGC 
CGAAAGAATGAACCTGGTTTGGTCATTGAGCTGGAGAACATCAGCATCGATCGCATTGTC 
ATTTCCACACCAGATGCCCACCGCTATGCGGATGAGCTCATGGCGGCTGTT 

>RXN02 50 5 -downstream 
TAGAACTCAGTTTCCGTCAATAA 



RXN02 510 -upstream 

CCCGTCGATGAGGCAATCGCTGTGATTTCTTCCTGGATTGGTGACCGCATCAATGATCAG 
CCGAGCGAGGACTCCATTGCAGCTCGCAGGTAGCCCTGAG 

>RXN02510 

ATGGACTCATCTGACAGCCACGTTGGTCAGGATGTATATGTTGATCAAGGTCTAGGGGAG 
CCCGACAGACTGGAACGTCTGTGGGCGCCCTACCGGATGAGCTACATCAACACTCGATCT 
GGCGGTAAGCAATCAACTACCGCCAAGCGGGACCCCTTCATTGAGGTTCCCAAAATGAGT 
GATGAGGACGGCCTGATCGTTGCGCGGGGTGAGCTGGTGTATTGCGTACTCAACTTGTAT 
CCCTACAACGCTGGACACATGATGGTGATCCCATTCCGTAAGGAAAAGAATCTAGAGGAT 
TTGAGCTTGGCAGAATCTGCGGAGTTGATGCTCTTTACCCAAACGGCCATCAAGGCGCTG 
AAGCAGGTGTCAAACCCTGATGCTGTCAATGTTGGTTTAAACCTTGGCAAAGCATCGGGT 
GGCTCAGTGGGAGATCACCTTCATGTCCATGTGGTGCCTAGGTGGTCGGGTGATGCTAAT 
TTCATGACTGTGATTGACGGTGTCAAAGTGCTACCGCAGACCCTGCGTCAAACCAGGGCC 
ATGCTTGCGCAAGCATGGGGCACCATTGATGGGGCACCAGGCACTGTCGACCCAACGCTG 
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ACTTCAGCGATCCGTACCGCAGCACCGAAGGAGCAC 

>RXN02 510-downstream 
TGATGCTGGGACTTCATGGACGT 



RXN02 519-upstream 

AAACAGAAAATGGTTTCCTCGGGCACCTCGTCCCCTACGCCAATTTCTCGACACTTTGCC 
GCGCATCGGCACCGCTGGTTCCAGATCAGCGACCCTCCAC . 



>RXN02519 

GTGGAAGACGAGCAGAGCCCTTTAGGGGCAACGCTTTTCGACGTCGCGACCGGCGCGAGC 
TCCATCAACGACCGCGATACCGACGCCTCAGGGCTTGAGCCTGAAAAGATTCGCCGATTT 
GCATGGCTGCGCCTGATCGGCACCATGGGTGCGTTAATGATCGCGTTTGGTGCGCTGGGC 
GCGGGTGCACTTCCGGTGGTGAATAATCCGTATGTGGATTTCCCTGGCGGAAACTTCATG 
AGCCGAATGCTGCAGACCTCTTCCATGATCGTGCTCATCGGCGTGGGATTTTTGGTGCTG 
GCGTGGGTGTTAATGGCACCGCTGGTGGGTATTCCTTTTAAACGCAGCGGAAACAGAACA 
GCCAGCGTGAGTTTGTCCATGCTGCGCCGCACATTTGGCGCCTGGGTAGCGCCCATCATG 
CTCACCGCCCCACTGTTTACTCAAGACATTTATTCTTATCTGGCACAAGGCTCTGTGACC 
GCGCAGGGAATGGATGCCTACGCCGGTGGACCGCTTGAACTATTGGGGCCCGATAATCAT 
CTGGCACGGTCCGTGCCCTTTATTTGGGCCCAGTCGCCCTCGCCCTACGGCCCTGTTGCG 
CTGAGCATCGCGGCGTCGATAAGCGTTATTACTAATGACAGCATCGTTGGAGGCGTGCTG 
GCGCACCGTATTGCGTCGCTGCTGGGCGTTGTGGCTGCAGGCTGGGCGATCACCATGCTG 
GCCAGGCGCTGTCGGGTATCTGAAGAAGCGTCCTTTTACCTGGGCGTACTTAATCCGCTG 
CTGATTCTGCACCTGATCGGCGGTATTCACAACGAATCCATCCTGCTGGGATTTTTACTT 
GTTGGCCTGGAACTCGGACTGCGTGGCACCGACCGGATTCAAACAGGGCTGTGGGGGCCT 
GCGTGGACATATATTGCACTGAGTGGCGTATTGATTTCTTGCGCAGGCCTGGTCAAGGTG 
ACCGGCTTTATTGGGCTCGGTTTTGTGGGCATGGCCTTGGCCAGGGCGTTTCATGCACGT 
GGACATCGACACGTCGTTGCGATCGGCGTTGCAGGCCTCGTTCAAGTAGCAGCCCTGGTG 
ATCACCGTGGTTGTTCTCAGTGTGATTACCGGAATCAGTTTGGGGTGGATCACAGGTCAA 
GGTGGCGCTGCGACGATCCGAAGCTGGATGTCTATGACCACCAACATTGGCGTTATTTCT 
GGATTCATCGGAATGAATTTGGGGCTAGGCGACCACACCGCAGCCATGCTCGTTGTGACC 
CGTGCAGCCGGAATCGCGGTAGCTGCCGCCTTCATGGTTCGTATGTTGTTTGCCACATAT 
AGAGGTCACATTCACGCTGTGGGCGGACTGGGCGTGGCGACTTTCGTCCTCGTTATCCTC 
TTCCCCGTGGTGCATCCGTGGTACATGCTGTGGGCTATCGTGCCGCTAGCTTCCTGGGCA 
AATAGACTGTTCTTCCAGCTCGGAGTGATTGCCTACTCCACTGCCTTCAGTTTCTTTGTG 
CTGCCTCGCGGGCTTGCACTTCCAGTCGGAACTGTCTTTTCCATCTACTTCGGCGCAGCG 
CTCGGATTCAGCATTCTCCTATTAGTTGGATGGTGGAGTTTGAGGCGGAATCCAACCTTT 
GGTTTACAC 

>RXN02 519 -downstream 
TGATCAACTGTGACTACTGATTT 



RXN02 52 0 -upstream 

TTTGCGCTGGTAGGGGGGAAGGGATTGGACACGGGAATGGAATTAGGGAACACTTGTGTT 
GTCTAAAGGTGAAAGCTAAATCAAGCAGGAGGTGACACCA 

>RXN02520 

GTGGGAGATGTTGTAAAAGGCAACGACGCGCACACCGGAGACGGTGATACGCGCCGAAAA 
ATTCTTCTCATCCTGTTGGAACGTGCACCGGTGATCGCTTCAGATATTGCTGAACAGCTT 
CAGCTTTCAACTGTGGGAGTGCGCAGGCACCTAGACAACTTGGTTGAAGAAAATCTGGCG 
GAGGCGGCAAATCCGCGCCAGAACCCATATGAGCCCAAAATGCGCGGTAGGCCAGCAAAA 
ACTTATCGGCTTACTGATAAAGGTCGCTCAATCTTCGGCCACGAATATGATTCCCTTGCT 
GCGGCAGCTCTAGCCACTCTTCGAGAGGTCGGCGGAGATGATGCAGTAAGGCAATTTGCT 
AGAAAGCGGATCGAAACAATTGTTGAGGGTATTACCCCAGCAGATGTCACAGATCAATCA 
ATCGAAGATACAGCCAAATCTTTAGTTGAAGCTTTTAGTCGGCATGGTTATGCAGCAACT 
GTCGATGCCACTCGAAACGGGTTGCAACTCTGCCAGCATCACTGTCCAATATCTACAGTC 
GCCACGGAATTTCCGGAACTGTGTGAGGCAGAGCATCAAGCAGTCTCAGAACTTTTGGGG 
CAGCACACGCAACCATTGGCAACAATCGCGGACGGCCACGGCATCTGCACAACAAATATT 
GCATTGACACCCATCAAACACTCC 
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>RXN02 520 -downstream 
TGATGAAAGGAGCGGATCATGAC 



RXN02 534-upstream 

TTACCAGTAATCTATGCAGATTTACTGTCCGTTGGGGATCCGCGCCTATCGGAAGTTGCC 
TACATTATAAAAACTCAGATTCAGGAATACACAGACCATG 



">RXN02 53'4 

ATGAATTCACCGAACGCGGACATTATTTTAGTAGTTAACAAGCTGTCCAAGTTTATTGAT 
ATCGAAAATATTATGCTCGTTGGAGCACGATGTAGAGACATTCACCAGCAAAAATATCGC 
GATCAAACAGCGGGTAGAAGAACTAAGGATGTTGACTTCGCTTTAGCTTTAGAAAGCTGG 
GACGACTTCAATCTATTAAAGCAACAATTCTCACCGACTGGTAACGCATGGCAAGGAATC 
ACCATTGGAAATATTCCAGTAGATCTCGTGCCATTCGGAAATATTGAAAACCCACCCGGT 
GAAGTCTTGTCCAGAAAAGGTCATCTACTTAATGTCGCTGGGTTCAAGGAAGTATTCGAG 
CAAGCTGAGCTATATCCCCTAAATGATGCGATAGACATTAAGTTGTCTACAGTTCCCGGA 
CTTACTGCGCTAAAGCTACATGCATGGCTCGACCGTAAAGAAAATAACATCAAAGATGCA 
AGCGATCTAGCATTAATCTTGTCGTGGTACGAAGAGGATGTAGAAACTTTATGGAATCGC 
TATTTTGCCCTGGAAAATCAAGGATACATAGGTGAACCAGAGGCAATGGCAGCTGAATTA 
CTAGGACTTGACACTGGAAGAATACTCGGCCACAAGGAAACTCAAGCCCTCCTTGATCGA 
TTTAATGAACAGTCTCCTCCTGAGCTAAACCAATTTGCTGAATCACTTGAAGCCCCTCCT 
GAACACAGTCACCCATTAGAACGGCGTCGTATCCAGGTCGAGGCACTGTTAGGTGGACTT 
AGAGATTCCCTCGGTTACGATGAA 

>RXN02 53 4 -downstream 
TAGCTTCCAATCCCGCATTGTTC 



RXN02 53 7 -upstream 

ACCTCCATCTCAACAATCATCTTTCCGATATGCGCACTGTCAGCGAGCAGATGCTCAACA 
TAGACGTCGATCTTGGCCACACACTGAATAAGTTGCACTG 

>RXN02537 

ATGCTCGCCCTCAAAAGTTCAGAATTAGAAGGCATAGCCACATCACTCACCGCCGTGGCG 
GGTGCGCTCCACGAATCAAACACTGACCGGTTGCAGTCCTGGCAGCAGCTCGAAACGATG 
ACCTCTGCCAGCTCCCTTATCCAGGGCTTTATCAAGCTTGTCGATTACAACCGACCCACA 
GTGAATATCGTGGAACAAATGCACAAAACCGCATCCACGCTTTTCAACACCGCTGATTTC 
CTACGCACTTTGGAAGGCTATGTTGATGTACTGGAAAAACAAGCCGATAAATCTATAACG 
CTCACCGTCATGCTTCGATATATTGCCAGCTTGAGTAGCCTTTTAGACCTCATGTGTGCA 
CGCGAGATCAACGCGTTGTGCACAGCGATTACTCCAGAACCATTGAAGCATCTGGGCGAT 
TTTGGCACTCTACCGCCTCAGCAATCCACGAGTTTCATTTGG 

>RXN02 53 7 -downs t ream 
TGAATGCCCCACCAGAAATCCGT 



>RXN02 53 8 -upstream 

GCGAGATCAACGCGTTGTGCACAGCGATTACTCCAGAACCATTGAAGCATCTGGGCGATT 
TTGGCACTCTACCGCCTCAGCAATCCACGAGTTTCATTTG 

>RXN02538 

GTGAATGCCCCACCAGAAATCCGTGCCTTAGCCGAAGCCCATCCCGATATGCAGATCCTA 
GAAGCCGGCGATGGTTCATTGGTAGCATCGTTTGGGGATATTGATAGGGCTACGACCGTG 
ACCACCATCGTGGCAGGTGTGGGTTCCTCCAACCCAGAAGGGTGGAATACATATGTTGAC 
CGTGCCCGCACAGTATCTGCTTCCACCGGTTCCGCAACGGTGTTGTGGCTGGGATATCAA 
GCACCCGCTTCGATTCCTGCTGCGGTATCCGGCGCGGCAGCGAATCGCGCTGCCGCGGAT 
CTCCAGAGGTTTCAAGCGGCACTACAGTCCCGCAATCCCCACCAAAGAAAAGTAGTGATG 
GGCTACAGCTACGGTTCCACAGTGGTGGGAAAAGCTGCGTCTTCCGGCGAGCTCAGTGCC 
GATGCGTTGGTATTGGTTGGCAGTCCCGGCGCGGGTGTCTCGCACTCTTCCCAGCTTGGC 
GCACCTGTGTATGCGGTAACAGGGTCTGCTGATCCCATCGGTTTTGCCGGCACCCAATAT 
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GACGGCATCCACGGCACTGATCCCACCGCTGCCCTATTCGGTGCAACAGTGTGGGATTCG 
CCCTCAACGCATTCCGGTTATTGGAATGACCAGGAGTTCCTGGGCAATGTGGCGGAGGTG 
GTTCGCGGCAAA 

>RXNO 2 5 3 8 - downs t r earn 
TAGAAAAGCCGCCGCACACTGGA 

RXN02 5 5 5 -ups tr earn 

GTTTTATCGCTATTTAATACAGGCCTA CCCCCACTACCCCCAT-TCAGT-TGAGGGAATeee 
CGGATTTAAAACAATTAAAAACCCTCTAGAATGAGACATT 

>RXN02 5 55 

ATGGGCGAACAATTTCCAGGCGATAAAAACATCCGAGTCAGCGACACCGAAAGATCAGCA 
GCACTAGCAGCACTCGGCCAGTTCTACGCAGAAGGTCGCCTCTCCCTAGAAGAAACCGAC 
GACCGCTGCGAAGCCGTCGCCGACGCCAAAACCCGCGGCGACCTCAACGCCATCTTCTAC 
GATCTGCCCAACCAACAAATCGCAGTCGTCGACCGCTCCGAACAAACCTACACAGCCACC 
GAAGTTGCCGAACTCCACCGCAAAGGCGCACGCCCACGCGCCGGAATCCTCGGACTCACC 
ACAGTTTTAGCCATCACCGGTACCGCTGCTTTCGCCAGCACCACAGCTTTTGCAACAGTA 
CTTTTAGCCCTGATTCCGATCGTGTTCATCATGCTGTACGTGATGAAAATTGGTCCTGAA 
TCCTGGCACGCACCAACACCTCGCCAACTTCAGCGAAAGCGCATGATCGAACTGCGTGAA 
AAGGAAAAACTCCGCGACATGGAGCTCAAAGCCCAGCGCAAGGAACGCACCCACGCATTA 
ACCAACCGCGCGTTGGATGCTGCTGAAACTGCTTTCAACACCAAGCCCTGGAAGAAGAAC 
AAA 

>RXNO 2 55 5 -downs t ream 
TAGGGCTTTTGAAGTGTGTCGCG 



>RXN02 56 4-upstream 

ACACCACAGTGAAGCGGTGACGTGAATCACCCAAGCACTTAGGCATCAAACATTCAAGAG 
CTTGTTGTCCAAAAGTCCGACCGAGAGGGATTCCCCCAAA 

>RXN02564 

ATGGCCGAAGTAGGAGCAGAACCCGCAGGGTCTGCACAATCCAAAACTAAACAATTTGTT 
GTAGGTACCGCAGCGGTGGTCATCACTGCAATCGCTGCGTTTTTCTCCATCCAGTCTGCA 
TCCGGTGGCGAGGATATTCGTTCCAACATGACGCTGATTGCTCCTGCAGCTGCAGGTGGA 
GGTTGGGATACTTTCCAACGTGAGCAGCAGCAGTCTATGCGCGTGAATAAGATCGTGAAC 
AATATTCAGGTGGTCAACATCCCTGGAGCTGGTGGAACCATTGCACTTGGCAAACTGTCT 
ACCATGACTGCACCGAACACCTTGATGGTGGGTGGAACGGGGCATATCGCAGCACAAATT 
CAATTCGATACCCCTGCGAAAATCCAGGATGTCACCCCAATTGCTCGTGTGGTGGAAGAG 
TTCGACATCATCACCGTGCCAGCGGATTCTCCATACAACACCCTTGAAGAGCTCATTGAA 
GGTTGGAAGGCAGATCCAGCAGGAGTGTCCTGGACCGGTGGTGGTTCCTTTGACCAGCTT 
GTTATGACAGAAATTGCACTGTCTGCAGGTATAGATCCTAAGCAAACCACCTTTATTCCT 
TCTGATGGTGGTGGCGAAGCGATTCAGGCGCTACTGAACGGAACCGCAAAGGCATCAACT 
GGTGGTTTTGCTGATATGTATCCGCAGGTAGAAGCCGGTCGATTGAAGGTTTTGGGAATT 
GCTGCAGAAGAACGCCTTCCAGGTTCTGACATTCCAACGCTAGTGGAACAAGGCTATGAC 
GTGACCTTGACCAACTGGCGTGCCATGTTCGCTCCTCCTGGTTTGAGCGATGATCAAATT 
GCGGAACTTCGAGCAATCGTTGCGGAGTCTGTGGAGACTGCTGAATGGCAGTCCGCGGTG 
GAACGAAACTACTGGATGAACGCCTCACTTGAAGGCGAAGAACTCGACCAGTTTGTTGAA 
GATGAAATTGACCGAATTGATCAGCTATTCAAGGAGATGGGC 

>RXNO 2 56 4 -downs tr earn 
TAGTGAACGTCACTGAACAATCC 



RXN02 5 68 -upstream 

CCAGCTACGATATGGAATTTCACCAAATGCGAACTACCCTAAATACCAAAGACAGACAGT 
GACAGCCCCTTCGAGAATGCAGCAAGAGACGACACCTCCT 

>RXN02568 

ATGGACGGCACCTCGCCACAGAACAAAATTTCCACCACTCCCCCAGCGCCAGGAAATGCT 
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ATTCCTGCACCTGGAGGCGCCATTCCTACACCAGCGAAAACTGAGCAGGACGCAGTACCT 
CCAACTGTGGCGGCGAAACTACCCGTACCTGGAAGTTCTATTCCAGCACCCGGTAGAGCA 
TTGCCAACTCCAGTGGCTCCGGGAGGTTCCGTCCCAGCTCCGAGAGCGTCCGCACCTGCG 
GTTCCTAACGTTCCTGCAGCTCCCGGCGCTGCTGTTCCAGCTCCGGGAATCTCGATCCCG 
GCAGCACCTAGTGCCCCAGGCAGTGCAATTCCAACACCAGGCACAGCAATCCCTGTGCCT 
GGAAGTGCAACTCCTGTCCCAGCACCTGGGGTTAGTGCACCTGGCGCAAGCGTTCCAAGC 
ATTCCAGTACCAGGATCTGTCACCCCACCTGCACCAGGAATTTCCGCACCTGGCGGTGCA 
CTTCCGACTCCTGGCAGTGCGCCCCCAACACCTGGCGGTGCCCTTCCGACTCCAGGTGAG 

GCACTTCCCGTTCCCGGAGCA CCTGGTGCACCCGGAGCATCCGG AAT.CCCAAG-T-CCTGGG 

eTTCCAACCCCAGGTGTC'CCAACTCCCGGAGCTTCCTTACCAGTCCCAGGAGCACCAGAC 

GCACCTGGAACCCCAAGCATTCCCGCAGCTCCCGGCATTCAAGCACCAGGAATTCCAGCA 
GCACCAGGAGCCCCTGCCCAAGCTGCTGCTCACGCAAAGCCAGTATTCCAAGATGCAGAG 
AAACGACCTCGCACAGATGAAGCTGGAAATGCGAAGAAGGAACTGCCGCTGAGAGTTCGG 
TTGGCGCAGCCAATTACACGTAAGCAGTGGGCAATGACTCTTGGTGTCCTGGTTCTCGGA 
GCAATTGTCGTGGCTGCAATCGCGGTGGTCCTTGCCAAATGGGCGTTTACCACGGAGTGG 
TTGCAGGACTTCGTCGAGAAGTATCCGGGTAAATATGACAACCCCGAAGGTGCGCCAGTA 
GGAATTCCAACGTGGCTGAGTTGGCAGCACTTCTTCAACATGTTCTTCATGGTGTTGATT 
ATCAAGACGGGCATTGAGATCAATAGAACCCGCAGGCCAAAGGGTTATTGGACGCCGAAA 
AAGGGTGGCAAGAAGATCTCCTTGACGTTGTGGATCCACCTGGTTTTGGATTTGTTGTGG 
ATCATCAACGGTGCGGTGTTCATCATTTTGTTGTTCGCGACGGGTCAGTGGATGCGCATT 
GTTCCAACCAGTTGGGATGTGTTCCCGAACGCGCTGAGTGCTGGTTTGCAGTATGTGTCG 
TTGGATTGGCCGACTGAGAATGGTTGGGCGAATTACAACAGTTTGCAGGAGCTGACGTAC 
TTCTTCACTGTCTTTATTGCGGCACCGTTGTCGATTGTGTCTGGTTTCCGGATGTCGAGT 
TACTGGCCTAAGAACAATGCGACGATGAATAAGTTGATCCCCATCGGGTTTGCTCGTGCG 
tn CTGCACATGCCAGTGATGGTGTATTACATCGTGTTCATTTGTATCCACGTGTTCTTGGTG 
n TTGGCGACCGGCGCGTTGCGCAATTTCAACCATATGTATGCAGGTCAAGACGTTGTGAAC 
i S TGGGTTGGTTTTGGTTGGTTCGTGGCGTCGTTG 



RXN02 59 3 -upstream 

GCGTTCACTTCCGCCACCTTGAGGATGAGTGGTATCACGCCAGCACAACAAAAGGATCTT 
CATAGGGTTATTCAGTCTAGCTGCTTTTAAACAAGCCATA 

>RXN02593 

ATGGAAGCCATGGCCACAACGATCACCGTTTTCTCTCCCACCCACTCCCCCGCACAAATC 
CGCGAAACCATCCTCAGCGCCGCGAAAGAAGACGACGTGGACTTCCTCGGAGTCCCCTTT 
ACCCACCCCAGAAACGTCACCATCGAAGTCGACGACGAACTGATCAACGACTGCTTAGGC 
TGGCTCGACGACGTGGCACTCGCCTCCGGCCTGGGCATCCAATACAACGACGAAGTGCTC 
CGCTACGGCGACGAAGACATTTCCTTTACCGTCCAAACCAAAAATGACGATGACGCCCGC 
ATCGGCGCCTCCCGCCTTGGACTCGAGCACCAGTTGAACGTCATTGCCGGGGGCTCTGGA 
GATTCCGGGGATTCCGGGGATTATTTGAAGATTGCACACTTCGACCTAGACAACCCCGCC 
GACGAGTCCTCCTACATCTTCGCGCGCAGCCTCGCAGAAGTAGACGGCTGGACCCTAGAA 
TTCGGCGTCGCAGGAGTAAAAAACACCACCATTGTTTCCTCCATCGACGATGCCATCACC 
ACCATTTTGCGATGGATGAACGGCGAAGACATCCGCGACCTCAACTGGACCCGCGCA 

>RXN02 59 3 -downstream 
TAAATGGCCTCATTTCCGGAGCT 



RXN02 606-upstream 

AGGGCGCGGATCACTTCGGATCTGTGGATAACTTTTAAGGCCCTTGTTTTCCCCTTGAAG 
CTTCGGTTGTGTGGAAAACAGAAAAGGAGGGGAAAACAAA 

>RXN02606 

ATGCAAGAAATCCACACCATCATGAAACACATGGACGCGCTCATCGCCGACCCGTCCGCC 
GCCGCATTCAAAGCAACACTCCCCTTCGCCGAACTCCTCGAAAAGCTCCACAACAAAAAA 
GCGCTTTTCGACGCCGCCCTCGCCAAATCGGCCGAGCGCGCCGATGCCGGACGCATCATC 
GGAAAAACCTCCCACATCGATGCCCTCGCGTACCTTCTCGACATCTCCAAATCCGAAGCA 
TTCCGACGCACAAAACGCGCCGAAGAACACTACGGCAACCCAAGCCCGGAACCCAGTTCA 
GAAGAACTCGCGAAAGAAACCCCCGAAGAGAAGCTAGCCAGAGAAGAAAAAGAGAAACAA 
GACCTAGCCGAACAAGCAGAAGCCAACCGCATCGCCCGCGAACACGGCATCTCCGCCGAA 
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AAACAAGACACCATCCGCTACGAACTAGAAAAACTCAACGACAACACATCCCTATCCCGA 
GCCTCACTCCGCAAACTAGCAATGCAGGAAGCCACCAGCCGAACCCCCGAAGACCTACGC 
AACTGGACCCGCAACAAAGTTATCCGCATAAACCCCACCGCCAAAGACCCACTCGCCGCA 
GTAAAGAAACGCTCCTTAAGCATCGGACGCCAAGACCACGACGGCGGAGCCAAAGCATCC 
CTCTATTTAGATGCCAAAGGTCTAGCCCTGCTCAAATCACTGATGTCTAAAGCCAAGCCG 
GGGCATTTGCTTGAAGACTCTTTGGCGGAGGATAAACGTACGAAACCGCAACGCCAATAC 
GATGCCTTCGCCGACATCCTCCACCGCGCACACAGCGATCTCCTCCCCGCACGATCCGGA 
GTGGGCACCATCCTCGTCTCCCTCTCCGCCAAAGACGTAACAAACCTCAAAGCATCGGGC 
CCCGACCACCGCTACCCCACCAGCACCGGCATAAAACTCACACCGCTTGAGAT.CCTGCGA. 
-CTCGGTGGAGGeAAATATGACTTCGTGACCGTCCTCGACTCCGAATCCGGCCGTCCGCTG 
CACCTGGCACGCACTCAACGCACCGCCAGCCTGTATCAACGCCTAGCCCTCTTCGCCTCC 
GAACTCGTCTGCACCCGCGAAGGCTGCGACTCCCCCTTCGAAGACAACGAAATACACCAC 
ATCAGATCCTGGCTAGACGGCGGCCCCACAGACATAGAAAACATCACCAACATCTGCCCC 
CACGACCACGGAAACAACAACGACCAACGCGACGGCAAAGACAACATGGGGCACATGAAC 
ATAGATCCCACAACCGGGCGCGTCGGATATCAACCCGCCGACCGCCGAAAACCCATGCGG 
TTTAACAACACCGCAGCCGCAGCAGAATCAGGAGGAGCACAGGCCAGGACC 

>RXN02 6 06-downstream 
TAAGTTTTTAGCGCGCCAAAAAG 



RXN02 610-upstream 

CCAGCTCATCGTGCAGGGACGCACCAGCGTGAAGGAAGATCAAGCAGCGGAAATTTCTAC 
GCTGCTGAAGGAATCTGCGGATCGGACGTATTGTTAACCG 

>RXN02610 

ATGAGGAAAACCATCACCGTTATTGCTGTATTGATCGTCCTCGCCTTAATCGGCGTGGGC 
ATCGTGCAGTATGTGAACACATCCGATGACTCAGATTTCATTGGCCAGCCTGGCGAGCCA 
ACCGGTACCGAAACCACGGAACCACCGGTTCAACCTGATTGGTGCCCTGCGGTAGAAGTC 
ATTGCCGCGCCGGGTACGTGGGAGTCGGCTGCTAATGATGATCCGATCAACCCGACCGCT 
AATCCGCTGTCATTCATGTTGAGCATCACTCAGCCACTGCAGGAGCGTTATTCTGCGGAT 
GACGTCAAGGTGTGGACGCTGCCGTACACTGCGCAGTTCCGCAACATCAACTCGCAAAAT 
GAGATGTCCTATGATGATTCGCGCAATGAAGGCACCGCGAAGATGAATGAGGAACTGATC 
AACACTCACAATGAGTGCCCTGCCACGGAGTTCATCATCGTTGGTTTCTCCCAGGGTGCG 
GTCATTGCGGGCGATGTGGCTGCTCAGATCGGTTCAGAGCAAGGTGTTATTCCAGCTGAC 
AGCGTCAGGGGTGTCGCCCTGATCGCTGACGGTCGCCGGGAGCCTGGTGTGGGCCAGTTC 
CCAGGCACGTTTGTGGATGGCATCGGCGCGGAGGTTACTCTGCAGCCTTTGAACTTGCTG 
GTGCAGCCGATTGTTCCGGGCGCAACCATGCGTGGCGGGCGCGCGGGCGGTTTCGGTGTG 
CTCAACGACCGGGTGCAGGATATTTGTGCTCCAAATGATGCGATCTGTGATGCTCCGGTG 
AATGTCGGCAACGCCCTTGATCGTGCGTTGGCCATGGTCTCCGCCAACGGTGTGCACGCG 
CTCTACGCCACCAATCCGGATGTTTTCCCAGGCACAACCACCAATGCGTGGGTTGTGGAT 
TGGGCGACCAACCTCATCGACAACGGA 

>RXNO 2 6 1 0 -downs t r earn 
TAAAGCTTTTTCGCTTTTCGACG 



RXN02 62 4 -upstream 

ACCCGGTCAGATCCGACGTCGCCGGCCAAAACCGCAAGCACCTGCGCAAACGCCACAGAA 
GGCAGCTCAGCAATCAAAGTTGCTGCGTTTCCTTCCAACC 

>RXN02624 

GTGCTGATTCCGCATGGCGTGGCGGTGCTTTTGGTTATTATTCTCGCCGTAGCCTCCCTA 
ATGTTCACCAATTCTTCAATGGTGAATCTTTCGGCAACGATTGCACAGCTGTGGCTTTCC 
CTAAATCTCGGTGCGGTGGACGGCAGTGGGGAAGTGATCTCAGTACTGCCCACGCTTCCC 
GGCTTTATATTCCTCTGGGCCATCGCCGCGCGCATCCACCGCGCAGTCAAAGATCGTGTC 
AGCATCGCCGACTTAGGCGTCCTCGCAGCACTCGTCCTCGGCATCCCGCTTGCGCTCACC 
GCCATCGCAGCGTTCATGCTTTTCGACGCCTCCAGCGTCCTCAACGTCGAGGTCCCGCCA 
ATCACGCGCCTCCTACGCGTGATGTTGTTCCACCTCAGCGCCCTCTTCCTCGGCATGGGG 
CCACGCCTGTGGCAGGCGTTGGCGCGCCGCTACGGTGCTCCAGAATGGCTTATCGACGCC 
ATCACCCAAGCTTTCCGCTTCCTCATCGCATTTGGAACAGTCTCCTTGGTTTCCGTGCTC 
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GTGATGACCGCGATCAACCACAGTGCATTCACCGCGACCATGCAGGGTTACGACGACTCC 
GCCTCTGTTGTGGCCTTGATCGTCCTGAGCATTCTGTATCTGCCCAACATGATGATCTTT 
GCGATGGGCAATCTGATCGGCTCACCCCTTTACTTCGGTGACGCCTCCATCAGCGTCTTC 
AGCGTGCATTCCGTTCCATTGCCACCGCTTCCCATCCTCGCAGCTCTCCCCAGCGAAGCC 
CTCTCATGGGCAGTGGCCTTACTGGTCATCCCTGCAATTATTGCCACCTGGGTCTGCGTG 
AGAAACCCCATGCGCCTTGCCGTGAACACAACAGCAGCAGTCATTTCAGCACTGTGTTTC 
CTCGTCCTGGCAGTTTTCGCCGGCGGAACCTTGGGCGTATACAACTACGTCGGACTCAAC 
CTCCTGGCGTCAGTTGGCCTAGTTTTCGTCTATTTCGCCCTCGTTGGACTCCTCATCGCC 
GGAATCGACAAGCTGCGCAACCCTGTAGAAGTTAAGTCTGTTAAGGCTGTGGCTGTTGXG. 
GAGCCCGAGCCTG.AAGAAGT-TGAAGAGGAeGAAGAGGAGCATGTTGAAGAAGAAGTAGAT 
GAGGAGGAAGAGGAAGTTGAGGAAGGGGTAGAAGAGGTCGAAGAAGACGACGCAGAGGAT 
CCTGAAGAGAATCCTGAAGAGGAAGAATCCGACGAAGAAATTGAGACAGAAACTGAGGCT 
GAAGAAACCAATGATGGTTCCGAGGCCGAAGACCGT 

>RXN02 624-downstream 
TAACATATCTGTTGTGAATTCTG 

RXN02 62 6 -upstream 

GTAGCGGTCGAATTATTTGCCTGTGGGCATAATTTTGAGACAAAATAATAGAAACGTCTC 
AGATGTTGGGAAGTTCTTCACGCTATCAGTTAGGGAGCAC 

>RXN02626 

ATGAGTACTCAAGTTGAACTCAAAACACCGAAATCGGAAGACCGGGCAGCATATATCGCT 
GCATTGGGATTCCCGGTCTTGGTCATCATTGGCGGCATCATCGGATTCACAGCCTCGGAT 
GTTGTGCTCAATATTTCTTCGTGGGTCAATCCTTTGCTGGGCATCATCATGTTCTCCATG 
GGCCTGACCTTGAAGCCAGTTGACTTCGCCCTTGTTGCTAAACGCCCACTCCCAGTTCTT 
ATCGGCGTGATCGCCCAGTTTGTCATCATGCCCCTGATCGCATTGCTGGTGGTCTGGGTT 
TTGCAGCTGCCTGCGGAAATTGCGGCCGGTGTCATCTTGGTTGGTTGTGCACCTGGCGGA 
ACTTCCTCCAACGTGGTGTCTTACCTGTCCCGTGGTGATGTTGCGCTGTCTGTCACCATG 
ACTTCCATCTCCACGCTGCTTGCTCCAATTTTCACTCCACTGCTTACCCTGTGGCTGGCG 
GGGCAATACATGCCACTTAATGCCGCTGATATGGCTGTATCCATCGTCCAAGTTGTGCTG 
ATCCCAGTCGTGGGCGGACTTGTTGTGCGGTTGATCTTCCCGACACTCATTGGCAAGGTT 
TTGCCTCTTTTGCCATGGATTTCAGTCATTGCGATTTCATTGATCGTTGCCATCGTGGTC 
GCTGGTTCAAGGGATAAAATCCTCGAAGCAGGACTGCTCGTGCTGGCTGCCGTGATTATT 
CACAACACCCTCGGCTACTCCCTGGGATACCTCGCTGCGAAATTCACTGGGCAGCCTGCT 
GCAGCTCGACGCACTACCGCGATTGAGGTCGGTATGCAAAACTCCGGCCTCGCAGATGGA 
CTCGCATCCCAGTACATGTCACCAATGTCTGCTCTGCCAGGCGCTATCTTCTCTGTCTGG 
CACAACCTTTCCGGAGCACTTCTTGCTGCATTGTGCAGGGCGTCCGATAAGAGGGCTGCG 
GAGAAGGTGGCTTCAGAAAAGGCTGCCTCGGAGAAGGCCGCTTCC 

>RXNO 2 6 2 6 - downs t r earn 
TAAAAGGCTTCGCTCCTAAAACT 



RXN02 6 5 6 -ups t r earn 

GCCATGTGGGACAGTCTAGCCATCTCCTTACACCCGTGAAACTCCTATTTCATTAACGCA 
TTGATCTCGGCTTTTCTAACCTAGGTATAAGGTAACAGCT 

>RXN02656 

ATGATTTTCGGCGTACTCGCATACTTGGGATGGGGCATGTTCCCGGCCTTTTTCCCACTA 
CTTCTTCCGGCAGGACCGTTCGAAATTTTAGCGCATCGGATCCTATGGACTGCTGTATTA 
ATGATGATTATCATTAGTTTCACGTCGGGATGGAAAGAGCTTAAGTCCGCTGATCGCGGT 
ACATGGTTACGCATTATATTGTCATCGTTGTTTATTGCCGGGAACTGGCTGATCTATGTC 
ATCGCTGTCAATTCTGGGCAAGTTACTGAAGCCGCTCTCGGATACTTTATTAACCCCCTG 
TTAAGTGTCGTGCTTGGCATTGTGTTCTTCAAAGAACAGTTACGAAAACTGCAAATTAGT 
GCGGTGGTTATTGCTGCTGCGGGGGTTTTGGTACTAACATTTCTAGGTGATAAGCCACCG 
TATTTAGCGATAACACTAGCATTTACATTCGGCATCTATGGAGCGTTGAAAAAACAAGTC 
AAGATGTCTGCTGCTAGTTCTTTGTGCGCTGAAACTTTAGTACTGCTGCCCATCGCAGTC 
ATATACCTGATTGGGCTCGAAGCTTCCGGTCACAGTACCTTTTTCAACAATGGCAGTGGG 
CACATGGCGTTATTAATCTGCTCGGGTTTGGTCACAGCCGTCCCGCTGTTGATGTTTGCA 
TTGGCCGCCAAGGCAATACCTCTTTCCACTGTCGGCATGCTGCAATATCTGACCCCAACG 
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ATGCAGATGCTGTGGGCATTGTTTGTGGTCAACGAATCAGTAGAACCAATGCGTTGGTTC 
GGATTCGTTTTCATTTGGATCGCAGTTACTATTTACATCACAGATAGCCTACTTAAGAAG 

>RXN02 656-downstream 
TAGGTAATAGCAGTATTGATATG 



RXN02 673 -upstream 

ACGCCCAAAACGCTAATCCGCTGAACAGGCCGATGAAAGTAATAGAGTGJITC.T.GT.GTC 
AACGCCGAGAGATAATGAAGTCATTTACAAIG'CGCCGCCGC' " 

>RXN02673 

ATGGCAGCGCTCCTAGTTCTGCTCGTCGTGATTGCCTTGATTATCTGGGCAGTCGTCGCG 
CTTCGAGGTGGATCATCGGAGCCTGAGGAAGAGCAGCCAAATAATGCTGTAGTGACCTCC 
TCAATGGAATCTTCCGCGACGTCTAGTTCTTCTTCTAAAGAATCCACGACTGAAGCCACC 
ACAGAAGAAGAGACTTCCAGTGCTGAACCAACCGCAACATCCTCCGTTGCAGCAGATGCA 
AAAAAGACCTGTGAGCTTAGTGACTTGGTGATTTCCGCAAGCACTAATCAGCCGACTTTC 
TCAGGTTCTGCGCAGCCAGAATTATTTATGGCTGTGCATAATCCGACTGCTGTTGATTGC 
GAAATTGACCTCGAGGAGAACAAACTCCGTTTCGAGGTATACAATCTCGCGACCAACGCA 
CGAATCTGGTCTGATGTCGACTGCAACCCTGCAGTTGAAGACGGCACGAGCGTGTTCCCT 
GCCGGCGAGGATCGCTACTTCCAGGCAACATGGTCTCGTACCACTTCAGCGCCAAACCAG 
TGCAACAACCGCACTGATGTCCCCGCCGGTGGCTACTACTTGCACACTGTGGTCGGTAAT 
AACCCTTCACCAGCGGTGACCTTTAACCTAACT 

>RXNO 2 6 7 3 - downs t r earn 
TAAACGGCCAAGTCCGTCGGTGA 



RXN02 680-upstream 

AATACCAGGTCAACACACACAGGAACCGTTCAGAAACCTTCCAGATTGCTCACTTTTTAA 
TTTCACTTTTTTGAGAAGTTTTACTTTTATATTAGTTCTC 

>RXN02680 

ATGCGCCTCAACAAACGACTCCCAGCGGCACTCTCCGGACTGCTGCTCTCTGCTGCCCTT 
CTTGCCGGATGCTCCACTTCTGGAACCGCCGAGACCACGACAACAACCGTTTCATCTGCT 
GCGGCATCAACAACCACTTCCACCTCCTCTGCTTCGTCTTCCTCTTCCTCCTCCTCTTCC 
TCCTCTTCCTCCGACTCAAGCACCACCGCCGAAACCATCTCCAACACCGCGGAAGCTGCC 
CAAGCTTTCTTGTCCACCCTGTCCACCGAAGAACAAGACGCCGTACTCTACGACTACGAC 
GCCGAAGAAAAGTCCACCGGCTGGTCTAACTTCCCAGTCACCTTCGTGCAGCGTTCCGGC 
GTGAACCTCACCGACCTCACTGAGGAACAGCAAGCAGCTGCCCTCAACGTGCTGAAGAAC 
CTGCTCAACGACGACGCCTACCAAATGATCGAAGACATCATGGCTAGCGATCAGTACCTC 
AACGACGAAAGCAACACCACCGAGGATTCCCTCGGCCAGTACTACATCGCATTCTTCGGC 
GATCCAAGCAGCGACTCCGACTGGTCCATCCAATTCGGCGGACACCACATCGGCATCAAC 
ACCACCTTCTCCGACGGTGCCATCACCTTCGCCCCAACCCACCTTGGCACCCAGCCTTCC 
GAGTGGACCAACGAGGACGGCGAAACCGTTGCAGCACTAAGCAACATGTACGAAACCGCC 
TTCGCCTTCTACGACAGCCTCGCCGAAGAGCAGCAAGCACAGCTCTACCAGGGTGAAGAG 
TTGGATTCCATGGTGTGCGCACCGGGCAGCACGTGCGACTACCCAACCGGCACCGGCTTG 
AAAGGCTCTGACCTCACCGATGAGCAAAAAGAATTGCTCATCGATGTCATCGCAAACTGG 
GTTGGCCTCGCCGATGAGGAAACCACCGAAACTGAACTCGATGCCATCCGCGAAACCCTG 
GATGACACCTACATCAACTGGTCCGGCGCCACCGAGTACGACACCTCCACCGGCGACGGC 
ATCTACTTCCAGATCAGTGGCCCAAAGGTCTACATTGAGTTCGCTAACCAGCAAGGTTCT 
GCAGGTGCCGACATCGACGGTGTCATCACCGCTGGATGGGGCCACATTCACACCATCTAC 
CGCGACCCAACCAATGACTACGCTAACTCCGTAACTCAGGAAGCAGCCAGCGGAATGATG 
GGCGGCGGCCCTGGTGGTAATGGTGGCGAGATGCCTAGCGGTGACATGCCTACTGGTGAG 
ATGCCTTCTGGCGCTCCATCAAAC 

>RXN02 680-downstream . 
TAACGCCATTTAAGAGGCCGAAC 



RXN02 6 93 -upstream 
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CAGACCAAGTGTTATTTTTGTTGAAAAAATCACATTGTAAATCGAGCAAAACCAACCTAT 
GCCCTGCAGAATTGTGCATGCTCTGCCAAGATGACTCAAT 

>RXN02693 

ATGGTTTCGCTCCCCAGACTAGCGTCTCTGCTCACCACTCGCCTGGCAACGCTTAAACCC 
GCACTAAAACCTGCCACCCACCTCGCCTCCCTCGGCGCGCAGGTCATTGCAGAGCTAGTT 
CCGGGGATCCGAATGTCGCCAAACCGCAGGCGAATCCTCCCTGCAAATATGGGCGCTGGC 
TTTATCGGAGCGGAAATCGCAATGTGGTGGGCTCTCTCGCCGTCATTGTTGCCGAAACCG 
TGGTGGGTTACGGCTGCTAACCTGGCTGTTTTACAAGCGGTGGGGCATCCGGCAGCGAGG- 

GGAATGGAeTeGATCCTCCCCA'GAA'CCAACCGGCGGGTATCCAGGAAAATTTACAACGCC 

ACCCACATCGCAACTGGTGCCATCACGTTGACCACCACGGTTGTGGGATTGATCAGGCAT 
CGCACCCAAATCCGGCTGATTGGGCAGAAGAATTTTGGACCGAAGGAGACGATCGCGGGC 
ATTAGTGTCGGCACCTTGGGGTACGGCGCGCTGCTGATCACCGGCGAATTAACCCAGCAC 
AGTATTAATGAGGTCAAGCTCCTAATTGAGAGGTTTTTACCGCCGTGGATAAGTTTCATC 
GCAGCGGTTTCGGTCATTACATTGACCACTTTGACCTTGGCCGATCGCGTTTTGTTGCGG 
CGCATCTTGCATAATTCTGCAATTCAAGCAGCGCACCTTAATCGCATGGTGTTCCCAGGA 
ACTGAGCAGCCGTGGGAGCCGGAGCGTTCGGGTAGCCCGTGGTCGTATGAAAAATGGGGT 
GCGGTGGGTTCGCAGGGCCGTGCAGTGTTGTCGGGAGGCCCACGCAAAGATGACATCATC 
ACGGTAACCAGGCTTTCTGACACGGAAACACATGAACCGATTCGTATTTTTATCGGTATG 
GTTCCGGGACGATCCTTAAGCGATCAGGTGGATCTTGTCATTCATGAAATGCGCCGCACG 
GGAGCCCTGCGCCGCGACCACATCGTGATCAACAATTCCACGGGCACCGGCTGGATCACC 
GATTGGTCCGCCCACACCTTTGAGTTCCTCACCGGCGGAAACTGCGTGACAATTTCCATG 
CAATATTCTTATCTTCCCAGTGCACTGAGCTGGTACAAGGACAACGACGGCCCCATTAAT 
GCGGCGAGAATGCTTATCGACGCCGTCCTCCACGAGCTAGACCAGCTTCCCACCGGGAGT 
CGCCCAAAGCTGTTCCTCGCGGGAGAGTCACTGGGGGCGTATGGGTTGGCTGAGGTGTGG 
GGAGACGTCGAAAAGCTTCTTGGAACCGCTGACGGCGTGCTGCTCAGTGGGGCGCCGCGT 
TTTTCGGACGCCATGAATGCGTTGCGCACCCGGCGCGATGCGAGCAGCTCCGAGCGGCTG 
CCCGTGATTGATAGCGGGCGGCACATCCGTTTTGCGGGCGAGCCTGAGCACCTTGATATG 
CCGGCTACCTGGCAGTTTCCGCGCATGATCGTGGCGCAGCACGCCTCTGATCCAATTGTG 
TGGTGGAACGCGGAGCTGTTTATTCGGCGGCCGGAATGGTTGAAAACTCCCAAGCAAGAC 
CACCAAGATGTCTTTCCCCGCTTGCGATGGATGCCGTTTGTAACCGGCTGGCAGGTGGCT 
TTGGATTTGTTCACTTCAACCTCCGTTCCCGGCGGGCACGGGCACAATTATCACGAGGAG 
TTTATTGATTATTGGGCAGCTCTTTTGGACCGCGAAGTCACCCCCGAGCTGCGCCACAGC 
ATTGCTTATTGGATCCGCGCGAACCACATCAAACGC 

> RXN 0 2 6 9 3 - d o wn s t r e a m 
TAGAGTGATTCCATGACGCATGC 



RXNO 2 6 9 6 -ups tream 

CTTGGGAACCGACCGCTAGCGTAGAAAATCAAGTTAAGGGTGTGACGAGCACCCCAGCTG 
CACATGAAATTTAAGACATTCCAGGTGAAGGGAAACTGCC 

>RXN02696 

ATGTCCATGCTCAAGAAGACTAAAGAATTCTTCGGACTCGCTCCATACGAAGCGGAGCAC 
GAGGATGCTTACTATGCAGATGAACCACGTTACGAGGGCACCGCTGCGTACGCACCTGAA 
TACCGTGAGCGTGACTACGGCTATGCACCAGAGGCACCAGCCCCTGTTGCTCCATCGCCA 
GCACCTCGCTCTTACCAGTCCACCATCGTTCCAGTAGAGCTTCATTCCTTTGAAGACGCT 
CAGGTTATTGGTGGAGCATTTCGCGACGGCGACGCAGTTGTTTTCGACATGAGCTTGCTT 
TCCCGTGAGGAAGCACGCCGCATTGTGGACTTCGCTGCAGGCCTGTGCTTCGCATTGCGT 
GGCAAGATGCAGAAGATTGACAGCGTCACCTTCGCTGTCGTTCCAGAGCTGTCCAACATC 
AGCACTTCCGAGCTCGAGCGCGCCGCACGCATCCGC 

>RXN02 696-downstream 
TAAACACACCCTCGTGGTGTGGA 



RXN02 69 7 -upstream 

TTTGGCTCACCTCGATGATGTAGACATCCCCGATGAGGTGCGCGCACAGTTGCGGGCACT 
GGCTATCCGCTCAACCGAACGTCGGATGTAGTAGACGCGT 
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>RXN02697 

ATGACACTTTTTCAACGTTTAACCAACCCTGTAGTGCTCGGCGGCCTAGCAGGTGTTTTG 
CTTCTGCTCGGCTCTTTCGGTGGCGGTGCCATTCGGTACCGTGGCGGAGTGCTCGATGCG 
TTGGGGCTTAACTTCCTTGCTTTTGGCCACGCGCAGGGTATTTCCAATACCGTGTTGTGG 
GTTGGGCAGCTGCTGCTGATTGGCGCGTGGGTTCACCTTGGACGTCGGTTGTTCAAGAAA 
AAAGTCGCTGATGACACCGCAGACGCTGCTGACTTAGGTCTTGTAAAGCGCACGTTGTAT 
GCCATGGTGGTGCCCCTCATTTTTGCGGCACCAATGATGTCGCGTGATGTTTATTCCTAT 
CTCATGCAGGGCGCGATGCTGCGTGATGGCTTCGATCCCTACACTGAGGGCGCTGCGGTA 
AACCCTGGCCCCATGTTGCTTGAGGTCTCTCATGATTGGC.G.CAACACCAGGAGGGGGTAT- 

""GGTCCACTA'CACCTGTGGATTGGAGACATGATCACCACGGTTGTGGGCGATAATGTCACC 

TTGGGCGTCGTCGCTTACAAGATCTTGTCGATCATTGGCCTTGCTGTGACAGGCTGGAGC 
ATTGTCCGCATTGCACAACATTTTGGAGCCAACCCAGCAATTGCATTGTGGATTGGTGTG 
GCCAATCCTGTGATGATCATCCACATGATCGGCGGCATGCACAATGAATCCCTCATGGTG 
GGATTGGTCAGCGTCGGCTTGTTGCTAGCACTGAAGAAGCGTTTCGTGGCAGGTGTGGCA 
CTCATTGCAGTGGCTGTGTCGCTGAAAGCTACAGCGGCGATTGCACTTCCTTTTGTGGTG 
TGGATCGGCATGCATCATTTCGCAGGATTCTTAGCCACCAAAAAGGGCAAAGACTCCCCT 
ACCCTTAAGCAACAGGTCCCCGCGTTCTTTGCCACTGGAGCTGCAGGTGTTGCTGTCACT 
GGTGTTGTTGTCAGTGCGATCACTTGGGCGTCTGGCGCTTCGTGGGGCTGGATCAGTGAG 
ATCAGTGGCAACAGCAAGGTAATCAACCCGCTGGCTTTCCCTTCTTTGGTGGCCAGTGTG 
ATCACCATGGTGGCTGAAGTGTTCGTTGACGATTTCGACTACAACGCAGTGGTTAATGTT 
GTGCGCTCAATCTCCATGCTGATCATGCTTGGCGGGTTGGTCGTATGTTGGTGGCTGTTC 
CGCCAGAACGAACGCAGGGCGGTCACTGGTACAGCAGCGGCTTATGCCGTGGCTTTTGTG 
3 TTCAATTCTGTGACCTTGCCGTGGTACTACGCCAGCTTGATCTCTTTGCTCGGCACATTT 
3 AAACCACCGATGTGGTTGATTCGCTTCGCAGCGGGTGCTTCGGTGTTTATCGCGCTGATG 
^ TTTACCGGAAGTGGAAACCACCAGCTGTACAACATCGTTACGGTGATCATCGCAGCAATT 
=i ATCGCGTGGCTTGCCACCGTGGTGATCTTTGATGACACTGACCCTGCAACAACGGCCACG 
Z GAGAAACCCTCCCCGCATACCGTTTCC 

^ >RXN02 697-downstream 

3 TAGTTGCATAAGGTAAACCGCCA 

y 

3 RXN02720-upstream 

n CCACGCTGCACCATCGAAGACGAAGATCTGTTTTCTTACCGCCGCGAAGGCACGACAGGC 
CGCCAGGCCGGCGTGGTGTGGCTGCCAAAGGAGGCATAAA 

>RXN02720 

TTGGAGCGCCGCGAAGAGCTGCAGGTACGACTGCAGCAGGTGCAAGCGCGTATCGACGCG 
ACCCTCAACGAACACAACCGCCCCGAGGGCAGTGTACGTCTGTTGCCGGTCACCAAATTC 
CACCCCGTGGAAGACATCAAGATCTTACAAGAGTTTGGTGTCACCGCAGTGGGAGAGAAC 
CGCGAACAAGAAGCACGCGCCAAAGCACTCGAACTTCCCGACATGGACTTTCATATGATT 
GGCCAAATCCAATCAAAGAAAGCCAACTCGATCGCCAGGTGGGCAGCTGCAGTGCACTCC 
GTTGATAGCGAGAAAATCGCCGAAGCATTGGGCAGGGGAGTAGCCCTTGCATTGGATAGA 
GGCGACCGCACCAGTGACGAGCTTCCGTGTTTTATTCAACTGAGTTTGGATGGTGACCCG 
AGCCGAGGTGGAACTCCATTGAGCCAGGTCACACAACTTGCCGATTGCATCAGTGACACC 
ACACATCTGCGTTTTGAGGGCCTCATGTGCGTCCCACCGCTTGGTTGGGGCCCTGAAAAA 
GCTTTTTCCCAGGCAAGAGACGTACTTTCAGGTTTAGAGGAACACTTTGACAGGTCTTTG 
GAATTTTCGGCAGGTATGTCTGGAGACCTAGTTGCTGCGATTAAACACGGCTCAACAATC 
GTGCGTGTCGGAACTGAAATTCTTGGGAACCGACCGCTAGCG 

>RXN027 2 0-downstream 
TAGAAAATCAAGTTAAGGGTGTG 



RXN02 7 44 -upstream 

GCCAAAACGTCATGATTCGCTCTTTGGATACGGGACACCGCTCATTGGAAGATGTCTTCC 
TGGACATCACCGGAAAAGAACTGAGGAGTTAACGCACACC 

>RXN02744 

ATGTCTAAACCTTTTGAAAACTCTGCGCTCCGCGGTTCTTCTCGATTCCCAGCTGGAACG 
TTCACCCCTGCTCCCAAACGAGCCACCCCGGCAAAAATGTTGGCTGCTCAGGGCAAGATG 
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GAATCCCTGCTGTTTCTTCGCCACGGCGAACAGCAACTGCTCAGCATCATCATTCCCTTG 
GTCGCGCTCATCGCACTAGCGAATTTTGATTTCATCCCTGGTGAGAACTCCCTCGACAAG 
ACTTTCCCCTTCGCGCTGGCCACAGCAGCCATGAGCGCTGGTTTTACAGGTCAAGCCATC 
AGCCTAGCTTTTGACCGCCGCTATGGTGCCCTCAAGCGCACCGGCGCCAGCGGTGTTCCC 
GCCTGGACGATTATTTTTGGCAAAGTCATCGCAGTCATTGCAGTCACCATTGTGCAGATC 
ATCTTTCTCGGTGTGACTGCACTGCTGTTGGGCTGGTCCGCACCTGTCGGTGGTGTGCTC 
TTTGGCATCGTGACCCTATTTGTGGGTGTTTCCAGCTTCACCGCGCTCGGCATGCTGATG 
GGCGGAACGTTGTCCTCCGAATTGGTATTGGCACTGGCTAACTTGATTTGGATTGTACTG 
TCCGGCCTT GCAGCATGGGCGGTCTTTTCCCCT TC.CG-T.CAACGC-TGAAGGAGTGGTGTee' 
"ATCATCCCATCCGTTGCGCTGTCCCAAGGTATGGTTGACGCATTCAACGGCGAACTTCCG 
TGGCTCCAGCTAGGAATTTTGGTGGGCTGGCTAATTATCACCGGCGTGGCCGCAAACAAG 
CTATTTAACTTCTCTGCGAGCCGC 

>RXNO 2 74 4 -downstream 
TAGATATACCCTTAGTCGGAAAA 

RXN02 770-upstream 

TCGCCGGGGCAAAAACCGTATAATTACAGTCCTATTACGATTCGGGGAAAGGCTGGGTAC 
TTCACACATGTTGTTTCGGAAGTCACGCAGCGCGGTAATC 

>RXN02770 

ATGTTGGTTGCAGCGTTAGTGATGACAAGCTGTGGTGATGGGGAACCGGAACCAACCAGC 
CACCAAACAAGCCTTTTCGGCTACGCAGTTAACTCTTCGCTGGCTACAACCAACGCGGCG 
TCGCTGTTGGGAGTGGCTAATGATGCTGGTCTTTTGGCTGCCAGAGTGTATCCGGGTGTG 
TATGTTCAGGGTCCTTCTGGGCAGATGATTCCCAACACTGATCTTGCTTCCACGCAGGTA 
TTGCCGGGTATTAACCGCCAGGTGATTTACACTATCAATGAAGATGCCACCTACTCAGAT 
GGTCAGCCTGTGGTGTGTGATGATTTTCTGCTCTCTGCGACAGCTGGGCAGATGCCGGAA 
CTGTTCCAGTCCCATGTGCCATTGACCTCGCAGATTGAGCGAGTGGACTGTGTATCTGGT 
TCTAAAGTAGCCACCGTGGTGTTCAAGGAAGACCTCGGTGAGCGTTGGCGTTATCTTTTT 
GAGCAGGGCGATTTGTTGCCAGCCCATGCCGTTGCTTCCAAAGCAGGTATGACCTTGGAG 
GAGCTTAATCAGGCGTTGAAGGATAAGGATCCTGAAGCGTTGACTGAACCTGCTCGTGTG 
TGGAGCGAAGGTTTCCAGCTGTCCCAGTTTGATCCAGAGCTGCAGACGGCTTTTGGCCCG 
TACAAGGTGGATTCTGTGGGTGAATTCGGCGAAGTCAAGCTGGTACGCAATGAGTTTTAC 
AGTGGCGACCAGGCGGTTGAAGCAGAAATCACGATGTGGCCTAAAGGCTCGGATCTCAGC 
GCCATTGCGGATAATGGAAACCTTCAGATCGCACATGTTGTGGCGTGGGAGAGCGAGCCG 
TGGGTAAATCGCGATGACCCATTGAATCCTTATGACATTAAGGAAGAGGTCGGTGTTTTG 
ACTGAGCAGCTCACCTTGGCCAGTGCCGGTGTGTTTTACGCTGCGGAGGCCCGGCAGGCG 
TTTGCGGCCTGCGTTGACCAGGAAGCGGTGGCTGCGGCGTCGTCAAGCATCTCTGGAATC 
GATGTGCCTGCCGTAGGTGTGCACTCGGTGCGTCACCAAAATCCGGTCGTGCACCAAATC 
GGTGATCTGCCAGCACAGCACATGGCGGTGGATATTAATGCCGCATCAGCGTTGGCGGGT 
CAATCCATCCGCATTGGCTACGACGGACCCGATGAGCGCAAGGCTGCAATGGTGGAGGCG 
ATTCGCCAAAGTTGTGAGCCTGCCGGTATCACCGTTATCGATGCGTCGCAGGAGGCTGTT 
AGTCTTAATGATCTCAGTCGAACCGAAGTCAGTGAATGGGGCTATGAGCAGTACTTCGAA 
GGGACACTTGACGCTGTTCTGCGTACAGTGGATCCACATCGGGAGTATGAAAATGCCAAT 
ACCATTGGAACTGATGCGGAGTCGACGAGGCGCACTGAAGAACAATTGTGGGCTGAAGTC 
CCATCAATTCCACTAGCAGCGCAACCCCGAGTGTTTGTGATAGATCGCACAGTCGGTAAC 
GTTGTTGTTAATACAGACCTAGCCGGTATCGGATGGAACATGGACCGTTGGTCCAGAAGT 
GAGGAA 

>RXNO 2 77 0 -downstream 
TAAGTAGTGAGCGAACAAGCTCT 



RXN027 81-upstream 

CTCCGAGAGTTTCCGCATCCGCGGTTCGATCCCGGACGTTCCCCGGGAGACGCGGTGGGA 
CCGGCTGTGGCGGCCCTTCTGGGCGATACCGGCTGCCAGC 

>RXN02781 

GTGGTCGCGGCCCTGGTTTTCGGTTTCCTGCTTCCCACGTGGGAACGTGGGTTGTCCGAC 
GCCGCGCTCAAATTCGTTTTTGAGGGTGGGCCTGATGCCGCCCGCGAGGTGCTGGGCACC 
ATCGCCGCCTCCACGATCTCAGTGACCGGTCTCATCTTCTCCATCACTCTCGTTGTTCTG 
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CAGCTGGTGAGCAGCCAGTTCAGCCCGCGAATGCTCAACGGCTTTCTGCGCAACCGCATC 
GTGCAGGCCACCCTGGCGATGTTCCTGGGGACGTTCGTGTTCTCCCTGACGGTCATCCGG 
TACGTGTGGAGCGAGGACGAGGACATCACCGGATTCGTCCCCCGTGCTTCAGTGTCGGTT 
GCCTTCCTGCTGGTGCTCGGGTGTCTGGGACTGTTCCTGGCGTTCATCCGGCTCATCACC 
TTCTCGATGCGGGTGGCCAACGCCATCTCCGAGATCGGGGAGGAGACGATGGCTCTGGCC 
GCACGTATCTATCCCGTGCAGAGCGACGACGCAGGCCCAGTCCAGGGGCCGGGCTGGTCA 
CCGCGGCCCGGTGACCCCCGGGAAGAAATCCGGGTGGGCAACCATGGTTCGCTGGTGTGG 
ATCGACTACCGGAAGCTGGTGTCCTGGTCGACGGAACACCAGGCGGTGATCACGGTCGAC 

CGGCCGGTGGGGGACTTCCTCGTCGAGGGCCAGCCGCTGCTGCGGGTCTG.GXGGGACGGG 

-GAAG-TGAGGGAeeGGGACCGACGCGTTCTGCACTCGGCCATCGAGGTGCGGACCGAGCGG 
GAACTTCACCAGGATGTGGCGTTCGGACTGCGTCAACTGGTCGACATTGCCGATCGTGCG 
TTGTCCCCGGGCATCAATGATCCGGCCACGGCGGCCCAGTGTGTCCAGGAGATCCACCGG 
ATCTTCCGCTATTTGGTCACCGTCATCGAGCCCAGCCCCTACATCGCCGATGACGACGGT 
CGGGTCCGTGTGGTGCACCAGCCGCAACGTATCGCGGACATGCTCTATGAGGTGATCCGT 
GAGATCCATCTCTACGGGGCGGATTCTGCGATGATTCCGAGGCTGCTGCGCACCATGGTC 
GAGGACCTGGTGACGGCCGCTGCCGATCATTCCCTGCCTGCCGTCGAGCGTGCCCGCGGC 
ATCCTGGACGATGAGACGGACGAGGACCGCGACAGTGACACCGCGAACGTC 

>RXN02 7 81-downstream 
TGATCCGGGATCAGGTGGCGGTG 



RXN02 7 8 2 -ups tream 

ACCCCACCCGGTCCCCCTTTTTTCCTCACTGACACCGGAGCCGCCTCAAGCACCACGCTG 
CAATCACAGAAGCTAGTTGAGCATATTGTAGAATATAACT 

>RXN02782 

ATGCCAACACTGCTTATTGACACCCATCCGCATCTTGCAGCGCAACTTCTTGACCCTGGT 
TTAGGTGAACTTCTTACAGCCGGTTCCAACAAAAAAGTGCAGTGGCAGTGCCCTAAGCAC 
TCCAATCACATCTGGACGGCCTCGGTTAATAACCGCACCAATGCAAAGAACCCGCGCTGC 
CCCTATTGTGCCGGAACACGAGTGTTGGCAGGTTTTAATGATCTCGCCACCACTCACCCG 
CATCTTGCTGTACAGCTGGTTGACCAAGATATTGCCGTCACCATTTCCGCTGGTTCTGGC 
AAAAGACAACTGTGGCAGTGTGTAGTAAACCCAAAACACCAGTGGTTGGCTACGCCAAAT 
AATCGCACGAGTACTAAATCTGCGAGTTCTGGTTGCCCCTACTGTGCCAACCGAGCGGTA 
TTAGTCGGTGACAATGACTTTGCAACAACCTACCCCGAACTTGCAGCGCAATTAGTAGAT 
CAATCTGCAGCGACAACCTTTACAGCCGGCCACAACAAGCCTGTTGAGTGGATCTGTTGC 
AAGCATGAACCACCATTTATCTGGAAAACCTCACCAATTTTGCGTGTACGACAGAACACC 
CAGTGCCCTGTGTGCTCAGAGCGAACTGTGGCGCCGGCGCTTAATGATCTTGCAACCACT 
CACCCTAAACTTGCCGAGCAAATTGCAGATCCTCAACCAAGTGGTGTGAGCGCCGCGGCC 
ATTATCCCCACCATTAGCAGGGGTTCCCATACGCAATTAACATGGCAATGTTCTAAAAAT 
CATGACCACCAATGGGTCGCCACAGTAAAGGATCGTGTTCGCGGAACAGACTGCCCCACC 
TGCGCAAATACAGGAACTTCACGCAAAGAGGCTGAACTTATTGAGGTCATCCGTGCATTA 
TTCCCAAACACTGATGTCCAGCAAGGTGCGCTCATTAATGGACGTACCGGTAATCAAGGT 
GCATCGCCGTCAACCGATGTACTCATACCGTCCAAAAATCTCGCTATCGAGTTCAACGGC 
CTGTACTGGCACTCTGAGCTTTTCATCAAAGATAAGCATTATCATGCGAACAAATCAGCT 
CTCGCAGAACAAGCCGGTGTGCAGCTCATTCATGTGTGGGAGGACGACTGGAATCTTCGC 
CGCGACATTGTGATCCGCATGATCGCACACAAGCTTCATGCAACCCATAACCTCAGTGCT 
GTTTTGCCTACCGAAACTACTGACTCACGTGTGGCAACCACCGCTTTCGCCGTACACTCA 
CACTGTCGGTGGTCTCTGGTTCACGCGCTGCTGCATTCT 

>RXN02 7 82 -downstream 
TGAACAGCAACCATATTCAGGGT 



RXNO 2 8 12 -ups tream 

CGCAACTGGAGCTGCCGACTCCCCTGCGTTTGCCACCGTTGAAGGAGCAGAACTTCCAGA 
GGGCTACACCTTTGAAGCAGTAGACAGCGGAGAAGTACCT 

>RXN02812 

GTGTGGGCTGTTGCCATCAACGCTGGAAACGGTATCTCTGAAGACCAAGCCCGCGCCGCC 
TCTGATTTCAGTAGCTTCAGCTTCGACACCGGCAACGCCGATAACTCCGCGCTTGAAAGT 
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GTTCTCACCCAAGCTTCAAGCGAATCCGCGGCAGAAACTACTGAGGCGCAACCAAGCGAG 
ACCCCGGTCGAGCCCGCCGCTGCTTCCCCATCCGATACCATCATCAACCTGGATACCTCA 
TCCAACATGGATCGAGTTGTTGACGGCAGCCAGGAAACCTACCACACGGTTACTTCCCGG 
ACTCTGGCCAACCTCGCCCGCGAAACTGGTGCACAGGGC 



RXN02 817 -upstream 

AAAATTCCCACCCCCAAAACTCCCCCACTTCGGTTAAGGAATCAGGATTCTCACAAAGTT 
CAGGCAGGCTCCCGCTACTTTTCAGCGCTAATCTTGGCTC 



>RXN02817 

ATGATTTTAGGCGTACCCATTCAATATTTGCTCTATTCATTGTGGAATTGGATTGTCGAT 
ACCGGTTTTGATGTAGCAATTATCCTGGTCTTGGCGTTTTTGATTCCACGTATCGGCCGA 
CTGGCCATGCGTATTATCAAGCGCCGAGTGGAGTCTGCAGCCGATGCGGACACCACTAAG 
AACCAGCTCGCGTTCGCCGGCGTTGGCGTTTATATCGCGCAAATTGTGGCGTTTTTCATG 
CTTGCCGTCTCCGCGATGCAGGCTTTTGGTTTCTCTCTCGCGGGCGCTGCGATTCCGGCA 
ACCATTGCGTCAGCTGCCATTGGCCTTGGTGCGCAGTCGATTGTTGCGGACTTCTTGGCC 
GGATTTTTCATCCTGACGGAAAAGCAATTCGGCGTGGGT 



>RXN02818 

TCCTATTCCCGGAAGTTTTTGACCCAGGTGTGGATTCGAGACAATGTCGGCGATTATAAA 
GGCCTTACCGATACGGCGTTCCGTAAGAAGCTGCAGCGCGATCTTGCCTACCTGCGCAGA 
GTTGGCGTTCCGATTGAGCAGTTCACGGTCACCTCAGGCATAGCTGAAGGCCAGCAGGCG 
TACCGTCTGGCCCAGGATTCTTATAAGCTCCCCGAGGTCGAATTCACCCCAGATGAGGCC 
GCCGTGCTGGGCATGGCAGGGGAGATGGGCCATAATCAGGAACTCGGCGCCTTCGCGCGT 
TCGGGGTGGACCAAATTGGCGGCCGGCGGCGCGCAGCGTGATCTGTCCACGTCCACAGCC 
TTGACCAATGCGGGCGATTTAGGTTCCTTGTCTGCAAAAACCCTCGATGCGATCATCAAA 
GCCCGCCAATTGGGCAAGCAAATCAGCTTCGAATACCGGCGCGCCCCCAAAGACGCCCCC 
TCGCTTCGACACATGGATCCTTGGGGTCTGGTCCCTGAGCGCGACCGCATCTACCTGGTC 
GGATTCGACCTCGACCGCCAAGAAGCACGCACCTTCCGCATCACCCGCGTCCGCAACATC 
AAACTC 



RXNO 2 82 5 -upstream 

TGGCCTGCCCCTGAAACTTTTACGGCTTTCAGAGCGCAGGGCATCATTTTCTTGTGTCGC 
CAACACTTGAGAAAAATTGCGGAAAAGGACACTGCTGTTC 

>RXN02825 

ATGAAACTTGCACCTCGTATGCGGATGAGGAGCCCCAAAACTTTCGCGGCCCTCGCCTCA 
CTTGCTTTAGTCATAGGTCTCGGCCAGGTACCGATCGCeCAAGCTCAAACCGAGTATCGA 
ACCGCCTCCGACGGTTCCCTGAACTGGGGATTTAGGCAATCGTTCCGCAATTACATCCAA 
ACCGGCGTGGCCAAAGGTTCCATCACGCTTGGCGACGGCGCATCCGACAACGGTGGCAAC 
TTCGCATTCACCCCACGCACCAACGGCACCACCGTGACCAGCGATTCCCAAGGCACCGTG 
GAATTCAACGGCTCCGTGCACTTCCTCGGACACCAGGCAGAGGACAAATGGATCCTGGAC 
ACCACCATGTCTGACATCAAAATGGTGTTCAACGGATCCTCCGCGCAGCTAGTTGTGGAT 
TTGGTTGCCCGCGAATTCAAGGGCACCACCTACGATGACATCGGCGAATACATCATCTCC 
GACGACATCGTGCTTGCCGACGTCTCCCTCAACTCCGCCGCCGACTTCTCCCAAGATTCC 
ATCGACCTGTCCGGCACCACCGACCTCACCGCAGCTGGCGCCCAAGCTTTCGGAGGATTC 
TACGAAACCGGCGAAGCCCTCGACCCGACCGGCGGCAGCCTGACCATTTCCTCCACCACC 
ACCGCGCCATCGACCAGCACGACCTCCACCTCTGCCTCAACTTCCGGTGGAACCGCCGAC 
TGTTCCTCCGGCGCATTGGGTGTTGTCACCACCGGAACCAACGACGGCATGCTGGGCACC 
ATCCAGGAAGTAAACAACACCTTCGCGATTTGGAACAACCTCATCGTCAACACCGAGCGC 
ATGTTCTGCAACATTGATACCCTCAAGGCGCGCTTCGACACGGATGATTCCAGCGATTCA 
GCGACCTCTGCGACTTCTGGGACTACTGCGTCCACCGGCACCACCGCTGCAACTACCGCG 
GGAACCACGGGTACCACTGGAACTGCCAGCACCGCTTCCGGAACTTCCGGAACTTCCGGA 
ACCTCCGGCACCGCAGCAACTGTCGCTGGCACCACCCCAACTGACAATGGCGTTTGCACC 
GCTTCCGGATCTTTGGGCGTGACCCAAGCATCTGCGCAGTGGGGTGTGAAGGCGTCCTTC 
CAGAACTACATTCGCGGATCGATCGCCAACGGTAGCTGGACTCTCAACGGCGTTGGTTTT 
GATAATCAGCAGTTCCAATTCTCTGGAAATTCCGGAGCAGTCGACGCGGAAAACAAGACC 
GGCAGCATCAATTTCCCTGGTTCCATCCACTTCACGGGTCACGGCGGAATCTTGGACATG 
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CAGATCGCAAACATTGAGATCAGCTTCAACGGCAACTCCGGCGAGCTGATTGCGGATGTC 
GTTTCCTCTGACATGGATGGAAATTCCACCAACTACGGTCGCACTGTCGTGGGCACCCTG 
AACTTCTCTGCGTTGAATGTTTCTGCAACGGAAGCTTCCGGTTCCGCTTCGGTGTCCCTG 
TCACAGTCGGGTTCGCAGGCGTTCGCTGATTTCTACACCCCAGGCACCCAGTTGGATCCG 
ATCAGTTTCAGCGCAACTTTGGGCGGCGACGCCAGCTGCGCCACCGGATCCACCTCGACC 
ACAGGCGCTGCTGCCACCGCGAACACTGACAACACCGAAGGTGTTGCCGGCGAGGAATCC 
ACCACCCCCGCTAACCAAAACAGCCAGTTCCAAATCCGCCAGGCCGCTGCAGATTCCACC 
GGACTGGATACCACCACCACAATGTTGCTCATCCTCGCGGCGTTCGTTGTCGCAGGTGGC 
TCCATGACTCGCTTCACCGTCGGCAACCCGACTGGAAAA . ^ — 



>RXN02 82 5 -downstream 
TAAGGCTTCACATGAATAACGCT 



RXN02838 

AACACGGGCAAGGGCGGGGGGCTGACGGTGCCGCTGGGCGACGGGCAGGGGCGGTATATC 
GCGAAGTTCCCCTCGACCGCGTTTGTGGGGGTGTCGGAGAACGAATTTGCCAATCTGGCT 
TTGGCCGAGGCGATCGGGATGGAGGTGCCCGCGCGCGAGTTGGTGGGGCGTGCGCAGTTT 
GAAGGCGTGCCCCCCGAGTTTGAGGCCATGACCGACGGGTTGGTTTTGCTGGTGCGGCGG 
TTTGATCGCGCGGGCGATGGCGTGCGCGTGCATATGGAGGATTTCGCACAGGTGTTCGGC 
CTATACCCCGCGCGCAAGTATGATGGGGCGGCCAGTCACGATATTGCGGCGGTGCTGGGC 
AGTGCGGTGTCGATCGCGGCGGGGTTGGAGTTCGTGCGGCGGCTGGCGCTCTCGGTTGTG 
ATGGGCAACGGCGATATGCATTTGAAGAACTGGTCGCTGATCTATCGCGGGCGGGGCGAT 
GTGCCGGCGTTGGCGCCTGTGTATTATATGATGTCGACCGTGACCTAT 



>RXN02 840 -upstream 

AAGTGAAATCAATCGGCTTTTCCAGCAGCAGCACTGGTCGCGCCAGCGTGGGTGTTATGG 
TGAAGGCGAATACACCTTCAGCACCGCTGAGCCGGAAGAG 

>RXN02840 

ATGACGGTAATCAGTGGCGCGCTGAATGTGTTACTGCCTGACGCGACCGACTGGCAGGTG 
TATGAAGCCGGTTCGGTGTTTAATGTTCCCGGTCACAGTGAGTTTCATCTGCAAGTTGCC 
GAACCCACCTCTTATCTGTGCCGCTATCTG 

>RXN02 84 0 -downstream 
TAATTCCTCGCCTTCCCCTTGAA 



RXN02841-upstream 

CTCACATAACTTTACGCCACCCCATACCCTTTAACCCCTGCACTGCTCATCCACAAGCAC 
TGTGCAGGGGTTGTGTTTTCTAACAAGAAAAGAGACCACC 

>RXN02841 

ATGTTCACAGCTTTTAAAAGCAATCCTACGACCATTAAAAAGCTGGTTTCTGAGCTCATT 
AATGGCGACGATGCAGCGCTCAACGAACTAGAGCGACACGTCACTAATGAATCAGTCCGT 
GCTCGCGAACTCCCTAATGTCCAGTACAAAGCCACTGCGGGGCGCAACTTCGCCATATCC 
AAGCTGGTCCAAAATTTGCGTCGCATCAACAAGGCACAAAACAATCCACGTGGTGTGCCC 
ACTCATGCCACCGTGATTCTGCTTAAGGAAGACGGCAGCTACGACGGTGAAGAACAGTGG 
CGCATTCCAGAAAAGGCGATCACTCCGTTCGACATGCTACGTTCGCCTGACTTCAACCAC 
AACAGGCTGAAGAACCGGCCGCTCATGGTCGAGTCCCAATACCCCTGGGGCGTCCCCGGA 
CTCATTAAAATGAAC 

>RXNO 2 8 4 1 -downs t ream 
TGATCAATCCCTGACACAGCCAT 



RXN02 846-upstream 

TACAAGCGCTGAACGTTGAGTTTGAGTTTGGTCCATTGAGGGGTAAAGGCTTACCTCTCG 
ACTAGGTGGGGTGGGCGTAGAGCGCCTATTCTGATTGATC 
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>RXN02846 

GTGTTAACCATCGCTATTGTACTTCTCGCGTCAGTCCTCATCGGTGCTCTTCTCCAACGC 
ATGACAGGATTGGGCGTCGGTCTAGTTACCGGCCCAGTCCTGACTTCTTTGTTAGGGCCG 
CTAGCAGGCGTGACCATGGTGAATGGTCTGTCCATCATCAACGCGGTGAATAATGCGTGG 
TCGGTGCGCAAACGCACTGACTGGGCCAAATTCCGAATTCTTGCCGGCGCTTTGGTGCTT 
GGTTCTGTTCCTGCTGTTGCAGTGGTGTATTTCCTTAACGGACCATGGCTGTTGATTTTC 
GTTGGTGCGATGGTGCTGCTCGCGTTGGGTGTTTCCCTGTTCCCAACAGAGAAATTCGCA 
CTCAAGCAAGAAGCTAAACTGCCTATGGTCATCTTCGGCATGATTGGTGGATTCATGTCC 
ACTGTTGCAGGCATC GCAGGGCCATCCCTGACTGTTTATG CGCGCC-TGAGCGGG-TGGGAT- 
TACCGCGACTTTGTGGCCACCTTGCACCCAGTTCTACTCGTGGCCAACACCGTATCGTTC 
CTGCTCAAGGTTATCTTGATCGGTGGACTCGATTTCGGTGGCGCACCCGCATGGCTCTGG 
ATCGGTGCCGTAGCGATGATCTTTGTCGGTGCTTGGTTGGGTGAAATCGTCAACGCTAAG 
GTGTCCACCCCAATGGCCAAGCGCATCGCTACGCTCCTGGCAGCAGCTGGTGCCGCAGTG 
GTGTTGTTCCGAGGCATCATGGAATTGGTT 

>RXNO 2 8 4 6 -downs t ream 
TAGCGGTCTTAATTGGTGGGAAG 



RXN02 847 -upstream 

ATATCGCAGCAGCCTCGATGGTCAACGCCCATATGATGGGAAGTTG 
>RXN02847 

TTGGCGCTAACCGCCAGAGGCTTTCTCAATTCTGAAAGAAGCCAGACAAGGTGGAAAACC 
CACTTCACCACCCAGAAAGTTCCACGCTCCGGCTACAGATATGACCTCGATGGGCTCCGC 
GGCATCGCGATCGCCTTCGTAGTTTTGTTCCATGTTTTCGTCGGAAAAGTCTCCGGCGGT 
GTGGATGTCTTCCTGCTGCTGTCTGGCTATTTCTTCTTAGGGTCGCAATTGCGTTATGCA 
GATCGTCCAGATTCTTCCATCAACCCCTGGTGGCCGATTTGGCGCACGCTACGCAGATTA 
CTTCCTGCGTTAGTGCTGGTGTTGGGCGTTTCCATGGTCCTCATCTTGGCGTGGGTGCCC 
AGACTGCAACCAATAGAAATAGCCAACCAAGCAGTAGCCAGCCTCTTCTATGTCCAAAAC 
TGGGAGCTCGCATCCCAAGGTGCTGCCTACGGAGCAGCCTCTGCAGAAGTCAGTCCTTTC 
CAGCACTTGTGGTCCATGGCTGTGCAAGGGCAGTTCTACCTCTTTGCCATCTTGTTGAGC 
ATGGCGATCATCCTGATTCGTCGATACCGCCCCGAATACTCCGCAGTGCGACTAGCGACT 
CCTGTGCTGGCAGTGCTCACATCCGTATCATTTTTCAGTGCAATCCTGTGGCATTTCATT 
GATCAATCAGTCAACTACTATTCCACCTTCACCAGGTTCTGGGAGCTCGGCCTTGGTGCA 
CTATTGGTGCTGCATGCGCCTCGAATTTTGATTTCTGCGAAGACTAAATCAATACTCGCA 
GCCGTCGGTTTGTTTATGGTGCTATCCACTGGATTCTTCATGGATGGCGCAGAGACTTTC 
CCTGGATTCCCCGCGCTGTATCCCATCTTGGGTGCTTGCTTAGTCATCCTTGGCGACGGT 
AAAATCTCGGTCTTTCTCTCCCGAAAATGGATGCTTTGGCTCGGCGATATCGCCTACCCG 
CTCTACTTGTGGCACTGGCCTCTGCTGATCATTTTCACCGCTTTGTTCAACCAAGAAGAG 
CCATCCATGTGGCTGGGTATCGCCGTGATTATGCTGTCCCTTGGCTTGGCGCAGCTGACT 
AACAAATAC 

RXN02849 

TCCCCATACCCCGTCATGATCAGCACCTCTGCCGACGCCTCAAACGTGACCGTGCGCATC 
ATGGGTGTGGACACCACCTCCGTGGAATCCATCAACAACGGACGTTGGTCCACCACCCAG 
CCCAACACAGTTCGAGTATCGGGTTCAGATTGTGTGCCATCAACCGGTGCACCAGGATTT 
ACCACCTCAGACACCCGAATCATCAGCGATCTTTCTGGCAACGAAATCACCAGAGAAACC 
GTCACCACGGTTTACGATCCTTCACCAAACGTGGTCTGCTCC 

>RXN02 849 -downstream 
TAAAACAAAATGCCCCACCAGAT 



RXN02 911-upstream 

ACCGCATACATTAACGTGTTGATCATTGCCCTAGTATGCGCAGTAGCGGCTGCTCTGATC 
AGCAGTTACCTTTTCCGCGGAAATCCGAAGGGAGCCAATA 

>RXN02911 

ATGCGCACTAGTAAAAAAGAGATGATTCTGCGCACGGCCATCGATTATATCGGCGAGTAC 
AGCCTCGAGACGCTGAGTTACGATTCGCTCGCCGAGGCGACCGGTCTGTCCAAGTCGGGC 
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TTGATTTATCATTTCCCCAGCCGCCATGCGCTGCTTTTAGGCATGCACGAGTTGCTTGCC 
GACGACTGGGACAAGGAATTGCGCGACATAACCCGCGACCCAGAGGATCCACTTGAGCGA 
TTGCGCGCCGTCGTGGTTACGCTTGCTGAAAACGTTTCGCGCCCCGAGCTGGTTTTGCTT 
ATGGACGCCCCCTCCCACCCGGGATTTCTTAACGCCTGGCGCACTGTAAATCATCAATGG 
ATCCCCGACACCGATGATCTGGAAAACGATGCCCACAAACGCGCCGTCTACTCTGGTGCA 
GCTCGCAGCCGATGGCCTCTTCGTGCACGATTACATTCA 

>RXN02 9 11 -downstream 

TGATGATGTCCTCA GCAAGXCCA^ 



>RXN02 9 14 -upstream 

TGTGGATCGCAGCAATTGCATCCCCTGGGCCAGACCTTTTCAGATCATCAGGCTAAGTGC 
CAAAAACCGCCGTGATGGCGTACTGACTGCCGTAGGCATC 

>RXN02914 

ATGGTGGGAAACTCCATCTGGATCATAGCCAGCCTCCTTGGGCTCTCGGCACTGATCTCC 
ACGTATCCAGCAATTTTGAACCTGTTGCAGCTCGTCGGTGGCGGTTATTTGACCTGGATG 
GGCATCGGGGCGGTGAGGTCATGGTGGACGAAACGCTCCACACAGCAAGCTGCAGCGGAT 
TCTCAAGCTGTAGAGAATACGTTGGTGACAGCCACGGCTGCATCTGTCGGAGTGTGGCCA 
GCTATTCGATCTGGCATTGCTACCAACTTGTCCAACCCCAAAGCTGTGCTGTTTTTTGGT 
TCCGTTTTCGCCCAATTTGTTAGACCTGACATGGGAATCGGGTGGAGTATTTTCATTGGA 
GTCTTCCTCACCCTCACTGGCCTGCTGTGGTTTGTGGGGTTCGCCGTCTTGGTCCGCAAA 
CTAGCCGCTGGCCTCACCCGAAATGGAGCCATCATCGACCTGCTAACGGGGGTGATTTTC 
ATCGGGCTGGGAATGTTCATGATCTTCGAGGGGGTTGTAGGAATCGGTGGCAGGGTAGTG 
GGT 

>RXN02 914-downstream 
TAGCCCCGCCCCCAGGACGTCAC 



>RXN02 921 -upstream 

TGGAAAACTGGGAAGGGTTGACGTTGCGGAATCTCTCCGCAGCGTCGGTTCGGACCCTAA 
AAAAGGGTGAGGAACCACATGAGCTGTTTTAAGGAATTTT 

>RXN02921 

GTGTCTGCACTTGAAGAGTCGATCCGCATCGCGACCATCGCGGCGAAAGCAGCGGATGAA 
AAGAAGGCCGATGACATCGCTGTCATCGATGTCTCTGACATGATCGCAATCACCGATTGC 
TTTGTTGTTGCATCTGCTGACAATGAGCGCCAGGTGGGCGCCATTGTTGAGGAGATCGAA 
GATGAGATGACCAAGGCTGGTTTCGAGCCTAAGCGCCGTGAAGGCAACCGCGAAAACCGT 
TGGGTTCTCCTTGACTACGGATTGGTTGTTATCCACGTTCAGCGACAGGCAGAGCGCGAG 
TTCTACGGACTGGATCGTCTGTACCGCGACTGCCCACTCATTGAAATTGAAGGACTTGAA 
ACCTTCAAGCGTGAATCCTCCTGGTCTGATGAGGCGGATATCCGCAACATCGACAGCATT 
GATGAACTCCCACCTTTGCCAGCTGAATACGAGCCTGGCTACGAGGACGAT 

>RXNO 2 9 2 1 - downs t r eam 
TAAGAGGTAGTCCTGTGACTCGT 



RXN02 92 4-upstream 

CTAGGCAGGTGTGCGATCAAACCACACTGTCAGAATCAAATCTGCTGGACGCTATGCCAG 
CGGATTGTTGATCACGAAAAAGCATGTCACAGACACCTTT 

>RXN02924 

GTGCCTTCTGTAGCATCCATCTCAGAGCGCGCCACGTTTATTCTCACCGCCGATCACTTT 
TTGCGCAGCTGCTCGAAAGTAATTTATGTCCGGGGCGAAAATTTCACCGCCACAGCAACC 
ACCAGCCTGTCTGTATTTGGCACAGATCTGGGTTTGATCAAATTAGACGGCAAAGCCCCC 
ACCATGCCACTTCCACTTTTCGCAGATAAGCCACTTCGCGTGGGCATGAAAACCACCACG 
TTCGGATTCGGCGGTCTGCCATCAGCCACCGTTGCTAAAGAAATCCACGGGCGCGTTATC 
TCTGCCATCCCCCATGGCGTATCAAGAAACCGCATCACCCGAGTCCATCACGGTGCCTTG 
ATCTTTAACTCCCCAGAAAAGGCAGTAAAGGGAGACTCCGGCGGACCTGTGCTGGTTAAT 
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GGACGAGTAGCCGGAATCCAATCAATGATCTCTGACCCCGGTGGATTTAACACCGGGGTC 
GCCACTGCCGCATCCCTTATCCAGCACATGCCTGCCCTAGCTCAAGCGCTTGAACTGCTC 
GAACATAGC 

>RXN02 92 4-downstream 
TAGCTCGCTAGGAACCGATCGCC 



RXN02 92 7 -upstream , . 

TCCGCAGTTGGGCCTGCTTGACGCCAGATCTCAAGTGTAAGTTTCATTACTTGTAGTTCC 
TTGTCTGCAGTGGGACAGATTCGAAGAACAGTGGTTCTGC 

>RXN02927 

GTGGCAGACGAAGGTTCCATTCTCGCCTGGTTCCCATGCGGAGACGAAGCACCAGTTTTG 
GTCGTCACGTTGTGCTTCGCCATCTTCGGAGAGGTGGTCGTCGCGGAAGTGAGCGCCACA 
GGACTCGTCGCGGTCGAGGGCGTCGACACACATGAGTTCGCCGAGGTCGATGTAGTCGGC 
TACGCGTGCTGCGTATTCGAGAACCTGGTTCATCTCATCGGTGCTGCCGGTGATGCGCAT 
GTTCTTCCAGAAGTCATCGCGGAGGGCACGGATCTTGTTGATGCCATCCTGGAGGTCTTC 
TACGTTTCGGGAAACGCCACAGGAGAAGTACAGGATATCGCCAAGCTGGCGGTGGTAGTA 
CTCAGGTCCGTGAACGTTGTCACCGACCCACTCTGGGCGGTTGCCCATGAGGCGGTCAAT 
GCGAGCCTGTGCACGCGCAATCGCTGCCTGTGCTTCTGGTGCATCCTC 

>RXN02 92 7 -downstream 
TGACAGACGCTCGGAGCCAAGCA 



RXNO 292 8 -ups t ream 

GGTTTGCACCGTGGTAGGTCCAGGATGCTTCGCCTGCGCAGAACAGACCTGGGAGTGACG 
TCATTTCGTTGAAGTCAGTCCAGAGGCCACCCATGGTGAA 

>RXN02928 

GTGGCAGGTCGGTGCAATACGCATTGGGCTGGAGTATGGGTCCTCGCCAATTGCCTCTTC 
GTACATGGTGAAGAGGTTGGAGTAACGCTCGCGGATGGTGTCCTGTCCGAGGCGCTCGGT 
GGCGTCGCGGAAGTCCAGGTATGCAGCGTTGTTCAGAGGTCCTW^CACCGAGACCAGCATT 
GATCTGCTGGGAGATCGCACGGGAAGCAACGTCACGTGGGACGAGGTTACCGAATGCTGG 
GTAGCGGCGCTCCAGGAAGTAGTCGCGCTCATCCTCAGGGATGGTGTTTGGATCGCGGTT 
ATCGTTCGGTTCCTTAGGGGACCAGATGCGGCCGTCGTTACGCAGCGACTCGGACATCAG 
AATGGTCTTGGACTGCCAGGTGGAGTTCACAGGCAGGCCGGTTGGGTGGAACTGGATGAA 
CGATGGGGACGCGAAGTATGCGCCGGCTTCGTATGCACGCATGATGGCCGAGGCGTTGGA 
GTTCTTGGCCAGGGTGGACATGTGGTACACGTTGCCGTAGCCACCGGTTGCCAGGATAAC 
GGCATGGCCGGTGTGTGCGGTGAGCTCGCCGGTGATCAGGTTGCGCATGATCAGGCCTTC 
GCAGCGCTTTTCACCGTTACGTTCGGTGACAATGACGTCAACCATTTCGTTATGGGTGAA 
GATTTCTACGGAGCCGAGGTGGATCTGGCGCTG 

>RXNO 2 9 2 8 - downs t r earn 
TAGTGCGGATGCGGTGGAGAACT 



RXN02 931-upstream 

GATGGGTGCAGAAATTGAATTGAAAGAATCCGGGCACATGTGGGTGGAATCCCCGAGTGA 
CTAGTGCGGTGTAAGAGCACTAGACTGTTCAACTATGAGC 

>RXN02931 

ATGCAACCATACCCCCGCAACCCAATCGAAAAACGTAAGCAAGAAGTACGCAAGAACTCC 
CGCAACGCAGTTGTCAGTGTTGGCGGTGGCATCGTAGGCGGTGCGGCTCTGTGGCTAGTG 
TTCGGCTCTGCATTCTTTATGGGACTTGGATTGATCATCGCCGTGGTCGGCGGTTTTTAT 
TACTACAACAAGGTCCAAAAGATCATTAACGAAAAAGACCGTTAC 

>RXN02 931-downstream 
TAGTTAGAAATCTATGTCAGACA 



Appendix A, page 511 



Att(^B Docket No.: BGI-129CP 



RXNO 2 93 2 -ups t r earn 

CACTACTGCGTTAAGGTATGAAAGTTCGCACACCAGCGATTTAATTCTGTGCCCACCACT 
AGCACGACCATTTCAGTTTTAACTTTCTTGGAGTTTTCTA 

>RXN02932 

GTGTCCAAAACAGAAGAAGGCCGTTCAGCGGCCATAATTATTTACGCGTTTCCAACTTTC 
ATTCTGCTGGGCGCGATCATTGCGTTTATCTTCCCGGAACCATTCATTCCGCTGACAAAC 

TACATTAATATCTTCCTCACGATCATCATGTTCACCATGGGTTTGACCXTGACGGTGCCC 

GATTTTeAGATGGTGCTTAAACGTCCACTGCCTATCTTGATCGGTGTAGTAGCGCAGTTT 
GTCATCATGCCATTCCTGGCGATCGTGGTTGCGAAAATGTTCAACCTCAACCCAGCACTC 
GCCGTTGGCCTTCTCATGCTGGGATCCGTTCCGGGTGGCACCTCCTCCAATGTGATTGCG 
TTTCTCGCCCGAGGAGATGTCGCGCTATCGGTCACCATGACCTCTGTGTCCACCATTGTT 
TCCCCAATCATGACGCCTTTCCTCATGCTCATGCTGGCAGGTACTGAAACCGCCGTCGAT 
GGTGGAGGCATGGCGTGGACTTTGGTACAAACAGTGCTGCTGCCTGTGATCATCGGCCTA 
GTTCTGCGTGTCTTCTTGAACAAGTGGATCGACAAGATTTTGCCGATCCTTCCTTATCTC 
TCCATCCTCGGTATCGGTGGCGTGGTGTTCGGCGCAGTCGCAGCCAACGCGGAACGACTC 
GTGTCTGTCGGACTCATCGTGTTCGTTGCAGTTATCGTGCACAACGTACTTGGATACGTT 
GTGGGATACCTCACCGGCCGTGTATTCAAATTCCCAGAAGCAGCAAACCGCACCATGGCG 
ATTGAAATCGGAACCCAATCCGCAGGCCTCGCATCGGGAATGGCAGGACGATTCTTCACC 
CCAGAAGCAGCCCTTCCAGGTGCTGTCGCTGCCTTGGTCCACAACATCACCGGCGCAGTT 
TATGTTGGGCTGGTACGAAACAGGCCTTTGACTAAGGCATCAAGGAAGAAGGAATCCGTC 
GCGGTTTCCAGC 

>RXN02 93 2-downstream 
TAACTTATTTGCTGCCCGTTAGA 



RXN02 93 4-upstream 

TGGATGGGCCGGTGGCGGTGACCATGGTAGATGCGGATTCAAGCTGCCAGGCGCGCTCAT 
TGAGTGGCTGGCCGTAGTAGATTTCTACAACTCCGCCGGC 

>RXN02934 

GTGGGTGCAGACGAATTCGATTTCATCTTTGAGATTGATGCGCCAGAAGCCGGATTCGCG 
CTGGTCGACGCCGGTGGGGTTTCCTTCTTCGTCGAGTTTCCACATGCGGGATTCGAAGGA 
GAGGTAGTTTTCACCGTCGTGGGCGAAGGTGATTTGCTGGCCGAATGCGTATTGTCCGTC 
TTCTGCGGTGTCGGCTTGGCCTTCGCCGCGCCAGACGCCGACGAGAGGGAGGAGCGCGAG 
GAGTCCGTCGTGGAGGTTGGGGCCTTCGCGGAGGTTAGCGGTGTCGTCAGGGATAGGAAG 
GTCACC 

>RXNO 2 93 4 --downs t r earn 
TAGGCCTGGGATGTTGCGGTGAG 



RXNO 2 93 6 -ups t ream 

ACCAAGTTCAGACAGCTCTGGGTTGGACCTACCGGAGTAAAGGCGTGCCACTGACATAGC 
AGTTTGGCCGTGGCGAAGCAACAAGAAACGAGTGGGATCT 

>RXN02 93 6 

GTGGTTGCGCCGTTCCAGTTGGTGGGTTTGGTTTCGGTGCAGTTGAGGTCTTCTTTCTCT 
GAGCCCGCAACCGAAGAAGCAGAAGATACAGAAGCAGAATCCCCTACAACACCTACCGGC 
TTACCTGCCGCTGCAGCATCCATCGCCACGTTGGACAATGCGTCAGCTCGTTTGTTTTTC 
TCACGCGGAATCCACGTA 

>RXNO 2 9 3 6 -downs tr earn 
TAAGAAACGGACCCGATTTCGGA 



RXNO 2 9 3 9 -ups tr earn 

CTTCGAAGAAGACGATATCCCCTACGAAGTCGACGTGGATGACTTATTTATCCTCGGTGG 
CTTAGACAACTTCATAAATCCCCTTGGAGTGATTGAGATA 
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>RXN02939 

ATGAATCTCCACTCCTTAGAGATTCGCCAAATTTCATCCGGCACAATTTCAGAACGAAAA 
ACTTGGATCTTTCCCACTGCTGCTCGCTCATTCAATCAAAATCTAGTACACCCGCAAAGC 
ATTGAAATCGATGCACAAACCGGCGTTATTTTGGCTATGGAAAACCGACTACAACGTACC 
GAAGTTGAATCAGTAGAGTACCCAACGGATCTTCCTAATCCTGCATGGACAGGTCCAGCC 
ATTTCTTGGCCACTAAAAGACCCATCAATCGATTTCCCTGACCCGCTCCCCCACAGCATT 
TCCGAATTACCACCTCAATCCGATAATCCTCGGCATTTGCGAGTATCCATCAGCTTAGAT 
GCAGTGGAAGGTGCTTTTCCGCGCTACCGGATCGGAGATTCAATACGTATT-CCGCT-TGTG- 

TTTGCeCGGGACACGCCCTTCATGTCCGGCTTAGAAACAACACGTCGCGCCTGGATTGAG 

GCGGCCACGGAAATGGACATCCATAACACATGGCCCATAATCCTCACCGGTGACGGCTGG 
ACTGCACTCTCTCATTCAGACAAACCAATACGCCACGAAGCCGAGTTAAAGGGATGGTTT 
TTCCACAGTTTGTTCGGCAGTGAAATGCCCTTGACTGATCTGAAGATTGAACGAATCTAC 
GGAGGCCTGGGTACTTTCGACAGCGGAGCCACCCGGTGGCAAGAACTCACAGACACAGAT 
GATGCCTACACAGAAAATGGCAGCTGGCTGTTGGAAGTTATCGTCGATGCCACCCTTGAC 
GGTGCAATTCCACCACCACTTCAGCCACAACAGTTTGAAGCATCCATCACTCACATCGTC 
GATGAGCAACTATGGGTCCTTGGGCAGATGCTTCCAGTTCTACGATGCTGGGATCTTGAA 
ACCGGAAAATACCTGGGGCAAACCTATGTACCTATTTCGGTTTCTCATAGTTCTCGGCTT 
CAGTTTTCGGAAGGGTTGATTCACGATTATGAAAATGCCTGGTCGCTGAATCCTGGGGTG 
CGCATGCTTGCGGAGCCACAGCCGTGGATAGAGCCTGTCATTGAACTCGACGTTCCAGCG 
CCATGGGAATTACAAGAAAGCTTCCCCGATGGGCTTTACTCCCTAACTGATGGAGAGCAA 
ACAGCACTGGGTCGAAGCACTCCAGCAGGACAATTGGAAATCTGTGTAATCAGCAATGAC 
GGATCCAGGATCTTAAACGCAGGCCGAGTAGAAGACCTGTACTTTGTGCAATTCTGGGGC 
ATGACCGTCTTTTTGAATTCCAACTTTCAAGTGCAAAGTGCCGAAGAACATCAGCTTGGT 
GCGAAACGTGAACGCTGGATTACACAAGAAGGCGTAGCTGCCAAGTTCACCGAAGAAGAT 
GAAATCGTATTCCTCGATCAGATATCTGAAAGCGAAATAACCAGGTGGAAAACACCAGAA 
GGATACTTCACTGAGGTCAGAATTCTGTCACCAAACCACTTCAACATACTGGTTACTCCG 
CCTACTGGTTCTGACTATCTCAAACCAGTACCTTCCTCTGTCTCAGTGTTTAGAGACGGT 
CAATGGAGCAACATTAAATTCGAGGACGTCTCTGTAGAAATC 

>RXN02 93 9 -downstream 
TAGGGCTTTCGACGCTTGAGCCC 



RXN02 95 0-upstream 

TCCGCCCTATTTCAGCAATGTTTAATACCGGTGGAATCGTTTTTATTAGGATGGGTGGAT 
ACCTATCTTTAGTGAGCCGTACTAGCGAGAAAGCTGCCCC 

>RXN02950 

ATGACTGTTTTCAATGTTCTCCATGACGCACCCGCACCACAGCCGGATAAAAACCGCCCC 
GGTGTCAAACGTCTCCTCCAAGGTGATGGCGCAAACCTCATCGCCTTCACTTTCAGCCCT 
GGACAGTCACTTCCCGACCACCGCGCCGCACATCCCATCACCGTGACCGCATTTTCTGGC 
CAGCTCACCTTCAGCTATGGCGAGGAAACCTTTGAGCTCTCCCCCGGTGTGACAGTGCAC 
TTGGAAGCAGGAGTTACCCACCGCGTGGACTGCCCGCCAGAAGCACCAGGCGATGCAAGT 
AATGCTGTTAACTATGCTCACTGG 

>RXN02950 -downstream 
TGAAAAACACTCAGTCAACCAGG 



RXN02 9 51 -upstream 

GATAATGAGTCAGAAAATGAAGGTAGCACTACTTGCTGGATTAATTTTCAAGGTTTTCTT 
TCAGAAATTAATCCATAGCCGATATTTAAGGTGAGAACAC 

>RXN02951 

ATGAGCTCCACGCTCGCACGAAAAGCTTCAGGCGACGGTTCCGAAAAGAAGAAGCCTGGC 
TTGTTTAGACGTGCGCTTCGTTTCCTCACCCACCCACCTCACAAACAGGTAGACAACAGC 
CTTGCGGATATCCGTGAAGGATTAGGCCTCGGGGTGGACGATTCCCACGAAGGATCCAAA 
CCCAGCAACGATCATTCTTTGCTGCATGAAAAGCCTGAAATTTCCGTCATGCCGACCGAA 
TCAATGGCACGGCTGATCTTTTATGCGCCTGATATGGATGGGCAAACAGACCCCGGTGAA 
GTAGTGTGGATTTGGGCACCAGCCGATGGCCCCCAGCAACCACCCCGTAAACGTGCCATC 
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GTTGTTGTTGGAAGAAACCGAAACGCCATTTTAGGTCTGCTCATTTCCTGCAACCCCGAG 
CACCGCACTGATGAAGACTGGATCGACATTGGATCTGGCAGCTGGGACCCTCGAGGTCGC 
CAAAGTTGGGTACGACTCGACCGCGTTCTGGAGGTACCCGAATTGGGTATCCGGCGCCAA 
GGAACAGTCGTCCCCCCGGGGCGCTTTGAGCGTATCGCCAACCGCCTCCGCAACGATTTC 
AACTGGGTC 

>RXN02 9 51-downstream 
TAACATTTATTTGGTAATTGGGC 



RXN02 9 57 -upstream 

GCATGCTATTGCGCTCCGGGTGGGAGATTCTGTCGTCCATGCCGCGGTTGTGGTGGCGCA 
ATGACTGCGCCCCGGGCACGGAATGGCTCCGGGTCACCAA 

>RXN02957 

ATGCAAACTGCCCAAGGAGGAAGGGTCTACACCTCACTGATGGACGAGAAGTCCCTTTCC 
CCGTTGATCGGTCTGCCGGGTCGGGAGAACATCGGCCTGGGCCGACACTGGCACGGTCTG 
TCGACGATGTTGCGGGTGCTCAACGGCATCGTCTACGTCGTTCTGCTGTTCGCCACCGGG 
CTGTGGCAAGGCATTATCCCCACCTCCTGGGACGTCTTCCCCGAGGCGTGGGAGACATTG 
AAGGTTTACCTGGGCTTTCGTGCCCCAGGCATCGAGCACTTCACCCCCCTA 

>RXN02 957 -downstream 
TGACGCCTTGCAAATGCTGGGCT 



RXN02 9 6 7 -ups tream 

GGGAATCTAGTCGGCCTTCACCGGTGATCAACAAGTCAGTTTCTGGCAGCGCATCCTCGA 
TTCCGTTGGAGCGGGCAATCAGTGGCGCGCCGGGGAGGAT 

>RXN02967 

ATGGATCTGTTGGTCGTTGCCGTGCATGAGGGTGGACAGCCACGTCAGTCCGATTGCAAT 
GCCCCCGGCTGCGCCCATACCTGGCTTTGTGCCATCAACTTCCAGTTGGGCGCAGGCGTG 
GTGGAGGGCGGCGTCGAGAAGCGAAATGTCTTTTTCGGTGGCACCTTTTTGGGGCCCGAA 
TACGGTGGCCGCGCCCTGCGGGCCGGTGGCGGGGGCGTCGACATCGGTGAGCAGGATCCA 
TTCGACGGCGGCTGCGGGGATGTTGAGTTCGGCGGTATCGATGTAATCGAGGTTGATGAG 
GTCGGCGCCACCGGTTCG 

>FLXNO 2 9 6 7 - down s t r earn 
TAGTGCGTAGCCCTCTTTGTTGC 



RXN02 971 -ups tream 

TTCTGGTCCGGATTTTCGGGGAATACAGCGAGGGAGAAACGTGGCACGCCATTCAAGTGG 
GAATTCAAACTTAAGGTTATCTAAATCGCTAACCATTGCG 

>RXN02971 

TTGATTGCCATCGTCGCTCTCATCGTGGCACTTGTGGTGTGGCTTTTTAACCGTTCAGAT 
GATTCTGGCTCCACCACGACCACCTCACAAGAGTGCATCTCCGGAAACTTGAGTCTGCCC 
GTTGGTGGCGATTCCACCGCAGCCGAAGAATTAGTGAACAAATTTAATGACTCATCACCT 
GTCAGCCGTGATTTCTGTGTTGAGGCGGAAGCTGTGGACGGTAACGTCCCCGCTGCCACG 
TACCTGTTCGCTGGTTCTCGTTCTGATGCTGCCACCGCACTTGCTGAAACCGGTGCCGTA 
GCAAGCAGCTCT 

>RXNO 2 9 7 1 - downs t r earn 
TAAAGCTCTTGGCCCTAGGTTGG 



RXN02 9 7 8-upstream 

GCCTCTTAAAATCAGACAATTTCAGTGTTGGAATAGCTACAAGGGTCTACTGTAAACGAA 
GAACGCTCGATAGGGCTGTGTACCTCAACGGAGGTAAAAC 
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>RXN02978 

GTGATTGATCGACCTGTATGGTTGTTTGAACTTTATAACACCGCGAAAGAAGTAGTATAT 
TCGCTACTCATTGATCAAGTAACTGGGGAAAATACAATACTCAAGAAGGATGATGGTTGG 
CGAGATCAATTCATGATTGAGTCTTTCTTTGCTTATGATTCAGAAGCTGACGCGACCTCG 
TGGAGCGGTAAGAACATGAATAGCTACTGGTTCGTTAGCGATCTAATCAGCAATATATCC 
TTCGCTGAGCGATCCTTGGAAAGCTTTTCTTGGGCTCTTCGAGATCTTGAGGATCTTTCT 
TCTAGTGAAACTGAATTTGAAGGGCTTGAAGAGCTGAATCTAAAGTTTAGTGAGCTCCAA 
GAATGGTATACGAACCTGGAACTTCCTTTTCAGCCGTCGGCTGCTGATGTTGATGAGGTG 
GAGCAGTATCTGCAAGCTGAAGTGACAAGGCAACGGGG.TGAC-TATGAA-TGG-TGTeeTGAG' 

TTTTGGATACCAAAGCCGGATTCATACTATATCGACCATGCACTAGCGGTTGTCACAGAT 

GTTTTGGGAGCTATTGAACAAGGGGAGCTGCGTGAAGAAGTAGAGGTGCAGCAGGCTTTA 
GACGAGGTATCTGAAAATTGGAATCCTTTGGAAGATTCTGATTACTACTTACAGGATCAC 
CGTGGGCGCCCTGTACAAGATCTTTCCCGGGAAATGGAGGAGTTGGTCAGATGTCTAATG 
CTTGACCAAGAGTGGTGGGGTGCAGAGGCAAGGATTAGAAAGCTTGTTGAATCAGTTGAG 
TGGGAGGATACTCAGGCGATCAGCTCTTTAATTGAACACGAGCAATATTGGGAGGATGGT 
CGTTTTCGCCCACCTCTACATAAGTTTTCGGAAGGACTAGACGAGCCAGAGCCCTTGCCG 
ATGACGAGAAAAATGATACTTGCGACGAATCACCCTGATGTTTTACGCGTAAACATTGCT 
GATTATTATCAGCAGCATAGGCGCATTGCTACTCAGAAGGTGGAATGTTATAAGGAAGTT 
TTGGCATTGTATCCAGAGATTCTTAAGAAATTTGATGATTCATCTTTCGTCAATCGACAT 
TGGATCTATAGGGCGTTTGATCGCGAAGGTCAGCTTTTGTATATCGGGGAGACAATAAAC 
CCTCTTGTACGGTTGAGGGAGCATGCCGGCTTAGGGTCTATTAACCACGCACATCATAGG 
CTAGTATCGCCGTGGTTTTCTACGATGGCTACATTTCATCTTGAATCTTGCTTTACCCAG 
GCTGAGGCAAAAGAGAAGGAGGCTTTATATATTAAGCTGGAACAGCCAAGATATAATAAG 
ACGCATAATTCTGCTAGATTGGCGGTTTCTGAAGAAGGGGTGCCGGTGAACGAGGTGCCG 
TCAAGAAATGATCCGAGGAATGTCGGTTGGAAGGGTCATAGGCACGTGCCACCAATGTTG 
CCGATTGTTGCACGTGTTGTCGATGAATCGACAACACGTGAGGGATATGCGTTTTACGAG 
GACAACCGG 

>RXN02 97 8-downst:ream 
TAGCGTTGCGATCTCTCGTGGAA 



RXN02 9 95-upstream 

AAGGCAAGGTCGGAGACGAGCCTTGTTAGTTCAGAGTCCTAAATAGGCGTTTATGTCAGC 
TCGCGCAACAGGGATACAATGAGCAACCGTGACGCAGCAA 

>RXN02995 

TTGAACCACGCAAAGGTAAATCAACATCCCGGTCAAGCCACCCTCCCAGAAACCGCAGAG 
GGGCAGGTTCGCACCTACGAGGTAAAAACCTACGGCTGTCAGATGAATGTGCACGATTCT 
GAGCGCCTTTCGGGCCTGCTCGAGGAGGCTGGATACGTTGCTGCTCCGGAGGACACCACT 
CCGGATCTTGTCGTATTTAATACGTGCGCCGTGCGTGAAAACGCCGATATGCGCCTCTAT 
GGCACTTTGGGCAACCTGCGCAGCGTGAAAGAAAAGAACCCAGGCATGCAAATCGCTGTC 
GGTGGTTGTTTGGCTCAAAAAGACAAAGATACCGTGGTGAAAAAAGCACCGTGGGTGGAC 
GTGGTGTTTGGTACCCACAACATTGGTTCCTTGCCAACCTTGCTTCAGCGCGCGGAGCAC 
AATGCCCAAGCGGAAGTCGAAATTGTCGATTCCCTCGAGCAGTTCCCGTCAGTACTTCCT 
GCAAAGCGCGAGTCTGCTTACGCTGGTTGGGTGTCCGTATCAGTCGGATGTAACAACACC 
TGTACTTTCTGCATCGTTCCGTCGCTGCGCGGTAAAGAGCAGGACCGTCGACCAGGAGAC 
ATCCTCGCAGAGGTACAAGCACTGGTGGATCAGGGAGTTACCGAGGTAACTCTACTTGGC 
CAAAACGTAAATGCTTACGGCGTGAACTTTGTTGATCCTGAGCTAGAGCGCGATCGCAGT 
GCATTTTCCAAGCTGCTTCGTGCCTGTGGTGAGATCGAAGGCCTCGAGCGGGTTCGCTTC 
ACCAGCCCTCACCCTGCAGAATTCACCTCTGATGTCATTGACGCCATGGCAGAGACCCCA 
AACATCTGCCCGCAGCTGCACATGCCACTGCAGTCCGGATCTGACAAGGTGCTCAAAGAG 
ATGCGCCGTTCCTACCGATCCAAGAAGTTCCTCTCCATCTTGGATGAGGTCCGTGCGAAG 
ATCCCTCACGCCTCTATCACCACCGATATTATTGTCGGATTCCCTGGCGAAACAGAGGAG 
GATTTCCAAGCAACCCTCGACGTTGTCAAGAAGGCACGCTTTACTTCTGCTTACACCTTC 
CAATACAGCCCACGCCCTGGCACCCCTGCAGCGGAATATGAAAACCAGCTTCCAAAAGAA 
GTTGTGCAGGAACGCTACGAGCGCCTCATGGTCGTTCAGGAACAAGTCTGCGAAGAAGAA 
AACCAAAAGCTCATCGGCACCACCGTCGAATTGCTGGTCCAGGCTGGCGGAGGCCGCAAG 
AACGATGCCACCAAGCGCATGAGTGGTCGCGCACGCGATGGACGCCTCGTGCACTTTGCG 
CCAGAGGGCGACATTGATGGTGAGATCCGCCCCGGCGATTTTGTCACTGTCACGGTGACT 
GAGGCCAAGCCTTTCTTCCTCATCGCAGACTCCGGTGTGCAGACCCACCGCCGCACCAAA 



Appendix A, page 515 



Att^B^ Docket No.: BGI-129CP 



GCTGGTGACAACTCTGCAGTTGGTCAAGTTCCAACCACAGCACCGATCGGTGTGGGCTTG 
GGACTGCCACAAATCGGCGCACCAAAGGTGGCTCCTGCCACAGAATCTGCCTGCTGCTCC 
ATTAAC 

>RXNO 2 9 9 5 - downs t r earn 
TAAAAATTGCAGGCTAGAATAGA 



RXN02997 ^ 

-GGeeTAeeGGGCCAGCCCTTTGAGGGCGAGGCTTTAACGCTTATAAACGCCCTCCTCCAC 
CACGCCGAAAACGTCGCAGCCTCCAACCCCTGGAAGCGCACCACCTTCCACACCGCTCAC 
ATGCACCCTCCAGGGAGTAATGCGGATTGTGACTACTGCCTGGTGCTGCAACGCCGCGGA 
TACGTTAAAGCCCACGAAGAAATCCAACAAACCATCCCGCTTCCTTCAGGTGACTGGTCC 
GCTGGAGAATTCACCGTGGTGGACGTTGAAGGCACCGCCTTCCCAAGCGCGCTGATCCCC 
AGCATCGTGGAACTCCAACACCGCGCAGCCCTCGATGTGCCCCACGGAAACTTAAGTGTT 
GCGCCTGCACAGTGGGATGAACACCGCTTGGCGCAGCAATCTGAAAGAATCCTTAAAACA 
GGAACGAAACTGTTCACCGTACTGTTTGCCGAAGGATCCACAGTCGCTGCCATGTCCTCC 
ATCGCGATTCCCCCAGGCTCCAACCCTGACATCGCCGAACAGGGACTGACCATCGTGCAC 
CCAGATTTCAGAGGCCGTGGTCTTGGAACCGCTGTGAAATTAGCGGGACTGTCACTACTT 
TCGAGGTGCCACCCAGAAATTCAACGCGTAGCCACCTCAAATGCAGTAGACAACCATGCG 
ATGCTGGCGATTAACCGCTCCATAGGGGCAACAGAGATCGCCCGAACCACCCTGTGGGAG 
AAGAAACTC 

>RXNO 2 9 9 7 - downs t r earn 
TAGGTGATGGAATTCGAGACCAA 



>RXN03 001 -upstream 

CCCGGTTCACGTGATCAATGACTTCACGAGCACCGATGAAATCGATGCTGCGCTTCGTGA 
ACGCTACGACATCTAACTACTTTAAAAGGACGAAAATATT 

>RXN03001 

ATGGACTGGTTAACCATTCCTCTTTTCCTCGTTAATGAAATCCTTGCGGTTCCGGCTTTC 
CTCATCGGTATCATCACCGCCGTGGGATTGGGTGCCATGGGGCGTTCCGTCGGTCAGGTT 

atcggtggagcaXtcaaagcaacgttgggctttttgctcattggtgcgggtgccacgttg 

GTCACTGCCTCCCTGGAGCCACTGGGTGCGATGATCATGGGTGCCACAGGCATGCGTGGT 

gttgtcccaacgaatgaagccatcgccggaatcgcacaggctgaatacggcgcgcaggtg 

GCGTGGCTGATGATTCTGGGCTTCGCCATCTCTTTGGTGTTGGCTCGTTTCACCAACCTG 

cgttatgtcttgctcaacggacaccacgtgctgttgatgtgcaccatgctcaccatggtc 
ttggccaccggaagagttgatgcgtggatcttc 



RXNO 3 0 0 5 -ups t ream 

TAGGTAAACCTTAAACAGTCGCCATTGAAGAATTTTAAAAACAAACAACCTTCAACGCGC 
TAACAAGCATCTTCCCACTCTCGTTACCGGAGTTTCTCAC 

>RXN03005 

ATGTCTCACAAGTTTTCCCGCCGTGCTTTCGCAGTACTGACCGCTGCCGCAATTTCCACT 
TCCGCTTTCGCAACCACTGCTCCGTCTGCGATTGCAGAGCCAGTTCTAATGTCGCACTGC 
AGACGATTCCAGCGTCGCAACTTCAGAAAACTCCCTCGACTGGGGCTTCAAGGCTTCCTG 
GCGCACCTATGTCACCGGACCTTGGACTGGTGGAACCGTGACGCAACTGGCGGTGCAACT 
GTCAACGAAGATGGAACCTACAACTTCACCCTCGGAACTGGCTCCAATTACGACGTCGAC 
ACCGAGAAGGGCCAGCTGAACTACGAAGGAACTGTTGCCTTCGCCAGTGACGCTCACGGC 
TTCAACATCACCTTGTCCAACCCGCAGATCACCGTCGAGGGCGACACTGCAACTTTGAGC 
GCCGAGCTGTCTGACAATGCCGCTCCCGAAGAGACCTCCACTACTCGCGTTGATGTTGCT 
GAGTTCGAACTGACCGCTCCTGAGGTTTCAGAAACCGATGCGGACATTACCTACACCTGG 
ACCGATGCTTCCGGCACTTTCTTGGAGACCCTGCAGCCTGAAGAATTGAGCCGTTACGCA 
GGCCAGGAAGCGGATGCGCTGAGCTTCTCCATCACCGTGGACAAGGCTTCAGAGAACCCT 
TCCGATGATGTTGCTACCGGATCTTCCTCCAGCTTCCTCTCCACCATCTTGAACTTCCTT 
CAGCAGCTGGCGAGCCCACTGCTCAAGCTCTTCGGTTCGCTTTCTTCC 



Appendix A, page 516 



And^m Docket No.: BGM29CP 



>RXNO 3 0 0 5 - downs t ream 
TAAATAATCAGTAATGCCCCACC 



RXNO 3 009 -ups t r eam 

ATGTGAACCTGATGCTGGCACCTGAAGATAGCCACAGCCCAGGCACCGCAACAGTGACCT 
ACCGTCATGGTTTCAGCGATCACCGTTTACCCTGCACTGC 

>RXN03009 

GTGGCTAATATCGCCAGCTTGTACGGACTGTGGGAAGGCAGCACATCCACACCAATCGAA 
CAGCTCGTACCTGCGAAAGGTTCCAGCTTTCGTTTGGTGAGGTCTTTTTACAGGCGAATT 
GACGGCCAAGCAGTTCAGGCTCGTCTCAAGGAGAAGATTCTCAACACCGCGGAAAACCCG 
CTTCCTCGCTTGGACATTCCAGGTAAGGAGCGCACTGCGCAGTACCCAGAAAATCCGGAT 
ACCTTCGCCCAAAAAGCAGCTCAAGAAATTCTTGATGAGTTCAGAACTCCACTGATCGGT 
GAAGAAGCTGCAGCTCATGTTGAGAAAACGAAGACGATTTTCTGGAAG 



RXN03 010-upstreain 

TGGGCGCCTTCAATCGGCACCCACTGAATGGATTCTTCCGGGCCTAGTTTTAGGGCTGAT 
CAGCCTGGGACTCAATGCGTGGATTACCTTCGGTGCGCCA 

>RXN03010 

GTGCCCACCGATAATCTTTTTCTCATCGTTGCTGGAATTGCGTGGGTGTTGGCAGGAATT 
TTGAGCGTGCTGTCCATCGGCAAGTACATGTCAGCAGTAAATGAGCGAAAGTCGACAGGC 
TTTTATACAGAAGTGCCGTGGAAGAAAGCGCTCTTTACTGCGACAGCCGTCCTATTGGTG 
TTTGCTGTTGTGTGGTCGGCCTTGGATATTGCCCTGTGGGTAGGAAAGCAGTCATGG 

>RXN03 010 -downstream 
TG AAC ACGTTG AAC TC T AAAAC C 



RXN03 011-upstream 

CCGACGTACCAGTTTTTGTCGTTCCACCCCTGGACTAAAACCGAGACGAGAACCAAGAAG 
ATGAAACCAAGGGGTAAAAACTGGTAGTCTCTTCCACGTC 

>RXN03011 

ATGGCATACGAAACTGATTCCCTCAACCGACGCACCCTCGGGCCCGCGATTGCAAGCGCA 
GTCGTGGGAATCGCCGTCGGCGCAGTCGCAGTAGTTGGGGTTTCAATGATCTCAGGGCAG 
GACACTGTTCCCACTGGTAACGCCGTAACTGCAGACGATGCCCTGCTCGGTGGCCCTGAG 
TATGGTTCACGCGAAGCAGAC 

>RXN0 3 011 -downs tr earn 
TAAGAAGCCACTTCCCCGTTTTC 



RXN03012 

ACCACTATCAACATCATCATCACCAATGGCGCTGCACCACACCCAACTAATCTCAATCGC 
GCAGAAATTCATGATCACCTACCCCTCACTGCCTCTGATTCGGAGCTAACCCGCCCCTCC 
CAGGAATCAGTTCTCTATGACCATGAATCCGAAACTGTCTTGCGCACCATGGTCATCCCT 
GCAGACCTGCACGTCGCTATGAAGCATCTAGCTAAAAAACACAACCTCACGGTCACAGAG 
ATCTCGCGCATCCTTCTGCAGCGCTACATCGACCGCAATATTAACCATGTAGAGCAAAAC 
CAGGCTGAATCCGACATGGTGGAAGTCTTTGCCAGCCAACCAACCAATGCAACCGCAATG 
ATCCCTGTACCTGGAACCAGCTTCAGGCAAATATTTATCAAGCACAGCACTGGTTTCTGG 
AAAAACATTGATCATGATCTTGTCGATCTCGACGCCTCTAAGACCCCGCGTGTACGCGAC 
CGCAGTGTCTTACCACAACCTCAACTCCACAGAGCGTTGTTATCAGATGCTGATATGGCT 
CGCCTTGCAGCACAACTGACCGACAAACAC 

>RXN03 012 -downstream 
TAAAACCTCCACAACAAGGACAT 
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RXN03 017 -upstream 

AACTCAATATTAAAGTCGCGTAATTAGTGTTATATTAATTACGCGACTTTAATAGTTTTC 
GAATACGTAGATTCTCGAAATACAGCAGAAAGCAGGGGTT 

>RXN03017 

ATGCTCGATTCATTGAAAAATCGCTTCACCAAAGCGAAAGGTTCTCATGGAGTGGGGGAG 
GGGGCTGTTTCTGGCGATGCAGCAGTAAAGCCACTGCGCAAAGAAGAACGACTCGCCTCA 
GTCATTCAGGAAACCGAACCAGGTGCTGCAGTCGAGGTCATGCGTCGCAATGACGCATTC 
GCTTTGCCAGGTGAGACCGGTTGGGTAGTCATGCTGTTGCCAACTCACGAT-TCACAATTG- 

GGTGGGeTCAACGCTAAGGAAAAGAACCGCGAGGATAAAGGCACGATCATCAACCTGGTG 

GTCAACGATGATATTCATTCCGTTGTCACTCCAGAACTTCTTGACAGCGATGTGCTTGGT 
GTCATTCCTGATGCAGATTCTTTCGATCGCATGGATGAGTTTGATTTACTGCGTAACAAA 
GCACGCTGGCACTACGGAGTGGCTGCAATTGAACCTGACACGGGTGAGCTGGTGGTGTTT 
AAGGTGCCCGCGAAAAATAGCGCTTCGGCACGCGGTGACATTTTTTCCGAGGTCGGCGAT 
GTGCTTAGCGGTGCTGCTGACCTCGAAGACGTGGTTGATTTTGAGGTCATTGCCACCTTC 
CTAGAGGTGCTGAATGAGACCTCTGAGGTGGATATTGATGACGAAGATGGCGACGTGCCT 
TATGGTCTTGAGGGTGTCAATGCAGCGGGAGTTATCACGGATGACCTCATTCGCGAGAAG 
CTTGATGTGGATTCCTATCCGAGCAGTGCAGAGATCATTGACAATATTGTGCATGTGTTC 
ACCAAGTTGCAGGGCAAGCATCATGTGGCACCACAGCCGGTGCTTCACAGCGCAGACGTA 
GTGGATGTTGATGCACAGGAGTCCCATGACACAGTGGTTATTGAGAGCCCTGATGATGTC 
GCACTAGCAGAACAGGTGGATGTACCGGATTTCAGTGATGGATTTGGTATTGACGATGCC 
GAGGTTACTGAGCCAGAGGATGAGGAGGTTGTCGAAGCAACAGCTGATGCAGATCCTTTT 
GGTGATGTAGCAGAAGACGATCCTTTCGGCAGTGATGATGAACCAGATTTTGGTGCATCC 
GATGTTGTTGCTGCACCGGCACCTGTAGCCGGCATGTCCGATGAGCAGATCCAGGCGCTG 
ATTCGTGGTGTGTCTGAGTCCGTGCAAGCAAAGACTGGTTCAGAACTTAATGCTTTGCGA 
GAAGAACTTGCACAAGCACTGGCTTACAATCCGGTTCAGGATTCACAGGCAGCATTGGCA 
CAGGTGCACGCAGCTGATGCCCGCAGCTTTGATGCCGATCAAGTGGGTGATGCTGTCACC 
AAACGTTATGTTAATGACGACTTGGGGCTGTATGTCGATGAGGCAAACTTCAATAATGCT 
TTGACCAGGGCACCGTTCCAGGTGGCGATGCCGCAATTCCAGGAGACTACACCGTGGTTA 
GGTGATCAGCTTCGTACATTGGTGGCTGTGTTTAATGGTCAGCTGCTTGATCAGCATCAG 
CGTGACTACCGAAGAAGTGCGCGCGATGTACATTGCGCT 

>RXNO 3 01 7 -downs t ream 
TAATGATCGCTCTAATCTTGAGA 



>RXNO 3 018 -ups t r eam 

GTGGCGATGCCGCAATTCCAGGAGACTACACCGTGGTTAGGTGATCAGCTTCGTACATTG 
GTGGCTGTGTTTAATGGTCAGCTGCTTGATCAGCATCAGC 

>RXN03018 

GTGACTACCGAAGAAGTGCGCGCGATGTACATTGCGCTTAATGATCGCTCTAATCTTGAG 
ATCGCTCGTGATCTTGGACTGGATAATAAGGATTCCGAATTCTACGAGGTTTACCGTGCC 
ATTGAGCGTGACCGCGATGTTATGGCTGGTGATCAACAGCGTGTGGAGTCAGAGCGTCGT 
CAGCAATTGCAGCAGGAGTATGAGGCGAACCGTGAAGAATATGTCATGGCAAAGATCGCG 
GAGCAGCGCGTGGAGTATGATCGCCGTCATATGCCTCGCCATACCGCATCACTAGAAGCG 
GTAGGTCGAGAGCTGACGAGCCTGCGGGATCGCACCATTGAGGATTACACCGCACGCATG 
AACACGCTGCGTCGTGCACGTGCTGGTGAACGGGCTAACGCTGCAGAATCTCGCATTATT 
GACGAATTGCGCCCGATTGTGGAGCGCCAGGCAGAACTGCAACGAGCAGCTTTCGATGGT 
TTCATTGTTGATCTTGACAAGTTTATTGCTGATCACCGCGAAGATGACCTGCGTTTGGCA 
TCGGTGAATGAGCAGAAGCTTGCTGCAGATAATCGTGTGGCACAGTTGACCAAGGAAGCC 
GAAGAGCGCATCGAGGGTATCCGCGTCGAGACCGATAAGATGATCGCCTCCCAGCGCAAG 
GCACTTGAGCGTCAGGAAGCGGAATTCGCAGCAGAGCTTAAGCGTCGCGACACTATTGTC 
GCTGCATCGGAGGAACGTGCTGAGCGGGAAATTACCACAGCACGTCTTGATGCTGAGGCG 
GCGCTCAAGCGCATGGAAGAGCAAATTCGTGTAAATAATGAGGCGCATGAGGCGGAGATT 
GTTATTGAGCGCGATCGAGCCACCCAAGCAGAGGCGAACTCCATGACGTTTGTTGAGTCA 
GTCAAGCAGCAGGATCGCAGCAACAACATCATTTTGATTGCCGTCCTCATTGTGGGGCTG 
ATTGCCGGCATGGTCGCTGGCGCAGCCTTCTTC 

>RXNO 3 0 1 8 - downs t r eam 
TAAAAGATCGTTGCGCGGGCTGT 
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RXN03 02 4 -upstream 

CTCTACCCACTTAAAATGGACGCATATTCGCAAGATAAGGCATGCTTGGATGAATAGATT 
TTAACTCAACGTTTACTAAACAGAATCGGAATTAGGAGCC 

>RXN03024 

ATGCTTGAACGCACACAGGTATTCGTGGATACGTCCTACCTGCTCGCAAGCTTTTACAAC 
TCTTGGGAGACAGGGGCACGTGCCCAATTAGAAATCGACCTCCCCGAAGTAGTCGGGGTA 
TTAGGAAGGATGATTGAACAACAACTTAAACAGCCAGTACAACGCCAAATGTGGTACGAG— 
GGAATCCCCGAT-TGGGGeeCCCACCGCTATCAACGAGCACT^ 

CAACTTCGTGCTGGCCAATTAATTGAATGGGGCGAACGCCGCACACAAAAGGCAGTAGAT 
ACCCGCCTTGTTGCAGACCTCGTTCTCGCAGGTGTTCGCGGACAATGCTCCGATATCGTG 
CTCGTCAGTGGCGACGCCGACATGATCCCCGGTGTTCAAGAAGCTGCCAATGCAGGCCTT 
CGCGTTCACCTCTACGGCTTCGGCTGGGATTCCATGTCCTCCCAACTGCGCCACTGCTGT 
GACACCACCACCATTTTGGATCCTCGAGAAGATTTTGCTGAATGCATGCAGCTGCAGGTT 
CTCGAAGGTCCACTACCCCCTGTCGTTCGGGTAAAGCCCATCAACGATGCAGAACCCATC 
GAGGATTTGGATTTCACTCCAGTTCCAGGCGTCGCCTCACCATTTGAAGAGGTCAGCGCG 
AAAGATGAGAAATTCTCTCCACGCCCAAGTGAACCTGCCGAAGCTTTGTCGGAACAGGTC 
TGTGAAGCGCAGTATGAGATCTCCAAACACGAAGGTCAAACCGCTGATTCAGGAGAAATC 
ACCGAGTCTTTCGAGGCCGCTGAAATCAAGGTAACTGAGTTTTTTGGAGAACCAGCTGCT 
CCAGTAGCGGAATCAGGCGTAGAAGCTCCCACTCCGGAAGCTCCCACGGTTCCTGAAGCA 
GCTAAGCCCACTCCGGCGAAACCTAAGACTCCAAAGGCAGAGCCCCAAAAGCAAGAATCC 
CCCAAGCCGGGAACTCCAAAACCAAAAGCTCCAAGCCCTGCGGATATTCCACCGAAAGCC 
CCAGCTGACACTGAGGAACATTCGGAAGTCGAAGCTGAAATCGAGGACTCACGTCCAAAG 
ATCCCCAGCCCTTCGATGATGGCTCCCCGCCGCAAGCTTCGTTCCCGCTACGTTCCGCTT 
CCCAACGAAGTGTGGGCAACAGCAGGATTCCAAACTCCTTACGATGTCGGGCAACAGTAC 
GCATCGTGGTGGTTTGAAAACGCAGCTACCAGCACTCAAAGAGATCAGGCTCATCTATTG 
TCTGGTGGCGGACTTCCACCAGAGATCGATCGCCCGCTTCTGCAGTTTGCTTGTGAAACT 
CTCCACGAATACACCCTGACTGAAGCGCAGCGCGTAGCTTTACGCGATGGCTTTCACTCC 
GGAATCCGTGGTGTATTGCTCAACCAGCGAGATAGC 

>RXNO 3 0 2 4 - downs t r earn 
TAGAATCACAAAAAACTGGGGCT 



>RXN03 025 -upstream 

AGCGAATCGGATTCAGTGATTTGCTTGCGGGCGCAGAAATGATTTTTCAATTAGACACAC 
TTAGACACACGTAACTAAAACCTCAGGGAAGTGACTGATA 

>RXN03025 

ATGGCTAATCCGCTCAGCAAGGGCTGGAAGTATCTCATGGCATCGTTCGACAACAAGATC 
GATGAGAATGCAGATCCAAAGATCCAAATTCAGCAAGCTACAGAAGCTGCCCAGAAGCAG 
CACCAGCAGATTATGCAGCACGCTTCTCAGATTATCGGTCAGCAGAAGCAGCTTGAGATG 
AAATTGAACCGCTTGGTTACTGACCGCGATAAGTTGCAGGAACAGGCTCGTCAGGCAATT 
CAGTTGGCAGATAAGTCCGCAAACGAAGGCGACAGTGTTAAGGCTCAGGAGTTCAACAAC 
ACTGCTGAGGTTTTTGCTTCCCAGTTGGTAGCTGTGGAACAGCAGTTGGAGCAGACTACT 
GCGCTTCATCAGCAGGCTGAGGTTGCGGCGAAGGATGCTGTTGCGAAGTCTAAAGAGTCT 
GAGATGCGCCTGAAAGAGCAGATGTCTCAGATTGATGCTCTACGTGCGCAGGCTGATCAG 
GCGAAGATGCAGGAAAGTGTCACTAAGTCTATGGATTCTTTGAATCAGTTTGGCACTCAG 
GATTCTTCTGTTCCTACCCTTGATGCGGTGCGTGAGAAGATCGAGCGTCGATACGCAGAT 
GCTTTGGGCGCGCAGGAACTTACCCAGAACACTGTTAGTGATCGCATGGCTGAGATTGCG 
CAGTCCGGCACCGATATGCGGGCGTCAGCTCGTTTGGCTGAACTTCGCGCGGAGGCGCTG 
GGCACGTCCGCAACGCCTAAGGGCCAGCTAGAGGCAGGTGTCGAGGATGCGGAAGAACTT 
ATCGACGAAACCTCCACCCCTTCAGCTACCCCAGAAACCGCAAGCCCAGAAGCTGATGCT 
CCAGAAGCATCCGCAGACGAGTCCGAGAAGAAA 

>RXN03 02 5 -downstream 
TAACCTAAACACAAAAAACTGGG 



RXN03 02 7 -upstream 



Appendix A, page 519 



Att^B^ Docket No.: BGI-129CP 



AATAGGAGAATTTAAA 
>RXN03027 

ATGGAAAACGTTTACGAGTTCCTTGGAAACCTTGATGTCCTTTCCGGCTCCGGCCTCATC 
GGCTACGTCTTCGACTTCCTCGGCGCTTCCAGCAAGTGGGCTGGCGCAGTTGCTGACCTC 
ATCGGTCTGCTTGGC 

>RXN03 027 -downstream 

TAATTAACTTCGCCCACGGGCAA ^ — 



RXN03 02 9 -upstream 

GGTGTGGCTTCCTATTCGCTGCATCCTGAATATGCCATCAAAATCTTCACTCTGAGGCCG 
AAAAATCCGGTTATGACATTAAGTACCTAGGACA 

>RXN03029 

ATGTTTGGAGTGGGCTATTATACAACCGCCCACCGATTGTCCACCCTGCAGCGCCCCAAC 
TTGCGCGGCATCCCCTTAACCTTCGTGAGCGTCGACCGAGCCGGCAACATGTCCAAACGC 
CAATCCGCCACGGGCTTCCACTTCACCCATTACGGCGGCACCTGCCCCCTGTGGAACGTG 
TTTGAAACCTTCACCAACCCCGGCCAAGTGCTCCGCCAATTCGCGCAAATGCCCGACGGA 
CGCAACTACCTGTGGATCTCACGCACCGTGCGACACCACGAAGCCCGGTTCGGCGAAGTA 
GACAAAATGTTCGCCATCGGCTTGGGCTGCGAAGCGCGCCACGCCGACCGCACTGTGTAC 
TCCCGCGGTTTCAACCTCCAGGACCTCTCCACCGCCACCCCCATCGGGTCCGGCTGCCGA 
GTGTGCACCCGCGAGAACTGCGCGCAGCGCGCATTCCCATCCGTCCACGGCCGCATCAAC 
ATCGACGCGCACGAATCCACTATCGCGCCGTAC 

>RXN03 02 9 -downstream 
TAAGAAAAGGAGCTTGCTTTACG 



RXN03031 

AACAACGGCCTTAACGCCATGGCCGCGATGACCAACCTCCCACACCTGCGCGCCATCCAA 
GAACGCTACTACTTCCTGAGCATCCGCTACCTCGCCTCCATCATGATCGCCGTGGCCAAA 
GCAGACCCCACCCTGTGGGAAGAACTCGACCTGCGCATCACCGACGCCTTAACACCAGTC 
ACCGCAGGGGAAGTGATGATCCAATCCTCCACCCTGTCCAAACGCATCGCCGCCTGGATC 
AAAGAACTCGACCCCGAACCCACACCAGAGCCCATACCGAAAGAGGACTATGTTCACGTC 
CACACCACTGATGAGGCGACCTATGTCCGCATCAAAATCAGCGGCCCCAACCGCCTGATC 
CTCAATGACATCATCACCCAACTCAAAGACACAGACACCGAGGACAGCCTGCCTGAAGCG 
CTCATGGCGTTCCTGATGGAGAAAATCCAGTTAAAGATCACCAAGTACCTTTTCACCCCA 
CATAAGCACCCTGAGCAGGTGTGGTCACCGGACTACGGTGACATTGGTCCCGAAGCCTAT 
GCCAATGCCACCCTCGTGTGCGCCAAGGACTTAGATGAGGTCGCTGGAGCCACGGAGAAG 
AGCTACACCCCGAGTGAGAAGATGAAAGCCCTGATCAGAGCTCGGGATGGGCATTGCCGC 
TTCCCAGGGTGTTGCGTCCCGGCGAGTAAATGCCAGGTCGATCACATTATCCCGTGGGCG 
GAGGGCGGCCCGACAGCGGCGTGGAACCTGCAGTTGTTGTGCCAGCGGCATCACAATATG 
AAAACCGAT 



RXN03 032 -upstream 

CCTGGTCATAGGATACTTAGCTCAACCACACGGTCAGGGCCAGCAATTCCTCACGTTTTA 
CCAACTCCGTAAGCACACCATCATGGCCTGGTGCGCCGCT 

>RXN03032 

ATGACCGACGGGGACTTAGACGCTGATATCTCACCCCGCCAGATCGGGTTGATGACCACC 
CGAACCGTGGTCGAAATCGTTCGACTACGCCACATGATTGCCCAACAACTAGAAAGAGCC 
ACGATCATGGAAAACGAGTACCTCAAAGAAATCGCAGCGCTGAAGAAAGAACTCGCGCAC 
TACAAGCAAAAAGACCATCAGAATCAAATGGTGATCGATATCTTGGGAAAAGCTATTGGG 
ACCAGGCCCAATCCTGGCGAGGGCTTAGACGAGGAGGACGCCACC 

>RXN03 03 2 -downstream 
TAAACGTGGATGAGCAACGCGCC 



Appendix A, page 520 



Att^Hk^ Docket No.: BGI-129CP 



RXN03034 

TTCCCACCAGATCGAATCTCCGCCAACGGGCGACGCTATTACGAGCCACAAACACGACTC 
GAGTTCATGCGGATCTACACCACCCTGCCGCACGGCTACCGCCAGCCCTTCCTTAAAGCC 
AACAACATCGGCCACTGCACCGTTCGAACCTGGCTAGCAGCAATAAGCACCTTCAGCCGA 
CTTCCCCATGCTTTTGATGATGCCCACCGCTTCGGGATCGAACGCACCACCCCAGTCGAC 
GATGTCACCACACTAACGGCTGATGACAAACGTGACCTGGTCATAGGATACTTAGCTCAA 
CCACACGGTCAGGGCCAGCAATTCCTCACGTTTTACCAACTCCGTAAGCACACCATCATG 
GCCTGGTGCGCCGCTATGACCGACGGGGACTTAGACGCTGATATCTCACCCCGCCAGATG- 
■GGGTTGATGACCACCCGAA'CCGTGGTCGAAATCGTTCGACTACGCCACATGATTGCCCAA 
CAACTAGAAAGAGCCACGATCATGGAAAACGAGTACCTCAAAGAAATCGCAGCGCTGAAG 
AAAGAACTCGCGCACTACAAGCAAAAAGACCATCAGAATCAAATGGTGATCGATATCTTG 
GGAAAAGCTATTGGGACCAGGCCCAATCCTGGCGAGGGCTTAGACGAGGAGGACGCCACC 

>RXN03 03 4 -downstream 
TAAACGTGGATGAGCAACGCGCC 



RXNO 3 03 7 -upstream 

CGCTAAAAGACAAATGACAGCGAAGCTGCATTCGGATACACACCTGAAGAACACTCTTCA 
CCACTAGCATTCCACCAACGCCTCGGAAAGGGCTATCTCC 

>RXN03037 

ATGTCTGTTGACGATCTTTACGCTGTTGCTCTCGATACTCACACCGGTAAGCCTATCCCC 
TGCGTACTCTGTGAAAATGCTCCACAGATTGTTATCTACGATGGTTGCTGCTCGCTTGCA 
TATACCCAAGCACTTGGCGATCTCGCCGAAGCGGAATACTACGGCGCCGATCTTGCTGCA 
GCTGCC 

>RXN03 03 7 -downstream 
TAAACAAACTTCATAGAACGACA 



RXNO 3 041 -upstream 

ACCGAGGAACTGAAGGAAAATGTAGGTGTCGGGGCTTAGAGAAACAAAAAAGGCTGCTAC 
GCGGACAGCATTGTCACGTGCTGCTGCGGAGATCGCCTTG 

>RXN03041 

ATGGAAGGCCCTGAGGCGTTCACGGTTGCGGCCATTGCAGCTGCAGCCGGGGTCTCCCCC 
AGGACTTTTCATAACTACTTCCCTTCTCGGGAAGACGCATTGGTGCAATTTGTGGTCATT 
CGCGTTCAGGAACTCACGGATCAGCTATACGAGTTTCCTACAAGCGTGCCCCCACGAGAT 
GCCATTGAACAATTGGTGATAAACCAATTGCGGGATGGCGATGACGCTATGGATTCTTTC 
AGCGCAATGTTTCGAATCGGTGAGATCCTTGAAAATCTTGACCCCATCAAGTGTGTTATC 
GATAAGGAGCGACTCATTGCTCCGTTGCTTGAGTTCATGGTTGAACGTGACAAAGACCTT 
GACAAGTTCGATNGCGGCAACTCTGATCCATTTGCATGCAGCGGCAATTGCAACCTCGCT 
GCATACGTTTTACCAAGCTTCCGAGCCCCGGGACATAGAAGATGGAGTCGCATTGATCCG 
TCGGGCATGCGCCTGGAT 

>RXN0 3 041 -downstream 
TAAG AAANTAAAAATCT STGAC A 



RXNO 3 04 5 -upstream 

AGCTTTTCTATTTCGAAAAATAGCCTTGTATTCGAAAATTTGATCGGGTATGGTGGTTGG 
TATTAGCACAGGGAACTAAACGGGAAAGGGGGAAGACACC 

>RXN03045 

ATGAGCATCACCACACACGTCCAAGCACTCACCACAGCACTCAACGCCATCGACAACCAT 
TTGGCCAGCATGCTTGACCATGGTGTCACCCCAGACCAATACAAGGCCATCGAGCCCGAC 
CTCATCGCCCTAGAACACACCATCAACCACCACGCCACCATCGCCGCCCAAACCACCGCC 
CTCGCCGAACGCACCAATGCTGCGCAGTCGATTGGCTCCACCCACCTCATCGACTACCTC 
ACCACCACCTTCGGCCTATCTAAAGCACGCGCCCACCACCGCATCAATCTCGCCCACTCC 
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CTCTACCCCATACCGAAGCCAAACTCTGGATCTGGCAACGGCGGTAATGGTGGCAATCCC 
GACGGTGGTCCTGATGGTGGCGACTCGGGTGATGACGACTCCGGCGATGATGACCCCGAC 
CCCGAACCGGACAAGCCTGAAGACGGCAAACCTGATAGTGATAAGCCCCGTAGGCCACGG 
ATCAGCGCGGAAAAACACGCCATCATCACCGACGAACTCGCCCGCCTCAACCCGAATACC 
ACACCCAGCGCCGAGGAACTGCGCAACCAAGCCCTGAGTCAGGCGATCTGGCGCACCCCA 
GAAGACCTCCGCACGTGGCTACGCCACCAGGTCACCACCGCGAACAAAAACAACCCCAAC 
CCCATCACCGCCATGAAAAGGCGCTACCTCTCAGTAGGTAAACCCGATGCCGACAACATG 
GTCCGCATCAGCGGCCTCGTGCCCGCAGCCACCGCAGCACTGATCACCGCGAACACCGCA 
CCGTTAACCA AACGCGGCAACCTCGTGGATCTACCAGC AGCAGAAGATATGCGGAGGQGG- 
^GGGCAACGCCATGCGGACGCGTTGCATCACATCATGGAGATCTACAACCACGGTATTGTC 
ACCCCAGCTCGTGGTGGAACAGCCAGCATCATCATCTCCATGACCACCGATGATCTTGAC 
GAGATCAACCACGCCAACAGCAGTGGTGAAAGTCTG 



>RXN03046 

GCCTCAATTGCTAATTCCACCCTGAATATTCCAGTGGGATTGGGCGGCTCCAATTTGCTG 
CTCAAGGCGCAAACCGCGACCCCATCTGAGCCTGCGAATGCTCAGGACAAACTGTACCGT 
TTCTGCATCGCCAATGGTAAGAGGGCATTTTCCGATGCGCAGCGATTCTTGCTCAACGCC 
GACGAGCTCGCGGAGCTTTCTGATTATGAGCGTCTGGCTTATGCCATCACCTTGCTTGAT 
CAGCCTGGAAAAGAAGCAGAAGGACGCGAACTTTTTCCTTTCGGAGCTTCGCCGCCAGGG 
CTACCGCGCTGTCGATTTCTTGGAATCCCAGACTGT 

>RXNO 3 04 6 -downstream 
TGACCAGCTGAATAACCCCGATG 



RXN03 047 -upstream 

CTCTACCCACTTAAAATGGACGCATATTCGCAAGATAAGGCATGCTTGGATGAATAGATT 
TTAACTCAACGTTTACTAAACAGAATCGGAATTAGGAGCC 

>RXN03047 

ATGCTTGAACGCACACAGGTATTCGTGGATACGTCCTACCTGCTCGCAAGCTTTTACAAC 
TCTTGGGAGACAGGGGCACGTGCCCAATTAGAAATCGACCTCCCCGAAGTAGTCGGGGTA 
TTAGGAAGGATGATTGAACAACAACTTAAACAGCCAGTACAACGCCAAATGTGGTACGAC 
GGAATCCCCGATTCCGGCCCCCACCGCTATCAACGAGCACTACGCACCTGCGATGGTGTG 
CAACTTCGTGCTGGCCAATTAATTGAATGGGGCGAACGCCGCACACAAAAGGCAGTAGAT 
ACCCGCCTTGTTGCAGACCTCGTTCTCGCAGGTGTTCGCGGACAATGCTCCGATATCGTG 
CTCGTCAGTGGCGACGCCGACATGATCCCCGGTGTTCAAGAAGCTGCCAATGCAGGCCTT 
CGCGTTCACCTCTACGGCTTCGGCTGGGATTCCATGTCCTCCCAACTGCGCCACTGCTGT 
GACACCACCACCATTTTGGATCCTCGAGAAGATTTTGCTGAATGCATGCAGCTGCAGGTT 
CTCGAAGGTCCACTACCCCCTGTCGTTCGGGTAAAGCCCATCAACGATGCAGAACCCATC 
GAGGATTTGGATTTCACTCCAGTTCCAGGCGTCGCCTCACCATTTGAAGAGGTCAGCGCG 
AAAGATGAGAAATTCTCTCCACGCCCAAGTGAACCTGCCGAAGCTTTGTCGGAACAGGTC 
TGTGAAGCGCAGTATGAGATCTCCAAACACGAAGGTCAAACCGCTGATTCAGGAGAAATC 
ACCGAGTCTTTCGAGGCCGCTGAAATCAAGGTAACTGAGTTTTTTGGAGAACCAGCTGCT 
CCAGTAGCGGAATCAGGCGTAGAAGCTCCCACTCCGGAAGCTCCCACGGTTCCTGAAGCA 
GCTAAGCCCACTCCGGCGAAACCTAAGACTCCAAAGGCAGAGCCCCAAAAGCAAGAATCC 
CCCAAGCCGGGAACTCCAAAACCAAAAGCTCCAAGCCCTGCGGATATTCCACCGAAAGCC 
CCAGCTGACACTGAGGAACATTCGGAAGTCGAAGCTGAAATCGAGGACTCACGTCCAAAG 
ATCCCCAGCCCTTCGATGATGGCTCCCCGCCGCAAGCTTCGTTCCCGCTACGTTCCGCTT 
CCCAACGAAGTGTGGGCAACAGCAGGATTCCAAACTCCTTACGATGTCGGGCAACAGTAC 
GCATCGTGGTGGTTTGAAAACGCAGCTACCAGCACTCAAAGAGATCAGGCTCATCTATTG 
TCTGGTGGCGGACTTCCACCAGAGATCGATCGCCCGCTTCTGCAGTTTGCTTGTGAAACT 
CTCCACGAATACACCCTGACTGAAGCGCAGCGCGTAGCTTTACGCGATGGCTTTCACTCC 
GGAATCCGTGGTGTATTGCTCAACCAGCGAGATAGC 

>RXN03 047 -downstream - - - 

TAGAATCACAAAAAACTGGGGCT 



>RXN03 048-upstream 
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AGCGAATCGGATTCAGTGATTTGCTTGCGGGCGCAGAAATGATTTTTCAATTAGACACAC 
TTAGACACACGTAACTAAAACCTCAGGGAAGTGACTGATA 

>RXN03048 

ATGGCTAATCCGCTCAGCAAGGGCTGGAAGTATCTCATGGCATCGTTCGACAACAAGATC 
GATGAGAATGCAGATCCAAAGATCCAAATTCAGCAAGCTACAGAAGCTGCCCAGAAGCAG 
CACCAGCAGATTATGCAGCACGCTTCTCAGATTATCGGTCAGCAGAAGCAGCTTGAGATG 
AAATTGAACCGCTTGGTTACTGACCGCGATAAGTTGCAGGAACAGGCTCGTCAGGCAATT 
CAGTTGGCAGATAAGTCCGCAAACGAAGGCGACAGmT.TAAGGCTCAGGAGT-TGAAeAAe- 
-ACTGCTGAGGTTTTTGCTTCCCAGTTGGTAGCTGTGGAACAGCAGTTGGAGCAGACTACT 
GCGCTTCATCAGCAGGCTGAGGTTGCGGCGAAGGATGCTGTTGCGAAGTCTAAAGAGTCT 
GAGATGCGCCTGAAAGAGCAGATGTCTCAGATTGATGCTCTACGTGCGCAGGCTGATCAG 
GCGAAGATGCAGGAAAGTGTCACTAAGTCTATGGATTCTTTGAATCAGTTTGGCACTCAG 
GATTCTTCTGTTCCTACCCTTGATGCGGTGCGTGAGAAGATCGAGCGTCGATACGCAGAT 
GCTTTGGGCGCGCAGGAACTTACCCAGAACACTGTTAGTGATCGCATGGCTGAGATTGCG 
CAGTCCGGCACCGATATGCGGGCGTCAGCTCGTTTGGCTGAACTTCGCGCGGAGGCGCTG 
GGCACGTCCGCAACGCCTAAGGGCCAGCTAGAGGCAGGTGTCGAGGATGCGGAAGAACTT 
ATCGACGAAACCTCCACCCCTTCAGCTACCCCAGAAACCGCAAGCCCAGAAGCTGATGCT 
CCAGAAGCATCCGCAGACGAGTCCGAGAAGAAA 

>RXN03 04 8 -downstream 
TAACCTAAACACAAAAAACTGGG 



RXN03 050-upstream 

GTTAAGCCTATAGGAAAAAGTGTTTGCATATCACCCTTGTATTCGAACACGTGAGCGGGT 
AGAGTGGGTGGTAACAACACGGGGAAAGGGGGAAGACACC 

>RXN03050 

ATGAGCATCACCACACACGTCCAAGCACTCACCACAGCACTCAACGCCATCGACAACCAT 
TTGGCCAGCATGCTCGACCATGGTGTCACCCCAGACCAATACAAGGCCATCGAGCCCGAC 
CTCATCGCCCTAGAACACACCATCAACCACCACGCCACCATCGCCGCCCAAACCACAGCC 
CTCGCCGAACGCACCAACGCCGCCCACACCATTGGCTCCACCCACCTCATCGACTACCTC 
ACCACCACCTTCGGACTATCCAAAGCACGCGCCCACCACCGCATCAATCTCGCCCACTCC 
CTCTACCCCATACCGAAGCCAAACCCTGGATCTGGCAACGGCGGTAATGGTGGCAATCCC 
GACGGCGGTCCTGATGGTGGCGACTCGGGTGATGACGACTCCGGCGACGATGACCCCGAC 
CCCGAACCGGACAAGCCTGAAGACGGCAAACCTGATGGTGATAAGCCTCGTGGGCCACGG 
ATCAGCGCGGAAAAACACGCCATCATCACCGACGAACTCGCCCGCCTCAACCCGAATACC 
ACACCCAGCGCCGAGGAGCTACGCACCCAAGCCCTGAGTCAAGCGATCTGGCGCACCCCA 
GAAGACCTCCGCACGTGGCTACGCCACCACGTCACCACCGCCAATAAAAACAACCCCAAC 
CCCATCACCGCCATGAAAAGGCGCTACCTCGCTGTAGGTAAACCCGATGCCGACAACATG 
GTCCGCATCAGCGGCCTCGTGCCCGCAGCCACCGCAGCACTGATCACCGCGAACACCGCA 
CCGTTAACCAAACGCGGCAACCTCGTGGATCTACCCGCAGCAGAAGATATGCGCACCCGC 
GGGCAACGCCATGCGGACGCGTTGCATCACATCATGGAGATCTACAACCACGGTATTGTC 
ACCCCAGCTCGTGGTGGAACAGCCAGCATCATCATCTCCATGACCACCGATGATCTTGAT 
GAGATC 



>RXN03 053 -upstream 
GAGGTAAAGGA 

>RXN03053 

TTCCACTTCACCTCGACTGAGTTTGCCGGTTCTTATTCTTTGGTCACCAATGGTCTTAAC 
GATGTTGCTGGCGAATACGTCGGTGTCATGCGTGGCGATGTCAACAACTCCGCTGTGCTT 
TTTGATGTGGATCGCTGGTCGGGACATGTCGTATGCGCAGATAGCTCGATTAATACATCA 
CCACTACTTAAGCGTCCCCGTGTCGTTGACATGTGGGGGTCGAAGATTTCTCAGGCAGCG 
CTACTGAATAACCGTCGCGTAGTGCACCTGGTGCTCAATGGTGCCAAGCTCGATGAAATG 
GGACCAAAGCTAGAATCCATGACCGCTCATGTGGATATGACTAGCGGAGATCTCAACATG 
TTCGAGCTGTTTGGTAAGCAAGAAGATGAGCTGTCGCTGTATTCCACACACATGGACAAA 
ATCGTGTTTATGACCGAGCAGGCATTGGGCGATAAGACCTCTGAGCTGGCGCTATTGCGC 
GGAAAGCTCAAAGAAATTATTACAGCCTTTTATGTGGATATGAAAATGTGGGCTCTTAAT 
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GCCGGTGAAAACCGTGACAAGCTGCGTCTTGTTGGTGTGCCTCATGAGCAGATCCCGTTG 

CTCTCTGTCTTCGTGTCCTATTTGGATCAAGAATATGAGCGCCAGAAATATGAGGGAACC 

AAAGACCCTGAAATGTTTCGTGCCATTTCTGTGCTGCGACTGACCTATAAGGATTTGCTC 

GATACTCATGGCGATCTGTTTAATCAGCACACGGCAGATGGCATTGATTCTGTGAACTCT 

GCACGCCGCGTGATCTATGATTTTTCTGGAGTGCTGCGACGTGGCGCAGGTGTCGCGATG 

GCACAGCTGGTTAACGTGATTGGTTTTGCTGTGGAGACGCTTGGTCAAGGCGATGTGGTC 

ATCATTCACGGTGCTGATGGCATTGTCGATGTTGATGTTCAGGATTATTTGGCTAATCAG 

TTCGCATATATGGCTGAGCGTGGTGGGCGAGTGGCGTATCTCTACAGCTCGATGGACGCG 

ATGCTTG GCACTGTTGGCTTCAATCAATTCCA ACGT-GCT-GCG-TACAGGATT-CT 

■ATGAACGTTGACTCGGTGGATACTTATCAATCTCTGATTAATAGTCAGATCCCGATGGAC 

TTGGCACGGTTGGTGACAACGCAGAATTCTGGTGCGAGCTATTTGCGCCGAGGATCTACC 

AATGTGGTGTTTGAAACCAACCTTGCGTTGGGCGTTAATCCTTATATGGAGCAGCGTCGC 

AAGATTGAAGCACAGCGAGGTCAGCGACGATCCAAGCGAGACAAGCACTACGGTGGTGGC 

ACGACGATGGTGGGCACAGCGGATCTTGATGTTGTCGCAATTCAGGCGAAGGCCGAGCAC 

CGCGAAGAGCGCTTTGATGAGAAATCTGCGCGCAAGATGAAGGAGCTTGATGATGTAGAA 

GCGAAAGAACTAGCTTTGAAAACTGGGCCGAAGAATCTTGATGATGCGCTTGCACAGGTG 

GAGAAGAAGCGCCTGGCGAAGCGG 

>RXN03 053 -downstream 
TAGTTGTTGGCTGTGGTGAATAA 



RXNO 3 0 5 5 -ups t r earn 

AAGGTCAGCCGTATTTCGGTCAGTCAGCAACTAATTACGCTTATCTTCCGTGTACGATAG 
ACCGTAGTTAACATAAGGAATGGAATAGGAGAATTGCGGC 

>RXN03055 

ATGTATTCCGACAAGCTGATTCTCTTGTTCCTTTCTGAGCAGGATTCAAGCTATGAATGC 
TGCGTAGGTTTATTAGATGGCTCAGATGGACGTGATTATATTGAAAAGCTTCTGAAGGGT 
AGGAAGCTGAAGAACCATTTTCTTGAATGGGAAGATATTAACAAGGCTGATGTTGCTCGT 
GAAGAAATATATAAAGGGCAATTGGTGCATCTGGTGTTTGTGACGGCTCTTTCCACGCCT 
GGTGAAATTTCTTTTGTTTTTCCAGGTCAATCTCTTATGAGTGCAACACTCGAAGAAGAC 
TTTGCTGCGCTTGTGCTCGAAGAGGAGCGCACATCATTTAGACCTGAACTGTCTCACCTG 
TGGTCACTCCCCGTAGGGTGGGTAGCTCCGGGGCTTGAGGGTTTCGTGGAGCGTAATTCC 
GAGGCAGCT 

>RXNO 3 0 5 5 - downs t r earn 
TGAACCACCGCTTTCTGAGCCGG 



RXNO 3 05 9 -ups tr earn 

GTGTCATTTTCTTGGCGGACGGTCGTATCGTGAACCAGTTGTTTGATCCCACCATCGAGG 
AAATCTTGGCCACGATGAACGGAATTGAGGATATTGCCTA 

>RXN03059 

ATGAATTCCGGTTCCACAATGCGCAGAATCAGTCTGCGCAATATTGGCGCGCACAAGGTC 
AGGCTGTTTTTGACAGTTCTGGCAGTGGTGCTCGGCACGTCTTTTGTTTCCGGCGCGATG 
ATGTTTACCAACGCGCTGTCCTCCACTTTTGATGAGGCTATTGCCAGCAGCTTTGACGGC 
GTGGATGTGGTGGTTTCACCAAACGGTGCATCAGAGGTGCAGGGTGTTCCTGTTGAGACG 
GTTGAATCTTTGCGTGAGGATTCCCGCATCAACCATCTCAACATCAACGGTTCCCAGACT 
GTCGTTCTGGCGGATGCTGATTCCAAGGCAATTCAAACGACTGGGGGATCGTCGTTAAGC 
ATTTATTACAGCGCGGACGACGCGGTTGCCCAGGCACCTGAATTGGCTGAGGGAGAGGCA 
CCGACTGGCACCGAAGAGGTGCTTGCCTCGAAGGCGGGCGCTGAGGCGAATGGCCTGGAG 

>RXNO 3 05 9 -downs t ream 
TAGGGGACCAGATCTTGGTCGTG 



RXN03 062 -upstream 

GATGAGTATTCTCTCCGAGGCAACGAAGTTAATATGTCCATGAGGGCGAAGTTGTAGACA 
ATATTTGGCCCATATGGATAATTGACAGGAGTTTAACGCC 
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>RXN03062 

ATGGAAACCCCAACCCAAGACATGGATGTCCGCTGGTTATACACCCAAAGCCAGCTCAAA 
CTCCGCGAAATTCTCCCCACAAACAAAACCTTCGATGTCATCCAAATCAGCGAACTCGTT 
GACCCCACCGACTTCATCAGGCCCAACAGCGTGGTCTTATCCGTTGGCATCGCCTTCGCA 
GAAACGCCCGACGGGCTTCGCGATTGGGCACACCGACTCGCCGACGCAGGGGTCATCGCG 
ATCGGGTTCGGCTCCGGCCTCACCTTCCCACAGGTTCCGCAGGCGCTTATCGACGCCTCC 
CTCCACCTTGGCCTCGGCCTCTTTGAAGTCCCCCGTGAAATTCCATTTATCTCGATCACC 
TCCAGCGTGCGTGATGAGCA AACC.CGCCG-TGCCGGCCGCG-TGGAAGAAGAAeTCCTCCTG' 
GAACAGGAACGGCTTAACTCCATCGCCATCTCCGGTGGCATCGAAGCCCTGTGCCGTGCT 
GCCGCCGACTATTTGGGTGGTGCAGTAACCATCGTGGACAGC 



RXN03 066-upstream 

AACTGTTGGCATGGCGAAGTACAATGTTCGTGCAACTGGTCACGTGGAGCGCATCGTCCG 
CGAAATCACCGCGGCGTAATAGCACCAGCTTAAAAACCTT 

>RXN03 066 

ATGACATCAGACAAAGACACTGAACAATTGGAAGCGGCAGGCACTGAAATTTTAATGCCT 
CGCCGCCGTCCGGCACAGCAGCGCAGTCGTGAACGATTCAATCGAATCCTCACCGCTGCG 
CGTTCAGTGCTTGTCGATCTAGGTTTTGAATCGTTCACGTTTGATGAAGTCGCTAAGCGT 
GCAGAGGTACCGATCGGCACGCTGTACCAATTCTTTGCCAATAAGTATGTATTGATCTGC 
GAATTGGATCGTGTGGATACCGCAGAAGCTGTCGCGGAGTTGAAGAAATTCTCCGATCAG 
GTTCCTGCGTTGCAGTGGCCGGATATCCTTGATGAATTCATTGAGCACTTGGCTAGGCTC 
TGGCGCGATGATCCGTCTCGGCGGGCCGTGTGGCATGCCATCCAGTCCACGCCGGCAACT 
CGTGCGACAGCTGCGGCGACGGAAAAAGAGATGCTGGAAATCATCGCGGAAGTTATGCGC 
CCGCTTGCCCGCGGTGCCGGCTACGAGGAGCGCATGTCACTGGCGGGATTGCTGGTGCAC 
ACGGTAAGTTCCCTGCTTAACTATGCCGTGCGTGATGTCTU^TAGTTCCGAAGAGGATTTC 
GACAGCATCGTGGAAGAAATAAAACGAATGCTGATTTCTTACCTCTTCTCCGTGGCTACT 
GGA 

>RXNO 3 0 6 6 -downs t r earn 
TAGTCAACACGCACGTTCCACCG 



>RXN03 0 67 -upstream 

TTGCTGTTGTTGGCATTTCCCCGGATCCGGTGGACAAGCTGGTAAGTTCCGTGAGGACCA 
TGAGCTGAACTTCCCTCTTCTTTCCGATGAGGACAAGTCT 

>RXN03067 

GTGATGACTGCGTGGGGTGCGTTTGGTGAGAAGAAGAATTACGGCAAGATTGTTCAGGGT 
GTAATTCGTTCCACATTCCTCATCAATGCTGACGGAACTGTTGGCATGGCGAAGTACAAT 
GTTCGTGCAACTGGTCACGTGGAGCGCATCGTCCGCGAAATCACCGCGGCG 

>RXN03 067 -downstream 
TAATAGCACCAGCTTAAAAACCT 



>RXN03068 

ACCAAGGAAGCATGCGATTTCCGTGATTCTTTGAGCAACCTCAACGATCTCGACATTGCT 
GTTGTTGGCATTTCCCCGGATCCGGTGGACAAGCTGGTAAGTTCCGTGAGGACCATGAGC 

>RXN03 06 8 -downstream 
TGAACTTCCCTCTTCTTTCCGAT 



RXN03 07 3 -upstream 

CGAAACATCTAGGCAACCCGACTTTTATGTCCCTGCTTGAGTTGAAAACTGCTGTCGATC 
AAAGGTGCCCCAATTGTTTCATGCCGTGAGTTTTGCATTA 

>RXN03073 
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ATGGACTCCGTAAATGTCCTGCTCATTGGCATAATCGTCGCGATTGCTGCTTTGCTGCCT 
CGCAAGGGTAAATATGGGCCAATCGCCACGCTACTGGTTGCCGGCGATTGGCTTGGCGTT 
TTCCTCCTCAGTATTTTGGTGATGCTCGTTTTTGATGGACTAGAGGATTTAGTTCAGGGC 
TTTTTGGATTCAATCTGGTTCGGAGTCATCCTTCTTGTAACTGGCATCGTTTCCTTCGTT 
GCGACACTGGTTTCTAAAACCGACAGCACTAGAAAGCTTGATGGATTCCTAGCGCCAGTA 
AAAACTCCTAGTTGGAAAACTGTTGGAGCCGGATTGATCCTTGGAATCGTTCAGTCAGCG 
ACATCTGTACCTTTTTATGCAGGGCTTGGATATTTGAGCGTTGGCAATTTCAGTCCAGAA 
ATTAGGTATGGCGGACTTGTGGTCTATGCGACCTTGGCTCTGAGTCTGCCGATTATCGTG 
GCAATTCTCGTTGGAA/TG^ 

"^CTGATTGGTCAAAATAAAGAGAGAGTCACCAAATGGTCGGGCTATCTCGTGTCACTGGTT 
CTGTGCATAATGGGCATTACTTCGATCCTG 

>RXN03073 -downstream 
TAACTAGCGCATGTACTCATGAG 



RXN03 0 85-upstream 

TAAGCAGGATTACGACAAGCGCCAAGATATCAAGCGTCGCACCGAAGAACGCGAAGTCAC 
CCGTGAGCTCGGCCGTCGCATTAAGGGAATCAACGCGTAA 

>RXN03085 

ATGAGTATTCACATCGCAAAAGTCCACGACGTCCTCAAAGGTGAAAAAACCTACGGAACC 
ACCATTTTGGTGGATCGGCTCTGGCCACGCGGTGTGAAAAAAGACGACCTTGAGCCAGAC 
CTCTGGCTCAAAAGCGTCGCCCCCACAACCGAACTCCGAAAATGGTTCGGCCACGACCCA 
GCTAAATTCTCCGAATTCAGCACCCGTTACACCGAAGAGCTCAACGCCAGCAACGACAAA 
GACCTAGAGACGCTTGTCGACGCCACCTCCCGCCACCCCGTAACCCTCCTCTACGGTGCT 
GCCGACCGCGACCACAACCACGCCATTGTTCTAGCCAAGTGGCTAAAGAAA 

>RXNO 3 0 8 5 -downs tr earn 
TAACTCCTTGCAAATAGTTGCAA 



RXN03089 

CACTCCCTCTACCCCATACCGAAGCCAAACTCTGGATCTGGCAACGGCGGTAATGGTGGC 
AATCCCGATGGCGGTCCTGATGGTGGCGACTCGGGTGATGACGACTCCGGCGATGATGAC 
CCCGACCCCGAACCGGACAAGCCTGAAGACGGCAAACCTGATAGTGATAAGCCCCGTAGG 
CCACGGATCAGCGCGGAAAAACACGCCATCATCACCGACGAACTCGCCCGCCTCAACCCG 
AATACCACACCCAGCGCCGAGGAACTACGCACCCAAGCCCTGAGTCAAGCGATCTGGCGC 
ACCCCAGAAGACCTCCGCACGTGGCTACGCCACCAGGTCACCACCGCGAACAAAAACAAC 
CCCAACCCCATCACCGCCATGAAAAGGCGCTACCTCTCAGTAGGTAAACCCGATGCCGAC 
AACATGGTCCGCATCAGCGGCCTCGTGCCCGCAGCCACCGCAGCACTGATCACCGCGAAC 
ACCGCACCGTTAACCAAACGTGGCAACCTCGTGGATCTACCAGCAGCAGAAGATATGCGC 
ACCCGCGGGCAACGCCATGCGGATGCGTTGCATCACATCATGGAGATCTACAACCACGGT 
ATTGTCACCCCAGCTCGTGGTGGAACAGCCAGCATCATCATCTCCATGACCACCGATGAT 
CTTGACGAGATCAACCACGGTGATCATGGCGATGGCAGTCTACTTAACAACCTGTACCCC 
ACGAACACGGGTTACTCATTGAACTTGGCGGAGATCATGAACCTCATCGCTGCGAAATAC 
GACTTCGCTGTGCTCCTCGATGGTGAGACGGGGCAGCCGTTGAACGTCAATAGGATGCAG 
CGCTCAGCGAACCTGACTCAACGCATCGCGTTGTTTGCTTCTGAGTTGGTGTGCTCGGCA 
CCCAATTGTGACAGGCCGCAGTTAGAGTGCGAGGTTCATCATTTAGATCCCTGGATGAGA 
GGTGGGCTGACCAACCTGGTCAATCTCACGCATCAGTGCTTTAATCACCACCCACGCAAC 
GATGATTCCAGGAGTGGGGTCAATGGTAAAGGGTTTATGGACCGCGATCCCGTCACTGGC 
AGAGTAGGTCACTACTCAGCAAGTGGTGAGGGGCCGGTGTTTAACCGGTCGGCTGCTGCT 
GATCGTTCCGGTGGTGCA 

>RXNO 3 0 8 9 -downs t r earn 
TAGTCCAGACGTAAGCATTATGG 



RXNO 3 0 9 8 -ups tr earn 

GACCGTTTTGTCGATCGCACCGCTGCTGGCTCGCACCATCAACGAGATCTTCGAAAACGG 
TTCCGTCACCACCCTCTTCGAGGGCGAGGCCTAAACACCC 
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>RXN03098 

ATGCCCACCACGGACGTCTTCAACCGCGTCCGGTTGGCATTGGAACCTCTAGCTGATCCC 
GCACGTGCCACCGGAATGGCAAGCTACATGCGGGATCAGTTTTCTTTTCTCGGCATCCCA 
TCCACCCCCAGAAAAGAAGCCTGCAAACCCGTGCTGTCCGCGCTAAAAGAGTTGGACACT 
GACTTTGTCTCAGACTGCTTTGGCGCAGCTGAACGGGAATACCAGTATGTCGCCTGCGAT 
CACATCAATCGCGTCGGCATCACCGATTTAGGTTTTGCCAAAGCATTAGTGCAGACCAAA 
TCCTGGTGGGACACCGTCGATTCCCTAGCAAAACCGATCGGCGCCAAACACGATGATGAT 
CTGATGAAAACGTGGGCGCTTGATGAGGACTTCTGGGTGCGCCGCATCGCGAT-CATGGAG- 
-GAAG-TGGGGeGeAAGAAAAACACCGACGCTGCCCTGCTGGCCTGGATCATCGAGCAGAAC 
CTCGGCTCCAGCGAGTTCTTCATCAACAAAGCGATCGGCTGGGCACTGCGGGATTTCGCC 
CGCCACGACCCCAGCTGGGTCCGGGCTTTTGTCGACGCCACGGACCTTTCCCCACTGAGC 
CGGCGAGAAGCCCTGAAGAATATT 

>RXN03 09 8-downstream 
TAGCCCTCAGGCATCATCTGAGC 



RXN03 09 9 -upstream 

CCACGCCGTAGCGATCATTGATCACCTTGAGCACTGGGGTAATGGCATTGGTGGTGCATG 
ATGCTGCGGAAACGATCTGATCATCTGCGGTGATGTCGGT 

>RXN03099 

GTGGTTGATGCCGTACACGATGTTCTTCAGATCGCCCTTGCCCGGCGCGGTGAGTACAAC 
CTTGGCAACGCCCTTGGACTTGAGGTGCTGGGACAGGCCTTCGCGGTCACGCCAGCGGCC 
GGTGTTGTCTACCACGACGGCGTCATTGATGCCGTATTCGGTGTAATCAATGGTGGCTGG 
GTCATTGGAGTAGATGACCTTGATTGGGGTGCCGTTGGCCCAGATGATGTTGTTGTCATA 
ATCGGTGGTGATGGTGCCATCGAATCCACCGTGGACAGAATCACGACGCAGCAAGGATGC 
GCGCTTGACCAGGTCTTCTTCACCATTTTTGCGGACCACGATGGCGCGCAGACGAGCACC 
GTCATACAGTGCCTCGCGGGAAACCAGGATGCGGGCCAGCAGGCGACCGATGCGGCCGAA 
ACCGTACAGCACGATATCAGTTGGGTTGATGTCGGTTTCCGCACCAATGACCGGCGCGAG 
AGCGTCCTCCAGGAAGGCACGCAGGTCGGTGCTTTCGGATTCTTCGAAGCTGTAGGCCAG 
CTGTCCCAGGTCGATCGATGCGGTACCAAGGTTCATATCTACCAGTTCGCGCAAAATATC 
CAAGGAGCTTTCCAGTGGAAGTTCCTTGGATATGATGTGGCGGGCGTAGCGGTGAGACTT 
GATGATATCGATGTC 

>RXNO 3 0 9 9 -downs t ream 
TGAGACATTCACAAGGAGACGAC 



RXN03 104 -upstream 

ACTGCTGGGAGTAGCCGAAGAGGATGGTGGCGTCAGTGGTCAGGGCGTCAACGTTGCCCT 
GGGACAGTGCCTCAACACAGGAAGAGTAGGTGTCGTATTC 

>RXN03104 

TTGGAGCTGAACGCCTGGGAGGACATCCTTGACCTTCTGAGCTGGAGTGGATCCGGAAAC 
GGAGCACAGGATCAAACCGTTATCCAAGTCCTCGAGGGTTTCAATGCGATCGTCATCTTG 
GCGAACAAGCAGAGCCTGGTGGGTAAGCAGGTATGGGCCACCGAAGTTGACGGACTC 

>RXN03 104 -downstream 
TGAACGGCCAGCGTTGATGGAGT 



RXN03 10 6 -upstream 

AAATGCCCTCCTGAACTGGAAGAATCAAGCTTGCTTAGAGTCCTGATTCACCTGCCAGAA 
AGGCACCTCACAGGTGCAATTATTACACAACCCCACAGCG 

>RXN03106 

ATGTCCGCATCCTTTGATGACCCCAACCTCATCTCGCTTGCTGGACTGGTTCCAACCATG 
CACTTAGCCGATGCTGCCAGCCTGTCCACCTTGGCCCAGGACCGGTTGAGCATCACCGGT 
GATAAAGGTGCCAATGCTGGTGCGAAGATCGCCTCCCTAGTCGCGGGCATGGTCGCCGGT 
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GCTGATTCCATC 



RXNO 3 107 -upstream 

GGATTTATATCAATTTCAGGGCGTGGCGAGCTTTTAGTGATTCACGCTCCTACGGTGGGT 
ATCACAAATACCTCAACTAGAAGTAGGAGATGAGCACCAC 

>RXN03107 

ATGAGCGATTTTTCCAACAAGGCAGAGGACCTCACAGGTAAGGirjTAAAGAAGGA-TTGGGG- 

GAGGGAAGTGATAACGAGTCCCTCGCTGATGAGGGCCGTG^ 

ATCAAGGATGCTGTCGAAAACGCCGGTGAAAAGGTAAAGGACGCAGCTAACAAGGTTCTG 
GGTGCGTTCAAGAAGGACGAC 

>RXN03 107 -downstream 
TAATCCCGTACTTGTTCAGGATT 



RXNO 3 1 1 3 - ups t r earn 

GTTGGATCTTGCATTGAAAAAATGAAAACCTCGTCGGGAATGCAACTTGGGATCACGTCT 
CGGGCAAGAAACGTCCTTAAAAAAAGGGGAGTGATTGTGA 

>RXN03113 

GTGCTTGATTTCTTAGCTGCGAACCCGCTGATTGCGCTGGTGGTTATTTTGGCCGTTGGT 
TTAGCAATTGGTCAGATTAGGGTCTTTGGCCTTTCTTTAGGTGCCGCCGCGGTGCTGTTT 
GTGGCCCTGGTGGTTTCAACTGCAAATACCGACATCGTCATCCCCATGATTGTTTATCAG 
CTGGGCTTGGCGATGTTCGTTTATGTCATCGGTTTGTCCGCCGGACCAGCATTTTTCAGT 
GAGTTCGCTAAAAAGGGCTGGAAGCTCACCATCTTTATGCTCCTGCTGCTGGCAACACTG 
ATTGGTTTGGCGTGGGTGCTTATTAAGTCACTGGGGCTTGATGCAGCGATCGGTACCGGT 
ATGTTCACCGGCGCGCTGACCTCGACTCCCGGTATGGCAGCGGTCGTGGAATTGATTGAA 
GGAATCGATCCAAGCCTTGCCAGTGAACCTGTTATTGGTTATTCCTTGGCATATCCGGGA 
GCCGTGCTGGGATCCATTGTGGTGGCCGCGGTTGGAGCGAAACTGCTCAAAGTAAATCAC 
CGGGAAGATGCTCGAAAAGAAGGCATGATCACCGCACCGCTGGTGTGGAAGGGTGTGCAG 
CTCAAACCTGGAATCACAGGCAGGGTGGGAGATCTTCCACGCCTTGCAGGTGAAAGTATC 
ATCGCAACCCGCATTGTGGATGATCCACATACACACCGCCTCGCGGATCCAGATCTGCCG 
ATTACTGAAGGCATGGAACTGTTGATCAACGGCACTGAAGAAGCCGTGGATCGGGCAATT 
AAGGCGTTGGGTGAAGAACGCGAAACCAAAATTGAGGACACAGAGCTGATCTACACCCGC 
CTGACGGTATCTAGCCCTGAGGTTGCAGGTAGAACCGTTGCTGAGCTTGATACTGTAGCT 
CACGGATTCATGATTGCCCGTATCCGCCAGGGCGATTCTGAGGTAGTGCCTAAACCTGAC 
ACCGTGATCAACTACTCTGACCGCATCCGCGTGGTGGTTGCTCCTGGTCGTGTGGCTGAA 
GTGCGACGATTCTTAGGGGACTCTGAAAAGTCCCTTGCTGATGTTAATCTGCTGCCTTTA 
GCCATCGGATTATCTCTTGGCCTGTTGTTGGGCGCGATCCCGATTCCTCTTCCAGGCGGC 
ACCACGATGTCCCTTGGCTTTGGTGGCGGCCCGATTATTGCCGGCCTGATTTTGGGAGCA 
CTCAAGCACACAGGACCGCTGACGTGGCAGATGCCGTTCCACGCCAACCGCACGATCTCC 
ACCTTGGGCCTGGCGCTGTTTTTGGCTGGTGTGGGTACCTCTGCAGGTGCAGGATTTAGA 
GCTGCGCTTACCGATTCCTCCTCCTTGATCTACATGGCCGGTGGCTTGGTGATCACCTTG 
GCCTCTGCGCTGCTGTGTGCTGTGATCGGCATGTGGGTACTCAGGTTGAGGTGGGATGAA 
GCCATGGGTGTTGCCGCTGGCACCACCACAAATCCTGCAATTATTTCCTATCTGAATGGG 
CAAACCGGAACGGATCTTGCCAACAGGGGATATGCCACTGTGTACCCCACGGCGATGATC 
GGTAAAATCCTCGGCGCGCAGATATTGTTCTTGCTGCTC 

>RXN03113 -downstream 
TAAGGTGATTTTTGGGCAGTGGT 



RXN03 115 -upstream 

GGAACTGCTGGCAGGCAACGTCCGTGATGGCGATGGTGTGCTTGTCAACGTCGCCGACGG 
CGGCCAGAAGCTCGACGTTTCCAGGGCGGTCTAACGGCTC 

>RXN03115 

GTGGGCAAGCAGGAAAAGCTGCGCATTCCTCTCGATGTTCCGGGAGTGGAATCAGAAGAG 
GTAGGTGTAGAACTGCTTGCCGAAGGCTACTACCTGGTAGCCACTTTGCCGGCTGTCGCC 
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CAGGACTGTGCCCTGGGTGACGTCGTGCGGGCACATCATGTTGATGAGGTCTTGGAATTT 
CAAGAAGTGGCAGTTGCTGGCGGAAACAAAACCCTCCGGGTGCTCGTTGATGCCATCGCT 
GCTGACCACGTGCGAGCCCAACTAGAAACACTTGGGCTACACGTGGAAGCTCCCATGTCA 
GAAATGCTAACTGTCAATATTGCCCCCGATTCACCGTCGCACGGTTTGGAGATCCTGCTC 
GATGATCTGCATGCTCAGGGGGTAATTTTCAGGGCGTTA 

>RXN03115-downstream 
TAGAGCGCCTAATTGTAGAGAGC 



RXN03 122 -upstream 

ATGGACCATGGCGGGATGAGTGGAATGATGAGCGAGGAGGACATGACAGCCCTCGAGGAC 
GCCCAGGGCACCCGAGGCTGCCCGGCTCTACCTTGAGCAG 

>RXN03122 

ATGACCGCCCACCATGAGGGCGCGGTCGATATGGCCCGCGATGAGGTCACTGATGGCCAG 
AACCCGCAGGCCATCGCTCTGGCTGAGCAGGTCATTGAAGATCAGGAGGCCGAGATCGCC 
GAGATGGAGCATATGCTCAACGAGCTC 

>RXN03 12 2 -downstream 
TGAACAAGGACATTCCCCGACCA 



3 RXN03134-upstream 

n ATGCTGTTTCATCGCTGGCGTTGGCTTTTTCGAGCCATTCGAGCTCTTCTCCGGGGAGAT 
=^ CCAGTTTGCTGATCAGCGGGTTTGTTTCGCGTGGGGCGTG-^, 

>RXN03134 

2 GTGGCTTGGCGCGTCGGCCCAGGTTCCCATGAGCATGACATAGTTGGGTCCTCCGGCTTT 
i GGATCCGAGGCCGACGGAGGATTTTTTCCAGCCTCCGAAGGATTGGCGTTGGACAATGGC 
y GCCGGTGATGCCGCGGTTGACGTAGGCGTTTCCGACATCGACGTGGTCAAGCCAGGTGCG 

GACTTCGTCGGCGTCGAGGGATTGGAGTCCGCCGGTGAGTCCGAAGTCGTTGCCGTTTTG 

3 GAATTCGATGGCTTCATTGAGGTCGGTGGCTTTCATCAGGCCGAGGACTGGTCCGAATAC 
n TTCTGTGAGGTGGAAGAAGGTTCCTGGTTTGACGCCTTCTTTGATGCCGGG 

J >RXN03134-downstream 

~ TGACCAGAGTCGGCCGGTGTCGT 



RXN03 13 5 -upstream 

TTAGCTTGTCGACGTCCCCCTCTTCCAACACCTCCGGCTTTGTTTGTTTTTCCAACCAAC 
CGGGCTCTGCTGCGGTGGCGACGGCTTTTGTGGCCCACTG 

>RXN03135 

TTGGTTTTGGATGAGCGCTGGGTTGGTGTCGGGCTCGTTGATAAATGGGACGAGGGGGGC 
GTCGAGAAGCGTCTCTTTGCTGCGGTCTTGTGTGTGGTTGGGGCCGGGCGCGGGCACGTC 
GATGAGCGTGGCGAGGTCAGATATGGAGGCGCGGAAGCGGCTCTCCTCTCGCTTGAAGGA 
CGGGTTGTCGGCGTCGAGGTCGAAGATGGCGGACATGAAGTTTTCGCTCGCGGCGTTTTC 
CTCGAGGCGGCGCACGAGGTAAGAAATGGCCACGTCGAATTCTTGTGGGCGCACGGCTGG 
TACGTAAAGCAGCAGCTCACCGACGTCAACGCTGACGGCGCGCGCCTGATCGGACGCCAT 
GCCCTGCAGCATTTCGAACTCCACACGGTCCGCTACCCCACGCTCCACAGAGAGCAAATG 
TGCGAATGCTATGTCGAAAAGGTTGTGGCCGGCAACGCCCAGGCGCAGGCCCTCCATGTT 
TTCTTTGCGCATCGTCCAATAGAGGACGCGCTTGTAATTGGCATCGGTGGCTTGTTTGGA 
AGGTTCTGTGGCAACTGGCCAGCCGGTGATCTGCGCGTGGACGTGCTCCATAGGCAAATT 
AGCACCCTTGACCAGGCGAACCTTAACGCCCGCCCCGCCTGTGTTGACGCGCTCGCGGCC 
GAACTGCGCCAAGTCCTGGATTGCACCGAGGGCATCGGGAAGGTACGCCTGCAACACAAT 
TCCGGCTTC 

>RXN03135-downstream 
TAGTTCATGCAGCTCTGGATTGG 
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RXN0313 8-upstream 

AGAATGTTCCAGTCTTGGCATCCAACCAGCCGATTCCGCTGGCCCACACTGGGGCGTTGG 
CGAGGTCTTTGGCGGTGTACAAGTTGAGGACTACCTTGAC 

>RXN03138 

TTGGATATTGTTCCGAAGGATGTCGCTGAAAGCTTCGCCGTAGGTGAGGTCGTTTTTCTT 
CGCGTGTTGGGTGACGGCGTCGTTGATGATGTGCCCGTCCACAGCATCGACGGAGGCTCC 
GATTTCGGCGGTTCCGTCTGGGGAGAAGGTCACTCCGAAAGAGCTGTGGTG-T-TGGGTAee 
-GCGCGAACCGGTGG'CTCTTGCGTCGTCAAGCAAATCTCTTATTTCTTTTATCTTGCGTCC 
TATGGACGCCGGGCTTGGCAGAATCTGGTTGGGGCTGGTGGCGGTGAGGTATTCGGTGAG 
GATTGCGTCGGCGCCGGCGAGGTTGTCGGGGTTGATGCCGGCGAGTTCGTTGCTAATGGT 
GATCAGTCGGGAGAGGTCGAGGTGGTACAGCTTTTGTTGCAGGGCTTTGAGTTCGGGCAA 
GTCGGCGAGCGTGGCAAACGCGATGGATATGCGGGAGACCTGCGCTTTTGT 

>RXN03 13 8 -downstream 
TAGACCTGTGACGATGGCGAGGC 



RXNO 3 140 -upstream 

CTCAAGCGATCGGTGGAACATCCACTAACGGGGTTACCAAAAATCCTTCGCGGACACTCC 
CGAAGGAACACTTCTTGCGAGAAGGAAAGGAAGAAGCACT 

>RXN03140 

GTGAAGGGCATTCATCAGGAAATTAGCCGTATCGAGCGTAGCCACGATTATCTGTGGAGC 
GTCCGAGAAGACCTGCATGCACGATTCGACAACCAACTGAAGGCACACTTTGTAGACAGT 
GTCCTGGATAGCATTGCAGAAGGATATGAAGGCCGAATCAACCGATTCCGCAAAATCTTC 
ATTGAAATGAAAGCGGTTGAAGAGCTGCGCACCATCGCCGCCACCCGCCCAAGCCACCTC 
TTGGCTGCA 

>RXNO 3 1 4 0 - downs t r earn 
TAAGACACTTAAAAGTTAAATAA 



RXN03 141 -upstream 

GGCCCTGCTGCTTCATGCGGTGAGCTGCGCGACCGAAAGCGATCTGTGAGGAAGCGGTGA 
AATCTGGGTTTCGGTCCAGCTTGAGGATGTATTCCACGGT 

>RXN03141 

GTGGTTGAAGCCACCGGTGTCGCCGGTGGTAATCACGTGGCCACCGTGTGGCATGCCGGT 
GTGCTCGGAGTCGAAGGTTGCTTCGTCGATGAAGTTGACTTCGACTTCGTAGCCAACGAA 
GTAATCAGGCATGGTGCGGATGTCGTTTTCGATGCGCTCGTGATCGGCCGCGTCGGCAAC 
CACGAAGCATTGGCGCTTGTGGGTTTGCTTTCCGGTAAGGTCGCCGGCTTCGCCGCGGCG 
GGCCTTTTCCAGGGCGTCTTCGGATGGGAGGGTGTACTGGACTGCCTTTTGAACGCCAGG 
GATGCGTCGCAAAGCATCGGAGTGGCCCTG 

>RXN03 141 -downstream 
TGACAAACCTGGGCCCCAGAAGG 



RXN03 146 -upstream 

TAACGTGGGGGTTTTAAGCTTGCGTAGACATATCGTTTTTCGATAGATTTACATCTTGAA 
ACGATACGCCCATCCACGGCGCATGTCTGAAAGGTTCCCC 

>RXN03146 

ATGAATCCCCGCATCCTCATGCTGCTTCGCATCATTTTCGGCGCGGCCTTCCTCGCACTG 
TTGGTGCTGCAAGTCCTGCTCGCCATCAAAATCGTGCGCGATGGCCTCAACTCCGGCGAG 
CTCTCCCCCATCCCGCTCACCATTCTCGCGAGCTTCGTGATCATCGGTTTCGGGCTCGTG 
CAGTTCATCATCGTCTGTCTGTTCGCGCTACTGCGTCTCGTGGAAGACGATGAAATCTTC 
GACGCCCACTCGCTCGCCTGGGTTGATCGAATTGCCATCACCATCGCAGCCGGCGCCGTT 
TTACTCCTCCCAATGGCCTACATCGTCGCAGAAGTCGACGACGCCCCCGGAGCCATCGTC 
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TTCGGTCTCATCCTCGCGATGCTCATCACGGGCGTATCCCTGCTGGTAAAAATCATGCGC 
GCACTCCTGGCCCGCGCCATCGGATTCTCCACGGAACTGGAATCGGTGATC 

>RXNO 3 1 4 6 -downs t ream 
TAAATGGCCATCATCGTCGACAT 



RXN03 147 -upstream 

CCCTGATCCCGAGGACGATGACCGCCAAAGCGATGGnGCC.TCCAATCAGGA-TGTAGTGGA- 
GTGGGATTGGGCGGGCGTCATCGATGGCATCGATGCAGTT 

>RXN03147 

TTGGAAATCCTCTTTAAGAGCGGTTTGGGATTCGTTGTAATCATCGGTGCGGTCGGCGAA 
TACTTCGGCGCGGATTTCTGCGGTGCGGGTGCCGGTGGTGGCGGCTTGTTGAAGTTGGCT 
GAGTACATCGCTGGCTGGATCGCTGGAGAATCCGCTGATGATGTCTTTGGCTTCGTCGTA 
TGTGTACTCCGTTTTGAAACTTTCCTCGGCGTTGGGGTCTGCCAGCGTGGGATCGTCTGG 
GAGGAGCATGGC 

>RXNO 3 1 4 7 - downs t r earn 
TAGGCCTTCGCCGGATTCGATGG 



C3 RXN03 149 -upstream 

■^1 GCTTTACTAGAACCAGTGATCGGTAAACTACCTTTTAGTTCGGCTATTAGCAGTACAATC 
r fi TCTGTGGCGCTGGGATTTATTTTAGTTACCGTATATCGAT 

>RXN03149 

; ' : GTGGTTATTGGCGAACTGCTTCCTAAGAGCTATAGTATCGTC AATACGGAGAAGGTCGTC 

TTGTTCGTAGTTAAACCACTTCATTATTTTTATAAAGTAATGTTTCCTTTTATTTGGGTA 
I J TTGAATCATTCAGCTGCAGGGCTAGGGAAGCTATTAGGTGTGCGTCTCGTATCTGAAGGA 
iU GAAGAGACATTGTCTCAAGAAGAGCTGACATTAGTCGCATTGAATTCTTATGAAAAAGGA 
s GAGTTGCCAAAGAAGAATATCATTATT 

[fl >RXN03149-downstream 

f ] 5 TGAAAACGTGTTTGAATTTGATG 



RXN03 152 -upstream 

GCAAAATATCAGCTTTGACCTGCACATATAGTTGCACAATGGTGAAAGTGCACATAAAGT 
AACTTTCGTATTCGAATATTTAAACCTAAGGGGTTTAGCA 

>RXN03152 

ATGAAGCTATTTTCTCGTACTCCCCTCGTCGCACTCGGCACAGCTGCTGCAATGGCAGCA 
ACCTCCATCTCCGTTCCTGCACAGGCTGAAGAAGTCGCACCAGCACAGGTTGTGTACGTG 
GCTGACACCGTAGAAGAAGAAACGGGTAGCTCCAACGGATCTTCTGACATTGACTCTGAC 
ACCATTTTGGATTACGTCGTCGTTATTACTGGCATCGTTGGCGTCCTCAGCGCTGGTTTG 
ACCTTCGCTACTGCTTTCCAGCGTTCATTGCAG 

>RXNO 3 152 -downstream 
TAAATTTCAGCGTTAATCACCAA 



RXN03 153 -upstream 

TAATTTGAATTTTAGGGAACCTACCCCGAGCTTTTGCAGTCTAACGCTTATGAGTGCCTT 
TTCACGGCCCTCGTTACGACTACAAAGATCGGGGTATTTT 

>RXN03153 

ATGCGACGAATCTGGCTGCTCGTATGCGGCATCGCATTGACTGTCGCCGGCTGCACGAGT 
GGATCCACCACTCCCACAACCGTCACGGTAACCGCAACGCCAACGTCGGAGGAGGCTGCA 
TCCACGGAGCCGACCAACGACATACTTGCCAGCCAATTTCATCCGTGTGAAGTACTCACG 
CAGGAACAGTTCGAAGAAGTCGGATTGGGAGTCTTGATTGTTGAAGACGCTTACCTCGGC 
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TCGACAGGTTTAGGTTGCAGTTTCGGGAAAGCAGACAGAGAGGATTTTTCAGGTACGTGG 
CTCATTTCAACTGACCAAGCAAACCGACAATTTGTTGAAAACCAAGATCTAGAGACATTG 
GATTGGGGATCCAATGACAATCCAGATCTGTATGTGCATCAAATGTCCGAGACGGGTCGT 
CAATGTGAGGCAGCAGTTGACTATGACTGGGGCCGGCTTACGGTTGACTATCTCGAATTA 
GGTGAGGGCTGGGAGCCAGAAATTTTGTGCTCTGATGCTGTTGAAATTTTAGAAAATCTC 
ATCAAGGAACTAAGGGGAATTCCA 

>RXNO 3 153 -downstream 

TGACATTGAAAATTGATCCCTCG ^ — 



RXNO 3154 -ups t ream 

AAAGTGCCCTCTCCTAAATCGTTTCTAAGGGCTCGTCAGACCCCAGTTGATACAAACATA 
CATTCTGAAAATTCAGTCGCTTAAATGGGCGCAGCGGGAA 

>RXN03154 

ATGCTGAAAACTACATTAATCACCGATACCCTAGGGCACGTGACCTCTACTGAACCCACC 
ACCACAGCCCATGTTCCACTACCTGATGGATCTTCCACTCCAGTCCAAATTTGGGCGTCA 
GATAACAAAGACTCCCAACTGGTGATGCTGTGGCCAGGTTTCGGCATGGGTGGCTATTAC 
TATCGTCCGCTTGCGGCAGCGCTAAATAAAGCTGGATTCCATGTGGCGATTGGTGAACTT 
CGTGGTCAGGGGCAAAGTTCCGCGAAGGCTTCTCGGAAAAGTCAGTGGGGATACCATGAT 
CTCGCATCGGTAGATTTTCCGCTGCAGATTGCCGCTGCGAAAAAGGCGCTTGACCTGGAG 
GAAGGCCATCCCATGAGGTTTTTGTCGCATTCGATGGGTGGGCAGATTTCTTGTCTTTTC 
GCAGCGAGGCCGGAGGCTGAGAAATATAATCTTCGGGCGATTTTCGGGGTGGGTGCAGGG 
TCGCCGTTTAGGCCTACGTTTAGTCCGAAAATGGGGAAGCGTTTGGGATTGGGTGCGGTG 
CTGCTTGGTGGGATTGGTGGCCACATTGTGGGATTTTGGCCCGGCAAAGTTTTAGGAAAA 
GACCTGGTGGGTTATGGCCGACAATCGGGAACTCACATGAGGGAATGGCGTCGATTCCAT 
AAGCACAATTCTTTGGACGATCTCACCGCGCAGGACATCAACTATGTGGAGGTGATGAAG 
AAGGTGAGCATTCCTATTACTTTTAGTCGTTGTCCTGATGATGAGGACTGCCCGCAGGCA 
TCGATTGATGGGTTGGCGAGTTTTGTTCCCGCAGCGCAGATCAAAATGATAGAAATTCCA 
GAAGCCCTGGGACATAACCGGTGGGCTCGGGAACCTGAATCAACAGTGAAACTCTTCCTG 
GAACAAGCTCTT 

>RXN03154-downstream 
TAGTGACCGATGGAGCGGAGGTA 



RXN03156-upstream 

GTATCGACCTCGATGATCGCGTTGCTGCAGAGATGACCATTTTAGGTCGCCCTGTGCCTA 
AAGAAGGATAACCACCACACCAGAAAAGAAGTACCTCATT 

>RXN03156 

ATGGCTCGAACCACACCTCCACCAGCTGATGTACTCGACATCATCATTTCCACCGTGAAG 
CAGACCATCGGCATTGATCTTGCTGAACTGATTCAGGGCCGTGCACTCGGCCAGGCTCAA 
GGTGAGGCACAAGGCAAAGCTAGTGCAGCAGCCCTTGAGCAGGCACCTCATAATGAGCAG 

>RXN03156-downstream 
TAAATAACACACACCACATGTGC 



RXNO 3162 -ups t ream 

GGTCAATCAGTTCCTGCCACTGCTCTGGCTTGTCGTAGGTGTACTTCGCGCCGGAGAACA 
GGGTTGCGGAGAAGTTGTCGCCGCCTTCTGCTGGCTTCTT 

>RXN03162 

GTGCACGACGAACACTGGGTGTGGTCCGACGAGAAGGATGCGGATTTCGCCTTCGACGAT 
GCGTGGCATGAAACGCATATCAACGAGCATGCCGTTGTCGCCGATGATGTACTGGTCACA 
GAAATCCATGAACTCGCCGAGCTTGCGGACTTCAGTGTGGTTGTCGACTGCTTCGGTGCA 
CTTGATTTCAGTGTCCAATGGCAGTGCGGTGCCTGGCTCGATGGATGCAGCCAGTTCCTT 
GTCTACCAACTGGACGCGCCAAATGCCGGAGCCGGTGGAGCCACGGTTTTGCTTGAGCAC 
GCGCTCACCGAAGGACAGGGAGGTTGGGAAAACCTTGTGGAAGGTCTCCACGTCGTAGTA 
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1 



CGCCTCGGTGTCGGATGGCACCAGGTCGGTTTGGGA 

>RXNO 3 1 6 2 - downs t r earn 
TAGCTTGACCAGCGCATCTTTCG 



RXN03 167 -upstream 

GCCGCGACTGCGGGTGCTTTTGCGCTGTTGCGTAAAAAATAGTTTTTATTAAGGGCATTC 
CCTGATTCCCAGGTGGTGCCACATTGTTTATGGTGGAGAT . ■ 



>RXN03167 

ATGAACACGAACTTGCCGAACCTATACACCGCATTTGACCTTGATCGAAGTGAATCCTCC 
GAAGCTTTAGGTGTTTCCCTTTCTGCCCGCGATCTTCGCTTAGAACAAATGGGAATTGCC 
CAGGACGATCCTCGACGTGCCCAAACCGTCCAAGCTTTCGCAGTGCTTGCAGACCCAGCA 
AAACGCGCCACCTACGATGCTCAATTAGAAGCTGGAGTTCCACTCACCTGGGCGCAGATT 
CAGCATTTAGGAAACTTCGGCACCTTGCCTTCCACCCCTACTGCGCAGCCGTTTGCGGCA 
CCTCAGCCGGAGCCGTCGCCGGAACCGCAACAGCAGTGGAATAGCGGACAAAACTATGCG 
TATGGCAATCCGACCATGGATTACCAAACTCAGCAGAGCTACAACCCGATGCAGGACCAA 
ACCCAAGCGTCGATGTATGCGCAACCTTTCGCGAACACCCCTGCACCGATGTACAACAGC 
AATCAGGTTTTTAACAGGCCTACTGCGGGTACGCGTTTGTGGATGGCGATCCTCGACAGT 
ATTTTTGCCGGCATCGCTGGTGGAATTGTCTCCGGTATTTTCGGCTTTGGATCTGAATTC 
CTCACCAGTGTCATCATGATTTTGGTGCTG 



RXN03 17 0 -upstream 

GTTAAATCATTGCCGCCCAGAAGAAGACCGCGCGGGCGAATTTGGGCTTGGAGGGAACCA 
AACGGCCACTTTTCCAGTCCAACAAAGTATGAGGATTAAT 

>RXN03170 

TTGCCCCACGCCAAAGAGCTCGCCCACGAGCTGTGTTTGTTGCCCACCCCTGCTGTGCCC 
GCGCTTCCCACTGATTCTGGCGCGCAGTTTGATATCCACCAGGCACTATCCGCCTCCCTT 
GCCACCTATGCCCGCAACCTCACCTTGCTGTCCCACACCGCCGAGAATTTAGGAAACCGC 
GCGCTGACGGGCCTCGCTGAAATCGAAGACACCGACGACCAACTCGCACACGCATTGGAG 
CGCCTGACA 

>RXN03170-downstream 
TGATCGGTCTGATCAGCGCCCTT 



RXN03172 

CCAGAGTGGAAGAAATTCAACTCCGGCGACGCAGCCCGCGTTGTCCCAGACGCCAACGCA 
GAGCTCGACATCATCGGCGCACCAGCACTTCTTGCCGATCGCCCCTCCTACGCAAACGTC 
AAAACCCTCTCCCGCATCTTCGCTGTCATGCGCAGCCTCGGCCACGTCACCGCTGCCTCC 
CCAGTCACCGTGTTCTTCTCCTCCCACTCCGTGCTCAGCAACGTTGACCGCGGATCCGAG 
CACTACTCCGGACCCAACGGCCTGGGCGAATGGACCTCCGTTGGTCGCGCAGTAGCCACC 
AACTGGAACGGCGTTGTCGACGCCCTCGACGAAGCCATCACCGTCAAGGAAGTAAACAGC 
CTCTTTACCGAAGACGCCGCAACCCGCATTCAAGAAGCACAAGCAGCTGTTCAGGCAGCT 
CGCGAGGCTGAAGAGCAAATCGCCAAGGAAGAAGCCGAAAAGGTCGACCCTTACGACAAC 
TCCCCATGGGCTGCAGCAGGCATCGACCCCATCAAGGTCTCCATCGACGGACGCACCATC 
TACACCCTGCGCACCTACCTCGGCGGACAGCCAGTATTCCTCGGAAAATTCGGCGAAATC 
TCCACCTTCAACAGCCAAAAATCCCTCCTGCGCTGGCTCGTCGAACACGATGACCACGAC 
CTCGCCCGCGCCTCCACCTGGAGCGACCTCATGCTCGGCATCAACGCCGGTGAAACCGAA 
CTCCTCGTCCACAGCGACAACGTCTACTCCTTCAACGGCCTGGTCAAAGACATCAACACC 
TCCGTCGACGCCGTAGACACCCAACAAATGGCCCGCGCCTACGAACTCATGGCAGACACC 
GCCGACTGGGCCGACGACGACTCCATGAATTCCTACTTCCTGGCCAACCCACGCATGCAG 
GACTACATCTCCTACATGCTCGGCGGCAGCGACACCTCCGGATATGTCCCTCACGCACCA 
TTCAACGACCACTCTGAGAGCTGGCGCGAGCTGGAGGAGATGCTGATCAAGCGATTCAGC 
AAGTTC 

>RXNO 3 1 7 2 - downs t r earn 
TAGGTCGCCTATTTGGGGTTCGT 
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>RXN03173 

CTCAACCGCGACACCCATCACCTGTGGGTCGTCTTAACCACCGACTCCGACGACTTCGAC 
GCAGACTCCTTTACCACCGAAGTCATCCGGATCACCGGCTACTCCCGCCACGAAGTCAAC 
AACGGCCTTAACGCCATGGCCGCGATGACCAACCTCCCACACCTGCGCGCCATCCAAGAA 
CGCTACTACTTCCTGAGCATCCGCTACCTCGCCTCCATCATGATCGCCGTGGCCAAAGCA 
GACCCCACCCTGTGGGAAGAACTCGACCTGCGCATCACCGACGCCTTAACACCAGTCACC 
GCAGGGGAAGTCATGATCCAATCCTCCACCCTGTCCAAACGCAT-CGCCGCG-TGGATeAAA- 

GAACTCGACCCCGAACCCACACCAGAGCCCACACCGAAAGAGGACTATGTTCACGTCCAC 

ACCACTGATGAGGCGACCTATGTCCGCATCAAAATCAGCGGCCCCAACCGCCTGATCCTC 
AATGACATCATCACCCAACTCAAAGACACAGACACCGAGGACAGCCTGCCTGAAGCGCTC 
ATGGCGTTCCTGACAGAGAAAATCCAGTTAAAGATCACCAAATACCTCTTCACCCCACAT 
AAGCACCCTGAGCAGGTGTGGTCACCGGACTACGGTGACATTGATCCCGAAGCCTATGCC 
AACGCCACCCTCGTGTGCGCCAAGGACTTAGATGAGCTCGCTGGAGCCACGGAGAAGAGC 
TACACCCCGAGTGAGAAGATGAAAGCCCTGATCAGAGCTCGGGATGGGCATTGCCGCTTC 
CCAGGGTGTTGCGTTCCGGCGAGTAAGTGCCAGGTCGATCACATTATCCCGTGGGCGGAG 
GGCGGCCCGACAGCGGCGTGGAACCTGCAGTTGTTGTGCCAGCGGCATCACAATATGAAA 
ACCGATGGTCGCTTTACTGCTGATGCTAATGGATTGGCGGAGATTAGATGGATTGGGCCG 
ATGGATGTACCAGCGGTGACCAGGCCGACGGGTCCGTTGGTGAAAGCGATGCCGCGGGGG 
ATTTGGGGTCAGGTGTTGAGGGATCGGATCCAGGCTAGGTTTGAGCGGATCCGCGACCGC 
GCCCTCAACAAAGAAGAC 

>RXNO 3 1 7 3 - downs t r earn 
TAGAAGCGCACAGGTTTTTGCAT 



>RXN03174-upstream 

GCGATGCTCGAACGCGCAGAACGCTCCTGGGTAGACAAAGCCGCTGCATACGATTTGCGC 
TGGTCAGATCACTCACCACTGAACGTGATCTACTCCTAAA 

>RXN03174 

ATGCTGCTGACAATTCTATGGGCCATCGGCATCACCGCCGAAGGCATGACAGGCGCGCTG 
GCCGCAGGCCGACAAAAAATGGATCTCTTCGGAGTATCCGTCATCGCATGCGTTACCGCG 
ATCGGCGGCGGATCCATCCGCGACATGCTGCTGGGACATTACCCGCTGGTGTGGGTGGAA 
AAGCCACTGTATCTACTGCTGATCATTGGCGCAGCCATTTTGACAGTGTCCATTTCCTTC 
CTGATGGAGCACTTCCGTGTGTTGTTCCTCGTGCTCGACGCCGTGGGTCTTTCTGCATTC 
GCTGTGATCGGCACACAAATCGCACTGGAAATGGGCTACGGATTCATCATCGCAGTAGTG 
GCATCAGTGCTCACAGGTGTATTCGGCGGCGTCATGCGTGACCTTTTGTGTGACCGCATC 
CCACTGGTATTTCAAAAAGAGCTCTACGCATCAATC 



>RXN03 177 -upstream 

CTGCCCGATTTATGTTTTCCGACGGCACCATCTGCAAAGAACGAGTGTGACCGGTAGCTT 
TATGGGCTGAACAATTCTAAGGAGAATTATCC 

>RXN03177 

GTGAAAAAGAAGCTTATGTTGCCTTTGATTGTTGCAGCTTTGGGGTTAAGTGCCTGCAGC 
TCCGAACCTGCAGCAGCCCCACTCGAAGCAGAGCCATTACATAACCTGCTCATTGATGGT 
TCAGAGTCCGGCTTGGACAATGCCACTGAAGGAAACGACACCTCATTAAGTGGCCAACCC 
ATCAATCTTACAGTGGTCAACGGTGCCTTAGATATCGATGGCTCCTGCGGAAAAGCCCTC 
CAAGCTGTAGAGGACGTCAATCTGGACAGCGTAGCTAGCGCATCCAGGGCACTGGCATCC 
GGCGACAAACAAGTAGGCATCGCCATGTACTCAACCGCCGAAGACAACGACATCTCACCA 
ATGGACCTCTACGCAGACATCGCGAATGCTTGCGAAGACCCCGTCGTCGATTCTTCCGAC 
ACCACCTACACCTTCGGCAAACTCGATGATGCTCCCGACGGCGCCGTTGGATTCACCCTC 
GACATTGAAGTCACCCCTGACAATCAAGGCTCCACCGTGATGATGATCCAAGAATTAGGA 
AACCACCACATCATCGTCGCAGGACTTGAAACCACCCCAGAAGAAACCGCCACTGTCTTC 
GAAGCACAACGCACCAAACTCGAAGAAGGCTTGCAGCTTAAACAGAATTGGCAGCTTGGG 
TGGGTT 

>RXN03 177 -downstream 
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TAAATGCGCCCAACCTAAGAAAA , 
RXN03 182 -upstream 

ACTCGACACCACCGTCACCAACTTCATGATGGTCATCGCACTCTTAGGATTCATCAGCTC 
TGTATCCGTAGCCCGCTTCCGCAAGAGGGATGGTGCCTAA 

>RXN03182 

ATGACCCTGCAACTATTCACCGACATCGTGTCTCTGGTGTTCATTCTCAGCGGCGCATTC 

TTGTCATTCTCCGCATCCATCGGCCTCATACGATTCAAAGACACCATGTCCAGAGTCCAC 

GCCATGACCAAACCCCAAACAACCGGCC.TTATGG-TGAeeGTTGTAGGCGCAATCATCCGC 

-ATGTTAGGCCACGAACACTTCGATC^ 

CTCGTACTGTTTGCACTGCTCACCAGCCCAGTG 



RXN03184-upstream 

GCACAACGTCGCTGGTCAGTGCCATTAGTCACGCAAGAAATGGGCGGGTCCGGTGGAAGA 
CTGGCCTGCTGTTTGGTGCCGCGGGC 

>RXN03184 

ATGGTTGGCGCGTTTGGCGGTGGCGTTCTCGGGGGCTACATTCCTGGCACGATTTTGATG 
ATCGCGTTTGCGCTCATGATGATCGCCACGTCGACTGCGATGTTGCGGGGGCGTAAGCAG 
AAGAAGGGGGCGTCGAAAAGCTCTCTTTGGCGCGTCCTTGTTGATGGCCTGGTGGTCGGC 
GCGGTGACCGGGCTTGTTGGTGCGGGCGGCGGCTTTTTGGTGGTGCCGGCGCTGGCGCTG 
CTCGGCGGGCTGTCGATGCCGGTGGCTGTGGGCACGTCGTTGGTGGTGATCACGATGAAG 
TCGTTTGCGGGGCTTGCCGGGTATCTGACCAGCGTGCAGCTGGATTGGGGGCTGGTGCTG 
ATGGTGACTGCGGCCGCCATCGTCGGTTCGCTTGCCGGTTCGCGCCTTGCGGGGCGCGTG 
CCTGAGACTTTGCTCCGCAAAGGGTTCGGGGTGTTCGTGCTGGTCATGGGCGTGTTCGTG 
C TC GGC TTGG AGC TTTTA 

>RXNO 3 1 8 4 - downs tr earn 
TAAGCTTTTCGACGTCTCC 



>RXN03185-upstream 

AGCGCCCAACCGTTCAGACCAQCGGTTTCTCTGAGGATGCAAAGTCCATGATGGGTNAGG 
TCACTGAGCTGTCCGAAACCACC 

>RXN03185 

ATGAATGATCTTGCAGCTGAAGGTGAAAACGATCCTTACCGCATGGTTCAGCAGCTGCGC 
CGCAAGCTCTCTCGCTTCGTCGAGCAGAAGTGGAAGCGCCAGCCGGTCATCATGCCAACC 
GTCATTCCGATGACTGCGGAAACCACGCACATCGGTGACGATGAGGTTCGCGCTTCACGC 
GAGTCCCTG 

>RXN03185-downstream 
TAAAAGCATTTCGCTTTTCGACG 
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